Lab Reporting Batch ID: PH009
EDD Filename: PrepPH009

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

Analysis Date

R e U

Analyte

A SR AR

Result

e

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Associated
Samples -

Sample ID

T

SL-704-SA5C-SB-9.0-10.0(RES)

Reported
Reslt

Modified
Final Result

0.354U ng/Kg

0.354 ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0554 ng/Kg 0.0554U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0309 ng/Kg 0.0309U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HxCDD 0.0618 ng/Kg 0.0618U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0723 ng/Kg 0.0723U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDF 0.0635 ng/Kg 0.0635U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,8-HXCDD 0.0970 ng/Kg 0.0970U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDF 0.0797 ng/Kg 0.0797U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0467 ng/Kg 0.0467U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.116 ng/Kg 0.116U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) 2,3,7,8-TCDD 0.0338 ng/Kg 0.0338U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) 2,3,7,8-TCDF 0.0518 ng/Kg 0.0518U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) oCDD 0.375 ng/Kg 0.375U ng/Kg
SL-704-SA5C-SB-9.0-10.0(RES) OCDF 0.0849 ng/Kg 0.0849U ng/Kg
SL-705-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0807 ng/Kg 0.0807U ng/Kg
SL-705-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0687 ng/Kg 0.0687U ng/Kg
SL-705-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0895 ng/Kg 0.0895U ng/Kg
SL-705-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0935 ng/Kg 0.0935U ng/Kg
SL-705-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.152 ng/Kg 0.152U ng/Kg
SL-705-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.0930 ng/Kg 0.0930U ng/Kg
SL-705-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0971 ng/Kg 0.0971U ng/Kg
SL-705-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0445 ng/Kg 0.0445U ng/Kg
SL-705-SA5C-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0356 ng/Kg 0.0356U ng/Kg
SL-705-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.334 ng/Kg 0.334U ng/Kg
SL-705-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0655 ng/Kg 0.0655U ng/Kg
SL-705-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0531 ng/Kg 0.0531U ng/Kg
SL-705-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0255 ng/Kg 0.0255U ng/Kg

SL-705-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8-HXCDF

0.0355 ng/Kg

0.0355U ng/Kg

SL-705-SA5C-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDF

0.0140 ng/Kg

0.0140U ng/Kg

SL-705-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8,9-HXCDD

0.0539 ng/Kg

0.0539U ng/Kg

SL-705-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0164 ng/Kg 0.0164U ng/Kg
SL-705-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0208 ng/Kg 0.0208U ng/Kg
SL-705-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0160 ng/Kg 0.0160U ng/Kg
SL-705-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0455 ng/Kg 0.0455U ng/Kg
SL-705-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDF 0.0150 ng/Kg 0.0150U ng/Kg
SL-705-SA5C-SB-4.0-5.0(RES) OCDD 0.637 ng/Kg 0.637U ng/Kg
SL-705-SA5C-SB-4.0-5.0(RES) OCDF 0.0851 ng/Kg 0.0851U ng/Kg
SL-705-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.275 ng/Kg 0.275U ng/Kg
SL-705-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0590 ng/Kg 0.0590U ng/Kg
SL-705-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0172 ng/Kg 0.0172U ng/Kg
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Lab Reporting Batch ID: PH009
EDD Filename: PrepPH009

Method Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_120718_L.an

Method Blank

Sample ID Analysis Date

Analyte

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Associated
Sample

_|Analyte

Reported

Modified
Fi aIResuIt

0.0185U ng/Kg

10.0(RES) 1.2,3,6,7,8-HXCDF 0.0185 ng/K;
SL-705-SA5C-SB-9.0-10.0(RES) 12,3,7,8,6-HXCDD 0.0370 ng/Kg 0.0370U ng/Kg
SL-705-SA5C-SB-0.0-10.0(RES) 1,2,3.7,8,0-HXCDF 0.0165 ng/Kg 0.0165U ng/Kg
SL-705-SA5C-SB-9.0-10.0(RES) 12,3.7,8-PECDF 0.0159 ng/Kg 0.01590 ng/Kg
SL-705-SA5C-SB-9.0-10.0(RES) 2,3,46,7,8-HXCDF 0.0198 ng/Kg 0.0198U ng/Kg
SL-705-SA5C-SB-0.0-10.0(RES) 2,3.4,7,8-PECDF 0.0512 ng/Kg 0.0512U ng/Kg
SL-705-SA5C-SB-9.0-10.0(RES) 2,3.7,8-TCDF 0.0148 ng/Kg 0.0148U ng/Kg
SL-705-SA5C-SB-9.0-10.0(RES) ocDD 0.452 ng/Kg 0.452U ng/Kg
SL-705-SA5C-SB-9.0-10.0(RES) OCDF 0.0730 ng/Kg 0.0730U ng/Kg
SL-976-SA5C-SB4.0-5.0(RES) 12,3,4.7,8,9-HPCDF 0.0867 ng/Kg 0.0867U ng/Kg
SL-976-SA5C-SB-4.0-5.0(RES) 12,3,7,8,9-HXCDF 0.110 ng/Kg 0.110U ng/Kg
SL-976-SA5C-SB4.0-5.0(RES) 2,3.4,6,7,8-HXCDF 0.101 ng/Kg 0.101U ng/Kg
SL-976-SA5C-SB-4.0-5.0(RES) 2.3.4.7,8-PECDF 0.237 nglKg 0.237U ng/Kg
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH009 Laboratory: LL
EDD Filename: PrepPH009 eQAPP Name: CDM_SSFL_120718 Lan
Metho 60.31

SO

Concentration (%)

SL-676-SA5C-SB-4.0- SL-976-SA5C-SB-4.0- Sample eQAPP
Analyte 5.0 5.0 RPD RPD Flag

MOISTURE 11.0 11.4 4 No Qualifiers Applied

Concentration (ng/Kg)

SL-676-SA5C-SB-4.0- | SL-976-SA5C-SB-4.0-
1,2,3,4,6.7,8-HPCDF . )
1,2,3,4,7,8-HxCDD 0.103 0.157
1,2,3,6,7,8-HXCDD 0.240 0.274 No Qualifiers Apolied
1,2,3,7,8,9-HXCDD 0.170 0.211 0 Qualihers Applie
2,3,4,6,7,8-HXCDF 0.0736 0.101
OCDD 50.3 33.3
OCDF 1.41 117
1,2,3,4,7,8,9-HPCDF 0.0412 0.0867
1,2,3,4,7,8-HXCDF 0.0685 0.165
1,2,3,6,7,.8-HXCDF 0.0626 0.162
1,2,3,7,8,9-HXCDF 0.0188 0.110 J(all detects)
1,2,3,7,8-PECDD _ 0.0042 0.281
1,2,3,7,8-PECDF 0.0794 0.335
2,3,4,7,.8-PECDF 0.0574 0.237
2,3,7,8-TCDD 0.0218 0.114
2,3,7,8-TCDF 0.0200 0.102
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Reporting Limit Outliers

Lab Reporting Batch ID: PH009
EDD Filename: PrepPH009

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Matrix:  AQ

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB-052412 1,2,3,4,6,7,8-HPCDD JB 3.26 9.76 PQL pg/L
1,2,3,4,6,7,8-HPCDF JB 0.628 9.76 PQL pg/L
1,2,3,4,7,8,9-HPCDF JBQ 0.256 9.76 PQL pg/L
1,2,3,4,7,8-HXCDF JBQ 0.267 9.76 PQL pg/L
1,2,3,6,7,8-HXCDD JB 0.331 9.76 PQL pg/L
1,2,3,6,7,8-HXCDF JB 0.189 9.76 PQL pg/L
1,2,3,7,8,9-HXCDD JBQ 0.453 9.76 PQL pg/L J (all detects)
1,2,3,7,8-PECDD JB 0.304 9.76 PQL pg/L
1,2,3,7,8-PECDF JB 0.183 9.76 PQL pg/l
2,3,4,6,7,8-HXCDF JB 0.216 9.76 PQL pg/L
2,3,4,7,8-PECDF JBQ 0.544 9.76 PQL pg/L
OCDD JB 5.01 19.5 PQL pg/L
OCDF JB 0.794 19.5 PQL pg/L

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-671-SA5C-SB-2.0-3.0  |1,2,3,4,7,8,9-HPCDF JB 1.80 5.33 PQL | ng/Kg
1.2.3.4,7,8-HXCDD JB 2.04 5.33 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JB 1.46 5.33 PQL | ng/Kg
1.2.3,6.7.8-HXCDF B | 099 5.33 PQL | ng/Kg
1.2.3.7.8.9-HXCDD JB 3.92 5.33 PQL | ng/Kg
1.2.3.7,8.9-HXCDF B | 0216 533 PQL | ng/Kg
1.2.3.7.8-PECDD J 0.835 5.33 PQL | ng/Kg | Y (@lldetects)
1.2.3,7.8-PECDF JB 1.24 5.33 PQL | ng/Kg
2.3,4.6,7,8-HXCDF JB 1.21 5.33 PQL | ng/Kg
2.3,4.7.8.PECDF JB | 0378 5.33 PQL | ng/Kg
2.3,7.8-TCDD JBQ | 0.0766 1.07 PQL | ng/Kg
2.3,7.8-TCDF B | 0217 1.07 PQL | ng/Kg
SL-672-SA5C-SB-0.0-05  |1,2,3,4.7,8,9-HPCDF JB | 0438 5.42 PQL | ng/Kg
1.2.3,4,7.8-HxCDD B | 0694 5.42 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JB | 0614 5.42 PQL | ng/Kg
1.2.3,6.7.8-HXCDD J 1.44 5.42 PQL | ng/Kg
1.2.3,6,7.8-HXCDF B | 0464 5.42 PQL | ng/Kg
1.2.3,7.8,9-HXCDD JB 1.04 5.42 PQL | ng/Kg
1.2.3,7,8.9-HXCDF B | 0311 5.42 PQL | ng/Kg
1.2,3.7.8.PECDD J 0.535 5.42 PQL | ng/Kg | ¢ (@lldetects)
1.2:3.7,8-PECDF B | 0751 5.42 PQL | ng/Kg
2.3.4.6,7,8-HXCDF JB | 0407 5.42 PQL | ng/Kg
2.3,4.7.8-PECDF JB | 0693 5.42 PQL | ng/Kg
2.3,7.8.TCDD JB | 0132 1.08 PQL | ng/Kg
2.3,7.8-TCDF JB | 0236 1.08 PQL | ng/Kg
OCDF JB 9.19 10.8 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH009 Laboratory: LL
EDD Filename: PrepPH009 _ eQAPP Name: CDM_SSFL_120718_Lan

Lab Reportingi RL
SamplelD Analyte » Qual | Result Limit Type | Units Flag
SL-672-SA5C-SB-4.0-5.0  [1,2,3,4,6,7,8-HPCDD JB 1.74 5.65 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.271 5.65 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0488 5.65 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB | 00506 5.65 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB | 0.0604 5.65 PQL | ng/Kg
1,2,3,6,7,8-HXCDD J 0.182 5.65 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB | 0.0512 5.65 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.150 5.65 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB | 0.0529 5.65 PQL | ng/Kg
1,2,3,7,8-PECDD J 0.0730 5.65 PQL | ng/Kg
1,2,3,7,8-PECDF JB | 0.0691 5.65 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0578 5.65 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.113 5.65 PQL | ng/Kg
2,3,7,8-TCDD JB | 0.0403 1.13 PQL | ng/Kg
2,3,7,8-TCDF JB 0.0370 1.13 PQL ng/Kg
OCDF JB 0.531 11.3 PQL | ng/Kg
SL-676-SA5C-SB-0.0-05 |1,2,3,4,6,7,8-HPCDF JB 1.70 5.43 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.172 5.43 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.226 5.43 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.305 5.43 PQL | ng/Kg
1,2,3,6,7,8-HXCDD J 0.501 543 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.136 5.43 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.354 543 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB | 0.0588 5.43 PQL | na/Kg J (all detects)
1,2,3,7,8-PECDD J 0.123 5.43 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.325 543 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.166 5.43 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.171 5.43 PQL | ng/Kg
2,3,7,8-TCDD JB | 0.0332 1.09 PQL | ng/Kg
2,3,7,8-TCDF JB 0.100 1.09 PQL | ng/Kg
OCDF JB 2.97 10.9 PQL ng/Kg
SL-676-SA5C-SB-4.0-50  [1,2,3,4,6,7,8-HPCDD JB 474 5.57 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF . JB 0.662 5.57 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB | 0.0412 5.57 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.103 5.57 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB | 0.0685 5.57 PQL | ng/Kg
1,2,3,6,7,8-HXCDD J 0.240 5.57 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0626 5.57 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.170 5.57 PQL | ng/Kg
12.37.8.9-HXCDF B | oo188 5.57 PQL | ng/Kg | ¢ (@lldetects)
1,2,3,7,8-PECDD JQ 0.0942 5.57 PQL ng/Kg
1,2,3,7,8-PECDF JB | 0.0794 5.57 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0736 557 PQL ng/Kg
2,3,4,7,8-PECDF JB | 00574 5.57 PQL | ng/Kg
2,3,7,8-TCDD JB | 0.0218 1.11 PQL | ng/Kg
2,3,7,8-TCDF JB | 0.0200 1.11 PQL | ng/Kg
OCDF JB 1.41 111 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH009 Laboratory: LL
EDD Filename: PrepPH009 eQAPP Name: CDM_SSFL_120718_Lan
SO
Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-677-SA5C-SB-0.0-05 |1,2,3,4,6,7,8-HPCDD JB 1.92 5.64 PQL | ng/Kg
1,2.3.4,6.7,8-HPCDF JB | 0302 5.64 PQL | ng/Kg
1,2.3.4,7,8,9-HPCDF JB | 00897 5.64 PaL | ng/Kg
1.2.3,4,7,8-HxCDD JB | 0.0904 5.64 PQL | ng/Kg
1.2.3.4,7.8-HXCDF JB | 0143 5.64 PQL | ng/Kg
1.2.3,6,7,8-HXCDD Ja | o172 5.64 PQL | ng/Kg
1.2.3,6,7,8-HXCDF JB | 0165 5.64 PQL | ng/Kg
1.2.3,7,8.9-HXCDD JB | 0174 5.64 PQL | ng/K
1,2,3.7.8,9-HXCDF B | 0138 5.64 PQL | ngikg | (@il detects)
1,2,3,7.8-PECDD J 0.232 5.64 PQL | ng/Kg
1.2.3.7,8-PECDF JB | 0288 5.64 PQL | ng/Kg
2.3,4.6,7,8-HXCDF JB | 0109 5.64 PQL | ng/Kg
2.3,4,7,8-PECDF JB | 0237 5.64 PQL | ng/Kg
2,3,7,8-TCDD JB | 0.0760 1.13 PQL | ng/Kg
2.3,7,8-TCDF JB | 00763 113 PQL | ng/Kg
OCDF JB | 039 11.3 PQL | ng/Kg
SL-677-SA5C-SB-4.05.0 |1,2,3.4,6,7,8-HPCDD JB | 0520 5.51 PQL | ng/Kg
1,2,3.4.6,7,8-HPCDF JB | 00736 5.51 PQL | ng/Kg
1.2.,3,4,7,8,9-HPCDF JB | 00485 5.51 PQL | ng/Kg
1.2.3,4.7,8-HxCDD JB | 00394 5.51 PQL | ng/Kg
1,2,3.4,7,8-HXCDF JB | 00510 5.51 PQL | ng/Kg
1,2.3,6,7,8-HXCDD J | 00482 5.51 PQL | ng/Kg
1,2.3,6,7,8-HXCDF JB | 00443 5.51 PQL | ng/Kg
1,2,3.7.8,9-HXCDD JBQ | 0.0461 5.51 PQL | ng/Kg
1,2,3.7.8,9-HXCDF JB | 0.0420 5.51 PQL | ng/Kg | J (all detects)
1,2,3.7.8-PECDD J | 00488 5.51 PQL | ng/Kg
1,2,3.7,8-PECDF JB | 00736 5.51 PQL | ng/Kg
2.3,4,6,7,8-HXCDF JB | 00245 5.51 PQL | ng/Kg
2.3,4,7,8-PECDF JB | 00765 5.51 PQL | ng/Kg
2,3.7,8-TCDD JBQ | 0.0301 1.10 PQL | ng/Kg
2.3,7,8-TCDF JBQ | 0.0329 1.10 PQL | ng/Kg
0CDD JB 2.67 11.0 PQL | ng/Kg
OCDF JB | o0.107 11.0 PQL | ng/Kg
SL-694-SA5C-SB-0.0-05  |1,2,3,4,6,7,8-HPCDD JB | 0562 573 PQL | ng/Kg
1,2.3.4,6.7,8-HPCDF JB | 00913 5.73 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF JB | 00367 5.73 PQL | ng/Kg
1.2.3,4,7,8-HxCDD JBQ | 00311 5.73 PQL | ng/Kg
1,2,3.4,7,8-HXCDF JB | 00277 5.73 PQL | ng/Kg
1,2,3.6,7,8-HXCDD Jo | o0.0520 5.73 PQL | ng/Kg
1,2.3,6,7,8-HXCDF JB | 0.0260 573 PQL | ng/Kg
1.2.3,7,8,9-HXCDD JB | 00728 5.73 PQL | ng/Kg
1.2'37.8.9-HXCDF B | 00345 573 PQL |ngikg | (@il detects)
1,2.3,7,8-PECDD J | 00236 573 PQL | ng/Kg
1.2.3,7,8-PECDF JBQ | 00196 573 PQL | ng/Kg
2.3,4,6,7,8-HXCDF JBQ | 00264 573 PQL | ng/Kg
2.3,4,7,8-PECDF JB | 0.0500 5.73 PQL | ng/Kg
2.3,7.8-TCDF JB | 00199 1.15 PQL | ng/Kg
OCDD JB 2.81 115 PQL | ng/Kg
OCDF JB | 0160 115 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH009 Laboratory: LL
EDD Filename: PrepPH009 eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-694-SA5C-SB-4.0-50 |1,2,3,4,6,7,8-HPCDD JB | 0343 5.39 PQL | ng/Kg
1.2.3.4.6.7,8-HPCDF JB | 0.0621 5.39 PQL | ng/Kg
1.2.3.4,7.8.9-HPCDF JB | 00319 5.39 PQL | ng/Kg
1.2.3,4.7.8-HXCDD B | 00147 5.39 PQL | ng/Kg
1.2,3,4.7,8-HXCDF JB | 00279 5.39 PQL | ng/Kg
1.2.3,6,7,8-HXCDD Ja | 00336 5.39 PQL | ng/Kg
1.2,3,6,7,8-HXCDF JB | 00258 5.39 PQL | ng/Kg
1.2.3.7.8,9-HXCDD JBQ | 00277 5.39 PQL | ng/K
1.2.3,7,8.9-HXCDF JBQ | 00218 5.39 PQL | ngikg| Y falldetects)
1.2,3.7,8-PECDD JQ | 00393 5.39 PQL | ng/Kg
1.2,3.7.8-PECDF JB | 00190 5.39 PQL | ng/Kg
2.3.4,6.7,8-HXCDF JB | 00170 5.39 PQL | ng/Kg
2.3.4.7.8-PECDF JB | 00520 5.39 PQL | ng/Kg
2.3,7.8.TCDD JB | 00215 1.08 PQL | ng/Kg
OCDD JB | 0897 10.8 PQL | ng/Kg
OCDF B | 0109 10.8 PQL | ng/Kg
SL-694-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDD B | 0746 5.65 PQL | ng/Kg
1.2.3,4.6,7.8-HPCDF B | 0141 5.65 PQL | ng/Kg
1.2.3,4.7,8.9-HPCDF JBQ | 0.0342 5.65 PQL | ng/Kg
1.2,3,4.7 8-HXCDF JB | 00404 5.65 PQL | ng/Kg
1.2,3,6.7,8-HXCDD J | 0.08687 5.65 PQL | ng/Kg
1.2.3,6.7,8-HXCDF | 9B | 0.0491 5.65 PQL | ng/Kg
1.2.3.7.8,9-HXCDD JB | 00792 5.65 PQL | ng/Kg
1.2.3.7.8,9-HXCDF JB | 00268 5.65 POL | ng/Kg
1.2.3.7.8-PECDD Ja | 00204 5.65 PQL |ngiKg | J(@lldetects)
1.2.3,7.8-PECDF JB | 00296 5.65 PQL | ng/Kg
2.3.4.6.7,8-HXCDF JB | 00363 5.65 PQL | ng/Kg
2.3.4,7,8-PECDF JB | 00943 5.65 PQL | ng/Kg
2.3,7,8-TCDD JB | 00282 113 PQL | ng/Kg
2.3.7.8-TCDF JBQ | 00229 113 PQL | ng/Kg
ocbD JB 3.52 113 PQL | ng/Kg
OCDF B | 0253 113 PQL | ng/Kg
SL-704-SA5C-SB-0.0-05  |1,2,3,4,6,7,8-HPCDF B | 0703 5.60 PQL | ng/Kg
1.2.3,4.7,8.9-HPCDF JB | 00988 5.60 PQL | ng/Kg
1.2.3,4.7,8-HxCDD JBQ | 0.0556 5.60 PQL | ng/Kg
1.2.3,4.7,8-HXCDF JB | 00845 5.60 PQL | ng/Kg
1.2.3,6.7,8-HXCDD Ja | 0306 5.60 PQL | ng/Kg
1.2.3,6.7,8-HXCDF JB | 00892 5.60 PQL | ng/Kg
1.2,3.7.8,9-HXCDD JBQ | 0.188 5.60 PQL | ng/Kg
1.2,3.7.8,9-HXCDF JB | 00619 5.60 PQL |ng/Kg |  J(all detects)
1.2.3.7.8.PECDD Ja | 0.0341 5.60 PQL | ng/Kg
1.2,3.7.8-PECDF JB | 00467 5.60 PQL | ng/Kg
2,3.4,6.7,8-HXCDF JB | 00730 5.60 PQL | ng/Kg
2.3.4.7.8-PECDF B | 0124 5.60 PQL | ng/Kg
2,3.7,.8-TCDD JBQ | 0.0375 1.12 PQL | ng/Kg
2.3.7.8-TCDF JB | 00294 112 PQL | ng/Kg
OCDF JB 172 11.2 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH009 Laboratory: LL
EDD Filename: PrepPHOOS eQAPP Name: CDM_SSFL_120718_Lan

soO

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-704-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.320 5.61 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0697 5.61 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0253 5.61 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0322 5.61 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0315 5.61 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.0312 5.61 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0221 5.61 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0389 5.61 PQL ng/K
1.2.3,7.8.9-HXCDF B | 00247 5.61 PQL | ngikg | Y (@lldetects)
1,2,3,7,8-PECDF JBQ 0.0335 5.61 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0206 5.61 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0522 5.61 PQL ng/Kg
2,3,7,8-TCDD JBQ 0.0208 1.12 PQL ng/Kg
2,3,7,8-TCDF JB 0.0232 1.12 PQL ng/Kg
OCDD JB 0.718 11.2 PQL | ng/Kg
OCDF JB 0.0974 11.2 PQL ng/Kg
SL-704-SA5C-SB-9.0-10.0 |{1,2,3,4,6,7,8-HPCDD JB 0.354 5.45 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.0554 5.45 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0309 5.45 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0618 5.45 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0723 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.0722 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0635 5.45 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0970 5.45 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0797 5.45 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.134 5.45 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.124 5.45 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0467 5.45 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.116 5.45 PQL ng/Kg
2,3,7,8-TCDD JB 0.0338 1.09 PQL ng/Kg
2,3,7,8-TCDF JB 0.0518 1.09 PQL ng/Kg
OCDD JB 0.375 10.9 PQL ng/Kg
OCDF JB 0.0849 10.9 PQL ng/Kg
SL-705-SA5C-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 4.80 5.66 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.671 5.66 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0807 5.66 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0687 5.66 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0895 5.66 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.222 5.66 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0935 5.66 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.152 5.66 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0930 5.66 PQL ng/Kg
1,2,3,7,8-PECDD J 0.0388 5.66 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.137 5.66 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0971 5.66 PQL ng/Kg .
2,3,4,7,8-PECDF JB 0.0445 5.66 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0356 1.13 PQL ng/Kg
OCDF JBQ 1.20 11.3 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch 1D: PH009 Laboratory: LL
EDD Filename: PrepPH009 eQAPP Name: CDM_SSFL_120718_Lan
S0
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-705-SA5C-SB-4.0-50  |1,2,3,4,6,7,8-HPCDD JB | 0334 5.63 PQL | ng/Kg
1.2.3,4.6,7.8-HPCDF JB | 0.0655 5.63 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF JBQ | 0.0531 5.63 PQL | ng/Kg
1.2.3,4.7,8-HxCDD JBQ | 0.0255 5.63 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JB | 0.0355 5.63 PQL | na/Kg
1.2.3,6.7,8-HXCDD Ja | 0.0466 5.63 PQL | ng/Kg
1.2.3,6.7.8-HXCDF JBQ | 0.0140 5.63 PQL | ng/Kg
1.2.3,7,8.9-HXCDD JBQ | 0.0539 5.63 PQL | ng/K
1.2.3,7,8.9-HXCDF JB | 00164 5.63 PQL |ngikg | (alldetects)
1.2,3.7.8.PECDD J | 00238 5.63 PQL | ng/Kg
1.2.3,7,8-PECDF JB | 0.0208 5.63 PQL | ng/Kg
2.3.4.6,7,8-HXCDF JBQ | 0.0160 5.63 PQL | ng/Kg
2.3.4,7.8-PECDF JB | 00455 5.63 PQL | ng/Kg
2.3,7.8-TCDF JB | 00150 113 PQL | ng/Kg
ocbb JB | 0637 113 PQL | ng/Kg
OCDF JB | 0.0851 113 PQL | ng/Kg
SL-705-SA5C-5B-9.0-10.0 |1,2,3,4,6,7,8-HPCDD JBQ | 0275 5.69 PQL | ng/Kg
1.2.3,4.6,7,8-HPCDF JB | 0.0590 5.69 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JBQ | 00172 5.69 PQL | ng/Kg
1.2.3,6,7,8-HXCDD Jo | 00431 5.69 PQL | ng/Kg
1.2.3,6,7,8-HXCDF JBQ | 0.0185 5.69 PQL | ng/Kg
1.2,3,7.8,9-HXCDD JB | 00370 5.69 PQL | ng/Kg
1.2.3,7,8.9-HXCDF JBQ | 0.0165 5.69 PQL |ng/Kg | J(all detects)
1.2.3,7,8-PECDF JBQ | 0.0159 5.69 PQL | ng/Kg
2.3,4.6,7,8-HXCDF JB | 00198 5.69 PQL | ng/Kg
2.3,4.7.8-PECDF JBQ | 0.0512 5.69 PQL | ng/Kg
2.3,7.8.TCDF JBQ | 00148 1.14 PQL | ng/Kg
oCDD JB | 0452 11.4 PQL | ng/Kg
OCDF JB | 00730 11.4 PQL | ng/Kg
SL-976-SA5C-SB-4.0-50 |1,2,3.4,6,7,8-HPCDD JB 3.51 5.52 PQL | ng/Kg
1.2.3,4,6,7.8-HPCDF JB | 0558 552 PQL | ng/Kg
1.2.3,4.7.8.9-HPCDF JB | 00867 5.52 PQL | ng/Kg
1.2.3,4.7,8-HXCDD JB | 0157 5.52 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JB | o165 5.52 PQL | ng/Kg
1.2,3,6,7,8-HXCDD J 0.274 5.52 PQL | ng/Kg
1.2.3,6,7,8-HXCDF JBa | 0162 5.52 PQL | ng/Kg
1.2.3,7.8,9-HXCDD B | 0211 5.52 PQL | ng/Kg
1.2.3.7.8,9-HXCDF B | 0110 5.52 PQL |ngiKg | (@ldetects)
1.2,3.7,8-PECDD J 0.281 5.52 PQL | ng/Kg
1.2.3.7,8-PECDF B | 0335 5.52 PQL | ng/Kg
2,3.4,6,7,8-HXCDF JBQ | 0.101 5.52 PQL | ng/Kg
2,3.4,7,8-PECDF JB | 0237 5.52 PQL | ng/Kg
2,3.7.8-TCDD B | 0114 1.10 PQL | ng/Kg
2.3,7,8-TCDF B | o102 1.10 PQL | ng/Kg
OCDF JB 147 11.0 PQL | ng/Kg
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
29-May-2012  SL-724-SA5C-SB-0.0-0.5 6672443 N METHOD 1613B v
29-May-2012  SL-724-SA5C-SB-4.0-5.0 6672444 N METHOD 1613B v
29-May-2012  SL-724-SA5C-SB-9.0-10.0 6672445 N METHOD 1613B v
29-May-2012  SL-723-SA5C-SB-0.0-0.5 6672440 N METHOD 1613B v
29-May-2012  SL-723-SA5C-SB-4.0-5.0 6672441 N METHOD 1613B v
29-May-2012  SL-723-SA5C-SB-9.0-10.0 6672442 N METHOD 1613B v
29-May-2012  SL-750-SA5C-SB-0.0-0.5 6672448 N METHOD 1613B v
29-May-2012  SL-750-SA5C-SB-5.5-6.5 6672447 N METHOD 1613B v
29-May-2012  SL-620-SA5C-SB-0.0-0.5 6672439 N METHOD 1613B 1\
30-May-2012  SL-752-SA5C-SB-0.0-0.5 6672448 N METHOD 1613B v
30-May-2012  SL-621-SA5C-SB-0.0-0.5 6674173 N METHOD 1613B v
30-May-2012  EB-053012 6672449 EB METHOD 1613B v
31-May-2012  SL-614-SA5C-SB-0.0-0.5 6674179 N METHOD 1613B v
31-May-2012  SL-614-SA5C-SB-3.04.0 6674180 N METHOD 1613B v
31-May-2012  SL-613-SA5C-SB-4.0-5.0 6674177 N METHOD 1613B v
31-May-2012  SL-613-SA5C-SB-7.5-8.5 6674178 N METHOD 1613B v
31-May-2012  SL-611-SA5C-SB-0.0-0.5 6674175 N METHOD 1613B v
31-May-2012  SL-611-SA5C-SB-5.0-6.0 6674176 N METHOD 1613B v
31-May-2012  SL-612-SA5C-SB-4.0-5.0 6674181 N METHOD 1613B v
31-May-2012  SL-612-SA5C-SB-4.0-5.0 MS 6674182 MS METHOD 1613B v
31-May-2012  SL-912-SA5C-SB-4.0-5.0 6674185 FD METHOD 1613B v
31-May-2012  SL-612-SA5C-SB-7.0-8.0 6674184 N METHOD 1613B v
31-May-2012  EB-053112 6674174 EB METHOD 1613B v

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate
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Data Qualifier Summary

Lab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PrepPH010 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:EB-053012 Collected: 5/30/2012 3:00:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
AL — — ] L RL_LType Qual |....Code
1,2,3,4,6,7,8-HPCDD 6.62 JBQ 0.321 MDL 111 PQL pg/L U ‘ B )
1,2,3,4,6,7,8-HPCDF 219 JB 0.172 | MDL 11.1 PQL pg/L U B
1,2,3,4,7,8,9-HPCDF 0.887 JB 0.185 | MDL 11.1 PQL pg/L U B
1,2,3,4,7,8-HxCDD 0.413 JB 0.196 | MDL 11.1 PQL pg/L U B
1,2,3,4,7,8-HXCDF 0.844 JB 0.168 | MDL 11.1 PQL pg/L u B
1,2,3,6,7,8-HXCDD 0.699 JBQ 0.212 | MDL 1.1 PQL pg/L u B
1,2,3,6,7,8-HXCDF 0.495 JB 0.170 | MDL 11.1 PQL pg/L U B
1,2,3,7,8,9-HXCDD 0677 JBQ 0.207 | MDL 11.1 PQL pg/L U B
1,2,3,7,8,9-HXCDF 0.331 JBQ 0.142 | MDL 111 PQL pg/L U B
1,2,3,7,8-PECDD 0.639 JB 0.236 | MDL 11.1 PQL pg/L u B
1,2,3,7,8-PECDF 0.518 JBQ 0.163 | MDL 11.1 PQL pg/L U B
2,3,4,6,7,8-HXCDF 0.812 JB 0.147 | MDL 11.1 PQL pg/L u B
2,3,4,7,8-PECDF 0.502 JB 0.146 | MDL 11.1 PQL pg/L U B
2,3,7,8-TCDD 0.327 JB 0.278 | MDL 2.22 PQL pg/L U B
2,3,7,8-TCDF ‘ 0.320 Ja 0.169 | MDL 2.22 PQL pg/L J z
OCDD 11.8 JB 0.454 | MDL 222 PQL pg/L u B
OCDF 1.89 JB 0.298 MDL 22.2 PQL pg/L U B
Sample ID:EB-053112 Collected: 5/31/2012 3:15:00 Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Anayte | Rosult | Qual | DL | Type | RL | Type | Units | Qual | _ Code
,2,3,4,6,7,8-HPCDD 4.77 JB 0.327 | MDL 10.6 PQL pg/L U B
1,2,3,4,6,7,8-HPCDF 0.866 JB 0.151 MDL 10.6 PQL pg/L. U B
1,2,3,4,7,8,9-HPCDF 0.678 JBQ 0.182 | MDL 10.6 PQL pg/L U B
1,2,3,4,7,8-HxCDD 0.478 JB 0.216 | MDL 10.6 PQL pg/L U B
1,2,3,4,7,8-HXCDF 0.663 JB 0.152 | MDL 10.6 PQL pg/L U B
1,2,3,6,7,8-HXCDF 0.264 JBQ 0.152 | MDL 10.6 PQL pg/L U B
1,2,3,7,8,9-HXCDD 0.294 JB 0.215 | MDL 10.6 PQL pg/L U B
1,2,3,7,8,9-HXCDF 0.145 JBQ 0.141 MDL 10.6 PQL pg/L U B
1,2,3,7,8-PECDD 0.880 JB 0.303 | MDL 10.6 PQL pg/L U B
1,2,3,7,8-PECDF 0.258 Ja 0.203 | MDL 10.6 PQL pg/L J z
2,3,4,6,7,8-HXCDF 0.546 JB 0.136 | MDL 10.6 PQL po/L u B

* denotes a non-reportable result
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Data Qualifier Summary

Lab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PrepPHO010 eQAPP Name: CDM_SSFL_120718_Lan

Matrix:  AQ

Sample ID:EB-053112 Collected: 5/31/2012 3:15:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte I suIt Qual | _DL | Type ! RL Type | Units Qua@lﬁ\ L Code
2,3,4,7,8-PCDF 0.566 JB 0.178 MDL 10.6 QL pg/L U 7 7 ,
2,3,7,8-TCDD 0.407 JBQ 0.312 MDL 2.12 PQL pg/L U B
2,3,7,8-TCDF 0.456 J 0.164 MDL 212 PQL pg/L J z
OCDD 10.5 JB 0.372 MDL 21.2 PQL pg/L U B
OCDF 1.18 JB 0.301 MDL 21.2 PQL pg/L U B

Sample ID:SL-611-SA5C-SB-0.0-0.5 Collected: 513112012 11:29:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1,2,3,4,6,7,8-HPCDF 1.35 JB 0.0356 | MDL 5.45 ‘ ‘PQL . ng/K J z
1,2,3,4,7,8,9-HPCDF 0.196 JB 0.0378 | MDL 5.45 PQL | ng/Kg U B
1,2,3,4,7,8-HxCDD 0.127 JB 0.0433 ] MDL 5.45 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.102 JBQ |0.0334| MDL 5.45 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.417 JB 0.0453 | MDL 5.45 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.106 JB 0.0306 | MDL 5.45 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.299 JBQ |0.0418| MDL 5.45 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDF 0.152 JB 0.0339 | MDL 5.45 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0740 JBQ |[0.0271| MDL 5.45 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0905 JBQ | 0.0209| MDL 5.45 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0545 JB 0.0279 | MDL 5.45 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.142 JB 0.0204 | MDL 5.45 PQL ng/Kg U B
2,3,7,8-TCDD 0.0323 JQ 0.0312 | MDL 1.09 PQL ng/Kg J Y4
2,3,7,8-TCDF 0.0371 JB 0.0261 | MDL 1.09 PQL ng/Kg u B
OCDF 3.81 JB 0.0245 ( MDL 10.9 PQL ng/Kg J 4
Sample ID:SL-611-SA5C-SB-5.0-6.0 Collected: 5/31/2012 11:33:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCD 0.633 JB 0.0245 | MDL 5.57 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

l.ab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PrepPH010 eQAPP Name: CDM_SSFL_120718_Lan
Matrix: 'S
Sample ID:S1_-611-SA5C-SB-5.0-6.0 Collected: 5/31/2012 11:33:00  Analysis Type: RES Dilution: 1
Data

Lab Lab RL Review Reason
Analyte e L RESUI_| Qual | DL pe | RL _\ Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDF ‘ 0.142 JB 0.0108 § MDL 5.57 PQL ng/Kg U B .
1,2,3,4,7,8,9-HPCDF 0.0245 JB 0.0127 | MDL 5.57 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0245 JB 0.0153 | MDL 5.57 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0325 JBQ 0.0100 | MDL 5.57 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0496 JBQ 0.0157 | MDL 5.57 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0282 JBQ [0.00905{ MDL 5.57 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0531 JBQ 0.0155|1 MDL 5.57 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0208 JBQ |0.00968| MDL 5.57 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0634 JBQ 0.0166 | MDL 5.57 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0304 JBQ 0.0120 | MDL 5.57 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0384 JB 0.00877] MDL 5.57 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0618 JB 0.0108 § MDL 5.57 PQL ng/Kg U B
2,3,7,8-TCDD 0.0304 J 0.0206 | MDL 1.11 PQL | ng/Kg J V4
2,3,7,8-TCDF 0.0210 JB 0.0132| MDL 1.1 PQL - | ng/Kg U B
OCDD : 4.73 JB 0.0237 | MDL 11.1 PQL ng/Kg J z
OCDF 0.204 JB 0.0182 | MDL 111 PQL ng/Kg U B
Sample ID:S1.-612-SA5C-SB-4.0-5.0 Collected: 5/31/2012 2:54:00 Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

| S — Qual ! RL _LType | ual | Code
1,2,3;4,6,7,8—HPCDD o T 119 \ B 0.0391 ) MDL 5.72 PQML,M ng/Kg J /FD
1,2,3,4,6,7,8-HPCDF 1.31 JB 0.0153 | MDL 5.72 PQL ng/Ka J Z FD
1,2,3,4,7,8,9-HPCDF 0.221 JB 0.0276 | MDL 5.72 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HxCDD 0.175 JB 0.0333 | MDL 5.72 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HXCDF 0.191 JB 0.0283 | MDL 5.72 PQL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDD 0.573 JB 0.0348 | MDL 5.72 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDF 0.170 JB 0.0236 { MDL 5.72 PQL ng/Kg uJ B, FD
1,2,3,7,8,9-HXCDD 0.395 JB 0.0337 | MDL 5.72 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.193 JB 0.0307 | MDL 5.72 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.141 JB 0.0265 § MDL 5.72 PQL ng/Kg uJ B, FD
1,2,3,7,8-PECDF 0.200 JB 0.0208 | MDL 5.72 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.194 JBQ 0.0244 | MDL 5.72 PQL ng/Kg uJ B,FD

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch 1D: PH010 Laboratory: LL
EDD Filename: PrepPH010 eQAPP Name: CDM_SSFL_120718_Lan
Matrix: SO
Sample ID:SL-612-SA5C-SB-4.0-5.0 Collected: 5/31/2012 2:54:00 Analysis Type: RES Dilution: 1
Data
Lab Lab RL Review Reason

Analy o dual | DL | Type | RL_) Type | Units | Qual |  Code
2,3,4,7,8-PECDF 0.165 JB 0.0225 | MDL 5.72 PQL ng/Kg uJ B, FD
2,3,7,8-TCDD 0.0247 u 0.0247 | MDL 1.14 PQL ng/Kg uJ FD
2,3,7,8-TCDF 0.0479 JB 0.0261 | MDL 1.14 PQL ng/Kg uJ B, FD
OCDD 147 B 0.0326 | MDL 11.4 PQL ng/Kg J FD
OCDF 2.95 JB 0.0251 | MDL 1.4 PQL ng/Kg J Z,FD
Sample ID:SL-612-SA5C-SB-7.0-8.0 Collected: 5/31/2012 3:08:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual '
1,2,3,4,6,7,8-HPCDD 0.425 JB 0.0234 | MDL 6.04 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0582 JB 0.00861| MDL 6.04 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0572 JB 0.0182 | MDL 6.04 PQL ng/Kg u- B
1,2,3,478-HxCDD 0.0322 JBQ 0.0180 | MDL 6.04 PQL ng/Kg u. B
1,2,3,4,7,8-HXCDF 0.0421 . JB 0.0130 | MDL 6.04 PQL ng/Kg u . B
1,2,3,6,7,8-HXCDD 0.0911 JBQ | 0.0199| MDL 6.04 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0502 JB 0.0105| MDL 6.04 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.111 JB 0.0196 { MDL 6.04 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.276 JB 0.0151 | MDL 6.04 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0634 JB 0.0202 | MDL 6.04 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0806 JBQ |0.0132| MDL 6.04 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0365 JBQ | 0.0110| MDL 6.04 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0910 JB 0.0142 | MDL 6.04 PQL ng/Kg U B
2,3,7,8-TCDF 0.0483 JBQ 0.0203 | MDL 1.21 PQL ng/Kg u B
OCDD 1.46 JB 0.0200 | MDL 12.1 PQL ng/Kg u B
OCDF 0.175 JBQ | 0.0248 | MDL 12.1 PQL ng/Kg u B
Sample ID:SL-613-SA5C-SB-4.0-5.0 Collected: 5/31/12012 10:15:00  Analysis Type: RES Dilution: 1
Data

Review
al

Lab

1,2,3,4,6,7,8-HPCDF
1,2,3,4,7,8,9-HPCDF

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch iD: PH010 Laboratory: LL
EDD Filename: PrepPH010 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-613-SA5C-SB-4.0-5.0 Collected: 5/31/12012 10:15:00  Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

suIt Qual

},2,3,4,7,8-HXCDD ) 0.0355 JB 0.019;2' MDL 5.32 V PQL ng/Kg U
1,2,3,4,7,8-HXCDF 0.0595 JB 0.0130 | MDL 5.32 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0691 JB 0.0200 | MDL 5.32 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0620 JB 0.00999| MDL 5.32 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0763 JBQ 0.0194 | MDL 5.32 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0699 JB 0.0132 | MDL 5.32 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.121 JB 0.0191 | MDL 5.32 PQL ng/Kg u B
1,2,3,7,8-PECDF - 0.0830 JB 0.0135| MDL 5.32 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0604 JB 0.00975| MDL 5.32 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0952 JBQ 0.0135| MDL 5.32 PQL ng/Kg u B
2,3,7,8-TCDD . 0.0325 Ja 0.0257 | MDL 1.06 PQL ng/Kg J z
2,3,7,8-TCDF - 0.0298 JB 0.0166 { MDL 1.06 PQL ng/Kg U B
OCDD o 3.50 JB 0.0260 | MDL 10.6 PQL ng/Kg J . Z
OCDF : ’ 0.292 JB 0.0272 | MDL 10.6 PQL ng/Kg U B
Sample ID:SL-613-SA5C-SB-7.5-8.5 Collected: 5/31/2012 10:21:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL Review Reason

Analyte L Result | Qual | DL LT RL Units | _Qual

1.2, ,;,6,%,8-HP6DD 1 0250 JB 0.0178 | MDL 5.37 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0720 JBQ |0.00890} MDL 5.37 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0208 JBQ 0.0125{ MDL 5.37 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0801 JB 0.0141 | MDL 5.37 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.0745 JB 0.0119 | MDL 5.37 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.115 JB 0.0150 | MDL 5.37 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0721 JBQ 0.0107 | MDL 6.37 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0808 JB 0.0145 | MDL 5.37 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0421 JBQ 0.0113 | MDL 5.37 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.154 JBQ 0.0163 | MDL 5.37 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.158 JB 0.0112 | MDL 5.37 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0499 JB 0.00973| MDL 5.37 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.142 JB 0.0103 | MDL 5.37 PQL ng/Kg U B
2,3,7,8-TCDD 0.0855 J 0.0217 | MDL 1.07 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PrepPH010 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-613-SA5C-SB-7.5-8.5 Collected: 5/31/2012 10:21:00  Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

Analy e _Result | Qual | DL | Type | RL | : L Qual |
2,3,7,8-TDF 0.0719“ JBQ 0.012 MDL 1.07 ’ PQL ng/Kg U T B
OCDD 0.451 JB 0.0176 | MDL 10.7 PQL ng/Kg U B
OCDF 0.0783 JBQ |0.0132| MDL 10.7 PQL ng/Kg U B
Sample ID:S1L-614-SA5C-SB-0.0-0.5 Collected: 5/31/2012 8:56:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | e Code
1,2,3,4,6,7,8-HPCDF 1.37 JB 0.0203 | MDL 5.04 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF . 0.122 JB 0.0213 | MDL 5.04 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.153 JBQ 0.0324 | MDL 5.04 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.402 JB 0.0335 | MDL 5.04 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD o 0.389 JB 0.0346 MDL | 5.04 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF o 0.155 JB 0.0304 | MDL 5.04 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD ' 0.339 JB 0.0329 | . MDL 5.04 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.0625 JB 0.0276 | MDL | 5.04 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.185 JB 0.0219 ( MDL 5.04 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.232 JB 0.0217 | MDL 5.04 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.167 JB 0.0242{ MDL 5.04 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.218 JB 0.0205 | MDL 5.04 PQL ng/Kg u B
2,3,7,8-TCDD 0.0771 Ja 0.0192 | MDL 1.01 PQL ng/Kg J z
2,3,7,8-TCDF 0.140 JB 0.0254 | MDL 1.01 PQL ng/Kg U B
OCDF 2.92 JB 0.0249 | MDL 10.1 PQL ng/Kg J z
Sample ID:SL.-614-SA5C-SB-3.0-4.0 Collected: 5/31/2012 9:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

1,2,3,4,6,7,8-HPCDD 0.33 JB 0.0191 | MDL 5.35 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.0502 JBQ ]0.00781| MDL 5.35 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0396 JB 0.0103 | MDL 5.35 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0503 JBQ | 0.0159{ MDL 5.35 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0378 JBQ 0.0105{ MDL 5.35 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0625 JB 0.0166 [ MDL 5.35 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

L.ab Reporting Batch iD: PH010 Laboratory: LL
EDD Filename: PrepPH010 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-614-SA5C-SB-3.0-4.0 Collected: 5/31/2012 9:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Iyte . koSt | Qual | DL | Type | RL Units | Qual | Code
1,2,3,6,7,8-HXCDF 0.0332 JB 0.00921| MDL 5.35 PQL ng/Kg ) B
1,2,3,7,8,9-HXCDD 0.0313 JBQ 0.0155 | MDL 5.35 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0678 JB 0.00998| MDL 5.35 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0453 JBQ 0.0165 | MDL 5.35 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0633 JB 0.0112 | MDL 5.35 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0567 JB 0.00920{ MDL 5.35 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0534 JB 0.0108 | MDL 5.35 PQL ng/Kg u B
2,3,7,8-TCDF 0.0225 JBQ 0.0146 | MDL 1.07 PQL ng/Kg U B
OCDD 1.05 JB 0.0181 | MDL 10.7 PQL ng/Kg U B
OCDF 0.105 JB 0.0142 | MDL 10.7 PQL ng/Kg U B
Sample ID:SL-620-SA5C-SB-0.0-0.5 Collected: 5/29/2012 3:10:00 Analysié Type: RES Dilution: 1
‘ Data
Lab DL RL Review Reason

1,2,3,4,6,7,8-HPCDD o ‘.18 JB 0.0233 DL T 5.4&’) PQL ] vn/Kg J Z
1,2,3,4,6,7,8-HPCDF 0.467 JB 0.0143 | MDL 5.43 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.0381 JB 0.0159 | MDL 5.43 PQL ng/Kg ) B
1,2,3,4,7,8-HxCDD 0.0372 JB 0.0226 | MDL 5.43 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.242 JB 0.0211 | MDL 5.43 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.181 JB 0.0232 | MDL 5.43 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0660 JB 0.0204 | MDL 5.43 PQL ng/Kg V) B
1,2,3,7,8,9-HXCDD 0.140 JB 0.0221 ] MDL 5.43 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0456 JB 0.0215§ MDL 5.43 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0515 JB 0.0165| MDL 543 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.127 JB 0.0172] MDL 5.43 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0589 JB 0.0193| MDL 5.43 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0984 JB 0.0158 | MDL 5.43 PQL ng/Kg U B
2,3,7,8-TCDD 0.0294 JQ 0.0166 | MDL 1.09 PQL ng/Kg J 4
OCDF 1.15 JB 0.0186 | MDL 10.9 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PrepPH010 eQAPP Name: CDM_SSFL_120718_Lan
Matrix: SO
Sample ID:S1.-621-SA5C-SB-0.0-0.5 Collected: 5/30/2012 2:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte e ROSUN | Qual | DL | Type | RL | Type | Units | Qual |  Code
1\,2,3,4,6,7,8-HP 2.46 JB 0.0287 | MDL 5.25 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.626 JB 0.0174 | MDL 5.25 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0740 JB 0.0224 | MDL 5.25 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0463 JB 0.0246 { MDL 5.25 PQL ng/Kg V) B
1,2,3,4,7,8-HXCDF 0.152 JBQ 0.0217 | MDL 5.25 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.176 JB 0.0252 | MDL 5.25 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.122 JB 0.0196 | MDL 5.25 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.157 JB 0.0240 | MDL 5.25 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0532 JBQ 0.0217 | MDL 5.25 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0863 JB 0.0231§ MDL 5.25 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.245 JB 0.0140§ MDL 5.25 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.143 JB 0.0175| MDL 5.25 PQL ng/Kg V) B
2,3,4,7,8-PECDF 0.118 JB 0.0129 | MDL 5.25 PQL ng/Kg U B

. |2,3,7,8-TCDD 0.0449 J 0.0261 | MDL | 1.05 | PQL | ng/Kg J b4

12,3,7,8-TCDF 0.0656 JB 0.0167 | MDL 1.05 PQL ng/Kg ] B
OCDF 0.831 JB 0.0273 | MDL 10.5 PQL ng/Kg J 4
Sample ID:SL-723-SA5C-SB-0.0-0.5 Collected: 5/29/2012 10:05:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte Result | Qual | DL | Type | RL | Type | Units | Qual |  Code
1,2,3,4,6,7,8-HPCDF 1.97 JB 0.0219| MDL 5.15 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.212 JBQ 0.0243 1 MDL 5.15 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.199 JB 0.0343{ MDL 5.15 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.298 JB 0.0282 | MDL 5.15 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 0.722 JB 0.0362 | MDL 5.15 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.242 JB 0.0277 | MDL 5.15 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 0.504 JB 0.0341{ MDL 5.15 PQL ng/Kg J Zz
1,2,3,7,8,9-HXCDF 0.406 JB 0.0278 {| MDL 5.15 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.135 JB 0.0262 1 MDL 5.15 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.476 JB 0.0300} MDL 5.15 PQL ng/Kg J A
2,3,4,6,7,8-HXCDF 0.337 JB 0.0258 { MDL 5.15 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.224 JB 0.0280] MDL 5.15 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch iD: PH010
EDD Filename: PrepPH010

Laboratory: LL
eQAPP Name: CDM_SSFL._120718_Lan

Sample ID:SL.-723-SA5C-SB-0.0-0.5 Collected: 5/29/2012 10:05:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL T RL _ I} Umts“ Qual ngg
0.0507 )
2,3,7,8-TCDF 0.0562 JB 0.0449 | MDL 1.03 PQL ng/Kg U B
OCDF 7.53 JB 0.0209 | MDL 10.3 PQL ng/Kg J z
Sample ID:S1.-723-SA5C-SB-4.0-5.0 Collected: 5/29/2012 10:09:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
lAnalyte Result Qual i Qual Code
1,2,3,4,6,7,8-HPCDD 0.372 JB 0.0257 | MDL 5.48 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0671 JB 0.0118 | MDL 5.48 PQL ng/Kg B
1,2,3,4,7,8,9-HPCDF 0.0419 JBQ 0.0168 | MDL 5.48 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0399 JB 0.0160 | MDL 5.48 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.0461 JB 0.0130 | MDL 5.48 PQL ng/Kg U B
- 1,2,3,6,7,8-HXCDD 0.100 JBQ 0.0175 | MDL 5.48 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0547 | . JB 0.0111 ] MDL 5.48 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0518 JB 0.0165} MDL 5.48 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0326 JBQ 0.0123 | MDL 5.48 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0514 JB 0.0185  MDL 5.48 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0413 JB 0.0131 | MDL 5.48 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0412 JB 0.0106 | MDL 5.48 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0667 JBQ 0.0124 | MDL 5.48 PQL ng/Kg u B
2,3,7,8-TCDF 0.0174 JBQ |0.0159| MDL 1.10 PQL ng/Kg U B
OoCDD 1.74 JB 0.0251 | MDL 11.0 PQL ng/Kg U B
OCDF 0.168 JB 0.0216 | MDL 11.0 PQL ng/Kg U B
Sample ID:S1L-723-SA5C-SB-9.0-10.0 Collected: 5/29/2012 10:13:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1 ,2,3,4,6,7,8-HPCDD 0.260 JB 0.0189 | MDL 5.34 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.0560 JB 0.00972f MDL 5.34 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0143 JBQ 0.0138 | MDL 5.34 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0530 JB 0.0128 | MDL 5.34 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0696 JB 0.0161 | MDL 5.34 PQL ng/Kg U B

* denotes a non-reportable result

Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:08:30 AM

ADR version 1.6.0.194
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Data Qualifier Summary

L.ab Reporting Batch {D: PH010 Laboratory: LL
EDD Filename: PrepPH010 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-723-SA5C-SB-9.0-10.0 Collected: 5/29/2012 10:13:00  Analysis Type: RES - Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL T RL T Units
Iz N = R e O A 3 SN % R Ry SIS
1,2,3,6,7,8-HXCDF 0.0157 JB 0.0111 MDL 534 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0920 JB 0.0159 | MDL 5.34 PQL ng/Kg B
1,2,3,7,8-PECDF 0.0355 JBQ 0.0124 | MDL 5.34 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0384 JB 0.0104 | MDL 5.34 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0328 JB 0.0119 1 MDL 5.34 PQL ng/Kg U B
2,3,7,8-TCDD 0.0543 JQ 0.0240 | MDL 1.07 PQL ng/Kg J V4
OCDD 0.569 JB 0.0211 MDL 10.7 PQL ng/Kg U B
OCDF 0.0990 JB 0.0159 | MDL 10.7 PQL ng/Kg U B
Sample ID:SL-724-SA5C-SB-0.0-0.5 Collected: 5/29/2012 8:57:00 Analysis Type: RES Dilution: 1
Data
g Lab Lab DL RL Review Reason
\Analyte Result Qual DL T Units | Qua Code

1,2,3,4,6,7,8-HPCDD 0.291 JB PQL ng/Kg

1,2,3,4,6,7,8-HPCDF = . 0.0744 +JB 1.0.0152 | MDL 5.50 PQL ng/Kg’ u. B
1,2,3,4,7,8,9-HPCDF 0.0702 JB 0.0240 | MDL | 5.50 PQL ng/Kg | U B
1,2,3,4,7,8-HxCDD 0.0461 JBQ 0.0308 | MDL 5.50 PQL ng/Kg U B
1,2,3;4,7,8-HXCDF 0.0417 JB 0.0231| MDL 5.50 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.681 JB 0.0316 | MDL 5.50 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0992 JB 0.0194 | MDL 5.50 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.930 JB 0.0301 | MDL 5.50 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.950 JB 0.0230 | MDL 5.50 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.163 JB 0.0382 | MDL 5.50 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.157 JB 0.0213 | MDL 5.50 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0440 JBQ 0.0190 | MDL 5.50 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0558 JB 0.0209 } MDL 5.50 PQL ng/Kg U B
2,3,7,8-TCDF 0.0442 JB 0.0272} MDL 1.10 PQL ng/Kg U B
OCDD 0.857 JB 0.0317 | MDL 11.0 PQL ng/Kg U B
OCDF 0.137 JB 0.0251 | MDL 1.0 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:08:30 AM ADR version 1.6.0.194 Page 10 of 15



Data Qualifier Summary

L.ab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PrepPH010 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-724-SA5C-SB-4.0-5.0 Collected: 5/29/2012 9:00:00 Analysis Type: RES - Dilution: 1
Data
DL RL Review Reason
Result RL Code
1,2,3,4,6,7,8-HPCDD 0.0167 | MDL 5.70 PQL ng/Kg u
1,2,3,4,6,7,8-HPCDF 0.0753 JB 0.00808] MDL 5.70 PQL ng/Kg U
1,2,3,4,7,8,9-HPCDF 0.0456 JB 0.0120 } MDL 5.70 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0628 JB 0.0134 | MDL 5.70 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0894 JB 0.0116 | MDL 5.70 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0579 JB 0.0139 | MDL 5.70 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0763 JB 0.00977| MDL 5.70 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0660 JB 0.0135| MDL 5.70 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0350 JB 0.0120 | MDL 5.70 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.131 JB 0.0158 } MDL 5.70 PQL ng/Kg U B
1,2,3,7,8-PECDF L 0.105 JB 0.0113 | MDL 5.70 PQL | ng/Kg v) B
2,3,4,6,7,8-HXCDF 0.0517 JB 0.00938| MDL 5.70 PQL | ng/Kg U B
2,3,4,7,8-PECDF _ 0.0996 JB |00115| MDL | 570 | PQL | ng/Kg u B
2,3,7,8-TCDD ] ' 0.0316 J 0.0198 | MDL 1.14 PQL ng/Kg d z
2,37,8TCDF ' 0.0307 JB  |00144( MDL | 114 | PQL | ng/Kg u B
OCDD 0.756 JB 0.0166 | MDL 11.4 PQL ng/Kg U B
OCDF 0.109 JB 0.0143 | MDL 11.4 PQL ng/Kg U B
Sample ID:SL-724-SA5C-SB-9.0-10.0 Collected: 5/29/2012 9:04:00 Analysis Type: RES Dilution: 1
’ Data
Lab Lab DL RL Review Reason
Analyte e RROSUI | Qual | DL | Type | RC L Type | Units | Qual | _Code
12,3,4,67.8HPC 0.340 JB | 00200] MDL | 570 | PQL | ngiKg | U B
1,2,3,4,6,7,8-HPCDF 0.108 JB 0.00994] MDL 5.70 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0611 JB 0.0130 | MDL 5.70 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0817 JB 0.0209 | MDL 5.70 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.134 JB 0.0125| MDL 5.70 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.117 JB 0.0222 | MDL 5.70 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.151 JB 0.0108 | MDL 5.70 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.176 JB 0.0206 | MDL 5.70 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0818 JB 0.0126 | MDL 5.70 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.312 JB 0.0245 | MDL 5.70 PQL ng/Kg J VA
1,2,3,7,8-PECDF 0.313 JB 0.0128 | MDL 5.70 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:08:30 AM ADR version 1.6.0.194 Page 11 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH010
EDD Filename: PrepPH010

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-724-SA5C-SB-9.0-10.0 Collected: 5/29/2012 9:04:00 Analysis Type: RES *Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte e Result | Qual | RL_| Type | Units | Qual | _ Code
,3,4,6,7,8-HXCDF 0.09»12 HJB 0.0104 | MDL 5.70 QL ng/K U M ]
2,3,4,7,8-PECDF 0.247 JB 0.0126 | MDL 5.70 PQL ng/Kg u
2,3,7,8-TCDD 0.0867 J 0.0204 | MDL 1.14 PQL ng/Kg J z
2,3,7,8-TCDF 0.0750 JB 0.0128 | MDL 1.14 PQL ng/Kg U B
OCDD 0.502 JB 0.0181{ MDL 1.4 PQL ng/Kg u B
OCDF 0.117 JB 0.0149 | MDL 11.4 PQL ng/Kg U B
Sample ID:SL-750-SA5C-SB-0.0-0.5 Collected: 5/29/2012 11:47:00  Analysis Type: RES Dilution: 1
‘ Data
Lab Lab DL Review Reason

1,2,3,4, ,7,8-HPCDF 1.9 JB 0.0211| MDL 5.54 ng/Kg J A y4
1,2,3,4,7,8,9-HPCDF 0.214 JB 0.0272 | MDL 5.54 ng/Kg U B
1,2,3,4,7,8-HxCDD 0.139 JB 0.0351 | ‘MPL 5.54 ng/Kg U B
1,2,3,4,7,8-HXCDF 0.240 JB 0.0356 { MDL 5.54 ng/Kg U B
1,2,3,6,7,8-HXCDD 0.832 JB 0.0371 | MDL 5.54 ng/Kg -J 4
1,2,3,6,7,8-HXCDF 0.227 JB 0.0314 | MDL 5.54 ng/Kg J’ z
1,2,3,7,8,9-HXCDD 1.17 JB 0.0345 | MDL 5.54 ng/Kg J z
1,2,3,7,8,9-HXCDF 0.930 JB 0.0316 | MDL 5.54 ng/Kg J z
1,2,3,7,8-PECDD 0.261 JB 0.0319 | MDL 5.54 ng/Kg J z
1,2,3,7,8-PECDF 0.314 JB 0.0158 | MDL 5.54 ng/Kg J A
2,3,4,6,7,8-HXCDF 0.185 JB 0.0280 | MDL 5.54 ng/Kg u B
2,3,4,7,8-PECDF 0.179 JB 0.0161 | MDL 5.54 ng/Kg u B
2,3,7,8-TCDD 0.127 Ja 0.0251 | MDL 1.11 ng/Kg J z
2,3,7,8-TCDF 0.0751 JB 0.0200 | MDL 1.1 ng/Kg U B
OCDF 5.44 JB 0.0155 | MDL 11.1 ng/Kg J z
Sample ID:SL-750-SA5C-SB-5.5-6.5 Collected: 5/29/2012 11:56:00  Analysis Type: RES Dilution: 1

Lab DL RL

RL

1,2,3,4,6,7,8-HPCDF JB 0.00725{ MDL 5.52 PQL
1,2,3,4,7,8,9-HPCDF JBQ 0.0119 | MDL 5.52 PQL

* denotes a non-reportable result

Project Name and Number: 1203-004-003-AL - SSFL Phase 3

11/21/2012 7:08:30 AM

ADR version 1.6.0.194

Page 12 of 15




Data Qualifier Summary

Lab Reporting Batch iD: PH010 Laboratory: LL
EDD Filename: PrepPHO010 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-750-SA5C-SB-5.5-6.5 Collected: 5/29/2012 11:56:00  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason

_ Qual Qual
1, 0.0318 JBQ 0.0167 | MDL 5.52 PQL ng/Kg U
1,2,3,4,7,8-HXCDF 0.0556 JB 0.0108 { MDL 5.52 PQL ng/Kg B
1,2,3,6,7,8-HXCDD 0.0623 JBQ 0.0181 | MDL 5.52 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0501 JBQ |0.00879| MDL 5.52 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0852 JBQ 0.0179 | MDL 5.52 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0394 JB 0.0106 | MDL 5.52 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0851 JB 0.0248 | MDL 552 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0944 JBQ 0.0109 | MDL 5.52 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0462 JB 0.00804; MDL 5.52 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0996 JB 0.0116 | MDL 5.52 PQL ng/Kg U B
2,3,7,8-TCDD 0.108 J 0.0227 | MDL 1.10 PQL ng/Kg J z
2,3,7,8-TCDF 0.0434 JB 0.0153| MDL | .1.10 PQL ng/Kg U B
OCDD 0.703 JB 0.0170| MDL | .11.0_| PaQL ng/Kg u B
OCDF _ 0.108 JBQ 0.0180 ] MDL | "11.0 | PQL ng/Kg U B
Sample ID:SL-752-SA5C-SB-0.0-0.5 ‘ Collected: 5/30/2012 8:28:00 ~ Analysis Type: RES Dilution: 1

Data

Lab RL Review
nalyte L Result | Qual RL L Ynit

1,2,“3,4,6,7,8—HPCD \ l 0.429 JB 0.0190{ MDL 5.65 PQL ng/Kg u
1,2,3,4,6,7,8-HPCDF 0.0974 JB 0.00780| MDL 5.65 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0381 JB 0.0122 | MDL 5.65 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0495 JB 0.0143 | MDL 5.65 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0361 JBQ 0.0112| MDL 5.65 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0782 JB 0.0145| MDL 5.65 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0233 JBQ |0.00937| MDL 5.65 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0418 JBQ 0.0147 | MDL 5.65 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0487 JB 0.0119{ MDL 5.65 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0321 JBQ 0.0195| MDL 5.65 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0289 JB 0.0119| MDL 5.65 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0304 JB 0.0102 | MDL 5.65 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0715 JB 0.0118 | MDL 5.65 PQL ng/Kg U B
2,3,7,8-TCDD 0.0283 J 0.0206 | MDL 1.13 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:08:30 AM ADR version 1.6.0.194 Page 13 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH010
EDD Filename: PrepPH010

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Collected: 5/30/2012 8:28:00 Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason
0.01\51‘;2 DL 1.13 PQL ‘ ng/Kg U
OCDD 0.795 JB 0.0162 | MDL 1.3 PQL ng/Kg u B
OCDF 0.124 JB 0.0149 | MDL 11.3 PQL ng/Kg u B
Sample ID:SL-912-SA5C-SB-4.0-5.0 Collected: 5/31/2012 2:58:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte e Result | Qual | DL | Type | RL  Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 51.2 B 0.0699 | MDL 5.28 PQL ng/Kg J FD
1,2,3,4,6,7,8-HPCDF 4.87 JB 0.0313 | MDL 5.28 PQL ng/Kg J Z,FD
1,2,3,4,7,8,9-HPCDF 0.397 JB 0.0366 | MDL 5.28 PQL ng/Kg J Z,FD
111.2,3,4,7,8-HxCDD 0.532 JB 0.0376 | MDL 528 PQL ng/Kg J Z,FD
[1,2,3,4,7,8-HXCDF 0.546 JB 0.0444 | MDL 5.28 PQL ng/Kg J Z,FD
-11,2,3,6,7,8-HXCDD 2.20 JB 0.0391 | MDL 5.28 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDF 0.391 JB 0.0350 MDL 5.28 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDD” 1.08 JB 0.0360 | MDL 5.28 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.263 JB 0.0341 | MDL 5.28 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.322 JB 0.0284 | MDL 5.28 PQL ng/Kg J Z,FD
1,2,3,7,8-PECDF 0.312 JB 0.0297 | MDL 5.28 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.555 JB 0.0272 | MDL 5.28 PQL ng/Kg J Z,FD
2,3,4,7,8-PECDF 0.330 JB 0.0301 | MDL 5.28 PQL ng/Kg uJ B,FD
2,3,7,8-TCDD 0.0800 J 0.0226 | MDL 1.06 PQL ng/Kg J Z,FD
2,3,7,8-TCDF 0.215 JB 0.0477 § MDL 1.06 PQL ng/Kg J Z,FD
OCDD 592 B 0.0337 | MDL 10.6 PQL ng/Kg J FD
OCDF 104 JB 0.0227 { MDL 10.6 PQL ng/Kg J Z2,FD

* denotes a non-reportable resuit

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary
Lab Reporting Batch ID: PH010

Laboratory: LL
EDD Filename: PrepPH010

eQAPP Name: CDM_SSFL_120718_Lan
Reason Code Legend

Reason Code * Description

B Method Blank Contamination
FD Field Duplicate Precision

Z Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:08:31 AM ADR version 1.6.0.194 Page 15 of 15
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Method Blank Outlier Report

Lab Reporting Batch ID: PH010

EDD Filename: PH010_v1

Laboratory: LL

eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Resuit Samples
BLK1570B371643 6/7/2012 4:43:00 PM 1,2,3,4,6,7,8-HPCDD 3.86 pg/L EB-053012
1,2,3,4,6,7,8-HPCDF 1.45 pg/L
1,2,3,4,7,8,9-HPCDF 0.838 pgiL
1,2,3,4,7,8-HxCDD 0.403 pg/L
1,2,3,4,7,8-HXCDF 0.595 pg/L
1,2,3,6,7,8-HXCDD 0.538 pg/L
1,2,3,6,7,8-HXCDF 0.452 pg/L
1,2,3,7,8,9-HXCDD 0.638 pg/L
1,2,3,7,8,9-HXCDF 0.738 pg/L
1,2,3,7,8-PECDD 0.388 pg/L
1,2,3,7,8-PECDF 0.388 pg/L
2,3,4,6,7,8-HXCDF 0.644 pg/L
2,3,4,7,8-PECDF 0.649 pglL
2,3,7,8-TCDD 0.242 pg/L
OoCDD 5.92 pglL
OCDF 1.79 pg/L
BLK1640B370407 6/15/2012 4:07:00 AM 1,2,3,4,6,7,8-HPCDD 2.74 pg/L EB-053112
1,2,3,4,6,7,8-HPCDF 0.593 pg/L
1,2,3,4,7,8,9-HPCDF 0.213 pg/L
1,2,3,4,7,8-HxCDD 0.179 pg/L
1,2,3,4,7,8-HXCDF 0.173 pg/L
1,2,3,6,7,8-HXCDD 0.241 pg/L
1,2,3,6,7,8-HXCDF 0.111 pglL
1,2,3,7,8,9-HXCDD 0.219 pg/L
1,2,3,7,8,9-HXCDF 0.173 pg/L
1,2,3,7,8-PECDD 0.366 pg/L
2,3,4,6,7,8-HXCDF 0.180 pg/L
2,3,4,7,8-PECDF 0.313 pg/L
2,3,7,8-TCDD 0.286 pg/L
OCDD 5.14 pglL
OCDF 0.562 pg/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
EB-053012(RES) 1,2,3,4,6,7,8-HPCDD 6.62 po/l 6.62U pg/L
EB-053012(RES) 1,2,3,4,6,7,8-HPCDF 2.19 pg/L 2.19U pg/L
EB-053012(RES) 1,2,3,4,7,8,9-HPCDF 0.887 pg/L 0.887U pg/L
EB-053012(RES) 1,2,3,4,7,8-HxCDD 0.413 pg/L 0.413U pg/L
EB-053012(RES) 1,2,3,4,7,8-HXCDF 0.844 pg/L 0.844U pg/L
EB-053012(RES) 1,2,3,6,7,8-HXCDD 0.699 pg/L 0.699U pg/L
EB-053012(RES) 1,2,3,6,7,8-HXCDF 0.495 pg/L 0.495U pg/l.
EB-053012(RES) 1,2,3,7,8,9-HXCDD 0.677 pg/L 0.677U pg/L
EB-053012(RES) 1,2,3,7,8,9-HXCDF 0.331 pg/L 0.331U pg/L
EB-053012(RES) 1,2,3,7,8-PECDD 0.639 pg/L 0.639U pg/L.
EB-053012(RES) 1,2,3,7,8-PECDF 0.518 pg/L 0.518U pg/L
EB-053012(RES) 2,3,4,6,7,8-HXCDF 0.812 pg/L 0.812U pgiL
EB-053012(RES) 2,3,4,7,8-PECDF 0.502 pg/L 0.502U pg/L
EB-053012(RES) 2,3,7,8-TCDD 0.327 pg/L 0.327U pg/L.
EB-053012(RES) OCDD 11.8 pg/L 11.8U po/L
EB-053012(RES) OCDF 1.89 pgiL 1.89U pg/L
EB-053112(RES) 1,2,3,4,6,7,8-HPCDD 4.77 pg/L 477U pg/L
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Method Blank Outlier Report

Lab Reporting Batch ID: PH010
EDD Filename: PH010_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

Associated
Sample

T

RS T RS

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID |Analyte Result Final Result
EB-053112(RES) A,3,4,6,7,8-HPCDF 0.866 pglt. 0.866U pg/L
EB-053112(RES) 1,2,3,4,7,8,9-HPCDF 0.678 po/L 0.678U pgiL
EB-053112(RES) 1,2,3,4,7,8-HxCDD 0.478 pg/L 0.478U pg/L
EB-053112(RES) 1,2,3,4,7,8-HXCDF 0.663 pg/L 0.663U pgiL
EB-053112(RES) 1,2,3,6,7,8-HXCDF 0.264 pg/L 0.264U pg/L
EB-053112(RES) 1,2,3,7,8,9-HXCDD 0.294 pg/L 0.294U pgiL
EB-053112(RES) 1,2,3,7,8,9-HXCDF 0.145 pg/L 0.145U pgiL
EB-053112(RES) 1,2,3,7,8-PECDD 0.880 pg/L. 0.880U pg/L
EB-053112(RES) 2,3,4,6,7,8-HXCDF 0.546 pg/L 0.546U pgiL.
EB-053112(RES) 2,3,4,7,8-PECDF 0.566 pg/L 0.566U pgiL
EB-053112(RES) 2,3,7,8-TCDD 0.407 pgl/L 0.407U pg/L.
EB-053112(RES) OCDD 10.5 pg/L 10.5U pglL
EB-053112(RES) OCDF 1.18 pg/L 1.18U pglL

Associated
Samples

Method Blank
am le ID

BLK1600B371521

Result

Analysis Date Analyte

SR

6/11/2012 3:21:00 PM 1,2,3,4,6,7,8-HP

A

CDD 0.212 ng/Kg SL-611-SA5C-SB-0.0-0.5

1,2,3,4,6,7,8-HPCDF 0.0653 ng/Kg SL-611-SA5C-SB-5.0-6.0
1,2,3,4,7,8,9-HPCDF 0.0446 ng/Kg SL-612-SA5C-SB-4.0-5.0
1,2,3,4,7,8-HxCDD 0.0458 ng/Kg SL-612-SA5C-SB-7.0-8.0
1,2,3,4,7,8-HXCDF 0.0492 ng/Kg SL-613-SA5C-SB-4.0-5.0
1,2,3,6,7,8-HXCDD 0.0454 ng/Kg SL-613-SA5C-SB-7.5-8.5
1,2,3,6,7,8-HXCDF 0.0342 ng/Kg SL-614-SA5C-SB-0.0-0.5
1,2,3,7,8,9-HXCDD 0.0440 ng/Kg SL-614-SA5C-SB-3.0-4.0

SL-620-SA5C-SB-0.0-0.5
SL-621-SA5C-8B-0.0-0.5
SL-723-SA5C-SB-0.0-0.5
SL-723-SA5C-SB-4.0-5.0
SL-723-SA5C-SB-9.0-10.0

1,2,3,7,8,9-HXCDF
1,2,3,7,8-PECDD
1,2,3,7,8-PECDF
2,3,4,6,7,8-HXCDF
2,3,4,7 8-PECDF

0.0747 ng/Kg
0.0464 ng/Kg
0.0582 ng/Kg
0.0615 ng/Kg
0.0681 ng/Kg

2,3,7,8-TCDF 0.0389 ng/Kg SL-724-SA5C-SB-0.0-0.5
ocbD 0.377 ng/Kg SL-724-SA5C-SB-4.0-5.0
OCDF 0.101 ng/Kg SL-724-SA5C-SB-9.0-10.0

SL-750-SA5C-SB-0.0-0.5
SL-750-SA5C-SB-5.5-6.5
SL-752-SA5C-SB-0.0-0.5
SL-912-SA5C-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Modified
Final Result

Reported

Sample ID Result

e R e e

SL-611-SA5C-SB-0.0-0.5(RES 1,2,3.4,7,8,9-HPCDF
SL-611-SA5C-SB-0.0-0.5(RES) 1.2,3.4,7,8-HxCDD

0.196 ng/Kg
0.127 ng/Kg

T

0.196U ng/Kg

0.127U ng/Kg
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Lab Reporting Batch I1D: PH010
EDD Filename: PH010_v1

Method Blank Outlier Report

eQAPP Name: CDM_SSFL_120718_Lan

laboratory: LL

Method Blank
Sample ID

esult

and their listed target analytes were qualified due to contamination reported in this blank

Associated
Samples

Reported Modified
Sample ID Analyte Result Final Result
S e RSN 2 7 EE S S T
SL-611-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCD 0.102 ng/Kg 0.102U ng/Kg
SL-611-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.106 ng/Kg 0.108U ng/Kg
SL-611-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.152 ng/Kg 0.152U ng/Kg

SL-611-SA5C-SB-0.0-0.5(RES)

1,2,3,7,8-PECDD

0.0740 ng/Kg

0.0740U ng/Kg

SL-611-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0905 ng/Kg 0.0905U ng/Kg
SL-611-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0545 ng/Kg 0.0545U ng/Kg
SL-611-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.142 ng/Kg 0.142U ng/Kg
SL-611-SA5C-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0371 ng/Kg 0.0371U ng/Kg
SL-611-SA5C-SB-56.0-6.0(RES) 1,2,3,4,6,7,8-HPCDD 0.633 ng/Kg 0.633U ng/Kg
SL-611-SA5C-SB-56.0-6.0(RES) 1,2,3,4,6,7,8-HPCDF 0.142 ng/Kg 0.142U ng/Kg

SL-611-SA5C-SB-5.0-6.0(RES)

1,2,3,4,7,8,9-HPCDF

0.0245 ng/Kg

0.0245U ng/Kg

SL-611-SA5C-SB-5.0-6.0(RES)

1,2,3,4,7,8-HxCDD

0.0245 ng/Kg

0.0245U ng/Kg

SL-611-SA5C-SB-5.0-6.0(RES)

1,2,3,4,7,8-HXCDF

0.0325 ng/Kg

0.0325U ng/Kg

SL-611-SA5C-SB-5.0-6.0(RES) 1,2,3,6,7,8-HXCDD 0.0496 ng/Kg 0.0496U ng/Kg
SL-611-SA5C-SB-5.0-6.0(RES) 1,2,3,6,7,8-HXCDF 0.0282 ng/Kg 0.0282U ng/Kg
SL-611-SA5C-SB-5.0-6.0(RES) 1,2,3,7,8,9-HXCDD 0.0531 ng/Kg 0.0531U ng/Kg
SL-611-SA5C-SB-5.0-6.0(RES) 1,2,3,7,8,9-HXCDF 0.0208 ng/Kg 0.0208U ng/Kg
SL-611-SA5C-SB-6.0-6.0(RES) 1,2,3,7,8-PECDD 0.0634 ng/Kg 0.0634U ng/Kg

SL-611-SA5C-SB-5.0-6.0(RES)

1,2,3,7,8-PECDF

0.0304 ng/Kg

0.0304U ng/Kg

SL-611-SA5C-SB-5.0-6.0(RES)

2,3,4,6,7,8-HXCDF

0.0384 ng/Kg

0.0384U ng/Kg

SL-611-SA5C-SB-5.0-6.0(RES)

2,3,4,7,8-PECDF

0.0618 ng/Kg

0.0618U ng/Kg

SL-611-SA5C-SB-5.0-6.0(RES) 2,3,7,8-TCDF 0.0210 ng/Kg 0.0210U ng/Kg
SL-611-SA5C-SB-5.0-6.0(RES) OCDF 0.204 ng/Kg 0.204U ng/Kg
SL-612-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.221 ng/Kg 0.221U ng/Kg
SL-612-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.175 ng/Kg 0.175U ng/Kg
SL-612-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.191 ng/Kg 0.191U ng/Kg
SL-612-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.170 ng/Kg 0.170U ng/Kg
SL-612-5A5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.193 ng/Kg 0.193U ng/Kg
SL-612-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.141 ng/Kg 0.141U ng/Kg
SL-612-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.200 ng/Kg 0.200U ng/Kg
SL-612-5A5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.194 ng/Kg 0.194U ng/Kg
SL-612-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.165 ng/Kg 0.165U ng/Kg
SL-612-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDF 0.0479 ng/Kg 0.0479U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 1,2,3,4,6,7,8-HPCDD 0.425 ng/Kg 0.425U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0582 ng/Kg 0.0582U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0572 ng/Kg 0.0572U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 1,2,3,4,7,8-HxCDD 0.0322 ng/Kg 0.0322U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PH010_v1 eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Resuit Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
ample 1D Analyte o 7 Result Final Result
SL-612-SA5C-SB-7.0-8.0(RES) 123478HXCOF 00421 nglkg | 0.0421U nglKg
SL-612-SA5C-SB-7.0-8.0(RES) 1,2,3,6,7,8-HXCDD 0.0911 ng/Kg 0.0911U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 1,2,3,6,7,8-HXCDF 0.0502 ng/Kg 0.0502U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 1,2,3,7,8,9-HXCDD 0.111 ng/Kg 0.111U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 1,2,3,7,8,9-HXCDF 0.276 ng/Kg 0.276U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 1,2,3,7,8-PECDD 0.0634 ng/Kg 0.0634U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 1,2,3,7,8-PECDF 0.0806 ng/Kg 0.0806U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 2,3,4,6,7,8-HXCDF 0.0365 ng/Kg 0.0365U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 2,3,4,7,8-PECDF 0.0910 ng/Kg 0.0910U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 2,3,7,8-TCDF 0.0483 ng/Kg 0.0483U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) 0CDD 1.46 ng/Kg 1.46U ng/Kg
SL-612-SA5C-SB-7.0-8.0(RES) OCDF 0.175 ng/Kg 0.175U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.652 ng/Kg 0.652U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.130 ng/Kg 0.130U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0305 ng/Kg 0.0305U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0355 ng/Kg 0.0355U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0595 ng/Kg 0.0595U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0691 ng/Kg 0.0691U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0620 ng/Kg 0.0620U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.0763 ng/Kg 0.0763U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0699 ng/Kg 0.0699U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.121 ng/Kg 0.121U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0830 ng/Kg 0.0830U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0604 ng/Kg 0.0604U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0952 ng/Kg 0.0952U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDF 0.0298 ng/Kg 0.0298U ng/Kg
SL-613-SA5C-SB-4.0-5.0(RES) OCDF 0.292 ng/Kg 0.292U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 1,2,3,4,6,7,8-HPCDD 0.250 ng/Kg 0.250U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 1,2,3,4,6,7,8-HPCDF 0.0720 ng/Kg 0.0720U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0208 ng/Kg 0.0208U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 1,2,3,4,7,8-HxCDD 0.0801 ng/Kg 0.0801U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 1,2,3,4,7,8-HXCDF 0.0745 ng/Kg 0.0745U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 1,2,3,6,7,8-HXCDD 0.115 ng/Kg 0.115U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 1,2,3,6,7,8-HXCDF 0.0721 ng/Kg 0.0721U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 1,2,3,7,8,9-HXCDD 0.0808 ng/Kg 0.0808U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 1,2,3,7,8,9-HXCDF 0.0421 ng/Kg 0.0421U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 1,2,3,7,8-PECDD 0.154 ng/Kg 0.154U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PH010_v1 eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID 7 Final Result
SL-613-SA5C-SB-7.5-8.5(RES) 0.158U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 2,3,4,6,7,8-HXCDF 0.0499 ng/Kg 0.0499U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 2,3,4,7,8-PECDF 0.142 ng/Kg 0.142U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) 2,37,8-TCDF 0.0719 ng/Kg 0.0719U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) oCDD 0.451 ng/Kg 0.451U ng/Kg
SL-613-SA5C-SB-7.5-8.5(RES) OCDF 0.0783 ng/Kg 0.0783U nglKg
SL-614-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.122 ng/Kg 0.122U ng/Kg
SL-614-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.153 ng/Kg 0.153U ng/Kg
SL-614-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.155 ng/Kg 0.155U ng/Kg
SL-614-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.0625 ng/Kg 0.0625U ng/Kg
SL-614-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.185 ng/Kg 0.185U ng/Kg
SL-614-SA6C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.232 ngiKg 0.232U ng/Kg
SL-614-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.167 ng/Kg 0.167U ng/Kg
SL-614-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.218 ng/Kg 0.218U ng/Kg
SL-614-SA5C-SB-0.0-0.5(RES) 2,37,8-TCDF 0.140 ng/Kg 0.140U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 1,2,3,4,6,7,8-HPCDD 0.335 ng/Kg 0.335U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 1,2,3,4,6,7,8-HPCDE 0.0502 ng/Kg 0.0502U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 1,2,3,4,7,8 9-HPCDF 0.0396 ng/Kg 0.0396U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 1,2,3,4,7,8-HXCDD 0.0503 ng/Kg 0.0503U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 1,2,3,4,7,8-HXCDF 0.0378 ng/Kg 0.0378U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 1,2,3,6,7,8-HXCDD 0.0625 ng/Kg 0.0625U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 1,2,3,6,7,8-HXCDF 0.0332 ng/Kg 0.0332U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 1,2,3,7,8,9-HXCDD 0.0313 ng/Kg 0.0313U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 1,2,3,7,8,9-HXCDF 0.0678 ng/Kg 0.0678U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 1,2,3,7,8-PECDD 0.0453 ng/Kg 0.0453U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 1,2,3,7,8-PECDF 0.0633 ng/Kg 0.0633U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 2,3,4,6,7,8-HXCDF 0.0567 ng/Kg 0.0567U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 2,3,4,7,8-PECDF 0.0534 ng/Kg 0.0534U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) 2,3,7,8-TCDF 0.0225 ng/Kg 0.0225U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) ocbb 1.05 ng/Kg 1.05U ng/Kg
SL-614-SA5C-SB-3.0-4.0(RES) OCDF 0.105 ng/Kg 0.105U ng/Kg
SL-620-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8 9-HPCDF 0.0381 ng/Kg 0.0381U ng/Kg
SL-620-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0372 ng/Kg 0.0372U ng/Kg
SL-620-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.242 ng/Kg 0.242U ng/Kg
SL-620-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.181 ng/Kg 0.181U ng/Kg
SL-620-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0660 ng/Kg 0.0660U ng/Kg
SL-620-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.140 ng/Kg 0.140U ng/Kg
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Lab Reporting Batch 1D: PH010
EDD Filename: PH010_v1

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sam 1D

A A

e

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Associated
Samples

Reported Modified
Sample ID Analyte . Resuit Final Result
SL-620-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCD 0.0456 ngg 0.0456U ng/Kg ,
SL-620-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0515 ng/Kg 0.0515U ng/Kg
SL-620-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.127 ng/Kg 0.127U ng/Kg
SL-620-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0589 ng/Kg 0.0589U ng/Kg
SL-620-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0984 ng/Kg 0.0984U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0740 ng/Kg 0.0740U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0463 ng/Kg 0.0463U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.152 ng/Kg 0.152U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.176 ngiKg 0.176U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.122 ng/Kg 0.122U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.157 ng/Kg 0.157U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.0532 ng/Kg 0.0532U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0883 ng/Kg 0.0863U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.245 ng/Kg 0.245U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.143 ng/Kg 0.143U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.118 ng/Kg 0.118U ng/Kg
SL-621-SA5C-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0656 ng/Kg 0.0656U ng/Kg
SL-723-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.212 ngiKg 0.212U ng/Kg
SL-723-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDOD 0.199 ng/Kg 0.199U ng/Kg
SL-723-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.135 ng/Kg 0.135U ng/Kg
SL-723-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.224 ngiKg 0.224U ng/Kg
SL-723-SA5C-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0562 ng/Kg 0.0562U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.372 ng/Kg 0.372U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0671 ng/Kg 0.0671U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0419 ng/Kg 0.0419U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0399 ng/Kg 0.0399U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0461 ng/Kg 0.0461U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.100 ng/Kg 0.100U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0547 ng/Kg 0.0547U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.0518 ng/Kg 0.0518U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0326 ng/Kg 0.0326U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.0514 ng/Kg 0.0514U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0413 ng/Kg 0.0413U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0412 ng/Kg 0.0412U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0667 ng/Kg 0.0667U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDF 0.0174 ng/Kg 0.0174U ng/Kg
SL-723-SA5C-SB-4.0-5.0(RES) oCcDD 1.74 ng/Kg 1.74U ng/Kg
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Lab Reporting Batch ID: PH010
EDD Filename: PH010_v1

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
ame iD

I =

S R T

The following samples and their listed target analytes were qualified due to contaminatio

Result

n reported in this blank

Associated
Samples

Reported

AR

0.168 ng/Kg

Modified
Final Result

0.168U ng/Kg

SL-723-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.260 ng/Kg 0.260U ng/Kg
SL-723-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0560 ng/Kg 0.0560U ng/Kg
SL-723-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0143 ng/Kg 0.0143U ng/Kg

SL-723-SA5C-SB-9.0-10.0(RES)

1,2,3,4,7,8-HXCDF

0.0530 ng/Kg

0.0530U ng/Kg

SL-723-SA5C-SB-9.0-10.0(RES)

1,2,3,6,7,8-HXCDD

0.0696 ng/Kg

0.0696U ng/Kg

SL-723-SA5C-SB-9.0-10.0(RES)

1,2,3,8,7,8-HXCDF

0.0157 ng/Kg

0.0157U ng/Kg

SL-723-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDD 0.0920 ng/Kg 0.0920U ng/Kg
SL-723-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0.0355 ng/Kg 0.0355U ng/Kg
SL-723-SASC-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0384 ng/Kg 0.0384U ng/Kg
SL-723-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.0328 ng/Kg 0.0328U ng/Kg
SL-723-SA5C-SB-9.0-10.0(RES) 0CDD 0.569 ng/Kg 0.569U ng/Kg
SL-723-SA5C-SB-9.0-10.0(RES) OCDF 0.0990 ng/Kg 0.0990U ng/Kg
SL-724-SA5C-SB-0.0-0.5(RES) 1,2,3.4,6,7,8-HPCDD 0.291 ng/Kg 0.291U ng/Kg
SL-724-SA5G-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.0744 ng/Kg 0.0744U ng/Kg
SL-724-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0702 ng/Kg 0.0702U ng/Kg
SL-724-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0461 ng/Kg 0.0461U ng/Kg
SL-724-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0417 ng/Kg 0.0417U ng/Kg
SL-724-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0992 ng/Kg 0.0992U ng/Kg
SL-724-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.163 ng/Kg 0.163U ng/Kg
SL-724-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.157 ng/Kg 0.157U ng/Kg
SL-724-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0440 ng/Kg 0.0440U ng/Kg
SL-724-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0558 ng/Kg 0.0558U ng/Kg
S1.-724-SA5C-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0442 ng/Kg 0.0442U ng/Kg
S1.-724-SA5C-SB-0.0-0.5(RES) oCcDD 0.857 ng/Kg 0.857U ng/Kg
SL-724-SA5C-SB-0.0-0.5(RES) OCDF 0.137 ng/Kg 0.137U ng/Kg
SL-724-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.324 ng/Kg 0.324U ng/Kg
SL-724-SA5C-SB-4.0-5.0(RES) 1,2,3.4,6,7,8-HPCDF 0.0753 ng/Kg 0.0753U ng/Kg
SL-724-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0456 ng/Kg 0.0456U ng/Kg

SL-724-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8-HxCDD

0.0628 ng/Kg

0.0628U ng/Kg

SL-724-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8-HXCDF

0.0894 ng/Kg

0.0894U ng/Kg

SL-724-SA5C-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDD

0.0579 ng/Kg

0.0579U ng/Kg

SL-724-SA5C-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDF

0.0763 ng/Kg

0.0763U ng/Kg

SL-724-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8,9-HXCDD

0.0660 ng/Kg

0.0660U ng/Kg

SL-724-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0350 ng/Kg 0.0350U ng/Kg
SL-724-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.131 ng/Kg 0.131U ng/Kg
SL-724-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.105 ng/Kg 0.105U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PH010_v1 eQAPP Name: COM_SSFL_120718_Lan

ST

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
SamplelD Analyte - ] Result | Final Result
SL-724-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF N 0.0517 ng/Kg 0.0517U ng/K T
SL-724-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0996 ng/Kg 0.0996U ng/Kg
SL-724-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDF 0.0307 ng/Kg 0.0307U ng/Kg
SL-724-SA5C-SB-4.0-5.0(RES) oCcDD 0.756 ng/Kg 0.756U ng/Kg
SL-724-SA5C-SB-4.0-5.0(RES) OCDF 0.109 ng/Kg 0.109U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.340 ng/Kg 0.340U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.108 ng/Kg 0.108U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0611 ng/Kg 0.0611U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HxCDD 0.0817 ng/Kg 0.0817U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.134 ng/Kg 0.134U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDD 0.117 ng/Kg 0.117U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDF 0.151 ng/Kg 0.151U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDD 0.176 ng/Kg 0.176U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDF 0.0818 ng/Kg 0.0818U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0912 ng/Kg 0.0912U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.247 ng/Kg 0.247U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) 2,3,7,8-TCDF 0.0750 ng/Kg 0.0750U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) oCDD 0.502 ng/Kg 0.502U ng/Kg
SL-724-SA5C-SB-9.0-10.0(RES) OCDF 0.117 ng/Kg 0.117U ng/Kg
SL-750-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.214 ng/Kg 0.214U ng/Kg
SL-750-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.139 ng/Kg 0.139U ng/Kg
SL-750-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.240 ng/Kg 0.240U ng/Kg
SL-750-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.185 ng/Kg 0.185U ng/Kg
SL-750-SA5C-SB-0.0-0.5(RES) 23,4,7,8-PECDF 0.179 ng/Kg 0.179U ng/Kg
SL-750-SA5C-SB-0.0-0.5(RES) 2,37,8-TCDF 0.0751 ng/Kg 0.0751U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 1,2,3,4,6,7,8-HPCDD 0.335 ng/Kg 0.335U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 1,2,3,4,6,7,8-HPCDF 0.0723 ng/Kg 0.0723U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0361 ng/Kg 0.0361U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 1,2,3,4,7,8-HxCDD 0.0318 ng/Kg 0.0318U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 1,2,3,4,7,8-HXCDF 0.0556 ng/Kg 0.0558U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 1,2,3,6,7,8-HXCDD 0.0623 ng/Kg 0.0623U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 1,2,3,6,7,8-HXCDF 0.0501 ng/Kg 0.0501U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 1,2,3,7,8,9-HXCDD 0.0852 ng/Kg 0.0852U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 1,2,3,7,8,9-HXCDF 0.0394 ng/Kg 0.0394U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 1,2,3,7,8-PECDD 0.0851 ng/Kg 0.0851U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 1,2,3,7,8-PECDF 0.0944 ng/Kg 0.0944U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 2,3,4,6,7,8-HXCDF 0.0462 ng/Kg 0.0462U ng/Kg
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Lab Reporting Batch |D: PH010
EDD Filename: PH010_v1

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

The foIIowmg samples and their listed target analytes were qualified due to contamination reported in this blank

Associated
Result Samples

Reported Modified
Sample ID Analyte Result Final Result
SL-750-SA5C- SB-6.5.6.5( 5(RES) 2,3,4,7,8-PECDF 0.0996 ng/Kg 0.0996U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 2,3,7,8-TCDF 0.0434 ng/Kg 0.0434U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) 0OCDD 0.703 ng/Kg 0.703U ng/Kg
SL-750-SA5C-SB-5.5-6.5(RES) OCDF 0.108 ng/Kg 0.108U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDD 0.429 ng/Kg 0.429U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.0974 ng/Kg 0.0974U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0381 ng/Kg 0.0381U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0495 ng/Kg 0.0495U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0361 ng/iKg 0.0361U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.0782 ng/Kg 0.0782U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0233 ng/Kg 0.0233U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.0418 ng/Kg 0.0418U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.0487 ng/Kg 0.0487U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0321 ng/Kg 0.0321U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0289 ng/Kg 0.0289U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0304 ng/Kg 0.0304U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0715 ng/Kg 0.0715U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0183 ng/Kg 0.0183U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) oCcDD 0.795 ng/Kg 0.795U ng/Kg
SL-752-SA5C-SB-0.0-0.5(RES) OCDF 0.124 ng/Kg 0.124U ng/Kg
SL-912-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.263 ng/Kg 0.263U ng/Kg
SL-912-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.330 ng/Kg 0.330U ng/Kg
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PrepPH010 eQAPP Name: CDM_SSFL_120718 Lan

Concentration (%)

SL-612-SA5C-SB-4.0- | SL-912-SA5C-SB-4.0-
5.0

MOISTURE

Concentration (ng/Kg)

SL-612-SA5C-SB-4.0- | SL-912-SA5C-SB-4.0- | Sample | eQAPP
1.2 : ‘ 20 | No Qualifiers Applied
1,2,3,7,8-PECDF 0.200 0.312 44 50.00 | Wualiers Applie
1,2,3,4,6,7,8-HPCDD 11.9 51.2 125 50.00
1,2,3,4,6,7,8-HPCDF 1.31 4.87 115 50.00
1,2,3,4,7,8,9-HPCDF 0.221 0.397 57 50.00
1,2,3,4,7,8-HxCDD 0.175 0.532 101 50.00
1,2,3,4,7,8-HXCDF 0.191 0.546 96 50.00
1,2,3,6,7,8-HXCDD 0.573 2.20 17 50.00
1,2,3,6,7,8-HXCDF 0.170 0.391 79 50.00
12,3,7,8,9-HXCDD 0.395 1.08 93 5000 | | e rts)
1,2,3,7,8-PECDD 0.141 0.322 78 50.00
2,3,4,6,7,8-HXCDF 0.194 0.555 96 50.00
2,3,4,7,8-PECDF 0.165 0.330 67 50.00
2,3,7,8-TCDD 114U 00800 .| 200 50.00
2,3,7,8-TCDF 0.0479 0215 127 50.00
OCDD 147 502 120 50.00
OCDF 2.95 10.4 112 50.00
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Reporting Limit Outliers

Lab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PH010_v1 . eQAPP Name: CDM_SSFL_120718_Lan

AQ

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB-053012 1,2,3,4,6,7,8-HPCDD JBQ 6.62 11.1 PQL pg/L
1,2,3,4,6,7,8-HPCDF JB 219 111 PQL pg/L
1,2,3,4,7,8,9-HPCDF JB 0.887 111 PQL pg/L
1,2,3,4,7,8-HxCDD JB 0.413 111 PQL pg/L
1,2,3,4,7,8-HXCDF JB 0.844 11.1 PQL pg/L
1,2,3,6,7,8-HXCDD JBQ 0.699 111 PQL pg/L
1,2,3,6,7,8-HXCDF JB 0.495 11.1 PQL pg/L
1,2,3,7,8,9-HXCDD JBQ 0.677 11.1 PQL pg/L
1,2,3,7,8,9-HXCDF JBQ 0.331 11.1 PQL | pglL J (all detects)
1,2,3,7,8-PECDD JB 0.639 11.1 PQL pg/L
1,2,3,7,8-PECDF JBQ 0.518 111 PQL pg/L
2,3,4,6,7,8-HXCDF JB 0.812 111 PQL pg/L
2,3,4,7,8-PECDF JB 0.502 11.1 PQL pg/L
2,3,7,8-TCDD JB 0.327 2.22 PQL pg/L
2,3,7,8-TCDF JQ 0.320 2.22 PQL pg/L
" |ocDD JB 11.8 22.2 PQL pg/L
OCDF JB 1.89 22.2 PQL pg/L
EB-053112 1,2,3,4,6,7,8-HPCDD JB 4.77 10.6 PQL pg/L
1,2,3,4,6,7,8-HPCDF JB 0.866 10.6 PQL pa/L
1,2,3,4,7,8,9-HPCDF JBQ 0.678 10.6 PQL pa/L
1,2,3,4,7,8-HxCDD JB 0.478 10.6 PQL pg/L
1,2,3,4,7,8-HXCDF JB 0.663 10.6 PQL pg/L
1,2,3,6,7,8-HXCDF JBQ 0.264 10.6 PQL pa/t.
1,2,3,7,8,9-HXCDD JB 0.294 10.6 PQL pg/L
1,2,3,7,8,9-HXCDF JBQ 0.145 10.6 PQL pg/L
1.2.3,7.8-PECDD JB | 0880 10.6 PQL | pgi | Y (alldetects)
1,2,3,7,8-PECDF Ja 0.258 10.6 PQL | pglL
2,3,4,6,7,8-HXCDF JB 0.546 10.6 PQL pg/L
2,3,4,7,8-PECDF JB 0.566 10.6 PQL pg/L
2,3,7,8-TCDD JBQ 0.407 2.12 PQL | pglL
2,3,7,8-TCDF J 0.456 212 PQL pg/L
OCDD JB 10.5 21.2 PQL pg/L
OCDF JB 1.18 21.2 PQL pg/L
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Reporting Limit Outliers

Lab Reporting Batch 1D: PH010 Laboratory: LL
EDD Filename: PH010_v1 eQAPP Name: CDM_SSFL_120718_Lan

SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-611-SA5C-SB-0.0-0.5  |1,2,3,4,6,7,8-HPCDF JB 1.35 5.45 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.196 5.45 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.127 5.45 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.102 5.45 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.417 5.45 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.106 5.45 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.299 5.45 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB 0.152 5.45 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ | 0.0740 5.45 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ | 0.0905 5.45 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0545 5.45 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.142 5.45 PQL | ng/Kg
2,3,7,8-TCDD Ja 0.0323 1.09 PQL | ng/Kg
2,3,7,8-TCDF JB 0.0371 1.09 PQL | ng/Kg
OCDF JB 3.81 10.9 PQL | ng/Kg
SL-611-SA5C-SB-5.0-6.0  [1,2,3,4,6,7,8-HPCDD JB 0.633 5.57 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.142 5.57 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0245 5.57 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0245 5.57 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ | 0.0325 5.57 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JBQ | 0.049 5.57 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0282 5.57 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ | 0.0531 5.57 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JBQ | 0.0208 5.57 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ | 0.0634 5.57 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ | 0.0304 5.57 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0384 5.57 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.0618 5.57 PQL | ng/Kg
2,3,7,8-TCDD J 0.0304 1.11 PQL | ng/Kg
2,3,7,8-TCDF JB 0.0210 1.1 PQL ng/Kg
ocDD JB 4.73 11.1 PQL | ng/Kg
OCDF JB 0.204 11.1 PQL | ng/Kg
SL-612-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDF JB 1.31 5.72 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.221 5.72 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.175 5.72 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.191 5.72 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.573 572 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.170 572 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.395 5.72 PQL ng/Kg
1.2.3.7.8.9-HXCDF B | o193 5.72 PQL | ngikg | Y (@lldetects)
1,2,3,7,8-PECDD JB 0.141 5.72 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.200 5.72 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.194 572 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.165 5.72 PQL | ng/Kg
2,3,7,8-TCDF JB 0.0479 1.14 PQL | ng/Kg
OCDF JB 2.95 11.4 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH010 Laboratory: LL
EDD Filename: PH010_v1 . eQAPP Name: CDM_SSFI._120718_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-612-SA5C-SB-7.0-8.0 1,2,3,4,6,7,8-HPCDD JB 0.425 6.04 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0582 6.04 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0572 6.04 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0322 6.04 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0421 6.04 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0911 6.04 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0502 6.04 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.111 6.04 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.276 6.04 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.0634 6.04 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0806 6.04 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0365 6.04 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0910 6.04 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0483 1.21 PQL ng/Kg
oCcDD JB 1.46 12.1 PQL | ng/Kg
OCDF JBQ 0.175 121 PQL ng/Kg
SL-613-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.652 5.32 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.130 5.32 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0305 5.32 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0355 5.32 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0595 5.32 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0691 5.32 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0620 5.32 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0763 5.32 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0699 5.32 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.121 5.32 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0830 5.32 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0604 5.32 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0952 5.32 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0325 1.06 PQL ng/Kg
2,3,7,8-TCDF JB 0.0298 1.06 PQL | ng/Kg
OoCbD JB 3.50 10.6 PQL ng/Kg
OCDF JB 0.292 10.6 PQL ng/Kg
SL-613-SA5C-SB-7.5-8.5 1,2,3,4,6,7,8-HPCDD JB 0.250 5.37 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.0720 5.37 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0208 5.37 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0801 5.37 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0745 5.37 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.116 5.37 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0721 5.37 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0808 5.37 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.0421 5.37 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.154 5.37 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.158 5.37 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0499 5.37 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.142 5.37 PQL ng/Kg
2,3,7,8-TCDD J 0.0855 1.07 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0719 1.07 PQL ng/Kg
ocDD JB 0.451 10.7 PQL | ng/Kg
OCDF JBQ | 0.0783 10.7 PQL | ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
11/6/2012 2:53:26 PM ADR version 1.6.0.193 Page 3 of 8



Reporting Limit Outliers

Lab Reporting Batch ID: PH010 Laboratory: LL
EDD Filengme: PHO10_v1 _ eQAPP Name: CDM_SSFL_120718_Lan

o)

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-614-SA5C-SB-0.0-05  |1,2,3 4.6,7,8-HPCDF JB 137 5.04 PQL | ng/Kg
1.2.3.4,7.8,9-HPCDF B | 0122 5.04 PQL | ng/Kg
1.2.3,4.7.8-HxCDD JBQ | 0153 5.04 PQL | ng/Kg
1.2.3.4.7 8-HXCDF JB | 0402 5.04 PQL | ng/Kg
1.2.3.6.7.8-HXCDD JB | 0389 5.04 POL | ng/Kg
12.3,6.7.8-HXCDF B | 0155 5.04 PQL | ng/Kg
1.2.3.7.8.9-HXCDD JB | 0339 5.04 PQL | ng/Kg
1.2.3.7.8,9-HXCDF JB | 00625 5.04 PQL | ng/Kg | J (all detects)
1.2.3.7.8-PECDD JB | 0185 5.04 PQL | ng/Kg
1.2.3.7.8-PECDF JB | 0232 5.04 PQL | ng/Kg
2.3.4.6.7,8-HXCDF JB | 0167 5.04 PQL | ng/Kg
2.3,4.7.8-PECDF JB | 0218 5.04 PQL | ng/Kg
2.3,7.8.TCDD Ja | 00771 1.01 PQL | ng/Kg
2.3,7.8-TCDF JB | 0.140 1.01 PQL | ng/Kg
OCDF JB 2.92 10.1 PQL | ng/Kg
SL-614-SA5C-SB-3.04.0 |1,2,3.4.6,7,8-HPCDD JB | 0335 5.35 PQL | ng/Kg
1.2.3.4,6.7.8-HPCDF JBQ | 0.0502 5.35 PQL | ng/Kg
1.2.34.7.8.9-HPCDF JB | 0039 5.35 PQL | ng/Kg
1.2.3,4.7.8-HxCDD JBQ | 0.0503 5.35 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JBQ | 00378 5.35 PQL | ng/Kg
1.2.3.6,7.8-HXCDD JB | 0.0625 5.35 PQL | ng/Kg
1.2.3.6,7.8-HXCDF JB | 00332 5.35 PQL | ng/Kg
1.2.3.7.8.9-HXCDD JBQ | 00313 5.35 PQL | ng/Kg
1.2/3.7.8,9-HXCDF JB | 00678 5.35 PQL | ngikg | Y (@ll detects)
1.2.3.7.8-PECDD JBQ | 0.0453 5.35 PQL | ng/Kg
1.2.3.7.8-PECDF JB | 00633 5.35 PQL | ng/Kg
2.3,4.6.7,8-HXCDF JB | 00567 5.35 PQL | ng/Kg
2.3.4.7.8.PECDF JB | 0.0534 5.35 PQL | ng/Kg
2.3,7.8.TCDF JBQ | 0.0225 1.07 PQL | ng/Kg
OCDD JB 1.05 107 PQL | ng/Kg
OCDF JB | 0105 107 PQL | ng/Kg
SL-620-SA5C-SB-0.0-0.5 _ |1,2,3.4.6,7,8-HPCDD JB 418 5.43 PQL | ng/Kg
1.2.3.4,6.7.8-HPCDF JB | 0467 5.43 PQL | ng/Kg
1.2.3.4,7.8,9-HPCDF JB | 00381 5.43 PQL | ng/Kg
1.2.3,4.7.8-HXCDD JB | 00372 5.43 PQL | ng/Kg
1.2.3.4,7.8-HXCDF JB | 0242 5.43 PQL | ng/Kg
1.2.3.6,7.8-HXCDD JB | 0181 5.43 PQL | ng/Kg
1.2.3.6,7.8-HXCDF JB | 0.0660 5.43 PQL | ng/Kg
1.2.37.8.9-HXCDD JB | 0.140 5.43 PQL | ng/Kg | J(all detects)
1.2.3.7.8.9-HXCDF JB | 0.0456 5.43 PQL | ng/Kg
1.2.3.7.8-PECDD JB | 00515 5.43 PQL | ng/Kg
1.2.3.7.8-PECDF B | 0127 5.43 PQL | ng/Kg
2.3.4.6.7,8-HXCDF JB | 00589 5.43 PQL | ng/Kg
2.3,4.7.8-PECDF JB | 0.0984 5.43 PQL | ng/Kg
2.3.7.8-TCDD Ja | 00204 1.0 PQL | ng/Kg
OCDF JB 1.15 10.9 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PHO10 Laboratory: LL
EDD Filename: PH010_v1 eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-621-SA5C-SB-0.0-05  |1.2.3.4,6,7,8-HPCDD JB 2.46 5.25 PQL | ng/Kg
1.2.3,4.6,7,8-HPCDF JB | 0626 5.25 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF JB | 0.0740 5.25 PQL | ng/Kg
1.2.3.4.7.8-HXCDD JB | 00463 5.25 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JBQ | 0152 5.25 PQL | ng/Kg
1.2.3.6.7.8-HXCDD JB | 0176 5.25 PQL | ng/Kg
1.2.3,6.7,8-HXCDF B | 0122 5.25 PQL | ng/Kg
1.2.3,7.8,9-HXCDD JB | 0157 5.25 PQL | ng/K
1.2.3,7.8,9-HXCDF JBQ | 00532 5.25 PQL | ngikg | o (@il detects)
1.2.3,7.8-PECDD JB | 00863 5.25 PQL | ng/Kg
1.2.3,7.8-PECDF JB | 0245 5.25 PQL | ng/Kg
2.3,4.6,7,8-HXCDF JB | 0143 5.25 PQL | ng/Kg
2.3,4.7.8 PECDF JB | 0118 5.25 PQL | ng/Kg
2.3,7.8-TCDD J | 00449 1.05 PQL | ng/Kg
2.3.7.8-TCDF JB | 00656 1.05 PQL | ng/Kg
OCDF B | 0831 10.5 PQL | ng/Kg
SL-723-SA5C-SB-0.0-05  |1,2,3,4.6,7.8-HPCDF JB 197 515 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF JBQ | 0212 5.15 PQL | ng/Kg
1.2.3.4.7.8-HxCDD JB | 0199 5.15 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JB | 0298 515 PQL | ng/Kg
1.2.3.6.7.8-HXCDD B | 0722 515 PQL | ng/Kg
1.2.3,6.7.8-HXCDF JB | 0242 5.15 PQL | ng/Kg
1.2.3.7.8.9-HXCDD JB | 0504 5.15 PQL | ng/Kg
1.2.3,7,8.9-HXCDF JB | 0406 5.15 PQL | ng/Kg | J (all detects)
1.2.3,7.8-PECDD JB | 0135 515 PQL | ng/Kg
1.2.3.7,8-PECDF JB | 0476 5.15 PQL | ng/Kg
2.3,4.6,7,8-HXCDF JB | 0337 5.15 PQL | ng/Kg
2.3.4.7,8-PECDF JB | 0224 5.15 PQL | ng/Kg
2.3,7.8.TCDD J | 00507 1.03 PQL | ng/Kg
2.3,7.8-TCDF JB | 0.0562 1.03 PQL | ng/Kg
OCDF JB 7.53 10.3 PQL | ng/Kg
SL-723-SA5C-SB-4.05.0  |1,2,3,4.6,7,8-HPCDD JB | 0372 5.48 PQL | ng/Kg
1.2.3.4.6.7.8-HPCDF JB | 00671 5.48 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF JBQ | 00419 5.48 PQL | ng/Kg
1.2.3,4.7.8-HxCDD JB | 0.0399 5.48 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JB | 0.0461 5.48 PQL | ng/Kg
1.2.3.6.7.8-HXCDD JBQ | 0.100 5.48 PQL | ng/Kg
1.23.6.7.8-HXCDF JB | 00547 5.48 PQL | ng/Kg
1.2.3,7,8.9-HXCDD JB | 00518 5.48 PQL | ng/Kg
1/2'37'8.9-HXCDF JBQ | 00326 5.48 PQL | ngiKg | J (@lldetects)
1.2.3.7.8-PECDD JB | 00514 5.48 PQL | ng/Kg
1.2.3,7.8-PECDF JB | 00413 5.48 PQL | ng/Kg
2.3,4.6,7,8-HXCDF JB | 00412 5.48 PQL | ng/Kg
2.3,4.7.8-PECDF JBQ | 0.0667 5.48 PQL | ng/Kg
2.3.7.8-TCDF JBQ | 0.0174 1.10 PQL | ng/Kg
oCDD JB 174 11.0 PQL | ng/Kg
OCDF JB | 07168 11.0 PQL | ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
11/6/2012 2:53:26 PM ADR version 1.6.0.193 Page 5 of 8



Reporting Limit Outliers

Lab Reporting Batch iD: PH010 Laboratory: LL
EDD Filename: PH010_v1 . eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-723-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDD JB 0.260 5.34 PQL | ngiKg
1,2,3,4,6,7,8-HPCDF JB 0.0560 5.34 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0143 5.34 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0530 5.34 PQL | ng/iKg
1,2,3,6,7,8-HXCDD JB 0.0696 5.34 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0157 5.34 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB | 0.0920 5.34 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDF JBQ | 0.0355 5.34 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0384 5.34 PaL | ng/iKg
2,3,4,7,8-PECDF JB 0.0328 5.34 PQL | ng/Kg
2,3,7,8-TCDD Ja | 0.0543 1.07 PQL | ng/Kg
OoCDD JB 0.569 10.7 PQL | ng/Kg
OCDF JB | 0.0990 10.7 PQL | ng/Kg
SL-724-SA5C-SB-0.0-0.5  |1,2,3,4,6,7,8-HPCDD JB 0.291 5.50 PQL | ng/iKg
1,2,3,4,6,7,8-HPCDF JB | 0.0744 5.50 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB | 0.0702 5.50 POL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.0461 5.50 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB | 0.0417 5.50 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.681 5.50 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB | 0.0992 5.50 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.930 5.50 PQL | ng/K
1.2.3,7.8.9-HXCDF B | 0950 5.50 PQL nS/KS J (all detects)
1,2,3,7,8-PECDD JB 0.163 5.50 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.157 5.50 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0440 5.50 PQL | ng/Kg
2,3,4,7,8-PECDF JB | 0.0558 5.50 PQL | ng/Kg
2,3,7,8-TCDF JB | 0.0442 1.10 PQL | ng/Kg
ocbD JB 0.857 11.0 PAL | ng/iKg
OCDF JB 0137 | 1.0 PQL | ng/Kg
SL-724-SA5C-SB-4.0-50 |1,2,3,4,6,7,8-HPCDD JB 0.324 5.70 PaL | ng/iKg
1,2,3,4,8,7,8-HPCDF JB | 0.0753 5.70 PQL | ng/Kg
1,2,3,4,7.8,9-HPCDF JB | 0.0456 5.70 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB | 0.0628 5.70 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB | 0.0894 5.70 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB | 0.0579 5.70 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB | 0.0763 5.70 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB | 0.0860 5.70 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB | 0.0350 5.70 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.131 5.70 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.105 5.70 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB | 00517 5.70 PQL | ng/Kg
2,3,4,7,8-PECDF JB | 0.0996 5.70 PQL | ng/Kg
2,3,7,8-TCDD J 0.0316 1.14 PQL | ng/Kg
2,3,7,8-TCDF JB | 0.0307 1.14 PQL | ng/Kg
oCDD JB 0.756 11.4 PQL | ng/Kg
OCDF JB 0.109 1.4 PQL | ng/iKg
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Reporting Limit Outliers

Lab Reporting Batch iD: PH010 Laboratory: LL
EDD Filename: PH010_v1 eQAPP Name: CDM_SSFL_120718_Lan

,So,

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-724-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDD JB 0.340 5.70 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.108 5.70 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0611 5.70 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0817 5.70 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.134 5.70 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.117 5.70 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.151 5.70 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.176 5.70 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0818 5.70 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.312 5.70 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.313 5.70 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0912 5.70 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.247 5.70 PQL ng/Kg
2,3,7,8-TCDD J 0.0867 1.14 PQL ng/Kg
2,3,7,8-TCDF JB 0.0750 1.14 PQL ng/Kg
OCDD JB 0.502 1.4 PQL | ng/Kg
OCDF JB 0.117 1.4 PQL ng/Kg
SL-750-SA5C-SB-0.0-0.5 1.2,3,4,6,7,8-HPCDF JB 1.39 5.54 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.214 5.54 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.139 5.54 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.240 5.54 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.832 5.54 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.227 5.54 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.17 5.54 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.930 5.54 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.261 5.54 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.314 5.54 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.185 5.54 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.179 5.54 PQL ng/Kg
2,3,7,8-TCDD Ja 0.127 1.11 PQL | ng/Kg
2,3,7,8-TCDF JB 0.0751 1.11 PQL ng/Kg
OCDF JB 5.44 111 PQL ng/Kg
SL-750-SA5C-SB-5.5-6.5 1,2,3,4,6,7,8-HPCDD JB 0.335 5.52 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0723 5.52 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0361 5.52 PQL ng/Ka
1,2,3,4,7,8-HxCDD - JBQ 0.0318 5.52 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0556 5.52 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0623 5.52 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0501 5.52 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0852 5.52 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0394 5.52 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.0851 5.52 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0944 5.562 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0462 5.52 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0996 5.52 PQL ng/Kg
2,3,7,8-TCDD J 0.108 1.10 PQL ng/Kg
2,3,7,8-TCDF JB 0.0434 1.10 PQL ng/Kg
OCDD JB 0.703 11.0 PQL | ng/Kg
OCDF JBQ 0.108 11.0 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch 1D: PH010 Laboratory: LL
EDD Filename: PHO10_v1 . eQAPP Name: CDM_SSFL_120718_Lan

SO
Lab Reporting] RL

SamplelD Analyte . Qual | Result Limit Type | Units Flag

SL-752-SA5C-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 0.429 5.65 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0974 5.65 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0381 5.65 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0495 5.65 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0361 5.65 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0782 5.65 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0233 5.65 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0418 5.65 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0487 5.65 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.0321 5.65 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0289 5.65 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0304 5.65 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0715 5.65 PQL ng/Kg
2,3,7,8-TCDD J 0.0283 1.13 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0183 1.13 PQL ng/Kg
OCDD JB 0.795 11.3 PQL | ng/Kg
OCDF JB 0.124 11.3 PQL ng/Kg

SL-912-SA5C-SB-4.0-5.0 1,2,3,4,8,7,8-HPCDF JB 4.87 5.28 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.397 5.28 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.532 5.28 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.546 5.28 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 2.20 5.28 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.391 5.28 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.08 5.28 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.263 5.28 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.322 5.28 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.312 5.28 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.555 5.28 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.330 5.28 PQL ng/Kg
2,3,7,8-TCDD J 0.0800 1.06 PQL ng/Kg
2,3,7,8-TCDF JB 0.215 1.06 PQL ng/Kg
OCDF JB 10.4 10.6 PQL ng/Kg
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Introduction
This data review covers 22 soil samples and 2 water samples listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA Method
1613B for Polychlorinated Dioxins/Dibenzofurans.
This review follows the Quality Assurance Project Plan for Santa Susana Field Laboratory
(SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March 2009, Revision
4) and the USEPA Contract Laboratory Program National Functional Guidelines for
Polychlorinated Dioxins/Dibenzofurans Data Review (September 2005).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag is
due to a laboratory deviation from a specified protocol or is of technical advisory nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
gualification was not required.
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I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met validation criteria.

ll. HRGC/HRMS Instrument Performance Check
Instrument performance was checked at the required daily frequency.

The chromatographic resolution between 2,3,7,8-TCDD and the peaks representing any
other unlabeled TCDD isomers was resolved with a valley of less than or equal to 25%.

PFK and static resolving power were within validation criteria.
lll. Initial Calibration
A five point initial calibration was performed as required by the method.

Percent relative standard deviations (%RSD) were less than or equal to 20.0% for
unlabeled compounds and less than or equal to 35.0% for labeled compounds.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.

The minimum S/N ratio was greater than or equal to 10 for each unlabeled compound and
labeled compound.

IV. Continuing Calibration
Continuing calibration was performed at the required frequencies.

Al of the continuing calibration percent differences (%D) between the initial calibration RRF
and the continuing calibration RRF were within QC limits.

The percent differences (%D) of the second source calibration standard were within QC
limits.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.
V. Blanks
Method blanks were reviewed for each matrix as applicable. No polychlorinated

dioxin/dibenzofuran contaminants were found in the method blanks with the following
exceptions:
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Extraction
Method Blank ID Date Compound Concentration Associated Samples

Blk164200 6/5/12 2,3,7,8-TCDD 0.286 pg/L. EB-053112
2,3,4,7,8-PeCDF 0.313 pg/L.
1,2,3,7,8-PeCDD 0.366 pg/L
1,2,3,4,7,8-HxCDF 0.173 pg/l.
1,2,3,6,7,8-HxCDF 0.111 pg/L
2,3,4,6,7,8-HxCDF 0.180 pg/L
1,2,3,4,7,8-HxCDD 0.179 pg/L
1,2,3,6,7,8-HxCDD 0.241 pg/L
1,2,3,7,8,9-HxCDD 0.219 pg/L
1,2,3,7,8,9-HXCDF 0.173 pg/L
1,2,3,4,6,7,8-HpCDF 0.593 pg/L
1,2,3,4,6,7,8-HpCDD 2.74 pg/L.
1,2,3,4,7,8,9-HpCDF 0.213 pg/L
OCDD 5.14 pg/L
OCDF 0.562 pg/L

Blk157001 6/5/12 2,3,7,8-TCDD 0.242 pg/L EB-053012
1,2,3,7,8-PeCDF 0.388 pg/L
2,3,4,7,8-PeCDF 0.649 pg/l-
1,2,3,7,8-PeCDD 0.388 pg/L
1,2,3,4,7,8-HXCDF 0.595 pg/L
1,2,3,6,7,8-HXCDF 0.452 pg/L
2,3,4,6,7,8-HxCDF 0.644 pg/L
1,2,3,4,7,8-HxCDD 0.403 pg/L
1,2,3,6,7,8-HxCDD 0.538 pg/L
1,2,3,7,8,9-HxCDD 0.638 pg/L
1,2,3,7,8,9-HxCDF 0.738 pg/L
1,2,3,4,6,7,8-HpCDF 1.45 pg/L
1,2,3,4,6,7,8-HpCDD 3.86 pg/L
1,2,3,4,7,8,9-HpCDF 0.838 pg/t
OCDD 5.92 pg/L
OCDF 1.79 pg/L

Blk160001 6/8/12 2,3,7,8-TCDF 0.0389 pg/Kg All soil samples in SDG PH010
1,2,3,7,8-PeCDF 0.0582 pg/Kg
2,3,4,7,8-PeCDF 0.0681 pg/Kg
1,2,3,7,8-PeCDD 0.0464 pg/Kg
1,2,3,4,7,8-HxCDF 0.0492 pg/Kg
1,2,3,6,7,8-HXCDF 0.0342 pg/Kg
2,3,4,6,7,8-HxCDF 0.0615 pg/Kg
1,2,3,4,7,8-HxCDD 0.0458 pg/Kg
1,2,3,6,7,8-HxCDD 0.0454 pg/Kg
1,2,3,7,8,9-HxCDD 0.0440 pg/Kg
1,2,3,7,8,9-HxCDF 0.0747 pg/Kg
1,2,3,4,6,7,8-HpCDF 0.0653 pg/Kg
1,2,3,4,6,7,8-HpCDD 0.212 pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0446 pg/Kg
OCDD 0.377 pg/Kg
OCDF 0.101 pg/Kg

Sample concentrations were compared to concentrations detected in the method blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated method blanks with
the following exceptions:
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Reported Modified Final
Sample Compound Concentration Concentration
EB-053112 2,3,7,8-TCDD 0.407 pg/L 0.407U pg/L
2,3,4,7,8-PeCDF 0.566 pg/L 0.566U pg/L
1,2,3,7,8-PeCDD 0.880 pg/L 0.880U pg/L
1,2,3,4,7,8-HxCDF 0.663 pg/L 0.663U pg/L
1,2,3,6,7,8-HxCDF 0.264 pg/L 0.264U pg/l-
2,3,4,6,7,8-HxCDF 0.546 pg/L 0.546U pg/L
1,2,3,4,7,8-HxCDD 0.478 pg/L 0.478U pg/L
1,2,3,7,8,9-HxCDD 0.294 pg/L 0.294U pg/L
1,2,3,7,8,9-HxCDF 0.145 pg/L 0.145U pg/L
1,2,3,4,6,7,8-HpCDF 0.866 pg/L 0.866U pg/L
1,2,3,4,6,7,8-HpCDD 4,77 pg/t 4.77U pg/L
1,2,3,4,7,8,9-HpCDF 0.678 pg/l- 0.678U pg/L
OCDD 10.5 pg/L 10.5U pg/L
OCDF 1.18 pg/lL 1.18U pg/L
EB-053012 2,3,7,8-TCDD 0.327 pg/L 0.327U pg/L
1,2,3,7,8-PeCDF 0.518 pg/L 0.518U pg/L
2,3,4,7,8-PeCDF 0.502 pg/L 0.502U pg/L
1,2,3,7,8-PeCDD 0.639 pg/L 0.639U pg/L
1,2,3,4,7,8-HxCDF 0.844 pg/L 0.844U pg/l-
1,2,3,6,7,8-HxCDF 0.495 pg/L 0.495U pg/L
2,3,4,6,7,8-HxCDF 0.812 pg/L 0.812U pg/L
1,2,3,4,7,8-HxCDD 0.413 pg/L 0.413U pg/L
1,2,3,6,7,8-HxCDD 0.699 pg/L 0.699U pg/L
1,2,3,7,8,9-HxCDD 0.677 pg/L 0.677U pg/L
1,2,3,7,8,9-HxCDF 0.331 pg/L 0.331U pg/L
1,2,3,4,6,7,8-HpCDF 2.19 pg/L 2.19U pg/L
1,2,3,4,6,7,8-HpCDD 6.62 pg/L 6.62U pg/L
1,2,3,4,7,8,9-HpCDF 0.887 pg/L 0.887U pg/L
OCDD 11.8 pg/L 11.8U pg/L
OCDF 1.89 pg/L 1.89U pg/L
SL-723-SA5C-SB-0.0-0.5 2,3,7,8-TCDF 0.0562 pg/Kg 0.0562U pg/Kg
1,2,3,7,8-PeCDF 0.0476 pg/Kg 0.0476U pg/Kg
2,3,4,7,8-PeCDF 0.224 pg/Kg 0.224U pg/Kg
1,2,3,7,8-PeCDD 0.135 pg/Kg 0.135U pg/Kg
1,2,3,4,7,8-HxCDD 0.199 pg/Kg 0.199U pa/Kg
1,2,3,4,7,8,9-HpCDF 0.212 pg/Kg 0.212U pg/Kg
SL-723-SA5C-SB-4.0-5.0 2,3,7,8-TCDF 0.0174 pg/Kg 0.0174U pg/Kg

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF

0.0413 pg/Kg
0.0667 pg/Kg
0.0514 pg/Kg
0.0461 pa/Kg
0.0547 pg/Kg
0.0412 pg/Kg
0.0399 pg/Kg
0.100 pg/Kg
0.0518 pg/Kg
0.0326 pg/Kg
0.0671 pg/Kg
0.372 pg/Kg
0.0419 pg/Kg
1.74 pg/Kg
0.168 pg/Kg

0.0413U pg/Kg
0.0667U pg/Kg
0.0514U pg/Kg
0.0461U pg/Kg
0.0547U pg/Kg
0.0412U pg/Kg
0.0399U pg/Kg
0.100U pg/Kg
0.0518U pg/Kg
0.0326U pg/Kg
0.0671U pg/Kg
0.372U pg/Kg
0.0419U pg/Kg
1.74U pg/Kg
0.168U pg/Kg
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SL-723-SA5C-5B-9.0-10.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HXCDF

0.0355 pg/Kg
0.0328 pg/Kg
0.0530 pg/Kg
0.0157 pg/Kg

0.0355U pg/Kg
0.0328U pg/Kg
0.0530U pg/Kg
0.0157U pg/Kg

1,2,3,7,8-PeCDD

1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD

0.0163 pg/Kg
0.0417 pg/Kg
0.0992 pg/Kg
0.0440 pg/Kg
0.0461 pg/Kg

2,3,4,6,7,8-HxCDF 0.0384 pg/Kg 0.0384U pg/Kg
1,2,3,6,7,8-HxCDD 0.0696 pg/Kg 0.0696U pg/Kg
1,2,3,7,8,9-HxCDD 0.0920 pg/Kg 0.0920U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.0560 pg/Kg 0.0560U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.260 pg/Kg 0.260U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0143 pg/Kg 0.0143U pg/Kg
OCDD 0.569 pg/Kg 0.569U pg/Kg
OCDF 0.0990 pg/Kg 0.0990U pg/Kg
SL-724-SA5C-SB-0.0-0.5 2,3,7,8-TCDF 0.0442 pg/Kg 0.0442U pg/Kg
1,2,3,7,8-PeCDF 0.157 pg/Kg 0.157U pg/Kg
2,3,4,7,8-PeCDF 0.0558 pg/Kg 0.0558U pg/Kg

0.0163U pg/Kg
0.0417U pg/Kg
0.0992U pg/Kg
0.0440U pg/Kg
0.0461U pg/Kg

1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF

0.0660 pg/Kg
0.0350 pg/Kg
0.0753 pg/Kg

1,2,3,4,6,7,8-HpCDF 0.0744 pg/Kg 0.0744U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.291 pg/Kg 0.291U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0702 pg/Kg 0.0702U pg/Kg
OoCDD 0.857 pg/Kg 0.857U pg/Kg
OCDF 0.137 pg/Kg 0.137U pg/Kg
SL-724-SA5C-SB-4.0-5.0 2,3,7,8-TCDF 0.0307 pg/Kg 0.0307U pg/Kg
1,2,3,7,8-PeCDF 0.105 pg/Kg 0.105U pg/Kg
2,3,4,7,8-PeCDF 0.0996 pg/Kg 0.0996U pg/Kg
1,2,3,7,8-PeCDD 0.131 pg/Kg 0.131U pg/Kg
1,2,3,4,7,8-HxCDF 0.0894 pg/Kg 0.0894U pg/Kg
1,2,3,6,7,8-HxCDF 0.0763 pg/Kg 0.0763U pg/Kg
2,3,4,6,7,8-HxCDF 0.0517 pg/Kg 0.0517U pg/Kg
1,2,3,4,7,8-HxCDD 0.0628 pg/Kg 0.0628U pg/Kg
1,2,3,6,7,8-HxCDD 0.0579 pg/Kg 0.0579U pg/Kg

0.0660U pg/Kg
0.0350U pg/Kg
0.0753U pg/Kg

1,2,3,4,6,7,8-HpCDD 0.324 pg/Kg 0.324U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0456 pg/Kg 0.0456U pg/Kg
OCDD 0.756 pg/Kg 0.756U pg/Kg
OCDF 0.109 pg/Kg 0.109U pg/Kg
SL-724-SA5C-SB-9.0-10.0 2,3,7,8-TCDF 0.0750 pg/Kg 0.0750U pg/Kg
2,3,4,7,8-PeCDF 0.247 pg/Kg 0.247U pg/Kg
1,2,3,4,7,8-HXCDF 0.134 pg/Kg 0.134U pg/Kg
1,2,3,6,7,8-HxCDF 0.151 pg/Kg 0.151U pg/Kg
2,3,4,6,7,8-HxCDF 0.0912 pg/Kg 0.0912U pg/Kg
1,2,3,4,7,8-HxCDD 0.0817 pg/Kg 0.0817U pg/Kg
1,2,3,6,7,8-HxCDD 0.117 pg/Kg 0.117U pg/Kg
1,2,3,7,8,9-HxCDD 0.176 pg/Kg 0.176U pg/Kg
1,2,3,7,8,9-HxCDF 0.0818 pg/Kg 0.0818U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.108 pg/Kg 0.108U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.340 pg/Kg 0.340U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0611 pg/Kg 0.0611U pg/Kg
OCDD 0.502 pg/Kg 0.502U pg/Kg
OCDF 0.117 pg/Kg 0.117U pg/Kg
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Modified Final

1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF

0.0321 pg/Kg
0.0361 pg/Kg
0.0233 pg/Kg

Sample Compound Concentration Concentration
SL-750-SA5C-SB-0.0-0.5 2,3,7,8-TCDF 0.0751 pg/Kg 0.0751U pg/Kg
2,3,4,7,8-PeCDF 0.179 pg/Kg 0.179U pg/Kg

1,2,3,4,7,8-HxCDF 0.240 pg/Kg 0.240U pg/Kg

2,3,4,6,7,8-HxCDF 0.185 pg/Kg 0.185U pg/Kg

1,2,3,4,7,8-HxCDD 0.139 pg/Kg 0.139U pg/Kg

1,2,3,4,7,8,9-HpCDF 0.214 pg/Kg 0.214U pg/Kg

SL-750-SA5C-SB-5.5-6.5 2,3,7,8-TCDF 0.0434 pg/Kg 0.0434U pg/Kg
1,2,3,7,8-PeCDF 0.0944 pg/Kg 0.0944U pg/Kg

2,3,4,7,8-PeCDF 0.0996 pg/Kg 0.0996U pg/Kg

1,2,3,7,8-PeCDD 0.0851 pg/Kg 0.0851U pg/Kg

1,2,3,4,7,8-HxCDF 0.0556 pg/Kg 0.0556U pg/Kg

1,2,3,6,7,8-HxCDF 0.0501 pg/Kg 0.0501U pg/Kg

2,3,4,6,7,8-HxCDF 0.0462 pg/Kg 0.0462U pg/Kg

1,2,3,4,7,8-HxCDD 0.0318 pg/Kg 0.0318U pg/Kg

1,2,3,6,7,8-HxCDD 0.0623 pg/Kg 0.0623U pg/Kg

1,2,3,7,8,9-HxCDD 0.0852 pg/Kg 0.0852U pg/Kg

1,2,3,7,8,9-HxCDF 0.0394 pg/Kg 0.0394U pg/Kg

1,2,3,4,6,7,8-HpCDF 0.0723 pg/Kg 0.0723U pg/Kg

1,2,3,4,6,7,8-HpCDD 0.335 pg/Kg 0.335U pg/Kg

1,2,3,4,7,8,9-HpCDF 0.0361 pg/Kg 0.0361U pg/Kg

OCDD 0.703 pg/Kg 0.703U pg/Kg

OCDF 0.108 pg/Kg 0.108U pg/Kg

SL-752-SA5C-SB-0.0-0.5 2,3,7,8-TCDF 0.0183 pg/Kg 0.0183U pg/Kg
1,2,3,7,8-PeCDF 0.0289 pg/Kg 0.0289U pg/Kg

2,3,4,7,8-PeCDF 0.0715 pg/Kg 0.0715U pg/Kg

0.0321U pg/Kg
0.0361U pg/Kg
0.0233U pg/Kg

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.0905 pg/Kg
0.142 pg/Kg
0.0740 pg/Kg
0.102 pg/Kg
0.106 pg/Kg
0.0545 pg/Kg
0.127 pg/Kg
0.152 pg/Kg
0.196 pg/Kg

2,3,4,6,7,8-HxCDF 0.0304 pg/Kg 0.0304U pg/Kg
1,2,3,4,7,8-HxCDD 0.0495 pg/Kg 0.0495U pg/Kg
1,2,3,6,7,8-HxCDD 0.0782 pg/Kg 0.0782U pg/Kg
1,2,3,7,8,9-HxCDD 0.0418 pg/Kg 0.0418U pg/Kg
1,2,3,7,8,9-HxCDF 0.0487 pg/Kg 0.0487U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.0974 pg/Kg 0.0974U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.429 pg/Kg 0.429U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0381 pg/Kg 0.0381U pg/Kg
OoCDD 0.795 pg/Kg 0.795U pg/Kg
OCDF 0.124 pg/Kg 0.124U pg/Kg
SL-611-SA5C-SB-0.0-0.5 2,3,7,8-TCDF 0.0371 pg/Kg 0.0371U pg/Kg

0.0905U pg/Kg
0.142U pg/Kg
0.0740U pg/Kg
0.102U pg/Kg
0.106U pg/Kg
0.0545U pg/Kg
0.127U pg/Kg
0.152U pg/Kg
0.196U pg/Kg
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Reported Modified Final
Sample Compound Concentration Concentration
SL-611-SA5C-8B-5.0-6.0 2,3,7,8-TCDF 0.0210 pg/Kg 0.0210U pg/Kg
1,2,3,7,8-PeCDF 0.0304 pg/Kg 0.0304U pg/Kg
2,3,4,7,8-PeCDF 0.0618 pg/Kg 0.0618U pg/Kg
1,2,3,7,8-PeCDD 0.0634 pg/Kg 0.0634U pg/Kg
1,2,3,4,7,8-HxCDF 0.0325 pg/Kg 0.0325U pg/Kg
1,2,3,6,7,8-HxCDF 0.0282 pg/Kg 0.0282U pg/Kg
2,3,4,6,7,8-HxCDF 0.0384 pg/Kg 0.0384U pg/Kg
1,2,3,4,7,8-HxCDD 0.0245 pg/Kg 0.0245U pg/Kg
1,2,3,6,7,8-HxCDD 0.0496 pg/Kg 0.0496U pg/Kg
1,2,3,7,8,9-HxCDD 0.0531 pg/Kg 0.0531U pg/Kg
1,2,3,7,8,9-HxCDF 0.0208 pg/Kg 0.0208U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.142 pg/Kg 0.142U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.633 pg/Kg 0.633U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0245 pg/Kg 0.0245U pg/Kg
OCDF 0.204 pg/Kg 0.204U pg/Kg
SL-613-SA5C-SB-4.0-5.0 2,3,7,8-TCDF 0.0298 pg/Kg 0.0298U pg/Kg
1,2,3,7,8-PeCDF 0.0830 pg/Kg 0.0830U pg/Kg
2,3,4,7,8-PeCDF 0.0952 pg/Kg 0.0952U pg/Kg
1,2,3,7,8-PeCDD 0.121 pg/Kg 0.121U pg/Kg
1,2,3,4,7,8-HxCDF 0.0595 pg/Kg 0.0595U pg/Kg
1,2,3,6,7,8-HxCDF 0.0620 pg/Kg 0.0620U pg/Kg
2,3,4,6,7,8-HxCDF 0.0604 pg/Kg 0.0604U pg/Kg
1,2,3,4,7,8-HxCDD 0.0355 pg/Kg 0.0355U pg/Kg
1,2,3,6,7,8-HxCDD 0.0691 pg/Kg 0.0691U pg/Kg
1,2,3,7,8,9-HxCDD 0.0763 pg/Kg 0.0763U pg/Kg
1,2,3,7,8,9-HXCDF 0.0699 pg/Kg 0.0699U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.130 pg/Kg 0.130U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.652 pg/Kg 0.652U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0305 pg/Kg 0.0305U pg/Kg
OCDF 0.292 pg/Kg 0.292U pg/Kg
SL-613-SA5C-SB-7.5-8.5 2,3,7,8-TCDF 0.0719 pg/Kg 0.0719U pg/Kg
1,2,3,7,8-PeCDF 0.158 pg/Kg 0.158U pg/Kg
2,3,4,7,8-PeCDF 0.142 pg/Kg 0.142U pg/Kg
1,2,3,7,8-PeCDD 0.154 pg/Kg 0.154U pg/Kg
1,2,3,4,7,8-HxCDF 0.0745 pg/Kg 0.0745U pg/Kg
1,2,3,6,7,8-HxCDF 0.0721 pg/Kg 0.0721U pg/Kg
2,3,4,6,7,8-HxCDF 0.0499 pg/Kg 0.0499U pg/Kg
1,2,3,4,7,8-HxCDD 0.0801 pg/Kg 0.0801U pg/Kg
1,2,3,6,7,8-HxCDD 0.115 pg/Kg 0.115U pg/Kg
1,2,3,7,8,9-HxCDD 0.0808 pg/Kg 0.0808U pg/Kg
1,2,3,7,8,9-HxCDF 0.0421 pg/Kg 0.0421U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.0720 pg/Kg 0.0720U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.250 pg/Kg 0.250U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0208 pg/Kg 0.0208U pg/Kg
OCDD 0.451 pg/Kg 0.451U pa/Kg
OCDF 0.0783 pg/Kg 0.0783U pg/Kg
SL-614-SA5C-SB-3.0-4.0 2,3,7,8-TCDF 0.0225 pg/Kg 0.0225U pg/Kg
1,2,3,7,8-PeCDF 0.0633 pg/Kg 0.0633U pg/Kg
2,3,4,7,8-PeCDF 0.0534 pg/Kg 0.0534U pg/Kg
1,2,3,7,8-PeCDD 0.0453 pg/Kg 0.0453U pg/Kg
1,2,3,4,7,8-HxCDF 0.0378 pg/Kg 0.0378U pg/Kg
1,2,3,6,7,8-HxCDF 0.0332 pg/Kg 0.0332U pg/Kg
2,3,4,6,7,8-HxCDF 0.0567 pg/Kg 0.0567U pg/Kg
1,2,3,4,7,8-HxCDD 0.0503 pg/Kg 0.0503U pg/Kg
1,2,3,6,7,8-HxCDD 0.0625 pg/Kg 0.0625U pg/Kg
1,2,3,7,8,9-HxCDD 0.0313 pg/Kg 0.0313U pg/Kg
1,2,3,7,8,9-HxCDF 0.0678 pg/Kg 0.0678U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.0502 pg/Kg 0.0502U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.335 pg/Kg 0.335U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0396 pg/Kg 0.0396U pg/Kg
OCDD 1.05 pg/Kg 1.05U pg/Kg
OCDF 0.105 pg/Kg 0.105U pg/Kg
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Modified Final
Concentration

SL-620-SA5C-5B-0.0-0.5

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.127 pg/Kg
0.0984 pg/Kg
0.0515 pg/Kg
0.242 pg/Kg
0.0660 pg/Kg
0.0589 pg/Kg
0.0372 pg/Kg
0.181 pg/Kg
0.140 pg/Kg
0.0456 pg/Kg

0.0381 pg/Kg

0.127U pg/Kg
0.0984U pg/Kg
0.0515U pg/Kg
0.242U pg/Kg
0.0660U pg/Kg
0.0589U pg/Kg
0.0372U pg/Kg
0.181U pg/Kg
0.140U pg/Kg
0.0456U pg/Kg
0.0381U pg/Kg

SL-621-SA5C-SB-0.0-0.5

2,3,7,8-TCDF
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3.4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.0656 pg/Kg
0.245 pg/Kg
0.118 pg/Kg
0.0863 pg/Kg
0.152 pg/Kg
0.122 pg/Kg
0.143 pg/Kg
0.0463 pg/Kg
0.176 pg/Kg
0.157 pg/Kg
0.0532 pg/Kg
0.0740 pg/Kg

0.0656U pg/Kg
0.245U pg/Kg
0.118U pg/Kg
0.0863U pg/Kg
0.152U pg/Kg
0.122U pg/Kg
0.143U pg/Kg
0.0463U pg/Kg
0.176U pg/Kg
0.157U pg/Kg
0.0532U pg/Kg
0.0740U pg/Kg

SL-614-SA5C-SB-0.0-0.5

2,3,7,8-TCDF
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.140 pg/Kg
0.232 pg/Kg
0.218 pg/Kg
0.185 pg/Kg
0.155 pg/Kg
0.167 pg/Kg
0.153 pg/Kg
0.0625 pg/Kg
0.122 pg/Kg

0.140U pg/Kg
0.232U pg/Kg
0.218U pg/Kg
0.185U pg/Kg
0.155U pg/Kg
0.167U pg/Kg
0.153U pg/Kg
0.0625U pg/Kg
0.122U pg/Kg

SL-612-SA5C-SB-4.0-5.0

2,3,7,8-TCDF
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.0479 pg/Kg
0.200 pg/Kg
0.165 pg/Kg
0.141 pg/Kg
0.191 pg/Kg
0.170 pg/Kg
0.194 pg/Kg
0.175 pg/Kg
0.193 pg/Kg
0.221 pg/Kg

0.0479U pg/Kg
0.200U pg/Kg
0.165U pg/Kg
0.141U pg/Kg
0.191U pg/Kg
0.170U pg/Kg
0.194U pg/Kg
0.175U pg/Kg
0.193U pg/Kg
0.221U pg/Kg

SL-612-SA5C-SB-7.0-8.0

2,3,7,8-TCDF
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF
OCDD

OCDF

0.0483 pg/Kg
0.0806 pg/Kg
0.0910 pg/Kg
0.0634 pg/Kg
0.0421 pg/Kg
0.0502 pg/Kg
0.0365 pg/Kg
0.0322 pg/Kg
0.0911 pg/Kg
0.111 pg/Kg
0.276 pg/Kg
0.0582 pg/Kg
0.425 pg/Kg
0.0572 pg/Kg
1.46 pg/Kg
0.175 pg/Kg

0.0483U pg/Kg
0.0806U pg/Kg
0.0910U pg/Kg
0.0634U pg/Kg
0.0421U pg/Kg
0.0502U pg/Kg
0.0365U pg/Kg
0.0322U pg/Kg
0.0911U pg/Kg
0.111U pg/Kg
0.276U pg/Kg
0.0582U pg/Kg
0.425U pg/Kg
0.0572U pg/Kg
1.46U pg/Kg
0.175U pg/Kg
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Reported Modified Final

Sample Compound Concentration Concentration
SL-912-SA5C-SB-4.0-5.0 2,3,4,7,8-PeCDF 0.330 pg/Kg 0.330U pg/Kg
1,2,3,7,8,9-HxCDF 0.263 pg/Kg 0.263U pg/Kg

Samples EB-053012 and EB-053112 were identified as equipment rinsates. No
polychlorinated dioxin/dibenzofuran contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples

EB053012 5/30/12 2,3,7,8-TCDF 0.320 pg/L SL-620-SA5C-SB-0.0-0.5

2,3,7,8-TCDD 0.327 pg/L SL-723-SA5C-SB-0.0-0.5

1,2,3,7,8-PeCDF 0.518 pg/L SL-723-SA5C-SB-4.0-5.0

2,3,4,7,8-PeCDF 0.502 pg/L SL-723-SA5C-SB-8.0-10.0

1,2,3,7,8-PeCDD 0.639 pg/L SL-724-SA5C-SB-0.0-0.5

1,2,3,4,7,8-HxCDF 0.844 pg/L SL-724-SA5C-5B-4.0-5.0

1,2,3,6,7,8-HxCDF 0.495 pg/L SL-724-SA5C-SB-9.0-10.0

2,3,4,6,7,8-HxCDF 0.812 pg/L SL.-750-SA5C-SB-0.0-0.5

1,2,3,4,7,8-HxCDD 0.413 pg/L SL-750-SA5C-SB-5.5-6.5

1,2,3,6,7,8-HxCDD 0.699 pg/L SL-621-SA5C-SB-0.0-0.5

1,2,3,7,8,9-HxCDD 0.677 pg/L SL-611-SA5C-SB-0.0-0.5

1,2,3,7,8,9-HxCDF 0.331 pg/L SL-611-SA5C-5B-5.0-6.0

1,2,3,4,6,7,8-HpCDF 2.19 pg/L SL-613-SA5C-SB-4.0-5.0

1,2,3,4,6,7,8-HpCDD 6.62 pg/L SL-613-SA5C-SB-7.5-8.5

1,2,3,4,7,8,9-HpCDF 0.887 pg/L SL-612-SA5C-SB-4.0-5.0

OCDD 11.8 pg/L SL-612-SA5C-5B-7.0-8.0

OCDF 1.89 pg/L SL-912-SA5C-SB-4.0-5.0
EB053112 5/31/12 2,3,7,8-TCDF 0.456 pg/L SL-752-SA5C-SB-0.0-0.5

2,3,7,8-TCDD 0.407 pg/L SL-614-SA5C-SB-0.0-0.5

1,2,3,7,8-PeCDF 0.258 pg/L SL-614-SA5C-8B-3.0-4.0

2,3,4,7,8-PeCDF 0.566 pg/L

1,2,3,7,8-PeCDD 0.880 pg/L

1,2,3,4,7,8-HxCDF 0.663 pg/L

1,2,3,6,7,8-HxCDF 0.264 pg/L

2,3,4,6,7,8-HxCDF 0.546 pg/L.

1,2,3,4,7,8-HxCDD 0.478 pg/l.

1,2,3,7,8,9-HxCDD 0.294 pg/L

1,2,3,7,8,9-HxCDF 0.145 pg/L

1,2,3,4,6,7,8-HpCDF 0.866 pg/L

1.2,3,4,6,7,8-HpCDD 4.77 pg/L

1,2,3,4,7,8,9-HpCDF 0.678 pg/L

OCDD 10.5 pg/L

OCDF 1.18 pg/i-

Sample FB-060512 (from SDG PHO011) was identified as a field blank. No polychlorinated
dioxin/dibenzofuran contaminants were found with the following exceptions:
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Sampling Associated
Blank ID Date Compound Concentration Samples
FB-060512 6/5/12 2,3,7,8-TCDD 0.357 All soil samples in SDG
1,2,3,6,7,8-HxCDD 0.218 PHO10
1,2,3,7,8,9-HxCDD 0.267
1,2,3,4,6,7,8-HpCDD 3.14
OCDD 6.82
2,3,7,8-TCDF 0.208
1,2,3,7,8-PeCDF 0.142
2,3,4,7,8-PeCDF 0.408
1,2,3,4,7,8-HxCDF 0.295
1,2,3,6,7,8-HXCDF 0.189
1,2,3,7,8,9-HXCDF 0.109
2,3,4,6,7,8-HxCDF 0.115
1,2,3,4,6,7,8-HpCDF 0.431
1,2,3,4,7,8,9-HpCDF 0.170
OCDF 0.796

Sample concentrations were compared to concentrations detected in the field blanks. The
sample concentrations were either not detected or were significantly greater (>5X for other
contaminants) than the concentrations found in the associated field blanks.

VI. Matrix Spike/Matrix Spike Duplicates
Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each matrix

as applicable. Percent recoveries (%R) and relative percent differences (RPD) were within
the QC limits with the following exceptions:

Spike ID
(Associated MS (%R) MSD (%R) RPD
Samples) Compound (Limits) (Limits) (Limits) Flag AorP
SL-612-SA5C-SB-4.0-5.0MS/MSD | OCDD 71 (78-144) | 55(78-144) - J (all detects) A
(SL-612-SA5C-SB-4.0-5.0) UJ (all non-detects)

VIl. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. The percent
recoveries (%R) were within the QC limits.

VIIl. Regional Quality Assurance and Quality Control
Not applicable.

IX. Internal Standards

All internal standard recoveries were within QC limits.
X. Target Compound ldentifications

All target compound identifications were within validation criteria.

11
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Xl. Compound Quantitation and RLs

All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample

Finding

Flag

AorP

All samples in SDG PH010

All compounds reported below the RL.

J (all detects)

XIl. System Performance

The system performance was acceptable.

XIIl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

Samples SL-612-SA5C-SB-4.0-5.0 and SL-912-SA5C-5B-4.0-5.0 were identified as field
duplicates. No polychlorinated dioxins/dibenzofurans were detected in any of the samples
with the following exceptions:

V:ALOGIN\CDM\SSFL\28573H21_CD4.doc

Concentration (ng/Kg)
RPD
Compound SL-612-SA5C-SB-4.0-5.0 | SL-912-SA5C-SB-4.0-5.0 | (Limits) Flag AorP
1,2,3,7,8,9-HXCDF 0.193 0.263 31 (50) - -
1,2,3,7,8-PeCDF 0.200 0.312 44 (s50) - -
1,2,3,4,6,7,8-HpCDD 11.9 51.2 125 (s50) J (all detects) A
1,2,3,4,6,7,8-HpCDF 1.31 4.87 115 (<50) J (all detects) A
1,2,3,4,7,8,9-HpCDF 0.221 0.397 5-7 (<50) J (all detects) A
1,2,3,4,7,8-HxCDD 0.175 0.532 101 (<50) J (all detects) A
1,2,3,4,7,8-HXCDF 0.191 0.546 96 (<50) J (all detects) A
1,2,3,6,7,8-HxCDD 0.573 2.20 117 (<50) J (all detects) A
1,2,3,6,7,8-HxCDF 0.170 0.391 79 (<50) J (all detects) A
12




Concentration (ng/Kg)

VALOGIN\CDM\SSFL\28573H21_CD4.doc

Compound SL-612-SA5C-SB-4.0-5.0 | SL-912-SA5C-SB-4.0-5.0 (L?'::is) Flag AorP
1,2,3,7,8,9-HxCDD 0.395 1.08 93 (<50) J (all detects) A
1,2,3,7,8-PeCDD 0.141 0.322 78 (<50) J (all detects) A
2,3,4,6,7,8-HxCDF 0.194 0.555 96 (<50) J (all detects) A
2,3,4,7,8-PeCDF 0.165 0.330 67 (<50) J (all detects) A
2,3,7,8-TCDD 1.14U 0.0800 200 (<50) J (all detects) A

UJ (all non-detects)
2,3,7,8-TCDF 0.0479 0215 127 (s50) J (all detects) A
oCcDD 147 592 120 (<50) J (all detects) A
OCDF 2.95 10.4 112 (<50) J (all detects) A
13




Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Data Qualification Summary - SDG PH010

SDG

Sample

Compound

Flag

AorP

Reason (Code)

PHO10

SL-612-SA5C-SB-4.0-5.0

OCDD

J (all detects)
UJ (all non-detects)

Matrix spike/Matrix spike
duplicate (%R) (Q)

PH010

SL-620-SA5C-SB-0.0-0.5
SL-723-SA5C-8B-0.0-0.5
SL-723-SA5C-SB-4.0-5.0
SL-723-SA5C-SB-9.0-10.0
SL-724-SA5C-5B-0.0-0.5
SL-724-SA5C-SB-4.0-5.0
SL-724-SA5C-SB-9.0-10.0
SL-750-SA5C-SB-0.0-0.5
SL-750-SA5C-SB-5.5-6.5
SL-752-SA5C-SB-0.0-0.5
EB-053012
SL-621-SA5C-SB-0.0-0.5
EB-053112
SL-611-SA5C-SB-0.0-0.5
SL-611-SA5C-SB-5.0-6.0
SL-613-SA5C-SB-4.0-5.0
SL-613-SA5C-SB-7.5-8.5
SL-614-SA5C-SB-0.0-0.5
SL-614-SA5C-SB-3.0-4.0
SL-612-SA5C-5B-4.0-5.0
SL-612-SA5C-SB-7.0-8.0
SL-912-SA5C-SB-4.0-5.0

All compounds
reported below the
RL.

J (all detects)

Compound guantitation
and RLs (Z)

PHO010

SL-612-SA5C-SB-4.0-5.0
SL-912-SA5C-SB-4.0-5.0

2,3,7,8-TCDD

J (all detects)
UJ (all non-detects)

Field duplicates (RPD)
(FD)

PH010

SL-612-SA5C-SB-4.0-5.0
SL-912-SA5C-SB-4.0-5.0

1,2,3,4,6,7,8-HpCDD
1,2,3,4,6,7,8-HpCDF
1,2,3,4,7,8,9-HpCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDD
1,2,3,6,7,8-HxCDF
1,2,3,7.8,9-HxCDD
1,2,3,7,8-PeCDD
2,3,4,6,7,8-HxCDF
2,3,4,7,8-PeCDF
2,3,7,8-TCDF
oCDD

OCDF

J (all detects)
J (all detects)
J (all detects)
J (all detects)
J (all detects)
J (all detects)
J (all detects)
J (all detects)
J (all detects)
J (all detects)
J (all detects)
J (ali detects)
J (all detects)
J (all detects)

Field duplicates (RPD)
(FD)
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Santa Susana Field Laboratory -

Dioxins/Dibenzofurans - Laboratory Blank Data Qualification Summary - SDG PH010

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDF
2,3,4,6,7,8-HXxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HXCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF

0.0413U pg/Kg
0.0667U pg/Kg
0.0514U pg/Kg
0.0461U pg/Kg
0.0547U pg/Kg
0.0412U pg/Kg
0.0399U pg/Kg
0.100U pg/Kg
0.0518U pg/Kg
0.0326U pg/Kg
0.0671U pg/Kg
0.372U pg/Kg
0.0419U pg/Kg
1.74U pg/Kg
0.168U pg/Kg

Modified Final
SDG Sample Compound Concentration AorP Code
PHO10 EB-053112 2,3,7,8-TCDD 0.407U pg/L A B
2,3,4,7,8-PeCDF 0.566U pg/L
1,2,3,7,8-PeCDD 0.880U pg/L
1,2,3,4,7,8-HxCDF 0.663U pg/L
1,2,3,6,7,8-HxCDF 0.264U pglL
2,3,4,6,7,8-HxCDF 0.546U pg/L
1,2,3,4,7,8-HxCDD 0.478U pg/L
1,2,3,7,8,9-HxCDD 0.294U pg/L.
1,2,3,7,8,9-HxCDF 0.1454 pg/L
1,2,3,4,6,7,8-HpCDF 0.866U pg/l
1,2,3,4,6,7,8-HpCDD 4.77U pg/L
1,2,3,4,7,8,9-HpCDF 0.678U pg/L
OCDD 10.5U pg/L
OCDF 1.18U pg/L
PHO10 EB-053012 2,3,7,8-TCDD 0.327U pg/L A B
1,2,3,7,8-PeCDF 0.518U pg/L
2,3,4,7,8-PeCDF 0.502U pg/L
1,2,3,7,8-PeCDD 0.639U pg/L
1,2,3,4,7,8-HxCDF 0.844U pg/L
1,2,3,6,7,8-HxCDF 0.495U pg/L
2,3,4,6,7,8-HxCDF 0.812U pg/L
1,2,3,4,7,8-HxCDD 0.413U pg/L
1,2,3,6,7,8-HxCDD 0.699U pg/L
1,2,3,7,8,9-HxCDD 0.677U pg/L
1.2,3,7,8,9-HxCDF 0.331U pg/L
1,2,3,4,6,7,8-HpCDF 2.19U pg/L
1,2,3,4,6,7,8-HpCDD 6.62U pg/L
1,2,3,4,7,8,9-HpCDF 0.887U pg/L
OCbD 11.8U pg/L
OCDF 1.89U pg/L
PHO10 SL-723-SA5C-SB-0.0-0.5 2,3,7,8-TCDF 0.0562U pg/Kg A B
1,2,3,7,8-PeCDF 0.0476U pg/Kg
2,3,4,7,8-PeCDF 0.224U pg/Kg
1,2,3,7,8-PeCDD 0.135U pg/Kg
1,2,3,4,7,8-HxCDD 0.199U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.212U pg/Kg
PHO010 SL-723-SA5C-SB-4.0-5.0 2,3,7,8-TCDF 0.0174U pg/Kg A B
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Modified Final
SDG Sample Compound Concentration AorP Code
PHO010 SL-723-SA5C-SB-9.0-10.0 1,2,3,7,8-PeCDF 0.0355U pg/Kg A B
2,3,4,7,8-PeCDF 0.0328U pg/Kg
1,2,3,4,7,8-HxCDF 0.0530U pg/Kg
1,2,3,6,7,8-HxCDF 0.0157U pg/Kg
2,3,4,6,7,8-HxCDF 0.0384U pg/Kg
1,2,3,6,7,8-HxCDD 0.0696U pg/Kg
1,2,3,7,8,9-HxCDD 0.0920U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.0560U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.260U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0143U pg/Kg
OCDD 0.569U pg/Kg
OCDF 0.0990U pg/Kg
PHO010 SL-724-SA5C-SB-0.0-0.5 2,3,7,8-TCDF 0.0442U pg/Kg A B
1,2,3,7,8-PeCDF 0.157U pg/Kg
2,3,4,7,8-PeCDF 0.0558U pg/Kg
1,2,3,7,8-PeCDD 0.0163U pg/Kg
1,2,3,4,7,8-HxCDF 0.0417U pg/Kg
1,2,3,6,7,8-HxCDF 0.0992U pg/Kg
2,3,4,6,7,8-HxCDF 0.0440U pg/Kg
1,2,3,4,7,8-HxCDD 0.0461U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.0744U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.291U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0702U pg/Kg
OCDD 0.857U pg/Kg
OCDF 0.137U pg/Kg
PHO10 SL-724-SA5C-SB-4.0-5.0 2,3,7,8-TCDF 0.0307U pg/Kg A B
1,2,3,7,8-PeCDF 0.105U pg/Kg
2,3,4,7,8-PeCDF 0.0996U pg/Kg
1,2,3,7,8-PeCDD 0.131U pg/Kg
1,2,3,4,7,8-HxCDF 0.0894U pg/Kg
1,2,3,6,7,8-HxCDF 0.0763U pg/Kg
2,3,4,6,7,8-HxCDF 0.0517U pg/Kg
1,2,3,4,7,8-HxCDD 0.0628U pg/Kg
1,2,3,6,7,8-HxCDD 0.0579U pg/Kg
1,2,3,7,8,9-HxCDD 0.0660U pg/Kg
1,2,3,7,8,9-HxCDF 0.0350U pg/Kg
1.2,3,4,6,7,8-HpCDF 0.0753U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.324U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0456U pg/Kg
OCDD 0.756U pg/Kg
OCDF 0.109U pg/Kg
PHO010 SL-724-SA5C-5B-9.0-10.0 2,3,7,8-TCDF 0.0750U pg/Kg A B
2,3,4,7,8-PeCDF 0.247U pg/Kg
1,2,3,4,7,8-HxCDF 0.134Y pg/Kg
1,2,3,6,7,8-HxCDF 0.151U pg/Kg
2,3,4,6,7,8-HxCDF 0.0912U pg/Kg
1,2,3,4,7,8-HxCDD 0.0817U pg/Kg
1,2,3,6,7,8-HxCDD 0.117U pg/Kg
1,2,3,7,8,9-HxCDD 0.176U pg/Kg
1,2,3,7,8,9-HxCDF 0.0818U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.108U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.340U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0611U pg/Kg
OCDD 0.502U pg/Kg
OCDF 0.117U pg/Kg
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Modified Final
SDG Sample Compound Concentration AorP Code
PHO10 SL-750-SA5C-SB-0.0-0.5 2,3,7,8-TCDF 0.0751U pg/Kg A B
2,3,4,7,8-PeCDF 0.179U pg/Kg
1,2,3,4,7,8-HxCDF 0.240U pg/Kg
2,3,4,6,7,8-HxCDF 0.185U pg/Kg
1,2,3,4,7,8-HxCDD 0.139U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.214U pg/Kg
PHO10 SL-750-SA5C-5B-5.5-6.5 2,3,7,8-TCDF 0.0434U pg/Kg A B
1,2,3,7,8-PeCDF 0.0944U pg/Kg
2,3,4,7,8-PeCDF 0.0996U pg/Kg
1,2,3,7,8-PeCDD 0.0851U pg/Kg
1,2,3,4,7,8-HxCDF 0.0556U pg/Kg
1,2,3,6,7,8-HxCDF 0.0501U pg/Kg
2,3,4,6,7,8-HxCDF 0.0462U pg/Kg
1,2,3,4,7,8-HxCDD 0.0318U pg/Kg
1,2,3,6,7,8-HxCDD 0.0623U pg/Kg
1,2,3,7,8,9-HxCDD 0.0852U pg/Kg
1,2,3,7,8,9-HxCDF 0.0394U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.0723U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.335U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0361U pg/Kg
OCDD 0.703U pg/Kg
OCDF 0.108U pg/Kg
PHO10 SL-752-SA5C-SB-0.0-0.5 2,3,7,8-TCDF 0.0183U pg/Kg A B
1,2,3,7,8-PeCDF 0.0289U pg/Kg
2,3,4,7,8-PeCDF 0.0715U pg/Kg
1,2,3,7,8-PeCDD 0.0321U pg/Kg
1,2,3,4,7,8-HxCDF 0.0361U pg/Kg
1.2,3,6,7,8-HxCDF 0.0233U pg/Kg
2,3,4,6,7,8-HxCDF 0.0304U pg/Kg
1,2,3,4,7,8-HxCDD 0.0495U pg/Kg
1,2,3,6,7,8-HxCDD 0.0782U pg/Kg
1,2,3,7,8,9-HxCDD 0.0418U pg/Kg
1,2,3,7,8,9-HXCDF 0.0487U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.0974U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.428U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0381U pg/Kg
OoCDD 0.795U pg/Kg
OCDF 0.124U pg/Kg
PHO10 SL-611-SA5C-SB-0.0-0.5 2,3,7,8-TCDF 0.0371U pg/Kg A B
1,2,3,7,8-PeCDF 0.0905U pg/Kg
2,3,4,7,8-PeCDF 0.142U pg/Kg
1,2,3,7,8-PeCDD 0.0740U pg/Kg
1,2,3,4,7,8-HxCDF 0.102U pg/Kg
1,2.,3,6,7,8-HxCDF 0.106U pg/Kg
2,3,4,6,7,8-HxCDF 0.0545U pg/Kg
1,2,3,4,7,8-HxCDD 0.127U pg/Kg
1,2,3,7,8,9-HxCDF 0.152U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.196U pg/Kg
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Modified Final
SDG Sample Compound Concentration AorP Code
PH010 SL-611-SA5C-SB-5.0-6.0 2,3,7,8-TCDF 0.0210U pg/Kg A B
1,2,3,7,8-PeCDF 0.0304U pg/Kg
2,3,4,7,8-PeCDF 0.0618U pg/Kg
1,2,3,7,8-PeCDD 0.0634U pg/Kg
1,2,3,4,7,8-HxCDF 0.0325U pg/Kg
1,2,3,6,7,8-HxCDF 0.0282U pg/Kg
2,3,4,6,7,8-HxCDF 0.0384U pg/Kg
1,2,3,4,7,8-HxCDD 0.0245U pg/Kg
1,2,3,6,7,8-HxCDD 0.0496U pg/Kg
1,2,3,7,8,9-HxCDD 0.0531U pg/Kg
1,2,3,7,8,9-HxCDF 0.0208U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.142U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.633U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0245U pg/Kg
OCDF 0.204U pg/Kg
PHO10 SL-613-SA5C-SB-4.0-5.0 2,3,7,8-TCDF 0.0298U pg/Kg A B
1,2,3,7,8-PeCDF 0.0830U pg/Kg
2,3,4,7,8-PeCDF 0.0952U pg/Kg
1,2,3,7,8-PeCDD 0.121U pg/Kg
1,2,3,4,7,8-HxCDF 0.0595U pg/Kg
1,2,3,6,7,8-HxCDF 0.0620U pg/Kg
2,3,4,6,7,8-HxCDF 0.0604U pg/Kg
1,2,3,4,7,8-HxCDD 0.0355U pg/Kg
1,2,3,6,7,8-HxCDD 0.0691U pg/Kg
1,2,3,7,8,9-HxCDD 0.0763U pg/Kg
1,2,3,7,8,9-HxCDF 0.0699U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.130U pg/Kg
1.2,3,4,6,7,8-HpCDD 0.652U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0305U pg/Kg
OCDF 0.292U pg/Kg
PH010 SL-613-SA5C-SB-7.5-8.5 2,3,7,8-TCDF 0.0719U pg/Kg A B
1,2,3,7,8-PeCDF 0.158U pg/Kg
2,3,4,7,8-PeCDF 0.142U pg/Kg
1,2,3,7,8-PeCDD 0.154U pg/Kg
1,2,3,4,7,8-HxCDF 0.0745U pg/Kg
1,2,3,6,7,8-HxCDF 0.0721U pg/Kg
2,3,4,6,7,8-HxCDF 0.0499U pg/Kg
1,2,3,4,7,8-HxCDD 0.0801U pg/Kg
1,2,3,6,7,8-HxCDD 0.115U pg/Kg
1,2,3,7,8,9-HxCDD 0.0808U pg/Kg
1,2,3,7,8,9-HxCDF 0.0421U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.0720U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.250U pg/Kg
1,2,3,4,7,8,9-HpCDF 0.0208U pg/Kg
OCbD 0.451U pg/Kg
OCDF 0.0783U pg/Kg
PHO10 SL-614-SA5C-SB-3.0-4.0 2,3,7,8-TCDF 0.0225U pg/Kg A B
1,2,3,7,8-PeCDF 0.0633U pg/Kg
2,3,4,7,8-PeCDF 0.0534U pg/Kg
1,2,3,7,8-PeCDD 0.0453U pg/Kg
1,2,3,4,7,8-HxCDF 0.0378U pg/Kg
1,2,3,6,7,8-HXCDF 0.0332U pg/Kg
2,3,4,6,7,8-HxCDF 0.0567U pg/Kg
1,2,3,4,7,8-HxCDD 0.0503U pg/Kg
1,2,3,6,7,8-HxCDD 0.0625U pg/Kg
1,2,3,7.8,9-HxCDD 0.0313U pg/Kg
1,2,3,7,8,9-HxCDF 0.0678U pg/Kg
1,2,3,4,6,7,8-HpCDF 0.0502U pg/Kg
1,2,3,4,6,7,8-HpCDD 0.335U pg/Kg
1.2,3,4,7,8,9-HpCDF 0.0396U pg/Kg
OCDD 1.05U pg/Kg
OCDF 0.105U pg/Kg
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SDG

Sample

Compound

Modified Final
Concentration

AorP

Code

PH010

SL-620-SA5C-SB-0.0-0.5

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.127U pg/Kg
0.0984U pg/Kg
0.0515U pg/Kg
0.242U pg/Kg
0.0660U pg/Kg
0.0589U pg/Kg
0.0372U pg/Kg
0.181U pg/Kg
0.140U pg/Kg
0.0456U pg/Kg
0.0381U pg/Kg

PHO010

SL-621-SA5C-SB-0.0-0.5

2,3,7,8-TCDF
1.2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.0656U pg/Kg
0.245U pg/Kg
0.118U pg/Kg
0.0863U pg/Kg
0.152U pg/Kg
0.122U pg/Kg
0.143U pg/Kg
0.0463U pg/Kg
0.176U pg/Kg
0.157U pg/Kg
0.0532U pg/Kg
0.0740U pg/Kg

PHO010

SL-614-SA5C-SB-0.0-0.5

2,3,7,8-TCDF
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.140U pg/Kg
0.232U pg/Kg
0.218U pg/Kg
0.185U pg/Kg
0.155U pg/Kg
0.167U pg/Kg
0.153U pg/Kg
0.0625U pg/Kg
0.122U pg/Kg

PHO10

SL-612-SA5C-SB-4.0-5.0

2,3,7,8-TCDF
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1.2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.0479U pg/Kg
0.200U pg/Kg
0.165U pg/Kg
0.141U pg/Kg
0.191U pg/Kg
0.170U pg/Kg
0.194U pg/Kg
0.175U pg/Kg
0.193U pg/Kg
0.221U pg/Kg

PHO010

SL-612-SA5C-SB-7.0-8.0

2,3,7,8-TCDF
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HXCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HXCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF
OCDD

OCDF

0.0483U pg/Kg
0.0806U pg/Kg
0.0910U pg/Kg
0.0634U pg/Kg
0.0421U pg/Kg
0.0502U pg/Kg
0.0365U pg/Kg
0.0322U pg/Kg
0.0911U pg/Kg
0.111U pg/Kg
0.276U pg/Kg
0.0582U pg/Kg
0.425U pg/Kg
0.0572U pg/Kg
1.46U pg/Kg
0.175U pg/Kg
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SDG

Sample

Compound

Modified Final
Concentration

AorP

Code

PH010

SL-912-SA5C-5B-4.0-5.0

2,3,4,7,8-PeCDF
1,2,3,7,8,9-HxCDF

0.330U pg/Kg
0.263U pg/Kg

Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Field Blank Data Qualification Summary - SDG PH010

No Sample Data Qualified in this SDG
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LDC #.___28573H21 VALIDATION COMPLETENESS WORKSHEET Date: /©/ m//%

SDG #:__PH010 Level IV Page:_/of /
Laboratory:_Eurofins Lancaster Laboratories Reviewer:

2nd Reviewer: ,:A
METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I. | Technical holding times A Sampling dates: 7/1 9 - 5 / 3] / |
Il. [ HRGC/HRMS Instrument performance check A ! ' , ’
.| Initial calibration A i A D = "’/ > 5
IV. | Continuing Calibration A eV = & C // e ] 7L5
V. |Blanks L/
VI. | Matrix spike/Matrix spike duplicates SuwJ
VII. | Laboratory control samples A [T
VIIi._| Regional quality assurance and quality control N
IX. | Internal standards A
X. | Target compound identifications A
Xl. | Compound quantitation/RL/LOQ/LODs A
XIl. | System performance A
Xlil. | Overall assessment of data A
XIV. | Field duplicates §W 20 ) 21
XV. | Field blanks Sw ezl | 1> rB= FB-0c 052 (506 PHON)
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank

SW = See worksheet FB = Field blank EB = Equipment blank

Validated Samples:
7 SO ]L 7L LJ:,C/

12 SL-620-SA5C-SB-0.0-0.5 11/ |EB-053012 — ““/ |21 |SL-612-SA5C-SB-7.0-8.0 1 | pLK] sF00
2 | SL-723-SA5C-SB-0.0-0.5 12 |SL-621-SA5C-5B-0.0-0.5 22 |SL-912-SA5C-5B-4.0-50_ D, |32 Y BLll L ooo]
3 }sL723-sA5C-5B4.0-5.0 13 Y EB-053112 v |23 |sL-612-sA5C-SB4.05.0Ms |33 A B ok [ LyrOZ
4 | sL-723-5A5C-5B-9.0-10.0 14 |SL-611-SASC-SB-0.0-0.5 24 |SL-612-SA5C-5B-4.0-5.0MSD |34

5 | SL-724-SA5C-5B-0.0-0.5 15 |sL611.5A50-5B.5.0. 50 25 35

6 | sL-724-5A5C-5B-4.05.0 16 |SL-613-8A5C-5B-4.0-5.0 26 36

7 | SL-724-5A5C-5B-9.0-10.0 17 |SL-613-SA5C-SB-7.5-8.5 27 37

8 | SL-750-SA5C-5B-0.0-0.5 18 |SL-614-SA5C-5B-0.0-0.5 28 38

9 | SL-750-SA5C-SB-5.5-6.5 19 |SL-614-SA5C-5B-3.04.0 29 39

10 | sL7s2-sasc.sm0mes | |20 lsietzsascsaoso B |30 40

Notes:

28573H21W.wpd



LDC# WS 342 [ VALIDATION FINDINGS CHECKLIST Page: / of 2
Reviewer: FT

2nd Reviewer: _/j-r

Method: Dioxins/Dibenzofurans (EPA SW 846 Method 1613B)

Yes No | NA Findings/Comments

Validation Area

All technical holding times were met.

Cooler temperature criteria was met

Was PFK exact mass 380.9760 verified?

Were the retention time windows established for ail homologues?

Was the chromatographic resolution between 2,3,7,8-TCDD and peaks representing
any other unlabeled TCDD isomers < 25% ?

Is the static resolving power at least 10,000 (10% valley definition)?

Was the mass resolution adequately check with PFK?

Was the

resence of 1 215} 9-TCDD nd 1 M34,‘6 8-PeCDF verified?

Was the initial calibration performed at 5 concentration levels? -

Were all percent relative standard deviations (%RSD) < 20% for unlabeled -
compounds and < 35% for labeled compounds ?

Did all calibration standards meet the lon Abundance Ratio criteria? -

Was the signal to noise ratio for each target compound > 2.5 and for each recovery
and internal standard > 10?

Was a routine calibration performed at the beginning and end of each 12 hour

period? -

Were all the concentrations for the unlabeled compounds and labeled compounds v
within the QC limits (Method 1613B, Table 6)?

Did all routine calibration standards meet the lon Abundance Ratio criteria? _4

Was a method blank associated with every sample in this SDG? <
Was a method blank performed for each matrix and concentration? -
Was there contamination in the method blanks? If yes, please see the Blanks /

validation completeness worksheet?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water. -~

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits? e

Vil baboratory:contro| sample

Was an LCS analyzed for this SDG?

\

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD) within v
the QC limits?

DXN-SW13B.wpd version 1.0



% )
Loc#_ AN | VALIDATION FINDINGS CHECKLIST Page: Zof_
Reviewer: FT

2nd Reviewer:; %4

Findings/Comments

Validation Area

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits? 1

Were internal standard recoveries within the 25-150% criteria?

Was the minimum S/N ratio of all internal standard peaks > 10? ~

For 2,3,7,8 substituted congeners with associated labeled standards, were the
retention times of the two quantitation peaks within -1 to 3 sec. of the RT of the —
labeled standard?

For 2,3,7,8 substituted congeners without associated labeled standards, were the
relative retention times of the two quantitation peaks within 0.005 time units of the
RRT measured in the routine calibration?

\

For non-2,3,7,8 substituted congeners, were the retention times of the two
quantitation peaks within RT established in the performance check solution?

Did compound spectra contain all characteristic ions listed in the table attached?

Was the signal to noise ratio for each target compound and labeled standard >_
2.57

Does the maximum intensity of each specified characteristic ion coincide within + 2

/

/
Was the lon Abundance Ratio for the two quantitation ions within criteria? pd

/
seconds (includes labeled standards)? /

For PCDF identification, was any signal (S/N > 2.5, at + seconds RT) detected in
the corresponding PCDPE channel?

Was an acceptable lock mass recorded and monitored? ‘ pd

Were the correct internal standard (IS), quantitation ion and relative response factor
(RRF) used to quantitate the compound? 7

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and P
dry weight factors applicable to level IV validation?

Field duplicate pairs were identified in this SDG. -

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

\NA

Target compounds were detected in the field blanks.

'DXN-SW13B.wpd version 1.0
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LDc#: 2XS £ % VALIDATION FINDINGS WORKSHEET Page.__/of /
Field Duplicates Reviewer:

2nd Reviewer: @
HOD: Method 1613B)

E
Y N NA Were field duplicate pairs identified in this SDG?
Y N NA Were target analytes detected in the field duplicate pairs?

Concentration (ng/Kg) éi\)

Compound 20 22 RPD
N 0.193 0.263 31
| 0.200 0.312 44
F 11.9 512 125 N/ A Ak ( Fa}>
e} 1.31 4.87 115
P 0.221 0.397 57
C 0.175 0.532 101
K 0.191 0.546 96
D 0.573 2.20 117
L 0.170 0.391 79
E 0.395 | 1.08 93
B 0.141 0.322 78
M 0.194 0.555 96
J 0.165 0.330 67 - /
A 1.14U 0.0800 200 J /Vl) /D‘“‘
H 0.0479 0.215 127 ~ /(}X M
G 147 592 120
Q 2.95 10.4 112 L
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Loc#_ 257342/

VALIDATION FINDINGS WORKSHEET

Sample Calculation Verification

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Y

Were all reported results recalculated and verified for all level IV samples?

Page:_/_of_/_

Reviewer:
2nd reviewer:

Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Concentration = (AJ(Is}(DF) Example:
A)(RRFY(Vo)(%S
(Ass)( YVo)(%S) #/ 0@,0”
Ax Area of the characteristic ion (EICP) for the compound Sample 1.D. :
to be measured
Ais Area of the characteristic ion (EICP) for the specific
internal standard
ls Amount of internal standard added in nanograms (ng) Conc. = (__ ) ( 3 ( )
( ) ( bR X )
Vo Volume or weight of sample extract in milliliters (ml) or
grams (g).
RRF Relative Response Factor (average) from the initial =
calibration
Df Dilution Factor.
%S Percent solids, applicable to soil and solid matrices
only.
Reported Calculated
Concentration Concentration
# Sample ID Compound ( } ( ) Qualification
@ PP

; ~ 7
= [ 9593 4 svaz7 ) (#o)

37.S‘/f>J

[ 100 s47 136 #¢37)(1007 )(01) (@, ?/é/)

VAVALIDATION WORKSHEETS\DIOXIN16\RECALC16.DOC



SAMPLE DELIVERY GROUP

PHO11



Attachment |

Sample ID Cross Reference and Data Review Level

28719Cov_SSFL.wpd .



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level

04-Jun-2012  SL-564-SA5C-SB-0.0-0.5 6676282 N METHOD 1613B [ I
04-Jun-2012  SL-564-SA5C-SB-4.0-5.0 6676283 N METHOD 1613B n
04-Jun-2012  SL-564-SA5C-SB-9.0-10.0 6676284 N METHOD 1613B 1]
04-Jun-2012  SL-565-SA5C-SB-0.0-0.5 6676285 N METHOD 1613B -
04-Jun-2012  SL-565-SA5C-SB-4.0-5.0 6676286 N METHOD 1613B ]
04-Jun-2012  SL-565-SA5C-SB-9.0-10.0 6676287 N METHOD 1613B n
04-Jun-2012  SL-566-SA5C-SB-4.0-5.0 6676288 N METHOD 1613B i
04-Jun-2012  SL-566-SA5C-SB-9.0-10.0 6676289 N METHOD 1613B ]|
04-Jun-2012  SL-569-SA5C-SB-0.0-0.5 6676290 N METHOD 1613B ]
04-Jun-2012  SL-569-SA5C-SB-4.0-5.0 6676291 N METHOD 1613B ]
05-Jun-2012  SL-561-SA5C-SB-0.0-0.5 6677896 N METHOD 1613B H
05-Jun-2012  SL-561-SA5C-SB-5.5-6.5 6677897 N METHOD 1613B 11l
05-Jun-2012  SL-615-SA5C-SB-4.0-5.0 6677898 N METHOD 1613B ]
05-Jun-2012  SL-615-SA5C-SB-9.0-10.0 6677899 N METHOD 1613B ]
05-Jun-2012  SL-539-SA5C-SB-0.0-0.5 6677900 N METHOD 1613B ]
05-Jun-2012  SL-539-SA5C-SB-6.0-7.0 6677901 N METHOD 1613B mn
05-Jun-2012  FB-060512 6677895 FB METHOD 1613B ]
06-Jun-2012  SL-567-SA5C-SB-0.0-0.5 6679137 N METHOD 1613B 1]
08-Jun-2012  SL-567-SA5C-SB-3.0-4.0 6679138 N METHOD 1613B ]

il = EPA Level 3 Data Review N = Normal Sample
1V = EPA Level 4 Data Validation FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 1 of 1



Attachment Il

Overall Data Qualification Summary
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Lab Reporting Batch ID: PHO11

EDD Filename: PrepPHO011

Data Qualifier Summary

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:FB-060512

Collected: 6/5/2012 3:00:00 PM Analysis Type: RES

Dilution: 1

Lab

DL

Data
Review

Reason

Analyte su Qual DL Type /

,2,3,4,6,7,8-HPCDD 3.14 JB 0.195 ML 9.60 PQL pg/L U
1,2,3,4,6,7,8-HPCDF 0.431 JB 0.0716 | MDL 9.60 PQL pg/L ) B
1,2,3,4,7,8,9-HPCDF 0.170 JB 0.0845| MDL 9.60 PQL pg/L U B
1,2,3,4,7,8-HXCDF 0.295 JBQ 0.0733 | MDL 9.60 PQL pg/L U B
1,2,3,6,7,8-HXCDD 0.218 JB 0.152 MDL 9.60 PQL pg/L U B
1,2,3,6,7,8-HXCDF 0.189 JB 0.0745| MDL 9.60 PQL pg/L U B
1,2,3,7,8,9-HXCDD 0.267 JBQ 0.146 MDL 9.60 PQL pg/L U B
1,2,3,7,8,9-HXCDF 0.109 JB 0.0661 | MDL 9.60 PQL pg/L U B
1,2,3,7,8-PECDF 0.142 JQ 0.107 MDL 9.60 PQL pg/L J V4
2,3,4,6,7,8-HXCDF 0.115 JB 0.0675| MDL 9.60 PQL pg/L U B
2,3,4,7,8-PECDF 0.408 JB 0.0972] MDL 9.60 PQL pg/L U B
2,3,7,8-TCDD 0.357 JBQ 0.203 MDL 1.92 PQL pg/L U B
2,3,7,8-TCDF 0.208 J 0.127 MDL 1.92 PQL pg/L J Z
OCDD 6.82 JB . 0.248 MDL 19.2 PQL pg/L U B
OCDF 0.796 JB | 0171 MDL 19.2 PQL pg/L U B

Sample ID:SL-539-SA5C-SB-0.0-0.5 Collected: 6/5/2012 1:55:00 PM  Analysis Type: RES Dilution: 1
‘ Data
Lab Lab DL RL Review Reason

nal e Reg!{ \Qggl DL T RL Type Uits Qual __ Code
1,2,3,4,6,7,8-HPCDD 0.789 JB 0.0270 | MDL 5.45 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.119 JB 0.00958| MDL 5.45 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0212 JB 0.0122| MDL 5.45 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0209 JBQ |{0.0193| MDL 5.45 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0452 JB 0.0104 | MDL 5.45 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0832 JB 0.0198 | MDL 5.45 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0248 JB 0.00998| MDL 5.45 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0913 JB 0.0192| MDL 5.45 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF ; 0.0258 JB 0.0103{ MDL 5.45 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0227 J 0.0154| MDL 5.45 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0524 JBQ |0.0122} MDL 5.45 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0342 JB 0.00913] MDL 5.45 PQL ng/Kg u B

* denotes a non-reportable result

Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/30/2012 1:39:20 PM

ADR version 1.6.0.185

Page 1 of 12




Data Qualifier Summary

Lab Reporting Batch ID: PHO11 Laboratory: LL
EDD Filename: PrepPH011 eQAPP Name: CDM_SSFL_120718_Lan

Wethod Category:  SVO

Sample ID:SL-539-SA5C-SB-0.0-0.5 Collected: 6/5/2012 1:55:00 PM Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason
. - TE Resuit T T Tes RL e . Qual
2,3,4,7PECDF - o 0.0402 J 0.0110 ) MDL 5.45 PQL ng/Kg U
2,3,7,8-TCDD 0.0254 JB 0.0211{ MDL 1.09 PQL ng/Kg U B
2,3,7,8-TCDF 0.0279 JQ 0.0140 ] MDL 1.09 PQL ng/Kg J Z
OCDD 4.72 JB 0.0219| MDL 10.9 PQL ng/Kg J z
OCDF 0.206 JB 0.0185| MDL 10.9 PQL ng/Kg U B
Sample ID:SL-539-SA5C-SB-6.0-7.0 Collected: 6/5/2012 2:05:00 PM Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Qual Code
1,2,3,4,6,7,8-HPCDD 0.312 JB 0.0183 ] MDL 5.66 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0537 JB 0.00679] MDL 5.66 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF . 0.0230 JBQ [0.00933} MDL | .5.66 PQL | ng/Kg u B
1,2,3,4,7,8-HxCDD ) o 0.0396 JB 0.0161| MDL 5.66 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF R 0.0618 JB 0.00821 MDl:_ 5.66 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0598 JB 0.0168 MDL 5.66 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0475 JB 0.00773] MDL 5.66 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0835 JB 0.0159 | MDL 5.66 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0482 JB 0.00814| MDL 5.66 PQL ng/Kg §) B
1,2,3,7,8-PECDD 0.0593 J 0.0174 | MDL 5.66 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0746 JB 0.0111| MDL 5.66 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0433 JBQ |[0.00728! MDL 5.66 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0849 JB 0.0103 | MDL 5.66 PQL ng/Kg u B
2,3,7,8-TCDD 0.0268 JBQ | 0.0191] MDL 1.13 PQL ng/Kg U B
2,3,7,8-TCDF 0.0149 J 0.0122} MDL 1.13 PQL ng/Kg J Zz
OCDD 0.604 JB 0.0213 ] MDL 11.3 PQL ng/Kg U B
OCDF 0.0788 JB 0.0159 1 MDL 1.3 PQL ng/Kg U B
Sample ID:S1.-561-SA5C-SB-0.0-0.5 Collected: 6/5/2012 10:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab RL Review Reason
nI te Result Quq{ | DL e | L j V;gwal Cdewﬁm
1,2,3,4,6,7,8-HPCDD 0.501 JB 0.0223 5.60 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0771 JB 0.00836 5.60 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0295 JB 0.0125 5.60 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0418 JB 0.00997 5.60 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.191 JB 0.0202 5.60 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Phase 3

11/30/2012 1:39:20 PM ADR version 1.6.0.185 Page 2 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH011 Laboratory: LL
EDD Filename: PrepPHO011 eQAPP Name: CDM_SSFL_120718_Lan

Matrix: SO
Sample ID:SL-561-SA5C-SB-0.0-0.5 Collected: 6/5/2012 10:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
; T Result Qual T T T 7 COde R
2.3,6,7,8-HXCDF 0.0467 | JBQ |0.00987] MDL | 560 | PQL | ng/Kg | U B |
1,2,3,7,8,9-HXCDD 0.251 JB 0.0190 } MDL 5.60 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.238 JB 0.0121 | MDL 5.60 PQL ng/Kg J VA
1,2,3,7,8-PECDD 0.0394 J 0.0160 | MDL 5.60 PQL ng/Kg J 4
1,2,3,7,8-PECDF 0.0396 JB 0.0112 | MDL 5.60 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0183 JB 0.00937| MDL 5.60 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0485 JBQ 0.0102| MDL 5.60 PQL ng/Kg U B
2,3,7,8-TCDD 0.0369 JBQ 0.0183 | MDL 1.12 PQL ng/Kg U B
2,3,7,8-TCDF 0.0282 J 0.0124 | MDL 1.12 PQL ng/Kg J z
OCDD 3.30 JB 0.0219| MDL 11.2 PQL ng/Kg J z
OCDF 0.120 JB 0.0257| MDL | 11.2 PQL | ng/Kg U B
Sample ID:SL-561-SA5C-SB-5.5-6.5 * - L Collected: 6/5/2012 10:25:00 Analysis Type: RES Dilution: 1
' Data
Lab Lab DL - | RL Review Reason
1,2,3,4,6,7,8-HPCDD 0.309 JB 0.0188] MDL | 5.19 PQL ng/Kg U
1,2,3,4,6,7,8-HPCDF 0.0388 JB 0.00678| MDL 5.19 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0171 JBQ ([0.00952| MDL 5.19 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0148 JBQ 0.0141| MDL 5.19 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0370 JB 0.00780| MDL 5.19 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0409 JB 0.0150 | MDL 5.19 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0153 JBQ (0.00764| MDL 5.19 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0408 JB 0.0143 | MDL 5.19 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0241 JB 0.00821| MDL 5.19 PQL | ng/Kg u B
1,2,3,7,8-PECDD 0.0259 J 0.0171| MDL 5.19 PQL ng/Kg J z
1.2,3,7,8-PECDF 0.0349 JBQ 0.0109 | MDL 5.19 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0268 JBQ (0.00662| MDL 5.19 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0404 JB 0.00997| MDL 5.19 PQL ng/Kg U B
2,3,7,8-TCDF 0.0128 J 0.0115| MDL 1.04 PQL ng/Kg J z
OCDbD 0.919 JB 0.0226 | MDL 10.4 PQL ng/Kg U B
OCDF 0.0760 JB 0.0262 | MDL 10.4 PQL ng/Kg U B

* denotes a non-reportable resuit
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/30/2012 1:39:20 PM ADR version 1.6.0.185 Page 3 of 12



Data Qualifier Summary
Lab Reporting Batch ID: PH011 Laboratory: LL
EDD Filename: PrepPHO011 eQAPP Name: CDM_SSFL._120718_Lan
Motho ; .

hod Car S

Matrix: S

Sample ID:SL-564-SA5C-SB-0.0-0.5 Collected: 6/4/2012 11:30:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
lAnalyte Result Qua DL _RL Qual |
1,2,3,4,6,7,8-HPCDD 0.488 JB 0.0218 . 5.66 PQL ng/Kg U ] B
1,2,3,4,6,7,8-HPCDF 0.0808 JB 0.00955| MDL 5.66 PQL ng/Kg B
1,2,3,4,7,8,9-HPCDF 0.0548 JB 0.0102 | MDL 5.66 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0315 JBQ 0.0159 | MDL 5.66 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0469 JB 0.00874| MDL 5.66 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0991 JB 0.0172 | MDL 5.66 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0349 JB 0.00886| MDL 5.66 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.127 JBQ 0.0162 | MDL 5.66 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0587 JB 0.00872| MDL 5.66 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0569 J 0.0185| MDL 5.66 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.0497 JB 0.0116 | MDL 5.66 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0249 JB 0.00838| MDL 566 | PQL | ng/Kg u B
2,3,4,7,8-PECDF 0.111 JBQ 0.0103 [ MDL 5.66 PQL ng/Kg U B
2,3,7,8-TCDD B 0.0966 JBQ 0.0173 | MDL 1.13 PQL ng/Kg U B
2,3,7,8-TCDF 0.0157 Jo 0.0127 | mpL |- 1.{3 PQL | ng/Kg J Y4
OCDD 2.96 JB 0.0155 | MDL 11.3 PQL ng/Kg J z
OCDF 0.114 JB 0.0144| MDL | 11.3 PQL ng/Kg U B
Sample ID:SI.-564-SA5C-SB-4.0-5.0 Collected: 6/4/12012 11:35:00 Analysis Type: RES Dilution: 1

Data

Lab Lab Review
An Result Q DL
1,2,3,4,6,7,8-HPCD 0.283 JB 0.0165( MDL 5.45 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.0655 JBQ [0.00815] MDL 5.45 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0292 JB 0.00958| MDL 5.45 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0149 JBQ 0.0132 ] MDL 545 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0382 JB 0.00772| MDL 5.45 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0309 JB 0.0141 | MDL 545 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0383 JBQ [0.00766( MDL 5.45 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0549 JB 0.0135 MDL 5.45 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0448 JBQ |0.00761| MDL 5.45 PQL ng/Kg ] B
1,2,3,7,8-PECDD 0.0368 J 0.0160 ( MDL 5.45 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0189 JB 0.00971| MDL 5.45 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0144 JBQ |0.00687| MDL 5.45 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0450 JB 0.00896| MDL 5.45 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/30/2012 1:39:20 PM ADR version 1.6.0.185 Page 4 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PHO11 Laboratory: LL
EDD Filename: PrepPH011 eQAPP Name: CDM_SSFL_120718_Lan
M 0

Matrix: SO

Sample ID:SL-564-SA5C-SB-4.0-5.0 Collected: 6/4/12012 11:35:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
R S T Result T N Z R 3 Code
OD . 0.588 JBQ 0.0177 | MDL | 10.9 PQL ng/Kg . U B
OCDF 0.0874 JB 0.0137 | MDL 10.9 PQL ng/Kg u B
Sample ID:SL-564-SA5C-SB-9.0-10.0 Collected: 6/14/2012 11:37:00 Analysis Type: RES Dilution: 4
Data
Lab Lab DL RL Review Reason
S _Qual | Code
1,2,3,4,6, 7,8-HPCDD 0.313 JB 0.0168 | MDL 5.55 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF ‘ 0.0581 JB 0.00740| MDL 5.55 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0125 JB 0.00980{ MDL 5.55 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0290 JB 0.0134 | MDL 5.55 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF _ 0.0327 .JBQ |0.00781| MDL | 5.55 PQL | ng/Kg U B
1,2,3,6,7,8-HXCDD : 0.0412 JB 0.0139| MDL | 555 PQL |- ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0254 1 JBQ |0.00770| MDL 5.55 PQL ‘| ng/Kg Y B
- |123,7,8,9-HXCDD _ 0.0359 ~.JB 0.0131 | MDL 5.55 PQL | ng/Kg |+ -U B
. [1,2,3,7,8-PECDD 0.0212 Ja 0.0144 | MDL 555 |’PQL |- ng'/Kg -J z
1,2,3,7,8-PECDF 0.0206 JBQ |0.00933|] MDL 5.55 PQL | ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0199 JB 0.00685| MDL 5.55 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0712 JB 0.00876{ MDL 5.55 PQL ng/Kg U B
2,3,7,8-TCDF 0.0212 J 0.0105 | MDL 1.1 PQL ng/Kg J Y4
OCDD v 0.866 JB 0.0190 § MDL 11.1 PQL ng/Kg U B
OCDF 0.0764 JB 0.0157 | MDL 1.1 PQL ng/Kg U B
Sample ID:SL-565-SA5C-SB-0.0-0.5 Collected: 6/4/2012 1:27:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte — Result L DL | Type | RL | Type | Units | Qual | Code
1:2,3,4,6,7,8-HPCDD 0.510 JB 0.0206 | MDL 5.64 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0869 JB 0.00954| MDL 5.64 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0360 JB 0.0113| MDL 5.64 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0400 JB 0.0105 | MDL 5.64 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.186 JB 0.0198 | MDL 5.64 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0246 JBQ |0.00955| MDL 5.64 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.283 JB 0.0193 | MDL 5.64 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.201 JB 0.0101 | MDL 5.64 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.0612 J 0.0161 | MDL 5.64 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0559 JBQ 0.0106 | MDL 5.64 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/30/2012 1:39:20 PM ADR version 1.6.0.185 Page 5 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH011
EDD Filename: PrepPHO011

Laboratory: LL
€QAPP Name: CDM_SSFL_120718_Lan

Matrix: SO
Sample ID:SL-565-SA5C-SB-0.0-0.5 Collected: 6/4/2012 1:27:00 PM Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
te_ Result | Qual | DL | Type | RL Units | Qual | Code
2,3,4,6,7,8-HXCDF 0.0131 JB 0.008 MDL 5.64 PQL ng/Kg | - U B
2,3,4,7,8-PECDF 0.0472 JBQ [0.00922] MDL 5.64 PQL ng/Kg U B
2,3,7,8-TCDF 0.0183 J 0.0114| MDL 1.13 PQL ng/Kg J z
OCDD 2.64 JB 0.0221 | MDL 11.3 PQL ng/Kg J zZ
OCDF 0.160 JB 0.0164 | MDL 11.3 PQL ng/Kg U B
Sample ID:SL-565-SA5C-SB-4.0-5.0 Collected: 6/4/2012 1:30:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte N Result | Qual | DL | Type | RL | Type | Units | Qual
1,2,3,4,6,7,8-HPCDD 0.540 JB 0.0197 | MDL 5.24 PQL ng/Kg u
1,2,3,4,6,7,8-HPCDF 0.0741 JB 0.00859| MDL 5.24 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0153 "WJB . |0.00977| MDL 5.24 PQL ng/Kg | - U B
1,2,3,4,7,8-HxCDD 0.0198 JBQ | 0.0126 | MDL 5.24 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF - 0.0301 ©.JBQ |0.00795| MDL 5.24 PQL ng/Kg |- U B
1,2,3,6,7,8-HXCDD 0.0311 JBQ 0.0138 | MDL 5.24 PQL ngiKg [ U B
- 11,2,3,6,7,8-HXCDF 0.0340 JBQ |0.00770| MDL 5.24 PQL ng/Kg ‘U B
1,2,3,7,8,9-HXCDD 0.0481 JB 0.0129 | MDL 524 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0331 JB 0.00759| MDL 524 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0190 Jo 0.0173 | MDL 5.24 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0388 JBQ 0.0106 | MDL 5.24 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0263 JBQ |0.00687| MDL 524 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0411 JB 0.00895| MDL 524 PQL ng/Kg u B
2,3,7,8-TCDD 0.0339 JB 0.0189 | MDL 1.05 PQL ng/Kg U B
2,3,7,8-TCDF 0.0166 JQ 0.0117 | MDL 1.05 PQL ng/Kg J z
OCDD 4.10 JB 0.0159 | MDL 10.5 PQL ng/Kg J z
OCDF 0.145 JB 0.0127 | MDL 10.5 PQL ng/Kg U B
Sample ID:SL-565-SA5C-SB-9.0-10.0 Collected: 6/4/2012 1:35:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Iggst i uaI DL T | RL T i?s gal ode
1,2,3,4,6,7,8-HPCDD 0.577 JB 0.0190 | MDL 5.40 PQL ng/Kg U
1,2,3,4,6,7,8-HPCDF 0.0787 JB 0.00939] MDL 5.40 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0230 JB 0.0123 | MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0197 JBQ 0.0140} MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0226 JB 0.00910; MDL 5.40 PQL ng/Kg | U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Phase 3

11/30/2012 1:39:20 PM ADR version 1.6.0.185
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Data Qualifier Summary

Lab Reporting Batch ID: PH011 Laboratory: LL
EDD Filename: PrepPHO011 eQAPP Name: CDM_SSFL_120718_Lan
7

Sample ID:SL-565-SA5C-SB-9.0-10.0 Collected: 6/4/2012 1:35:00 PM  Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

Analyte . A Qual | DL

ST

Qual Code
3 2 % R & N
1,2,3,6,7,8-HXCDD 0.0495 JBQ 0.0150 | MDL 5.40 PQL ng/Kg

u
1,2,3,6,7,8-HXCDF 0.0321 JB 0.00870] MDL 5.40 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0391 JBQ 0.0140 | MDL 5.40 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0140 JBQ |0.00906] MDL 5.40 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0195 JQ 0.0164} MDL 5.40 PQL ng/Kg J 4
1,2,3,7,8-PECDF 0.0299 JBQ 0.0104 | MDL 5.40 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0207 JBQ |0.00771 MDL 5.40 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0623 JB 0.00948| MDL 5.40 PQL ng/Kg u B
2,3,7,8-TCDD 0.0427 JB 0.0195| MDL 1.08 PQL ng/Kg U B
2,3,7,8-TCDF 0.0226 Ja 0.0129 | MDL 1.08 PQL ng/Kg J z
OCDD : 4.26 JB 0.0164 | MDL 10.8 PQL ' | ng/Kg J z
OCDF e o 0.150 JB 0.0141 MDL 10.8 PQL ng/Kg U B
Sample ID:SL-566;SASCTSB-4.0-5.0 Collected: 6/4/2012 2,:&2:00 PM Analysis Type: RES . " Dilution: 1
. Data |
Lab Lab Co DL RL Review Reason
WSS oSl | Qual | DL | Qual |
CD| . ‘ . 0.71 " JB 0.0188 | MDL 5.58 PQL ng/Kg [ U
1,2,3,4,6,7,8-HPCDF 0.0951 JB 0.0101 | MDL 5.58 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0282 JB 0.0120 | MDL 5.58 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0270 JB 0.00836| MDL 5.58 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0422 JBQ 0.0146 | MDL 5.58 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0244 JB 0.00820] MDL 5.58 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0481 JB 0.0138 | MDL 5.58 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0259 JBQ |0.00878 MDL 5.58 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0253 Ja 0.0172 | MDL 5.58 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0259 JB 0.0108 | MDL 5.58 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0191 JB 0.00743] MDL 5.58 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0527 JB 0.0102| MDL 5.58 PQL ng/Kg u B
2,3,7,8-TCDF 0.0237 J 0.0110}| MDL 1.12 PQL ng/Kg J z
OoCDD 7.72 JB 0.0235| MDL 11.2 PQL ng/Kg J z
OCDF 0.196 JB 0.0173 | MDL 11.2 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Phase 3

11/30/2012 1:39:20 PM ADR version 1.6.0.185 Page 7 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PHO11
EDD Filename: PrepPH011

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Matrix: SO
Sample ID:SL-566-SA5C-SB-9.0-10.0 Collected: 6/4/12012 2:15:00 PM Analysis Type: RES . Dilution: 1
Data
Lab Lab DL RL Review Reason
lAnalyte Qual DL L Qual Code
1,2,3,4,6,7,8-HPCDD 5.09 JB 0.0231 | MDL 5.6 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.696 JB 0.0218 | MDL 5.61 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0903 JB 0.0231; MDL 5.61 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0866 JB 0.0233 | MDL 5.61 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.154 JB 0.0166 | MDL 5.61 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.226 JB 0.0250 | MDL 5.61 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.123 JB 0.0166 | MDL 5.61 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.205 JB 0.0233 | MDL 5.61 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.0966 JB 0.0166 | MDL 5.61 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.219 J 0.0197 | MDL 5.61 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.255 JB 0.0124 | 'MDL 5.61 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0963 JB 0.0150 | - MDL 5.61 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.183 JB 0.0107 | - MDL 5.61 PQL ng/Kg U B
2,3,7,8-TCDD 0.102 JB 0.0152 | MDL | 1.12 PQL ng/Kg U B
2,3,7,8-TCDF 0.0976 JQ 0.0142 | MDL 1.12 PQL ng/Kg J z
OCDF 1.44 JB 0.0171| MDL 11.2 PQL ng/Kg J z
Sample ID:SL.-567-SA5C-SB-0.0-0.5 Collected: 6/6/2012 8:30:00 AM  Analysis Type: RES Dilution: 14
Data
DL RL Review Reason

_Qu

1,2,3,4,6,7,8-HPCD 0.380 JB 0.0197 I\Tg 5.53 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0715 JB 0.00871| MDL 5.53 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0367 JB 0.0114 ( MDL 5.83 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0419 JBQ 0.0146 | MDL 5.53 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0832 JB 0.00982 MDL 5.53 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0695 JBQ 0.0160 | MDL 5.63 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0841 JB 0.00957{ MDL 5.53 PQL na/Kg J z
1,2,3,7,8,9-HXCDD 0.0628 JBQ 0.0150 { MDL 5.53 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0517 JB 0.0102 | MDL 5.53 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0848 JQ 0.0188 | MDL 5.53 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.126 JBQ 0.0119 ( MDL 5.53 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.0332 JBQ |0.00891| MDL 5.53 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.140 JB 0.0107 | MDL 5.53 PQL ng/Kg u B
2,3,7,8-TCDD 0.0798 JBQ 0.0171 | MDL 1.11 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/30/2012 1:39:20 PM

ADR version 1.6.0.185
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Data Qualifier Summary

Lab Reporting Batch ID: PHO11 Laboratory: LL
EDD Filename: PrepPH011 eQAPP Name: CDM_SSFL_120718_Lan

Method VO,

Matrix: SO

Sample ID:S1_-567-SA5C-SB-0.0-0.5 Collected: 6/6/2012 8:30:00 AM Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result A Dr | Type | RE | : Qual | _ Code
2,3,7,8-TCDF 0.0300 J 0.0124 | MDL 1.11 B PQL ng/Kg J z
OocDD 1.00 JB 0.0231| MDL 11.1 PQL ng/Kg U B
OCDF 0.123 JB 0.0198 | MDL 11.1 PQL ng/Kg U B
Sample ID:SL-567-SA5C-SB-3.0-4.0 Collected: 6/6/2012 8:34:00 AM Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyee e e e R Qual | DL | Type | RL | Type | Units | Qu
1,2,3,4,6,7,8-HPCDD 0.333 JB 0.0197 | MDL. 5.69 PQL ng/Kg U
1,2,3,4,6,7,8-HPCDF 0.0577 JB 0.00805| MDL 5.69 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0133 JB 0.0119| MDL 5.69 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0372 JB 0.0140 [ MDL -5.69 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0483 JB 0.00859 _MDL ' 569 1 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0438 JB 0.0145 MDL | 5.69 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0407 JB 0.00839|. .MDL | 5:69- PQL [ ng/Kg U B
1,2,3,7,8,9-HXCDD o 0.0581 JB 0.0139 | MDL 569 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0292 JB 0.00870| MDL 5.69 PQL ng/Kg ) B
1,2,3,7,8-PECDD 0.0672 JQ 0.0183 | MDL 5.69 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0748 JB 0.0109 | MDL 5.69 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0225 JBQ |0.00767| MDL 5.69 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0760 JB 0.00988| MDL 5.69 PQL ng/Kg U B
2,3,7,8-TCDF 0.0233 J 0.0124 | MDL 1.14 PQL ng/Kg J Z
OCDD 1.04 JB 0.0235| MDL 1.4 PQL ng/Kg U B
OCDF 0.109 JBQ 0.0212 | MDL 11.4 PQL ng/Kg U B
Sample ID:SL-569-SA5C-SB-0.0-0.5 Collected: 6/4/2012 2:50:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte e ROSUI | QL e | RL | Type | Units | Qual | _ Code |
1,2,3,4,6,7,8-HPCDF 0.708 JB 0.0286 | MDL 5.50 PQL ng/Kg J
1,2,3,4,7,8,9-HPCDF 0.0866 JB 0.0293 | MDL 5.50 PQL ng/Kg V) B
1,2,3,4,7,8-HxCDD 0.148 JB 0.0254 | MDL 5.50 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.187 JB 0.0251 | MDL 5.50 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 0.528 JB 0.0267 | MDL 5.50 PQL ng/Kg J Zz
1,2,3,6,7,8-HXCDF 0.195 JB 0.0246 | MDL 5.50 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.465 JB 0.0252 | MDL 5.50 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.282 JB 0.0191 ] MDL 5.50 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/30/2012 1:39:20 PM ADR version 1.6.0.185 Page 9 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH011 Laboratory: LL
EDD Filename: PrepPH011 eQAPP Name: CDM_SSFL_120718_Lan
Matrix: SO
Sample ID:SL-569-SA5C-SB-0.0-0.5 Collected: 6/4/2012 2:50:00 PM Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte I \ Result Qual DL T e“ RL _ Units | Qual Co _
1,2,3,7,8-PECDD 0.265 J 0.0202 | MDL 5.50 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.330 JB 0.0130 | MDL 5.50 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.138 JB 0.0154 | MDL 5.50 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.285 JB 0.0122 | MDL 5.50 PQL ng/Kg J zZ
2,3,7,8-TCDD 0.147 JB 0.0177 | MDL 1.10 PQL ng/Kg J zZ
2,3,7,8-TCDF 0.112 J 0.0152 | MDL 1.10 PQL ng/Kg J z
OCDF 1.01 JB 0.0332 | MDL 11.0 PQL ng/Kg J z
Sample ID:S1.-569-SA5C-SB-4.0-5.0 Collected: 6/4/2012 2:55:00 PM Analysis Type: RES Dilution: 1
Data
Lab Lab DL ) RL Review Reason
. Analyte e ReSUlt | Qual | DL | Type | RL | Type | Units | Qual |  Code
©11,2,3,4,6,7,8-HPCDD . 0.910 JB 0.0234( MDL -| 5.58 PQL ng/Kg |~ U B ]
g Vl-.-,.-1;2,3,4,6,7,8-HPCDF . 0.0595 JBQ [0.0182| MDL | 558 | PQL | ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0414 JB 0.0245 [ MDL- | .5.58 PQL | ng/Kg u B
- 1,2,3,4,7,8-HxCDD 0.0171 JBQ 0.0141 | .MDL 5.58 PQL ng/Kg U B
- 1,2,3,4,7,8-HXCDF 0.0194 JB 0.00924| MDL 5.58 PQL ng/Kg -U B
1,2,3,6,7,8-HXCDD 0.0471 JB 0.0157 | MDL 5.58 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0312 JBQ |0.00865| MDL 5.58 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0748 JBQ 0.0144 | MDL 5.58 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0405 JB 0.00832] MDL 5.58 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0198 JB 0.0102 | MDL 5.58 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0269 JB 0.00631| MDL 5.58 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0576 JBQ 0.00928| MDL 5.58 PQL ng/Kg U B
2,3,7,8-TCDD 0.0170 JB 0.0146 | MDL 1.12 PQL ng/Kg U B
OCDD 5.08 JB 0.0354 | MDL 11.2 PQL ng/Kg J V4
OCDF 0.0904 JBQ 0.0410 | MDL 11.2 PQL ng/Kg U B
Sample ID:SL-615-SA5C-SB-4.0-5.0 Collected: 6/5/2012 11:50:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyee . Result | Qual | DL | Type | RL | T Units | Qual | _Code

2,3,4,6,7,8-HPCD 0.861 JB 0.0226 | MDL 5.60 PQL ng/Kg u

1,2,3,4,6,7,8-HPCDF 0.143 JB 0.00933| MDL 5.60 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0208 JBQ 0.0140 | MDL 5.60 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0326 JB 0.0145 MDL 5.60 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0418 JB 0.00989| MDL 5.60 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Phase 3

11/30/2012 1:39:20 PM ADR version 1.6.0.185 \ Page 10 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PHO11 Laboratory: LL
EDD Filename: PrepPH011 e¢QAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-615-SA5C-SB-4.0-5.0 Collected: 6/5/2012 11:50:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1, ,3,6,,8- XCDD - o 0.0767 JB 0.56 MDL 5.60 PQL ng/Kg U . B
1,2,3,6,7,8-HXCDF 0.0266 JBQ |0.00904| MDL 5.60 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0495 JBQ 0.0151 | MDL 5.60 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0274 JBQ 0.0101 | MDL 5.60 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0285 J 0.0171| MDL 5.60 PQL ng/Kg J 4
1,2,3,7,8-PECDF 0.0420 JB 0.0109| MDL 5.60 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0250 JBQ |0.00870| MDL 5.60 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0499 JB 0.0101 | MDL 5.60 PQL ng/Kg U B
2,3,7,8-TCDF 0.0226 J 0.0134| MDL 1.12 PQL ng/Kg J z
OCDD 9.67 JB 0.0240 | MDL 11.2 PQL ng/Kg J z
OCDF - 0.322 JB 0.0222 | MDL 11.2 PQL - | ng/Kg J Z
- Sampl‘é‘ID:SI‘_-'615-SA50-SB-9.0-1‘0.0 Collected: 6/5/2012 11:55:00 Analy§i$ Type: R"ES' Lo Dilution: 1
. e : ' S - | Data
R Lab - Lab DL "RL Review Reason

pnalyte . Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD . 1.41 JB 0.0196 | MDL 5.56 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.239 JB 0.0116 | MDL 5.56 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0295 JB 0.0144 | MDL 5.56 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0381 JBQ 0.0155| MDL 5.56 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0499 JB 0.0112 | MDL 5.56 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0916 JB 0.0171| MDL 5.56 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0248 JB 0.0115| MDL 5.56 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0761 JBQ 0.0154 | MDL 5.56 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0214 JB 0.0114 | MDL 5.56 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0333 JB 0.0118 | MDL 5.56 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0325 JB 0.0101 | MDL 5.56 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0538 JB 0.0108 | MDL 5.56 PQL ng/Kg U B
2,3,7,8-TCDD 0.0262 JB 0.0176 | MDL 1.11 PQL ng/Kg 8] B
2,3,7,8-TCDF 0.0276 JQ 0.0141 | MDL 1.1 PQL ng/Kg J Z
OCDF 0.343 JBQ 0.0168 | MDL 1.1 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/30/2012 1:39:20 PM ADR version 1.6.0.185 Page 11 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH011 Laboratory: LL
EDD Filename: PrepPH011 eQAPP Name: CDM_SSFL_120718_Lan

Reason Code Legend

Reason Code = Description
B Method Blank Contamination
Z Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Phase 3

11/30/2012 1:39:20 PM ADR version 1.6.0.185 Page 12 of 12
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Method Blank Outlier Report

Lab Reporting Batch ID: PH0O11
EDD Filename: PHO11_v1.

Laboratory: LL

eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

BLK1640B370407

Analysis Date

R

6/15/2012 4:07:00 AM

Aale

e

1,2,3,4,6,7,8-HPCDF
1,2,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDD
1,2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDD
1,2,3,7,8,9-HXCDF
1,2,3,7,8-PECDD
2,3,4,6,7,8-HXCDF
2,3,4,7,8-PECDF

1,2,3,4,6,7,8-HPCDD

2.74 pg/L
0.593 pg/L
0.213 pg/L
0.179 pg/L
0.173 pg/l
0.241 pg/L
0.111 pg/L
0.219 pg/L
0.173 pg/L
0.366 pg/L
0.180 pg/L
0.313 pg/L

Result ]

" [FB-080512

2,3,7,8-TCDD
OCDD
OCDF

0.286 pg/L
5.14 pg/L
0.562 pg/L

Associated
Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
FB-060512(RES) 1,2,3,4,6,7,8—HP 3A:| T 814U pa/L.
FB-060512(RES) 1,2,3,4,6,7,8-HPCDF " 0.431 pg/L 0.431U pgiL
FB-060512(RES) 1,2,3,4,7,8,9-HPCDF 0.170 pg/L 0.170U pg/L
FB-060512(RES) 1,2,3,4,7,8-HXCDF 0.295 pg/L 0.295U pg/L
FB-060512(RES) 1,2,3,6,7,8-HXCDD 0.218 pg/L 0.218U pg/l.
FB-060512(RES) 1,2,3,6,7,8-HXCDF 0.189 pg/L 0.189U pg/L
FB-060512(RES) 1,2,3,7,8,9-HXCDD 0.267 pg/L 0.267U pg/L
FB-060512(RES) 1,2,3,7,8,9-HXCDF 0.109 pg/L 0.109U pg/L
FB-060512(RES) 2,3,4,6,7,8-HXCDF 0.115 pg/L 0.115U pgiL
FB-060512(RES) 2,3,4,7,8-PECDF 0.408 pg/L 0.408U pg/L
FB-060512(RES) 2,3,7,8-TCDD 0.357 pg/L 0.357U pgit
FB-060512(RES) 0OCDD 6.82 pg/l. 6.82U pg/L
FB-060512(RES) OCDF 0.796 pg/L 0.796U pgiL
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

ADR version 1.6.0.185 Page 1 0f 8
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Method Blank Outlier Report

Lab Reporting Batch ID: PH011 Laboratory: LL

eQAPP Name: CDM_SSFL_120718_Lan

EDD Filename: PHO11_v1.

SO

Method Blank
Sample ID

BLK1610B371541

Anlsis Date

Analyte

6/12/2012 3:41:00 PM 1,2,3,4,6,7,8-HPCDD

1,2,3,4,6,7,8-HPCDF
1,2,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDD
1,2,3,8,7,8-HXCDF
1,2,3,7,8,9-HXCDD
1,2,3,7,8,9-HXCDF
1,2,3,7,8-PECDF
2,3,4,6,7,8-HXCDF
2,3,4,7,8-PECDF
2,3,7,8-TCDD
OCDD

OCDF

" 0.264 ng/Kg

0.0526 ng/Kg
0.0191 ng/Kg
0.0166 ng/Kg
0.0203 ng/Kg
0.0305 ng/Kg
0.0156 ng/Kg
0.0372 ng/Kg
0.0198 ng/Kg
0.0184 ng/Kg
0.0178 ng/Kg
0.0560 ng/Kg
0.0228 ng/Kg
0.394 ng/Kg
0.0626 ng/Kg

[SL-539-SA5C-SB-0.0-0.5

Associated
Samples

SL-539-SA5C-SB-6.0-7.0
SL-561-SA5C-SB-0.0-0.5
SL-561-SA5C-SB-5.5-6.5
SL-564-SA5C-5B-0.0-0.5
SL-564-SA5C-SB-4.0-5.0
S1.-564-SA5C-SB-9.0-10.0
SL-565-SA5C-SB-0.0-0.5
SL-565-SA5C-5B-4.0-5.0
SL-565-SA5C-$B-9.0-10.0
SL-566-SA5C-5B-4.0-5.0
SL-566-SA5C-SB-9.0-10.0
SL-567-SA5C-5B-0.0-0.5
SL-567-SA5C-SB-3.0-4.0
SL-569-SA5C-SB-0.0-0.5
SL-569-SA5C-SB-4.0-5.0
SL-615-SA5C-SB-4.0-5.0
SL-615-SA5C-SB-9.0-10.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sample ID

TS
SL-539-SA5C-SB-0.0-0.5(RES)

PRSI

1,2,3,4.6,7,8-HPCDD

Reported
Result

Modified
Final Result

0.789 ng/Kg 0.789U ng/Kg
SL-539-SA5C-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.119 ng/Kg 0:119U ng/Kg
SL-539-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0212 ng/Kg 0.0212U ng/Kg
SL-539-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0209 ng/Kg 0.0209U ng/Kg
SL-539-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0452 ng/Kg 0.0452U ng/Kg
SL-539-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.0832 ng/Kg 0.0832U ng/Kg
SL-539-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0248 ng/Kg 0.0248U ng/Kg
SL-539-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.0913 ng/Kg 0.0913U ng/Kg
SL-539-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.0258 ng/Kg 0.0258U ng/Kg

SL-539-SA5C-SB-0.0-0.5(RES)

1,2,3,7,8-PECDF

0.0524 ng/Kg

0.0524U ng/Kg

SL-539-SA5C-SB-0.0-0.5(RES)

2,3,4,6,7,8-HXCDF

0.0342 ng/Kg

0.0342U ng/Kg

SL-539-SA5C-SB-0.0-0.5(RES)

2,3,4,7,8-PECDF

0.0402 ng/Kg

0.0402U ng/Kg

SL-539-SA5C-SB-0.0-0.5(RES) 2,3,7,8-TCDD 0.0254 ng/Kg 0.0254U ng/Kg
SL-539-SA5C-SB-0.0-0.5(RES) OCDF 0.206 ng/Kg 0.208U ng/Kg
SL-539-SA5C-SB-6.0-7.0(RES) 1,2,3,4,6,7,8-HPCDD 0.312 ng/Kg 0.312U ng/Kg

SL-539-SA5C-SB-6.0-7.0(RES)

1,2,3,4,6,7,8-HPCDF

0.0537 ng/Kg

0.0537U ng/Kg

SL-539-SA5C-SB-6.0-7.0(RES)

1,2,3,4,7,8,9-HPCDF

0.0230 ng/Kg

0.0230U ng/Kg

SL-539-SA5C-5B-6.0-7.0(RES)

1,2,3,4,7,8-HxCDD

0.0396 ng/Kg

0.0396U ng/Kg

SL-539-SA5C-SB-6.0-7.0(RES)

1,2,3,4,7,8-HXCDF

0.0618 ng/Kg

0.0618U ng/Kg

SL-539-SA5C-SB-6.0-7.0(RES)

1,2,3,6,7,8-HXCDD

0.0598 ng/Kg

0.0598U ng/Kg

SL-539-SA5C-SB-6.0-7.0(RES)

1,2,3,6,7,8-HXCDF

0.0475 ng/Kg

0.0475U ng/Kg

SL-539-SA5C-5B-6.0-7.0(RES)

1,2,3,7,8,9-HXCDD

0.0835 ng/Kg

0.0835U ng/Kg

SL-539-SA5C-SB-6.0-7.0(RES)

1,2,3,7,8,9-HXCDF

0.0482 ng/Kg

0.0482U ng/Kg

SL-539-SA5C-SB-6.0-7.0(RES)

1,2,3,7,8-PECDF

0.0746 ng/Kg

0.0746U ng/Kg

SL-539-SA5C-SB-6.0-7.0(RES)

2,3,4,6,7,8-HXCDF

0.0433 ng/Kg

0.0433U ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
11/30/2012 11:23:24 AM ADR version 1.6.0.185 Page 2 of 8



Lab Reporting Batch ID: PH011

EDD Filename: PHO11_v1.

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

Y

Analysis

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Associated
Samples

Sample

ERATZAR

Analyte

Reported
Result

49 ng/Kg

Modified
Final Result

SL-539-SA5C-SB-6.0-7.0(RES) 3.4,7,8-PECDF 0.0849U ng/Kg
SL-539-SA5C-SB-6.0-7.0(RES) 2,3,7,8-TCDD 0.0268 ng/Kg 0.0268U ng/Kg
SL-539-SA5C-SB-6.0-7.0(RES) 0CDD 0.604 ng/Kg 0.604U ng/Kg
SL-539-SA5C-SB-6.0-7.0(RES) OCDF 0.0788 ng/Kg 0.0788U ng/Kg
SL-561-SA5C-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDD 0.501 ng/Kg 0.501U ng/Kg
SL-561-SA5C-5B-0.0-0.5(RES) 1,2,3.4,6,7,8-HPCDF 0.0771 ng/Kg 0.0771U ng/Kg
SL-561-SA5C-5B-0.0-0.5(RES) 1,2.3,4,7,8,9-HPCDF 0.0295 ng/Kg 0.0295U ng/Kg
SL-561-SA5C-5B-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0418 ng/Kg 0.0418U ng/Kg
SL-561-SA5C-SB-0.0-0.5(RES) 1,2,3.6,7,8-HXCDF 0.0467 ng/Kg 0.0467U ng/Kg
SL-561-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0396 ng/Kg 0.0396U ng/Kg
SL-561-SA5C-5B-0.0-0.5(RES) "|2,3,4,6.7,8-HXCDF 0.0183 ng/Kg 0.0183U ng/Kg
SL-561-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0485 ng/Kg 0.0485U ng/Kg

SL-561-SA5C-SB-0.0-0.5(RES) "12,3,7,8-TCDD 0.0369 ng/Kg 0.0369U ng/Kg
SL-561-SA5C-SB-0.0-0.5(RES) OCDF -0.120 ng/Kg 0.120U ng/Kg
SL-561-SA5C-SB-5.5-6.5(RES) - 11,2,3,4,6,7,8-HPCDD 0.309 ng/Kg 0.309U ng/Kg
SL-561-SA5C-SB-5.5-6.5(RES) “11,2,3,4,6,7,8-HPCDF 0.0388 ng/Kg 0.0388U ng/Kg
SL-561-SA5C-SB-5.5-6.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0171 ng/Kg 0.0171U ng/Kg
SL-561-SA5C-SB-5.5-6.5(RES) 1,2,3,4,7,8-HxCDD 0.0148 ng/Kg 0.0148U ng/Kg
SL-561-SA5C-SB-5.5-6.5(RES) 1,2,3,4,7,8-HXCDF 0.0370 ng/Kg 0.0370U ng/Kg
SL-661-SA5C-SB-5.5-6.5(RES) 1,2,3,6,7,8-HXCDD 0.0409 ng/Kg 0.0409U ng/Kg

SL-561-SA5C-SB-5.5-6.5(RES)

1,2,3,6,7,8-HXCDF

0.0153 ng/Kg

0.0153U ng/Kg

SL-561-SA5C-SB-5.5-6.5(RES)

1,2,3,7,8,9-HXCDD

0.0408 ng/Kg

0.0408U ng/Kg

SL-561-SA5C-SB-5.5-6.5(RES)

1,2,3,7,8,9-HXCDF

0.0241 ng/Kg

0.0241U ng/Kg

SL-561-SA5C-SB-5.5-6.5(RES) 1,2,3,7,8-PECDF 0.0349 ng/Kg 0.0349U ng/Kg
SL-561-SA5C-SB-5.5-6.5(RES) 2,3,4,6,7,8-HXCDF 0.0268 ng/Kg 0.0268U ng/Kg
SL-561-SA5C-SB-5.5-6.5(RES) 2,3,4,7,8-PECDF 0.0404 ng/Kg 0.0404U ng/Kg
SL-561-SA5C-SB-5.5-6.5(RES) OCDD 0.919 ng/Kg 0.919U ng/Kg
SL-561-SA5C-SB-5.5-6.5(RES) OCDF 0.0760 ng/Kg 0.0760U ng/Kg
SL-564-SA5C-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDD 0.488 ng/Kg 0.488U ng/Kg
SL-564-SA5C-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.0808 ng/Kg 0.0808U ng/Kg
SL-564-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,8-HPCDF 0.0548 ng/Kg 0.0548U ng/Kg
SL-564-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0315 ng/Kg 0.0315U ng/Kg
SL-564-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0469 ng/Kg 0.0469U ng/Kg

SL-564-SA5C-SB-0.0-0.5(RES)

1,2,3,6,7,8-HXCDD

0.0991 ng/Kg

0.0991U ng/Kg

SL-564-SA5C-SB-0.0-0.5(RES)

1,2,3,6,7,8-HXCDF

0.0349 ng/Kg

0.0349U ng/Kg

SL-564-SA5C-SB-0.0-0.5(RES)

1,2,3,7,8,9-HXCDD

0.127 ng/Kg

0.127U ng/Kg

SL-564-SA5C-SB-0.0-0.5(RES)

1,2,3,7,8,9-HXCDF

0.0587 ng/Kg

0.0587U ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Method Blank Outlier Report

Lab Reporting Batch ID: PH011 Laboratory: LL
EDD Filename: PHO11_v1. eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample ID Analysis Date Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sampile ID Analyte Resuit Final Result
I 0-0.5(R 1,2,3,7,8- = 0.0497 ng/Kg a/Kg
SL-564-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0249 ng/Kg 0.0249U ng/Kg
SL-564-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.111 ng/Kg 0.111U ng/Kg
SL-564-SA5C-SB-0.0-0.5(RES) 2,3,7,8-TCDD 0.0966 ng/Kg 0.0966U ng/Kg
SL-564-SA5C-SB-0.0-0.5(RES) OCDF 0.114 ng/Kg 0.114U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.283 ngiKg 0.283U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0655 ng/Kg 0.0655U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 10.0292 ng/Kg 0.0292U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0149 ng/Kg 0.0149U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0382 ng/Kg 0.0382U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0309 ng/Kg 0.0309U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF [0.0383 ng/Kg 0.0383U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD '0.0549-rig/Kg 0.0549U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0448 ng/Kg 0.0448U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF - '0.0189 ng/Kg 0.0189U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0144 ng/Kg 0.0144U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) -|2,3,4,7,8-PECDF 0.0450 ngiKg 0.0450U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) OCDD 0.588 ng/Kg 0.588U ng/Kg
SL-564-SA5C-SB-4.0-5.0(RES) OCDF 0.0874 ng/Kg 0.0874U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.313 ngiKg 0.313U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0581 ng/Kg 0.0581U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0125 ng/Kg 0.0125U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HxCDD 0.0290 ng/Kg 0.0290U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0327 ngiKg 0.0327U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDD 0.0412 ng/Kg 0.0412U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDF 0.0254 ng/Kg 0.0254U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDD 0.0359 ng/Kg 0.0359U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0.0206 ng/Kg 0.0206U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0199 ng/Kg 0.0199U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.0712 ng/Kg 0.0712U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) OCDD 0.866 ng/Kg 0.866U ng/Kg
SL-564-SA5C-SB-9.0-10.0(RES) OCDF 0.0764 ng/Kg 0.0764U ng/Kg
SL-565-SA5C-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDD 0.510 ng/Kg 0.510U ng/Kg
SL-565-SA5C-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.0869 ng/Kg 0.0869U ng/Kg
SL-565-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0360 ng/Kg 0.0360U ng/Kg
SL-565-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0400 ng/Kg 0.0400U ng/Kg
SL-565-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0246 ngiKg 0.0246U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch 1D: PH011
EDD Filename: PHO11_v1.

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank

T T

Sample ID Analysis Date Analyte

=

Result

SR

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Associated

Y

Sample ID

NS

SL-565-SA5C-SB-0.0-0.5(RES)

Analyte

S R R R R S S

1,2,3,7,8-PECDF

Reported
Result

Modified

0.0559 ng/Kg 0.559U ng/Kg
SL-565-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0131 ng/Kg 0.0131U ng/Kg
SL-565-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0472 ng/Kg 0.0472U ng/Kg
SL-565-SA5C-SB-0.0-0.5(RES) OCDF 0.160 ng/Kg 0.160U ng/Kg
SL-565-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.540 ng/Kg 0.540U ng/Kg
SL-565-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0741 ng/Kg 0.0741U ng/Kg
SL-565-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0153 ng/Kg 0.0153U ng/Kg
SL-565-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0198 ng/Kg - 0.0198U ng/Kg

SL-565-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8-HXCDF

0.0301 ng/Kg

0.0301U ng/Kg

SL-565-SA5C-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDD

0.0311 ng/Kg

0.0311U ng/Kg

SL-565-SA5C-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDF

0.0340 ng/Kg -

0.0340U ng/Kg

SL-565-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8,9-HXCDD

0.0481 ng/Kg "« :

0.0481U ng/Kg

SL-565-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8,9-HXCDF

0.0331 ng/Kg- *

. 0.0331U ng/Kg

SL-565-SA5C:SB-4.0-5.0(RES) 1,2,3,7,8-PECDF '0.0388-ng/Kg - - 0.0388U ng/Kg
SL-565-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0263 ng/Kg 0.0263U ng/Kg
SL-565-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0411 ng/Kg 0.0411U ng/Kg
SL-565-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDD 0.0339 na/Kg 0.0339U ng/Kg
SL-565-SA5C-SB-4.0-5.0(RES) OCDF 0.145 ng/Kg 0.145U ng/Kg
SL-565-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.577 ng/Kg 0.577U ng/Kg
SL-565-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0787 ng/Kg 0.0787U ng/Kg
SL-565-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0230 ng/Kg 0.0230U ng/Kg
SL-565-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HxCDD 0.0197 ng/Kg 0.0197U ng/Kg
SL-565-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0226 ng/Kg 0.0226U ng/Kg
SL-565-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDD 0.0495 ng/Kg 0.0495U ng/Kg

SL-565-SA5C-5B-9.0-10.0(RES)

1,2,3,6,7,8-HXCDF

0.0321 ng/Kg

0.0321U ng/Kg

SL-565-SA5C-SB-9.0-10.0(RES)

1,2,3,7,8,9-HXCDD

0.0391 ng/Kg

0.0391U ng/Kg

SL-565-SA5C-SB-9.0-10.0(RES) 1,2,3,7.8,9-HXCDF 0.0140 ng/Kg 0.0140U ng/Kg
SL-565-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0.0299 ng/Kg 0.0299U ng/Kg
SL-565-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0207 ng/Kg 0.0207U ng/Kg
SL-565-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.0623 ng/Kg 0.0623U ng/Kg
SL-565-SA5C-SB-9.0-10.0(RES) 2,3,7,8-TCDD 0.0427 ng/Kg 0.0427U ng/Kg
SL-565-SA5C-SB-9.0-10.0(RES) OCDF 0.150 ng/Kg 0.150U ng/Kg
SL-566-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.731 ng/Kg 0.731U ng/Kg
S1.-566-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0951 ng/Kg 0.0951U ng/Kg
SL-566-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0282 ng/Kg 0.0282U ng/Kg
SL-566-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0270 ng/Kg 0.0270U ng/Kg
SL-566-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0422 ng/Kg 0.0422U ng/Kg
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Lab Reporting Batch ID: PH011
EDD Filename: PHO11_v1.

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID , Analyte Result Final Result
SL—566-SA5C-SB-4.0(RES) 1,2,3,6,7,8-HXCDF 0.0244 ng/Kg T 0.024aU ng/Kg
SL-566-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.0481 ng/Kg 0.0481U ng/Kg
SL-566-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0259 ng/Kg 0.0259U ng/Kg
SL-566-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0259 ng/Kg 0.0259U ng/Kg
SL-566-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0191 ng/Kg 0.0191U ng/Kg
SL-566-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0527 ng/Kg 0.0527U ng/Kg
SL-566-SA5C-SB-4.0-5.0(RES) OCDF 0.196 ng/Kg 0.196U ng/Kg
SL-566-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0903 ng/Kg 0.0903U ng/Kg
SL-566-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDF 0.0966 ng/Kg 0.0966U ng/Kg
SL-566-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.183 ng/Kg *0.183U ng/Kg
SL-566-SA5C-SB-9.0-10.0(RES) 2,3,7,8-TCDD 0.102 ng/Kg © ©10.102U ng/Kg
SL-567-SA5C-5B-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDD .0.380 ng/Kg ‘| - 0is80U ng/Kg
SL-567-SA5C-5B-0.0:0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.0715ng/Kg 1| -+ - 0:0715U ng/Kg
SL-567-SA5C-SB-0.0-0,5(RES) - 1,2,3,4,7,8,9-HPCDF 0.0367 ng/Kg ~ -} : 0:0367U ng/Kg
SL-567-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0419 ng/Kg " | -~ :0.0419U ng/Kg
SL-567-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0832ng/Kg |- 0.0832U ng/Kg
SL-567-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD - 0.0695 ng/Kg ...~ 0.0695U ng/Kg
SL-567-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.0628 ng/Kg - 0.0628U ng/Kg
SL-567-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.0517 ng/Kg 0.0517U ng/Kg
SL-567-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0332 ng/Kg 0.0332U ng/Kg
SL-567-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.140 ng/Kg 0.140U ng/Kg
SL-567-SA5C-SB-0.0-0.5(RES) 2,3,7,8-TCDD 0.0798 ng/Kg 0.0798U ng/Kg
SL-567-SA5C-SB-0.0-0.5(RES) ocDD 1.00 ng/Kg 1.00U ng/Kg
SL-567-SA5C-SB-0.0-0.5(RES) OCDF 0.123 ng/Kg 0.123U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 1,2,3,4,6,7,8-HPCDD 0.333 ng/Kg 0.333U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0577 ng/Kg 0.0577U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0133 ng/Kg 0.0133U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 1,2,3,4,7,8-HxCDD 0.0372 ng/Kg 0.0372U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 1,2,3,4,7,8-HXCDF 0.0483 ng/Kg 0.0483U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 1,2,3,6,7,8-HXCDD 0.0438 ng/Kg 0.0438U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 1,2,3,6,7,8-HXCDF 0.0407 ng/Kg 0.0407U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 1,2,3,7,8,9-HXCDD 0.0581 ng/Kg 0.0581U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 1,2,3,7,8,9-HXCDF 0.0292 ng/Kg 0.0292U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 1,2,3,7,8-PECDF 0.0748 ng/Kg 0.0748U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 2,3,4,6,7,8-HXCDF 0.0225 ng/Kg 0.0225U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) 2,3,4,7,8-PECDF 0.0760 ng/Kg 0.0760U ng/Kg
SL-567-SA5C-SB-3.0-4.0(RES) ocDD 1.04 ng/Kg 1.04U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH011
EDD Filename: PH011_v1.

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

Associated
Samples

= S 2 i ? T S S Ty

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Final Result

Sample ID Analyte - L Result

5C .0-4. DF 0.10 ng/g g/Kg
SL-569-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0866 ng/Kg 0.0866U ng/Kg
SL-569-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.910 ng/Kg 0.910U ng/Kg
SL-569-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0595 ng/Kg 0.0595U ng/Kg
SL-569-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0414 ng/Kg 0.0414U ng/Kg

SL-569-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8-HxCDD

0.0171 ng/Kg

0.0171U ng/Kg

SL-569-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8-HXCDF

0.0194 ng/Kg

0.0194U ng/Kg

SL-569-SA5C-SB-4.0-5.0(RES)

..11.2,3,6,7,8-HXCDD

0.0471 ng/Kg

0.0471U ng/Kg

SL-569-SA5C-5B-4.0-5.0(RES)

1,2,3,6,7,8-HXCDF

0.0312 ng/Kg

0.0312U ng/Kg .

SL-569-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8,9-HXCDD

0.0748 ng/Kg

0.0748U ng/Kg

SL-569-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0405 ng/Kg 0.0405U ng/Kg
SL-569-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0198 ng/Kg -0.0198U ng/Kg
SL-569-SA5C-SB-4.0-5.0(RES) ~ : i+ % :-|2,3,4,6,7,8-HXCDF 0.0269 ng/Kg -0:0269U ng/Kg
SL-569-SA5C-SB-4.0-5.0(RES). -12,3,4,7,8-PECDF 0.0576 ng/Kg - . 0.0576U ng/Kg
SL-569-SA5C-SB-4.0-5.0(RES) - . 2,3,7,8-TCDD 0.0170 ng/Kg ~0:0170U ng/Kg ' -
SL-569-SA5C-SB-4.0-5.0(RES) - - OCDF 0.0904 ng/Kg 0.0904U ng/Kg
SL-615-SA5C-SB-4.0-5.0(RES) . =~ ~ 1,2,3,4,6,7,8-HPCDD 0.861 ng/Kg - 0.861U ng/Kg
SL-615-SA5C-SB-4.0-6.0(RES) 1,2,3,4,6,7,8-HPCDF 0.143 ng/Kg 0.143U ng/Kg

SL-615-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8,9-HPCDF

0.0208 ng/Kg

0.0208U ng/Kg

SL-615-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8-HxCDD

0.0326 ng/Kg

0.0326U ng/Kg

SL-615-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8-HXCDF

0.0418 ng/Kg

0.0418U ng/Kg

SL-615-SA5C-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDD

0.0767 ng/Kg

0.0767U ng/Kg

SL-615-SA5C-SB-4.0-56.0(RES)

1,2,3,6,7,8-HXCDF

0.0266 ng/Kg

0.0266U ng/Kg

SL-615-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8,9-HXCDD

0.0495 ng/Kg

0.0495U ng/Kg

SL-615-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8,9-HXCDF

0.0274 ng/Kg

0.0274U ng/Kg

SL-615-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8-PECDF

0.0420 ng/Kg

0.0420U ng/Kg

SL-615-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0250 ng/Kg 0.0250U ng/Kg
SL-615-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0499 ng/Kg 0.0499U ng/Kg
SL-615-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.239 ng/Kg 0.239U ng/Kg
SL-615-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0295 ng/Kg 0.0295U ng/Kg

SL-615-SA5C-5B-9.0-10.0(RES)

1,2,3,4,7,8-HxCDD

0.0381 ng/Kg

0.0381U ng/Kg

SL-615-SA5C-SB-9.0-10.0(RES)

1,2,3,4,7,8-HXCDF

0.0499 ng/Kg

0.0499U ng/Kg

SL-615-SA5C-SB-9.0-10.0(RES)

1,2,3,6,7,8-HXCDD

0.0916 ng/Kg

0.0916U ng/Kg

SL-615-SA5C-SB-9.0-10.0(RES)

1,2,3,6,7,8-HXCDF

0.0248 ng/Kg

0.0248U ng/Kg

SL-615-SA5C-SB-9.0-10.0(RES)

1,2,3,7,8,9-HXCDD

0.0761 ng/Kg

0.0761U ng/Kg

SL-615-SA5C-SB-9.0-10.0(RES)

1,2,3,7,8,9-HXCDF

0.0214 ng/Kg

0.0214U ng/Kg

SL-615-SA5C-SB-9.0-10.0(RES)

1,2,3,7,8-PECDF

0.0333 ng/Kg

0.0333U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH011 Laboratory: LL
EDD Filename: PHO11_v1. eQAPP Name: CDM_SSFL_120718_Lan

Associated
Sam Ie

Method Blank
Sample ID

Analysis Date Analyte Result

S S R R S

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SisaE R R T A R R RN 8 T B o%S e T
SL-615-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0325 ng/Kg 0.0325U ng/Kg
SL-615-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.0538 ng/Kg 0.0538U ng/Kg
SL-615-SA5C-SB-9.0-10.0(RES) 2,3,7,8-TCDD 0.0262 ng/Kg 0.0262U ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH011 Laboratory: LL
EDD Filename: PH011_v1. eQAPP Name: CDM_SSFL_120718_Lan

AQ

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
FB-060512 1,2,3,4,6,7,8-HPCDD JB 3.14 9.60 PQL pg/L
1,2,3,4,6,7,8-HPCDF JB 0.431 9.60 PQL pg/L
1,2,3,4,7,8,9-HPCDF JB 0.170 9.60 PQL pg/L
1,2,3,4,7,8-HXCDF JBQ 0.295 9.60 PQL pg/L
1,2,3,6,7,8-HXCDD JB 0.218 9.60 PQL pg/L
1,2,3,6,7,8-HXCDF JB 0.189 9.60 PQL pg/L
1,2,3,7,8,9-HXCDD JBa | 0267 9.60 PQL | pgiL
1,2,3,7,8,9-HXCDF JB 0.109 9.60 PQL pg/L J (all detects)
1,2,3,7,8-PECDF JQ 0.142 9.60 PQL pg/L
2,3,4,6,7,8-HXCDF JB 0.115 9.60 PQL pg/L
2,3,4,7,8-PECDF JB 0.408 9.60 PQL pg/L
2,3,7,8-TCDD JBQ 0.357 1.92 PQL pg/L
2,3,7,8-TCDF J 0.208 1.92 PQL pg/L
OoCDD JB 6.82 19.2 PQL pg/L
OCDF JB 0.796 19.2 PQL pg/L

o Lab Reporting| RL
SamplelD Analyte S Qual | Result Limit Type | Units Flag -
SL-539-SA5C-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD . JB 0.789 5.45 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.119 . -545 . PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0212 5.45 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0209 5.45 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0452 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0832 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDF J8 0.0248 5.45 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0913 5.45 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0258 5.45 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.0227 5.45 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0524 5.45 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0342 5.45 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0402 5.45 PQL ng/Kg
2,3,7,8-TCDD JB 0.0254 1.09 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0279 1.09 PQL ng/Kg
OCDD JB 472 10.9 PQL | ng/Kg
OCDF JB 0.206 10.9 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PHO11 Laboratory: LL
EDD Filename: PHO11_v1. eQAPP Name: CDM_SSFL_120718_Lan

SO
Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-539-SA5C-SB-6.07.0 |1,2.3,4,6,7,8-HPCDD JB | 0312 5.66 PQL | ng/Kg
1,2,3.4,6.7,8-HPCDF JB | 00537 5.66 PQL | ng/Kg
1,2.,3.4,7,8,9-HPCDF JBQ | 0.0230 5.66 PQL | ng/Kg
1.2.3,4.7.8-HxCDD JB | 0039 5.66 PQL | ng/Kg
1.2.3.4.7.8-HXCDF JB | 00618 5.66 PQL | ng/Kg
1.2.3.6.7.8-HXCDD JB | 0.0598 5.66 PQL | ng/Kg
1.2.3.6,7,8-HXCDF JB | 00475 5.66 PQL | ng/Kg
1.2.3,7.8.9-HXCDD JB | 0.0835 5.66 PQL | ng/Kg
1.2.3.7.8.9-HXCDF JB | 00482 5.66 PQL | ng/Kg | J (all detects)
1.2.3.7.8-PECDD J | 0.0593 5.66 PQL | ng/Kg
1.2.3.7.8-PECDF JB | 00746 5.66 PQL | ng/Kg
2.3,4.6.7,8-HXCDF JBQ | 00433 5.66 PQL | ng/Kg
2.3,4.7.8-PECDF JB | 0.0849 5.66 PQL | ng/Kg
2.3.7.8-TCDD JBQ | 0.0268 113 PQL | ng/Kg
2.3,7.8-TCDF J | 00149 113 PQL | ng/Kg
oCcDD JB | 0604 113 PQL | ng/Kg
OCDF , : JB | 00788 113 PQL | ng/Kg
SL-561-SA5C-SB-0.0-0.5  |1,2,3,4.6,7,8-HPCDD v JB | 0501 5.60 PQL | ng/Kg
\ . 1.2.3.4,6.7,8-HPCDF : B | 00771 5.60 PQL | ng/Kg
1.2.3.4,7.8,9-HPCDF : JB | 00295 5.60 PQL | ng/Kg
1.2.3.4,7.8-HXCDF JB | 00418 5.60 PQL | ng/Kg
1.2.3.6.7.8-HXCDD JB | 0191 560 | PQL |ng/Kg
12.36.7.8HXCDF - JBQ | 0.0467 5.60 PQL | ng/Kg
12.37.89-HXCDD = . - JB | 0251 5.60 PQL | ng/Kg
1.2.3.7.8.9-HXCDF 5 JB | 0238 5.60 PQL | ng/K
1.2,3.7.8.PECDD ' J | 0.03904 5.60 PQL nS/Kg J (all detects)
12.3.7.8-PECDF JB | 0.039% 5.60 PaL | ng/Kg
2.3,4.6,7,8-HXCDF JB | 00183 5.60 PQL | ng/Kg
2.3.4.7.8-PECDF JBQ | 0.0485 5.60 PQL | ng/Kg
2.3,7.8-TCDD JBQ | 0.0369 1.12 PQL | ng/Kg
2.3,7.8-TCDF J | 00282 112 PQL | ng/Kg
OCDD JB 3.30 112 PQL | ng/Kg
OCDF JB | 0120 112 PQL | ng/Kg
SL-561-SA5C-SB-5.56.5  |1,2.3,4.6,7,8-HPCDD JB | 0309 5.19 PQL | ng/Kg
1.2.3.4,6.7.8-HPCDF JB | 00388 5.19 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF JBa | 00171 5.19 PQL | ng/Kg
1.2.3.4.7.8-HxCDD JBQ | 00148 5.19 PQL | ng/Kg
1.2.3.4.7.8-HXCDF JB | 00370 5.19 PQL | ng/Kg
1.2.3.6.7.8-HXCDD JB | 0.0409 5.19 PQL | ng/Kg
1.2.3.6.7.8-HXCDF JBQ | 00153 5.19 PQL | ng/Kg
1.2.3,7,8.9-HXCDD JB | 0.0408 5.19 PQL | ng/Kg
1.2.3.7.8.9-HXCDF B | 00241 519 PQL |ngiKg | o (8lldetects)
1,2.3.7.8-PECDD J | 00259 5.19 PQL | ng/Kg
1,2.3.7,8-PECDF JBQ | 0.0349 5.19 POL | ng/Kg
2.3,4.6,7,8-HXCDF JBQ | 00268 5.19 PQL | ng/Kg
2.3.4,7.8-PECDF JB | 00404 5.19 PQL | ng/Kg
2.3.7.8-TCDF J | 00128 1.04 PQL | ng/Kg
OCDD B | 0919 10.4 PQL | ng/Kg
OCDF JB | 00760 10.4 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH011 Laboratory: LL
EDD Filename: PHO11_v1. eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting|- RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-564-SA5C-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 0.488 5.66 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0808 5.66 - PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0548 5.66 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0315 5.66 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0469 5.66 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0991 5.66 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0349 5.66 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.127 5.66 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0587 5.66 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.0569 5.66 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0497 5.66 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0249 5.66 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.111 5.66 PQL ng/Kg
2,3,7,8-TCDD JBQ 0.0966 1.13 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0157 1.13 PQL ng/Kg
OoCDD JB 2.96 11.3 PQL ng/Kg
OCDF , JB 0.114 11.3 PaL | ng/Kg
SL-564-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.283 5.45 PQL ng/Kg
. . - 1,2,3,4,6,7,8-HPCDF . JBQ 0.0655 5.45 - PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0292 5.45 PQL ng/Kg
1,2,3,4,7,8-HxCDD - JBQ 0.0149 5.45 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0382 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDD : oL JB 0.0309 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDF =~ - v JBQ 0.0383 5.45 “PQL ng/Kg
1,2,3,7,8,9-HXCDD . JB 0.0549 5.45 PQL ng/Kg _J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0448 5.45 PQL ng/Kg
1,2,3,7,8-PECDD - J 0.0368 5.45 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0189 5.45 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0144 5.45 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0450 5.45 PQL ng/Kg
oCcDD JBQ | 0.588 10.9 PQL | ng/Kg
OCDF JB 0.0874 10.9 PQL | ng/Kg
SL-564-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDD JB 0.313 5.55 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0581 5.55 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0125 5.55 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0290 5.55 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0327 5.55 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0412 5.55 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0254 5.55 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0359 5.55 PQL ng/Kg J (ali detects)
1,2,3,7,8-PECDD JQ 0.0212 5.55 © PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0206 5.55 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0199 5.55 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0712 5.55 PQL ng/Kg
2,3,7,8-TCDF J 0.0212 1.1 PQL ng/Kg
OCDD JB 0.866 11.1 PQL | ng/Kg
OCDF JB 0.0764 11.1 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PHO011 Laboratory: LL
EDD Filename: PH011_v1. €¢QAPP Name: CDM_SSFL_120718_Lan

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-565-SA5C-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 0.510 5.64 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0869 5.64 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0360 5.64 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0400 5.64 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.186 5.64 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0246 5.64 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.283 5.64 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.201 5.64 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.0612 5.64 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0559 5.64 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0131 5.64 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0472 5.64 PQL ng/Kg
2,3,7,8-TCDF J 0.0183 1.13 PQL ng/Kg
OoCcDD JB 2.64 11.3 PQL ng/Kg
OCDF J8 0.160 11.3 PQL ng/Kg
SL-565-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.540 5.24 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0741 5.24 PQL ng/Kg
11,2,3,4,7,8,9-HPCDF JB 0.0153 5.24 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0198 5.24 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ | 0.0301 5.24 PQL | ng/Kg
1,2,3,6,7,8-HXCDD . JBQ 0.0311 5.24 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0340 5.24 PQL ng/Kg
1,2,3,7,8,9-HXCDD B 0.0481 5.24 PQL | ng/Kg .
1,2,3,7,8,9-HXCDF ‘ JB 0.0331 5.24 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JQ 0.0190 - 524 PQL ng/Kg .
1,2,3,7,8-PECDF JBQ 0.0388 5.24 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0263 5.24 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0411 5.24 PQL ng/Kg
2,3,7,8-TCDD JB 0.0339 1.05 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0166 1.056 PQL ng/Kg
OCDD JB 4.10 10.5 PQL ng/Kg
OCDF JB 0.145 10.5 PQL | na/Kg
SL-565-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDD JB 0.577 5.40 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0787 5.40 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0230 5.40 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0197 5.40 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0226 5.40 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0495 5.40 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0321 5.40 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0391 5.40 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.0140 5.40 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JQ 0.0195 5.40 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0299 5.40 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0207 5.40 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0623 5.40 PQL ng/Kg
2,3,7,8-TCDD JB 0.0427 1.08 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0226 1.08 PQL ng/Kg
oCcDD JB 4.26 10.8 PQL | ng/Kg
OCDF JB 0.150 10.8 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PHO11 Laboratory: LL
EDD Filename: PH011_v1. eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-566-SA5C-SB-4.0-50  |1,2,3,4,6,7,8-HPCDD JB 0.731 5.58 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0951 5.58 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB | 0.0282 5.58 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB | 0.0270 5.58 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JBQ | 0.0422 5.58 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB | 0.0244 5.58 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB | 0.0481 5.58 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JBQ | 0.0259 5.58 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD Ja | 0.0253 5.58 PQL | ng/Kg
1,2,3,7,8-PECDF JB | 0.0259 5.58 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB | 00191 5.58 PQL | ng/Kg
2,3,4,7,8-PECDF JB | 00527 5.58 PQL | ng/Kg
2,3,7,8-TCDF J 0.0237 1.12 PQL | ng/Kg
OCDD JB 7.72 11.2 PQL | ng/Kg
OCDF JB 0.196 11.2 PQL | ng/Kg
SL-566-SA5C-SB-9.0-10.0 [1,2,3,4,6,7,8-HPCDD JB 5.09 5.61 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.696 5.61 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0903 |- 5.61 PQL | ng/Kg
1,2,3,47,8-HxCDD JB 0.0866 5.61 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0:154 | - 5.61 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.226 5.61 'PQL | ng/Kg
1,2,3,6,7,8-HXCDF - JB 0.123 |- 5.61 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.205 5.61 PQL | ng/K N
~. |112/3.7.8,9-HXCDF JB | 0.0966 5.61 PQL ng/Kg . Jall detects)
2+ . [1,2,3,7,8-PECDD J 0.219 5.61 PQL | ng/Kg : '
1,2,3,7,8-PECDF JB 0.255 5.61 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB | 0.0963 5.61 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.183 5.61 PQL | ng/Kg
2,3,7,8-TCDD JB 0.102 1.12 PQL | ng/Kg
2,3,7,8-TCDF Ja | o0.0976 1.12 PQL | ng/Kg
OCDF JB 1.44 11.2 PQL | ng/Kg
SL-567-SA5C-SB-0.0-0.5  [1,2,3,4,6,7,8-HPCDD JB 0.380 5.53 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB | 00715 5.53 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB | 0.0367 5.53 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.0419 5.53 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB | 0.0832 5.53 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JBQ | 0.0695 5.53 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB | 0.0841 5.53 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ | 0.0628 5.53 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB | 00517 5.53 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JQ | 0.0848 5.53 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ | 0.126 5.53 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0332 5.53 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.140 5.53 PQL | ng/Kg
2,3,7,8-TCDD JBQ | 0.0798 1.11 PQL | ng/Kg
2,3,7,8-TCDF J 0.0300 1.11 PQL | ng/Kg
oCDD JB 1.00 11.1 PQL | ng/Kg
OCDF JB 0.123 11.1 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch iD: PHO11 Laboratory: LL
EDD Filename: PHO11_v1. eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-567-SA5C-SB-3.0-4.0 |1,2,3.4,6,7,8-HPCDD JB | 0333 5.69 PQL | ng/Kg
1.2.3.4.6.7,8-HPCDF B | 00577 5.69 PQL | ng/Kg
1.2,3.4.7.8,9-HPCDF B | 00133 5.69 PQL | ng/Kg
1,2,3.4,7,8-HXCDD JB | 00372 5.69 PQL | ng/Kg
1,2,3.4,7,8-HXCDF JB | 00483 5.69 PQL | ng/Kg
1,2,3.6,7,8-HXCDD B | 00438 5.69 PQL | ng/Kg
1,2,3.6,7.8-HXCDF JB | 0.0407 5.60 PQL | ng/Kg
1,2,3.7.8,9-HXCDD JB | o0.0581 5.69 PQL | ng/K
1.2,3.7.,8.9-HXCDF JB | 00292 5.69 PQL nS/KS J (all detects)
1.2,3.7.8-PECDD Jo | 0.0672 5.69 PQL | ng/Kg
1,2,3,7.8-PECDF JB | 00748 5.60 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0225 5.60 PQL | ng/Kg
2.3,4.7.8-PECDF JB | 0.0760 5.69 PQL | ng/Kg
2,3,7,8-TCDF J | 00233 1.14 PQL | ng/Kg
OCDD JB 1.04 114 PQL | ng/Kg
OCDF JBQ | 0.109 1.4 PQL | ng/Kg
SL-569-SA5C-SB-0.0-05  |1,2,3,4,6,7,8-HPCDF JB | 0708 5.50 PQL | ng/Kg
1,2,3.4,7.8,9-HPCDF JB | 00866 5.50 PQL | ng/Kg
1.2,3:4,7,8-HxCDD B | 0148 5.50 PQL | ng/Kg
12.3.4,7.8-HXCDF . B | 0187 5.50 PQL | ng/Kg
1,2.3.6.7,8-HXCDD B | 0528 |.. 550 PQL | ng/Kg
1,2.3.6,7,8-HXCDF B | 0195 | ‘550 PQL | ng/Kg
1,2,37,8,9-HXCDD - B | o045 | . 550 PQL | ng/Kg R
1.2.3.7.8,9-HXCDF B | 0282 |- 550 PQL |ng/Kg | J(alldetects) -
1.2.3.7.8-PECDD J 0.265 |. . 5.50 PQL | ng/Kg S
1.2.3.7.8-PECDF B | 0330 5.50 PQL | ng/Kg | SR
2.3,4,6.7,8-HXCDF B | 0138 5.50 PQL | ng/Kg
2.3,4,7,8-PECDF B | 0285 5.50 PQL | ng/Kg
2,3,7,8-TCDD B | 0147 1.10 POL | ng/Kg
2.3,7.8-TCDF J 0.112 1.10 PQL | ng/Kg
OCDF JB 1.01 11.0 PAL | ng/Kg
SL-569-SA5C-SB-4.05.0 |1,2,3,4,6,7,8-HPCDD B | 0910 5.58 PQL | ng/Kg
1.2.3.4,6,7,8-HPCDF JBQ | 0.0595 5.58 PQL | ng/Kg
1.2.,3.4,7,8,9-HPCDF JB | 00414 5.58 PQL | ng/Kg
1.2.3.4,7,8-HXCDD JBQ | 0.0171 5.58 POL | ng/Kg
1.2.3.4,7,8-HXCDF B | 00194 5.58 PQL | ng/Kg
1.2.3.6,7.8-HXCDD B | 00471 5.58 PQL | ng/Kg
1.2.3.6,7,8-HXCDF JBQ | 00312 5.58 PQL | ng/Kg
1.2.3,7.8,9-HXCDD JBQ | 00748 5.58 PQL |ng/Kg | J(all detects)
1.2.3.7.8.9-HXCDF JB | 00405 5.58 PQL | ng/Kg
1.2.3,7.8-PECDF B | 00198 5.58 PQL | ng/Kg
2.3.4,6.7,8-HXCDF JB | 00269 5.58 PQL | ng/Kg
2.3.4.7.8-PECDF JBQ | 0.0576 5.58 PQL | ng/Kg
2,3,7,8-TCDD JB | 00170 112 PQL | ng/Kg
0CDD JB 5.08 112 PQL | ng/Kg
OCDF JBQ | 0.0904 11.2 PQL | ng/Kg

Project Name and Number: 1203-004-009-AL. - SSFL Phase 3
11/30/2012 11:23:30 AM ADR version 1.6.0.185 Page 6 of 7



Reporting Limit Outliers

Lab Reporting Batch 1D: PH011 Laboratory: LL
EDD Filename: PHO11_v1. eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-615-SA5C-SB-4.0-5.0 1.2,3,4,6,7,8-HPCDD JB 0.861 5.60 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.143 5.60 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0208 5.60 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0326 5.60 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0418 5.60 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0767 5.60 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0266 5.60 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0495 5.60 PQL ng/K
1.2.3.7.8,9-HXCDF JBQ | 00274 5.60 PQL | ngikg | f(alldetects)
1,2,3,7,8-PECDD J 0.0285 5.60 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0420 5.60 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0250 5.60 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0499 5.60 PQL ng/Kg
2,3,7,8-TCDF J 0.0226 1.12 PQL ng/Kg
OCDD JB 9.67 11.2 PQL ng/Kg
OCDF JB 0.322 11.2 PQL ng/Kg
SL-615-SA5C-SB-9.0-10.0 (1,2,3,4,6,7,8-HPCDD JB 1.41 5.56 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.239 5.56 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF : JB 0.0295 5.56 PQL ng/Kg
1,2,3,4,7,8-HxCDD - JBQ 0.0381 1 556" PQL ng/Kg
1,2,3,4,7,8-HXCDF ' JB 0.0499 | 556: . PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0916 |: . 5.56 ~ PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0248 -5.56 - 'PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0761 -.5.56. PQL ng/Kg J(all detects) |~
1,2,3,7,8,9-HXCDF JB 0.0214 "~ 5.56 PQL ng/Kg S
1,2,3,7,8-PECDF JB 0.0333 -5.56 - PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0325 |~ 5.56 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0538 5.56 PQL ng/Kg
2,3,7,8-TCDD JB 0.0262 1.1 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0276 1.1 PQL ng/Kg
OCDF JBQ 0.343 11.1 PQL ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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SAMPLE DELIVERY GROUP

PHO12



Attachment |

Sample ID Cross Reference and Data Review Level

28719Cov_SSFL.wpd



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
07-Jun-2012  EB1-060712 6680718 EB METHOD 1613B I\
11-Jun-2012  SL-809-SA5C-SB-4.0-5.0 6684328 FD METHOD 1613B \Y
11-Jun-2012  SL-509-SA5C-SB-9.0-10.0 6684327 N METHOD 1613B v
11-Jun-2012  SL-509-SA5C-SB-4.0-5.0 6684329 N METHOD 1613B v
11-Jun-2012  SL-509-SA5C-SB-4.0-5.0 MS 6684330 MS METHOD 1613B \Y
11-Jun-2012  SL-518-SA5C-SB-4.0-5.0 6684325 N METHOD 1613B v
11-Jun-2012  SL-518-SA5C-SB-9.0-10.0 6684326 N METHOD 1613B v
11-Jun-2012  SL-508-SA5C-SB-4.0-5.0 6684334 N METHOD 1613B v
11-Jun-2012 4 SL-508-SA5C-SB-6.5-7.5 6684335 N METHOD 1613B v
11-Jun-2012  SL-574-SA5C-SB-4.0-5.0 6684332 N METHOD 1613B v
11-Jun-2012  SL-574-SA5C-SB-9.0-10.0 6684333 N METHOD 1613B v
11-Jun-2012  SL-507-SA5C-SB-2.5-3.5 6684336 N METHOD 1613B v
11-Jun-2012  SL-520-SA5C-SB-6.5-7.5 6684337 N METHOD 1613B v
11-Jun-2012  SL-521-SA5C-SB-0.0-0.5 6684338 N METHOD 1613B IV
11-dun-2012  SL-521-SA5C-SB-4.0-5.0 6684339 N METHOD 1613B v
11-Jun-2012 SL-521-SA5C-SB-9.0-10.0 6684340 N METHOD 1613B v

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate

Page 1 of 1



Attachment Il

Overall Data Qualification Summary
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Data Qualifier Summary

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PrepPH012 eQAPP Name: CDM_SSFL._120718_Lan

Matrix:
Sample ID:EB1-060712 Collected: 6/7/2012 3:00:00 PM Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Al — e osult | Qual | DL\ Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 497 ‘ JB 0.253 MDL 10.8 PQL pg/L U
1,2,3,4,6,7,8-HPCDF 0.926 JB 0.114 MDL 10.8 PQL pg/L U B
1,2,3,4,7,8,9-HPCDF 0.208 JB 0.133 | MDL 10.8 PQL pg/L U B
1,2,3,4,7,8-HXCDF 0.367 JBQ 0.120 MDL 10.8 PQL pg/L U B
1,2,3,6,7,8-HXCDD 0.460 JBQ 0.201 MDL 10.8 PQL pg/L U B
1,2,3,6,7,8-HXCDF 0.139 JBQ 0.114 MDL 10.8 PQL pg/L U B
1,2,3,7,8,9-HXCDD 0.256 JB 0.194 | MDL 10.8 PQL pg/L u B
1,2,3,7,8-PECDF 0.333 JQ 0.154 MDL 10.8 PQL pg/L J V4
2,3,4,7,8-PECDF 0.348 JBQ 0.135 MDL 10.8 PQL pg/l U B
2,3,7,8-TCDD 0.874 JB 0.263 MDL 2.16 PQL pa/L U B
OCDD 12.6 JB 0.300 MDL 216 PQL pg/L U B
OCDF 1.06 JBQ 0.239 | MDL 21.6 PQL pg/L U B

Matrix:
Sample ID:SL-507-SA5C-SB-2.5-3.5 Collected: 6/11/2012 1:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1,2,3,4,7,8,9-HPCDF 0.299 JB 0.0247 | MDL 5.08 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 1.19 JB 0.0335| MDL 5.08 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.496 JB 0.0277 | MDL 5.08 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 2.94 JB 0.0373 | MDL 5.08 PQL ng/Kg J V4
1,2,3,6,7,8-HXCDF 0.333 JB 0.0236 | MDL 5.08 PQL ng/Kg J V4
1,2,3,7,8,9-HXCDD 2.83 JB 0.0351 ] MDL 5.08 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.601 JB 0.0295| MDL 5.08 PQL ng/Kg J P4
1,2,3,7,8-PECDD 0.691 J 0.0362 | MDL 5.08 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.226 JB 0.0189 | MDL 5.08 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.679 JB 0.0235| MDL 5.08 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.337 JB 0.0189 | MDL 5.08 PQL ng/Kg J z
2,3,7,8-TCDD 0.0994 J 0.0205 | MDL 1.02 PQL ng/Kg J Z
2,3,7,8-TCDF 0.0943 J 0.0318 | MDL 1.02 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PrepPH012 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-508-SA5C-SB-4.0-5.0 Collected: 6/11/2012 10:50:00  Analysis Type: RES Dilution: 1

Data ,
Lab Lab DL RL Review Reason
Result RL Qual Code

1.05 JB 0.0222 | MDL 5.45 PQL ng/Kg U B

\Analyte
1,2,3,4,6,7,8-HPCDD

1,2,3,4,6,7,8-HPCDF 0.130 JB 0.00944] MDL 5.45 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF 0.0442 JB 0.0175| MDL 5.45 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0803 JB 0.01563| MDL 5.45 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.115 JB 0.0121 | MDL 5.45 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0938 JB 0.0164 | MDL 5.45 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0764 JB 0.0105| MDL 5.45 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.105 JB 0.0161| MDL 5.45 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0910 JB 0.0129 | MDL 5.45 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.153 J 0.0154 | MDL 5.45 PQL ng/Kg J z
1,2,3,7,8-PECDF 0177 . .JB 0.00949| MDL 5.45 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0608 . JB 0.00981| MDL 5.45 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.152 JB 0.00996| MDL 5.45 PQL ng/Kg U B
2,3,7,8-TCDD 0.0395 o d 0.0169 | MDL 1.09 PQL : | ng/Kg: J z
|2,3,7,8-TCDF - 0.0519 J 00141 mMDL | 109 | PQL ‘|‘ng/Kg | J z
OCDF 0.337 JB 0.0256 | MDL 10.9 PQL ng/Kg u B
Sample ID:SL-508-SA5C-SB-6.5-7.5 Collected: 6/11/2012 10:55:00  Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason
,2,3,4,6,7,8-HPCDD . JB 0.0245} MDL 5.33 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF . JB 0.0116 | MDL 5.33 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF X JB 0.0260 | MDL 5.33 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD . JB 0.0213 | MDL 5.33 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF X JB 0.0133| MDL 5.33 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD . JB 0.0222 | MDL 5.33 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF R JBQ 0.0108 | MDL 5.33 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD . JB 0.0208 | MDL 5.33 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF . JB 0.0144 | MDL 5.33 PQL ng/Kg U B
1,2,3,7,8-PECDD R J 0.0192 | MDL 5.33 PQL ng/Kg J z
1,2,3,7,8-PECDF . JB 0.0109 | MDL 5.33 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF X JB 0.0122 | MDL 5.33 PQL ng/Kg U B
2,3,4,7,8-PECDF X JB 0.0114 | MDL 5.33 PQL ng/Kg U B
2,3,7,8-TCDF . J 0.0133 | MDL 1.07 PQL ng/Kg J V4

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PrepPH012 v eQAPP Name: CDM_SSFL_120718_Lan

Matrix: SO

Sample ID:SL-508-SA5C-SB-6.5-7.5 Collected: 6/11/2012 10:55:00  Analysis Type: RES Dilution: 1

Data
Lab Review

Result | Type | RL Qual

Sample ID:SL-509-SA5C-SB-4.0-5.0 Collected: 6/11/2012 8:43:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
nal e ] . Result Qual DL T RL T Units | Qual Code
1,2,3,4,6,7,8-HPCDD 9.53 B 0.0366 | MDL 5.31 PQL ng/Kg J FD
1,2,3,4,6,7,8-HPCDF 1.1 JB 0.0100} MDL 5.31 PQL ng/Kg J Z FD
1,2,3,4,7,8,9-HPCDF 0.0970 JBQ 0.0172} MDL 5.31 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HxCDD 0.147 JB 0.0252 ] MDL 5.31 PQL ng/Kg w B, FD
1,2,3,4,7,8-HXCDF 0.120 JB 0.0202 | MDL 5.31 PQL | ng/Kg UJ B, FD
1,2,3,6,7,8-HXCDD 0.465 JB 0.0279 | MDL 5.31 PQL ng/Kg J Z FD
1,2,3,6,7,8-HXCDF 0.107 JB 0.0187 ] MDL 5.31 PQL ng/Kg uJ B, FD
1,2,3,7,8,9-HXCDD 0.470 JB 0.0261] MDL 5.31 PQL [ ng/Kg [- J Z,FD
1,2,3,7,8,9-HXCDFE 0.173 JB 0.0228{ MDL 5.31 PQL ng/Kg. | J Z,FD
1,2,3,7,8-PECDD 0.113 J 0.0186 | MDL 5.31 PQL ng/lKg | - J Z,FD
1,2,3,7,8-PECDF 0.105 JB 0.0124 | MDL 5.31 PQL ' | ng/Kg ud B, FD
2,3,4,6,7,8-HXCDF 0.0972 JB 0.0181] MDL 5.31 PQL ng/Kg uJ B, FD
2,3,4,7,8-PECDF 0.0967 JB 0.0116 ] MDL 5.31 PQL ng/Kg uJ B, FD
2,3,7,8-TCDD 0.0285 J 0.0184 | MDL 1.06 PQL ng/Kg J Z FD
2,3,7,8-TCDF 0.0210 J 0.0188 | MDL 1.06 PQL ng/Kg J Z FD
OCDD 149 B 0.0265} MDL 10.6 PQL ng/Kg J FD
OCDF ’ 2.60 JB 0.0222§ MDL 10.6 PQL ng/Kg J Z FD
Sample ID:SL-509-SA5C-SB-9.0-10.0 Collected: 6/11/2012 8:38:00 Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte E— |_Result | Qual | DL | Type | RL | T Units | Qual | _ Code
r ,2,3,4,6,7,8-HPCDF . ) ' ng/Kg
1,2,3,4,7,8,9-HPCDF 0.113 JB 0.0183 | MDL 5.29 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.208 JB 0.0229 | MDL 5.29 PQL ng/Kg J VA
1,2,3,4,7,8-HXCDF 0.132 JB 0.0210 | MDL 5.29 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.556 JB 0.0247 | MDL 5.29 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.105 JB 0.0182 | MDL 5.29 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.580 JB 0.0244 | MDL 5.29 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.268 JBQ 0.0224 | MDL 5.29 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.129 J 0.0227 | MDL 5.29 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PrepPH012 eQAPP Name: CDM_SSFL_120718_Lan

Matrix: SO

Sample ID:S1L.-509-SA5C-SB-9.0-10.0 Collected: 6/11/2012 8:38:00 Analysis Type: RES ‘ Dilution: 1

Data
Lab Lab DL RL Review Reason

lAnalyte Result Qual RL Qual

SN Z R i SR R e

1,2,3,7,8-PECDF 0.150 JBQ |0.0131| MDL 5.29 PQL ng/Kg U B

2,3,4,6,7,8-HXCDF 0.138 JB 0.0190 | MDL 5.29 PQL ng/Kg ) B

2,3,4,7,8-PECDF 0.103 JB 0.0127 | MDL 5.29 PQL ng/Kg U B

2,3,7,8-TCDD 0.0308 J 0.0169 | MDL 1.06 PQL ng/Kg J z

2,3,7,8-TCDF 0.0436 J 0.0189 | MDL 1.06 PQL ng/Kg J z

OCDF 3.19 JB 0.0274 | MDL 10.6 PQL ng/Kg J p4

Sample ID:SL-518-SA5C-SB-4.0-5.0 Collected: 6/11/2012 9:24:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason

Result Qual RL Qual Code
1,2,3,4,6,7,8-HPCDD 1.48 JB 0.0192| MDL 542 PQL ng/Kg u
1,2,3,4,6,7,8-HPCDF 0.156 JB 0.00902( MDL 542 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF , _ 0.0532 JBQ | 0.0144| MDL 542 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD. 0.0212 JB 0.0152 | MDL 5.42 PQL ng/Kg U B
1,2,3,4,7,8-HXCDE 0.0373 JBQ |0.0102| MDL | 542 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0864 JBQ |0.0156 | MDL 5.42 PQL ng/Kg'| U B
1,2,3,6,7,8-HXCDF 0.0332 JB 0.00892| MDL 5.42 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.115 JB 0.0158 | MDL 5.42 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0712 JB 0.00950| MDL 5.42 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0296 J 0.0130| MDL 5.42 PQL ng/Kg J 4
1,2,3,7,8-PECDF 0.0303 JB 0.00887] MDL 5.42 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0217 JB 0.00919; MDL 5.42 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0643 JB 0.00872; MDL 5.42 PQL ng/Kg u B
2,3,7,8-TCDD 0.0170 JQ 0.0134{ MDL 1.08 PQL ng/Kg J z
OCDF 0.397 JB 0.0173 | MDL 10.8 PQL ng/Kg u B
Sample ID:SL-518-SA5C-SB-9.0-10.0 Collected: 6/11/12012 9:28:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte . o Result | Qual | DL | Type | RL | Type | Units

1,2,3,4,6,7,8-HPCDF 1.80 JB 0.0160| MDL 5.35 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.161 JB 0.0189 | MDL 5.35 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.431 JB 0.0311 | MDL 5.35 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.171 JB 0.0190 | MDL 5.35 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 1.09 JB 0.0322 | MDL 5.35 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.121 JB 0.0186 | MDL 5.35 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

12/3/2012 10:35:51 AM ADR version 1.6.0.185 Page 4 of 10



Data Qualifier Summary
Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PrepPH012 eQAPP Name: CDM_SSFL_120718_l.an
14

Sample ID:SL-518-SA5C-SB-9.0-10.0 Collected: 6/11/2012 9:28:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
T — ol Result | Qual AN Qual s
1,2,3,7,8,9-HXCDD. » 1.1 ] JB 0.0308 ¢ MDL 5.35 ng/Kg J ‘ Z “
1,2,3,7,8,9-HXCDF 0.346 JB 0.0200 ] MDL 5.35 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.304 J 0.0254 | MDL 5.35 PQL ng/Kg J A
1,2,3,7,8-PECDF 0.124 JB 0.0201} MDL 5.35 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.153 JB 0.0173| MDL 5.35 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.232 JB 0.0178 | MDL 5.35 PQL ng/Kg J 4
2,3,7,8-TCDD 0.0519 JQ 0.0178 | MDL 1.07 PQL ng/Kg J Zz
2,3,7,8-TCDF 0.0635 J 0.0276 | MDL 1.07 PQL ng/Kg J z
OCDF 6.32 JB 0.0230 | MDL 10.7 PQL ng/Kg J 4
Sample ID:SL-520-SA5C-SB-6.5-7.5 Collected: 6/11/2012 2:50:00 Analysis Type: RES Dilution: 1
' ' Data
Lab Lab DL ‘ RL Review Reason

|_Qual DL Code

0.845 JB 0.0274 | MDL- | :5:22 PQL ng/Kg J

z
1,2,3,4,7,8,9-HPCDF L 0.130 JB 0.0275| MDL | ‘522 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD’ 0.0880 JBQ |0.0327| MDL- [ 5.22 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.120 JB 0.0241 | MDL 5.22 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.288 JB 0.0350} MDL 5.22 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0853 JB 0.0213 | MDL 5.22 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.203 JB 0.0319 ] MDL 5.22 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0277 JBQ |0.0223| MDL 5.22 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.101 J 0.0210 | MDL 5.22 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0574 JB 0.0132| MDL 5.22 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.105 JB 0.0209 | MDL 5.22 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.117 JB 0.0123 | MDL 5.22 PQL ng/Kg U B
2,3,7,8-TCDF 0.0448 J 0.0195| MDL 1.04 PQL ng/Kg J z
OCDF 1.88 JB 0.0319 | MDL 10.4 PQL ng/Kg J Z
Sample ID:SL-521-SA5C-SB-0.0-0.5 Collected: 6/11/2012 3:20:00 Analysis Type: RES Dilution: 1

Data

Lab Lab Review

1,2,3,4,6,7,8-HPCDD 2.79 JB

1,2,3,4,6,7,8-HPCDF 0.304 JB 0.0250
1,2,3,4,7,8,9-HPCDF 0.0554 JB 0.0323
1,2,3,4,7,8-HxCDD 0.0614 JBQ 0.0337 ng/Kg

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

12/3/2012 10:35:51 AM ADR version 1.6.0.185 Page 5 of 10



Data Qualifier Summary

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PrepPH012 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-521-SA5C-SB-0.0-0.5 Collected: 6/11/2012 3:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
— S LD 2 L Qual
1,2,3,4,7,8-HXCDF 0.0935 JBQ 0.0225 | MDL 5.79 PQL ' ng/K \ U B
1,2,3,6,7,8-HXCDD 1.10 JB 0.0365| MDL 5.79 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.151 JBQ 0.0212| MDL 5.79 PQL ng/Kg ) B
1,2,3,7,8,9-HXCDD 1.22 JB 0.0337 | MDL 5.79 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 1.34 JB 0.0234 | MDL 5.79 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.170 J 0.0331| MDL 5.79 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.249 JB 0.0243 | MDL 5.79 PQL ng/Kg J VA
2,3,4,6,7,8-HXCDF 0.115 JB 0.0209| MDL 5.79 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.168 JB 0.0211] MDL 5.79 PQL ng/Kg U B
\ 2,3,7,8-TCDD 0.0311 JQ 0.0212} MDL 1.16 PQL ng/Kg J z
2,3,7,8-TCDF 0.0562 J 0.0287 1 MDL 1.16 PQL ng/Kg J Z
OCDF 0.705 JB 0.0573 | MDL 116 | PQL ng/Kg J z
~ Sample ID:SL-621-SA5C-SB-4.0-5.0 Collected: 6/11/2012 3:25:00 Analysis; Type: RES Dilution: 1
- ' Data
, Lab Lab DL RL Review Reason
Analyte S . Result | Qual | DL | Type | RL | Type | Units | Qual | Cod
1,2,3,4,6,7,8-HPCDD Bl 0306 JB 0.0258 | MDL 5.49 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.0855 JB 0.0109| MDL 5.49 PQL ng/Kg B
1,2,3,4,7,8,9-HPCDF 0.0287 JB 0.0149| MDL 5.49 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0251 JB 0.0139| MDL 5.49 PQL ng/Kg ) B
1,2,3,6,7,8-HXCDD 0.0478 JBQ 0.0160 | MDL 5.49 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0319 JBQ 0.0100 | MDL 5.49 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0664 JBQ 0.0155| MDL 5.49 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0286 JBQ 0.0110 | MDL 5.49 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0461 JBQ [0.00972| MDL 5.49 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0272 JBQ [0.00883| MDL 5.49 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0568 JB 0.0101| MDL 5.49 PQL ng/Kg U B
2,3,7,8-TCDD 0.0150 J 0.0150 | MDL 1.10 PQL ng/Kg J z
2,3,7,8-TCDF 0.0207 JQ 0.0104 | MDL 1.10 PQL ng/Kg J Z
OCDD 1.02 JB 0.0329 | MDL 11.0 PQL ng/Kg U B
OCDF 0.107 JB 0.0261{ MDL 11.0 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

12/3/2012 10:35:52 AM ADR version 1.6.0.185 Page 6 of 10



Data Qualifier Summary

Lab Reporting Batch ID: PH012 Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-521-SA5C-SB-9.0-10.0 Collected: 6/11/2012 3:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte R e b TYES | RE et G008
1,2,3,4,6,7,8-HPCDD 0.548 JBQ 0.0244 DL 5.55 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF 0.133 JB 0.0163 | MDL 5.55 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0201 JB 0.0181 | MDL 5.55 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0428 JB 0.0195 | MDL 5.55 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0717 JB 0.0131 | MDL 5.55 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0829 JB 0.0209 | MDL 5.55 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0485 JB 0.0124 | MDL 5.55 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0775 JB 0.0192 | MDL 5.55 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0258 JB 0.0143 | MDL 5.55 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.111 J 0.0226 | MDL 5.55 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.0823 JB 0.0124 ( MDL 5.55 PQL '} ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0422 JBQ 0.0125 | MDL 5.55 PQL ) ng/Kg u B
2,3,4,7,8-PECDF _ 0.100 JB 0.0117 | MDL 5.55 PQL | ng/Kg u B
'12,3,7,8-TCDD 1 0.0333 J 0.0188 | MDL 1.11 PQL "} ng/Kg J Z
12,3,7,8-TCDF N 0.0288 J 0.0137 | MDL 1.11 PQL -} ng/Kg J z
OCDD ' : 2.32 JB 0.0375| MDL 11.1 PQL ng/Kg U B
OCDF 0.136 JB 0.02931 MDL 11.14 PQL ng/Kg u B
Sample ID:SL-574-SA5C-SB-4.0-5.0 Collected: 6/11/2012 11:25:00  Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason
Analyte Qual T
1,2,3,4,6,7,8-HPCDD JB 0.0185| MDL 5.40 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF JB 0.0102 | MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF JB 0.0163{ MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD JB 0.0166 | MDL 5.40 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF JB 0.0141 | MDL 5.40 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD JB 0.0179 ( MDL 5.40 PQOL ng/Kg J z
1,2,3,6,7,8-HXCDF JB 0.0121 | MDL 5.40 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD JB 0.0166 [ MDL 5.40 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF JB 0.0147 | MDL 5.40 PQL ng/Kg J z
1,2,3,7,8-PECDD Jo 0.0159 | MDL 5.40 PQL ng/Kg J z
1,2,3,7,8-PECDF JB 0.0105 | MDL 5.40 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF JB 0.0111 | MDL 5.40 PQL ng/Kg U B
2,3,4,7,8-PECDF JB 0.0104 | MDL 5.40 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Phase 3

12/3/2012 10:35:52 AM ADR version 1.6.0.185 Page 7 of 10



Data Qualifier Summary

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PrepPH012 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-574-SA5C-SB-4.0-5.0 Collected: 6/11/2012 11:25:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Anal te Result Qual \ | T RL Units | Qual Cd
2,3,78—TCDF 0.0292 J 0.01 18| MDL 1.08 ' QL ng/Kg J
OCDF 0.328 JB 0.0191 | MDL 10.8 PQL ng/Kg U B
Sample ID:SL-574-SA5C-SB-9.0-10.0 Collected: 6/11/2012 11:30:00  Analysis Type: RES Dilution: 14
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type| RL Units | Qual | _Code
1,2,3,4,6,7,8-HPCDF » 0.842 JB 0.0127 | MDL 5.53 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.116 JB 0.0143 | MDL 5.53 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.223 JB 0.0285  MDL 5.53 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.250 JB 0.0241 | MDL 5.53 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.399 JB 0.0301 [ MDL 5.53 PQL " | ng/Kg J V4
1,2,3,6,7,8-HXCDF 0.226 JB 0.0222 | MDL 5.53 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.407 JB 0.0274 | MDL 5.53 PQL ng/Kg. | J Z
1,2,3,7,8,9-HXCDF 0.211 ~JB 0.0246 | MDL 5.53 PQL | ng/Kg: J V4
1,2,3,7,8-PECDD 0.302 - J 0.0209 | MDL 5.53 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.430 JB 0.0171 | MDL 5.53 PQL | ng/Kg J V4
2,3,4,6,7,8-HXCDF 0.126 JB 0.0210 | MDL 5.53 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.310 JB 0.0151 | MDL 5.53 PQL ng/Kg J z
2,3,7,8-TCDD 0.0989 J 0.0189 | MDL 1.11 PQL ng/Kg J z
2,3,7,8-TCDF 0.132 J 0.0247 | MDL 1.11 PQL ng/Kg J z
OCDF 227 JB 0.0186 | MDL 11.1 PQL ng/Kg J z
Sample ID:SL-809-SA5C-SB-4.0-5.0 Collected: 6/11/2012 8:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte E— o Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 1.91 ‘ JB 0.0225 | MDL 5.48 PQL ng/Kg J Z,FD
1,2,3,4,6,7,8-HPCDF 0.258 JB 0.00977{ MDL 5.48 PQL ng/Kg uJ B, FD
1,2,3,4,7,8,9-HPCDF 0.0413 JB 0.0181 ] MDL 5.48 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HxCDD 0.0378 JB 0.0168 | MDL 5.48 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HXCDF 0.0378 JB 0.0112 | MDL 5.48 PQL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDD 0.0834 JB 0.0183 | MDL 5.48 PQL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDF 0.0317 JB 0.0100 | MDL 5.48 PQL ng/Kg uJ B, FD
1,2,3,7,8,9-HXCDD 0.107 JBQ 0.0173 | MDL 5.48 PQL ng/Kg uJ B, FD
1,2,3,7,8,9-HXCDF 0.0158 JB 0.0127 | MDL 5.48 PQL ng/Kg uJ B,FD
1,2,3,7,8-PECDD 0.0473 Ja 0.0165 | MDL 5.48 PQOL ng/Kg J Z,FD

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

12/3/2012 10:35:52 AM ADR version 1.6.0.185 Page 8 of 10



Data Qualifier Summary

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PrepPH012 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-809-SA5C-SB-4.0-5.0 Collected: 6/11/2012 8:30:00 Analysis Type: RES Dilution: 1

Data
Lab DL Review Reason

1,2,,8-PECDF o ] 0.342 JB .097 MDL 5.48 PQL g/g uJ ] , FD
2,3,4,6,7,8-HXCDF 0.0460 JB 0.00989| MDL 5.48 PQL ng/Kg uJ B,FD
2,3,4,7,8-PECDF 0.0453 JB 0.00985] MDL 5.48 PQL ng/Kg uJ B, FD
2,3,7,8-TCDD 0.0169 J 0.0143 | MDL 1.10 PQL ng/Kg J Z,FD
2,3,7,8-TCDF 0.0120 U 0.0120 | MDL 1.10 PQL ng/Kg UJ FD

OCcDD 28.3 B 0.0215| MDL 11.0 PQL ng/Kg J FD

OCDF 0.558 JB 0.0228 | MDL 11.0 PQL ng/Kg J Z FD

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

12/3/2012 10:35:52 AM ADR version 1.6.0.185 Page 9 of 10



Data Qualifier Summary
Lab Reporting Batch ID: PH012

Laboratory: LL
EDD Filename: PrepPH012

eQAPP Name: CDM_SSFL_120718_Lan
Reason Code Legend

Reason Code Description

B Method Blank Contamination
FD Field Duplicate Precision

z Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

12/3/2012 10:35:52 AM ADR version 1.6.0.185 Page 10 of 10
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Quality Control

~ Outlier Reports

PHO12



Method Blank Outlier Report

Lab Reporting Batch ID: PH012
EDD Filename: PH012_v1.

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Same ID

T

|BLK1640B370407

Analyte
,2,3,4,6,7,8-HPCDD
1,2,3,4,6,7,8-HPCDF
1,2,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDD
1,2,3,8,7,8-HXCDF
1,2,3,7,8,9-HXCDD
1,2,3,7,8,8-HXCDF
1,2,3,7,8-PECDD
2,3,4,8,7,8-HXCDF
2,3,4,7,8-PECDF
2,3,7,8-TCDD
oCcDD

OCDF

Associated
Result Samples

2.74 pg/L EB1-060712
0.593 pg/L
0.213 pg/L
0.179 pg/L
0.173 pg/L
0.241 pg/L
0.111 pg/L
0.219 pg/L
0.173 pg/L
0.366 pg/L
0.180 pg/L
0.313 pg/L
0.286 pg/L
5.14 pg/L
0.562 pg/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
60712(RES) 1,2,3,4,6,7,8-HPCDD 4.97 pg/L 4.97U pglL
EB1:060712(RES) 1,2,3,4,6,7,8-HPCDF 0.926 pg/L 0.926U pg/L
EB1-060712(RES) 1,2,3,4,7,8,9-HPCDF * 0.208 pgiL 0.208U pg/L
EB1-060712(RES) 1,2,3,4,7,8-HXCDF 0.367 pg/L 0.367U pg/L
EB1-060712(RES) 1,2,3,6,7,8-HXCDD 0.460 pg/L 0.460U pgiL
EB1-060712(RES) 1,2,3,6,7,8-HXCDF 0.139 pg/L 0.139U pgiL
EB1-060712(RES) 1.2,3,7,8,9-HXCDD * 0,256 pgiL 0.256U pg/L
EB1-060712(RES) 2,3,4,7,8-PECDF 0.348 pg/L 0.348U pg/L
EB1-060712(RES) 2,3,7,8-TCDD 0.874 pg/L 0.874U pgiL
EB1-060712(RES) OCDD 12.6 pg/L 12.6U pg/L.
EB1-060712(RES) OCDF 1.06 pg/L 1.06U pg/L

Method Blank
Sample ID

BLK1660B370022

Analysis Date  |Analyte

e TR
1,2,3,4,6,7,8-HPCDD
1,2,3,4,6,7,8-HPCDF
1,2,3.4,7,8,9-HPCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDD
1,2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDD
1,2,3,7,8,9-HXCDF
1,2,3,7,8-PECDF
2,3.4,6,7,8-HXCDF
2,3,4,7,8-PECDF
oCDD

SR R S

6/16/2012 12:22:00 AM

T =

OCDF

0.307 ng/Kg SL-507-SA5C-SB-2.5-3.5

Associated
Result Samples

0.0644 ng/Kg SL-508-SA5C-SB-4.0-5.0
0.0333 ng/Kg SL-508-SA5C-SB-6.5-7.5
0.0295 ng/Kg SL-509-SA5C-SB-4.0-5.0
0.0335 ng/Kg SL-509-SA5C-SB-9.0-10.0
0.0240 ng/Kg SL-518-SA5C-SB8-4.0-5.0
0.0351 ng/Kg SL-518-SA5C-SB-9.0-10.0
0.0505 ng/Kg SL-520-SA5C-SB-6.5-7.5
0.0230 ng/Kg SL-521-SA5C-SB-0.0-0.5
0.0491 ng/Kg SL-521-SA5C-SB-4.0-5.0
0.0507 ng/Kg SL-521-SA5C-SB-9.0-10.0
0.0364 ng/Kg SL-574-SA5C-SB-4.0-5.0
0.484 ng/Kg SL-574-SA5C-SB-9.0-10.0
0.0805 ng/Kg SL-809-SA5C-SB-4.0-5.0

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
ADR version 1.6.0.185

11/30/2012 11:24:40 AM

Page 1 of 5



Method Blank Outlier Report

Lab Reporting Batch ID: PH012
EDD Filename: PH012_v1.

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID Analyte Result Final Result
SL-507-SA5C-SB-2.5-3.5(RES) 1,2,3,7,8-PECDF 0.226U ng/Kg
SL-508-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 1.05 ng/Kg 1.05U ng/Kg
SL-508-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.130 ng/Kg 0.130U ng/Kg
SL-508-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0442 ng/Kg 0.0442U ng/Kg
SL-508-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0803 ng/Kg 0.0803U ng/Kg
5L-508-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.115 ng/Kg 0.115Y ng/Kg
SL-508-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0938 ng/Kg 0.0938U ng/Kg
SL-508-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0764 ng/Kg 0.0764U ng/Kg
SL-508-SASC-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.105 ng/Kg 0.105U ng/Kg
SL-508-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0910 ng/Kg 0.0910U ng/Kg
SL-508-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.177 ng/Kg " 077U ng/Kg
SL-508-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0608 ng/Kg :0.0608U ng/Kg
SL-508-SA5C-5B-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.152 ng/Kg~ - ©+0:152U ng/Kg
SL-508-SA5C-SB-4.0-5.0(RES) OCDF 0.337 ng/Kg' * 0:337U ng/Kg
SL-508-SA5C-SB-6:5-7.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0743 Ag/Kg 0.0743U ng/Kg
SL-508-SA5C-SB-6.5-7.5(RES) 1,2,3,4,7,8-HxCDD 0.102ng/Kg " - 0.102U ng/Kg
SL-508-SA5C-SB-6.5-7.5(RES) 1,2,3,4,7,8-HXCDF 0.0617 ng/Kg - 0.0617U ng/Kg
SL-508-SA5C-SB-6.5-7.5(RES) 1,2,3,6,7,8-HXCDF 0.0507 ng/Kg 0.0507U ng/Kg
SL-508-SA5C-SB-6.5-7.5(RES) 1,2,3,7,8,9-HXCDD 0.164 ng/Kg 0.164U ng/Kg
SL-508-SA5C-SB-6.5-7.5(RES) 1,2,3,7,8,9-HXCDF 0.0794 ng/Kg 0.0794U ng/Kg
SL-508-SA5C-SB-6.5-7.5(RES) 1,2,3,7,8-PECDF 0.109 ng/Kg 0.109U ng/Kg
SL-508-SA5C-SB-6.5-7.5(RES) 2,3,4,6,7,8-HXCDF 0.0628 ng/Kg 0.0628U ng/Kg
SL-508-SA5C-SB-6.5-7.5(RES) 2,3,4,7,8-PECDF 0.0844 ng/Kg 0.0844U ng/Kg
SL-509-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0970 ng/Kg 0.0970U ng/Kg
SL-509-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.147 ng/Kg 0.147U ng/Kg
SL-509-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.120 ng/Kg 0.120U ng/Kg
SL-509-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.107 ng/Kg 0.107U ng/Kg
SL-509-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.105 ng/Kg 0.105U ng/Kg
SL-509-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0972 ng/Kg 0.0972U ng/Kg
SL-509-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0967 ng/Kg 0.0967U ng/Kg
SL-509-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.113 ng/Kg 0.113U ng/Kg
SL-509-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.132 ng/Kg 0.132U ng/Kg
SL-509-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDF 0.105 ng/Kg 0.105U ng/Kg
SL-509-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0.150 ng/Kg 0.150U ng/Kg
SL-509-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.138 ng/Kg 0.138U ng/Kg
SL-509-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.103 ng/Kg 0.103U ng/Kg
SL-518-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 1.48 ng/Kg 1.48U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH012
EDD Filename: PH012_v1.

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

Associated
___Samples

Result

= T s S = S 7 T T A

contamination reported in this blank

The following samples and their listed target analytes were qualified due to

Sale ID

SRR

SL-518-SA5C-SB-4.0-5.0(RES)

Analyte
1,2,3,4,6,7,8-HPCD

Reported
Result

Modified
Final Result

O.156U ng/Kg

O A S SO

0.156 ng/Kg

SL-518-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8,9-HPCDF

0.0532 ng/Kg

0.0532U ng/Kg

SL-518-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0212 ng/Kg 0.0212U ng/Kg
SL-518-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0373 ng/Kg 0.0373U ng/Kg
SL-518-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0864 ng/Kg 0.0864U ng/Kg
SL-518-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0332 ng/Kg 0.0332U ng/Kg
SL-518-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.115 ng/Kg 0.115U ng/Kg
SL-518-SA5C-SB-4.0-5.0(RES) . 1,2,3,7,8,9-HXCDF 0.0712 ng/Kg - 0.0712U ng/Kg
SL-518-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0303 ng/Kg 0.0303U ng/Kg

SL-518-SA5C-SB-4.0-5.0(RES)

2,3,4,6,7,8-HXCDF

0.0217 ng/Kg

0.0217U ng/Kg

SL-518-SA5C-SB-4.0-5.0(RES)

2,3,4,7,8-PECDF

0.0643 ng/Kg

0.0643U ng/Kg

SL-518-SA5C-SB-4.0-5.0(RES) OCDF 0.397 ng/Kg - “ 0.397U ng/Kg
SL-518-SA5C-SB-9.0-10.0(RES) - 1,2,3,4,7,8 9-HPCDF 0.161 ng/Kg - 70161U ng/Kg
SL-518-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDF 0.121 ng/Kg : - . .0.121U ng/Kg
SL-518-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0124 ng/Kg |+ ¢ :0.124U ng/Kg
SL-518-SA5C-5B-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.153 ng/Kg - 0:153U ng/Kg
SL-520-SA5C-SB-6.5-7.5(RES) 1,2,3,4,7,8,9-HPCDF 0.130 ng/Kg -0.130U ng/Kg
SL-520-SA5C-SB-6.5-7.5(RES) 1,2,3,4,7,8-HxCDD 0.0880 ng/Kg . 0.0880U ng/Kg
SL-520-SA5C-SB-6.5-7.5(RES) 1,2,3,4,7,8-HXCDF 0.120 ng/Kg 0.120U ng/Kg
SL-520-SA5C-SB-6.5-7.5(RES) 1,2,3,6,7,8-HXCDF 0.0853 ng/Kg 0.0853U ng/Kg
SL-520-SA5C-SB-6.5-7.5(RES) 1,2,3,7,8,9-HXCDD 0.203 ng/Kg 0.203U ng/Kg

SL-520-SA5C-SB-6.5-7.5(RES)

1,2,3,7,8,9-HXCDF

0.0277 ng/Kg

0.0277U ng/Kg

SL-520-SA5C-SB-6.5-7.5(RES)

1,2,3,7,8-PECDF

0.0574 ng/Kg

0.0574U ng/Kg

SL-520-SA5C-SB-6.5-7.5(RES) 2,3,4,6,7,8-HXCDF 0.105 ng/Kg 0.105U ng/Kg
SL-520-SA5C-SB-6.5-7.5(RES) 2,3,4,7,8-PECDF 0.117 ng/Kg 0.117U ng/Kg
SL-521-SA5C-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.304 ng/Kg 0.304U ng/Kg
SL-521-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0554 ng/Kg 0.0554U ng/Kg

SL-521-SA5C-SB-0.0-0.5(RES)

1,2,3,4,7,8-HxCDD

0.0614 ng/Kg

0.0614U ng/Kg

SL-521-SA5C-SB-0.0-0.5(RES)

1,2,3,4,7,8-HXCDF

0.0935 ng/Kg

0.0935U ng/Kg

SL-521-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.151 ng/Kg 0.151U ng/Kg
SL-521-SA5C-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.115 ng/Kg 0.115U ng/Kg
SL-521-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.168 ng/Kg 0.168U ng/Kg
SL-521-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.306 ng/Kg 0.306U ng/Kg
SL-521-SA5C-SB-4.0-5.0(RES) 1,2,3,4,8,7,8-HPCDF 0.0855 ng/Kg 0.0855U ng/Kg
SL-521-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0287 ng/Kg 0.0287U ng/Kg

SL-521-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8-HXCDF

0.0251 ng/Kg

0.0251U ng/Kg

SL-521-SA5C-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDD

0.0478 ng/Kg

0.0478U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH012
EDD Filename: PH012_v1.

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Associated
Samples
Reported Modified
Sample ID Analyte Result Final Result
SL-521-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0319 ng/Kg 0.0318U ng/Kg
SL-521-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.0664 ng/Kg 0.0664U ng/Kg
SL-521-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0286 ng/Kg 0.0286U ng/Kg
SL-521-SASC-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0461 ng/Kg 0.0461U ng/Kg
SL-521-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0272 ng/Kg 0.0272U ng/Kg
SL-521-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0568 ng/Kg 0.0568U ng/Kg
SL-521-SA5C-SB-4.0-5.0(RES) oCcDD 1.02 ng/Kg 1.02U ng/Kg
SL-521-SA5C-SB-4.0-5.0(RES) 'OCDF 0.107 ng/Kg 0.107U ng/Kg
SL-521-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.548 ng/Kg 0.548U ng/Kg
SL-521-SA5C-SB-9.0-10.0(RES) . 11,2,3,4,6,7,8-HPCDF 0.133 ng/Kg 0.133U ng/Kg
SL-521-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0201 ng/Kg ' 0.0201U ng/Kg
SL-521-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HxCDD 0.0428 ng/Kg :0.0428U ng/Kg
SL-521-SA5C-SB-9.0-10.0(RES) = =i, 1,2,3,4,7,8-HXCDF 0.0717ng/Kg |- 0.0717U ng/Kg
SL-521-SA5C-SB-9.0-10.0(RES) .- 1,2,3,6,7,8-HXCDD 0.0829ng/Kg | - - 0:0829U ng/Kg " -
SL-521-SA5C-SB-9.0-10.0(RES) - i %7 1,2,3,6,7,8-HXCDF 0.0485ng/Kg |- 0.0485Ung/Kg" -
SL-521-SA5C-SB-9.0-10.0(RES) - - -+~ ! - [1,2,3,7,8,9-HXCDD 0.0775ng/Kg | - 0.0775U ng/Kg
SL-521-8A5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDF 0.0258 ng/Kg - 0.0258U ng/Kg
SL-521-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0.0823 ng/Kg 0.0823U ng/Kg
SL-521-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0422 ng/Kg 0.0422U ng/Kg
SL-521-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.100 ng/Kg 0.100U ng/Kg
SL-521-SA5C-SB-9.0-10.0(RES) 0OCDD 2.32 ng/Kg 2.32U ng/Kg
SL-521-SA5C-SB-9.0-10.0(RES) OCDF 0.136 ng/Kg 0.136U ng/Kg
SL-574-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 1.03 ng/Kg 1.03U ng/Kg
SL-574-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.170 ng/Kg 0.170U ng/Kg
SL-574-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0535 ng/Kg 0.0535U ng/Kg
SL-574-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0534 ng/Kg 0.0534U ng/Kg
SL-574-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.103 ng/Kg 0.103U ng/Kg
SL-574-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0785 ng/Kg 0.0785U ng/Kg
SL-574-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.152 ng/Kg 0.152U ng/Kg
SL-574-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0682 ng/Kg 0.0682U ng/Kg
SL-574-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.112 ng/Kg 0.112U ng/Kg
SL-574-SA5C-SB-4.0-5.0(RES) OCDF 0.328 ng/Kg 0.328U ng/Kg
SL-574-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.116 ng/Kg 0.116U ng/Kg
SL-574-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.126 ng/Kg 0.126U ng/Kg
SL-809-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.258 ng/Kg 0.258U ng/Kg
SL-809-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0413 ng/Kg 0.0413U ng/Kg
SL-809-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0378 ng/Kg 0.0378U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PH012_v1. eQAPP Name: CDM_SSFL_120718_Lan

Associated
Analysis Date Analyte Result Samples

Method Blank
'Sample 1D

e = =

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Result Final Result
0.0378 ng/Kg 0.0378U ng/Kg
SL-809-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0834 ng/Kg 0.0834U ng/Kg
SL-809-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0317 ng/Kg 0.0317U ng/Kg
SL-809-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.107 ng/Kg 0.107U ng/Kg
SL-809-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0158 ng/Kg 0.0158U ng/Kg
SL-809-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0342 ng/Kg 0.0342U ng/Kg
SL-809-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0460 ng/Kg 0.0460U ng/Kg
SL-809-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0453 ng/Kg 0.0453U ng/Kg
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Field Duplicate RPD Report

L.ab Reporting Batch ID: PH012 Laboratory: LL
eQAPP Name: CDM_SSFL_120718_L.

Concentration (%)
SL-509-SA5C-SB-4.0- | SL-809-SA5C-SB-4.0-

No Qualifiers Applied

Concentration (ng/Kg)

SL-509-SA5C-SB-4.0- | SL-809-SA5C-SB-4.0- | Sample | eQAPP
12,3,4,6,7,8-HPCDD 9.53 1.91 50.00
1.2.3,4,6,7,8-HPCDF 111 0.258 50.00
1.2,3,4,7,8.9-HPCDF 0.0970 0.0413 50.00
1.2,3,4,7,8-HxCDD 0.147 0.0378 50.00
12.3:4,7.8-HXCDF 0.120 0.0378 50.00
12.3.6,7,8-HXCDD 0.465 0.0834 50.00
12.3.6,7,8-HXCDF 0.107 0.0317 50.00
123,7,8,9-HXCDD 0.470 0.107 50.00
1:2,3,7,8,9-HXCDF 0.173 0.0158 50.00 | | e )
12:3.7,8'PECDD 0.113 0.0473 50.00
1,2:3.7.8-PECDF 0.105 0.0342 50.00
23,4,6,7,8-HXCDF 0.0972 0.0460 50.00
2.3,4,7,8-PECDF 0.0967 0.0453 50.00
2,3,7.8°TCDD 0.0285 0.0169 50.00
2,3,7,8-TCDF 0.0210 1.10U 50.00
OCDD 149 28.3 50.00
OCDF 2.60 0.558 50.00
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Reporting Limit Outliers

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PH012_v1. eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting! RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB1-060712 1,2,3,4,6,7,8-HPCDD JB 4.97 10.8 PQL pg/L
1,2,3,4,6,7,8-HPCDF JB 0.926 10.8 PQL pg/L
1,2,3,4,7,8,9-HPCDF JB 0.208 10.8 PQL pg/L
1,2,3,4,7,8-HXCDF JBQ 0.367 10.8 PQL pg/L
1,2,3,6,7,8-HXCDD JBQ 0.460 10.8 PQL pg/L
1,2,3,6,7,8-HXCDF JBQ 0.139 10.8 PQL pg/L
12.3.7.8.9-HXCDD B | 0256 10.8 PQL | pg/L J (all detects)
1,2,3,7,8-PECDF JQ 0.333 10.8 PQL pg/L
2,3,4,7,8-PECDF JBQ 0.348 10.8 PQL pg/L
2,3,7,8-TCDD JB 0.874 2.16 PQL pg/L
OCDD JB 12.6 21.6 PQL pg/L
OCDF JBQ 1.06 21.6 PQL | pglL

SO
‘ Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-507-SA5C-SB-2.5-3.5 1,2,3,4,7,8,9-HPCDF JB 0.299 5.08 PQL ng/Kg
1,23,478HxCDD JB 1.19 5.08 PQL | ng/Kg :
1,2,3,4,7,8-HXCDF ! JB 0.496 5.08 PQL ng/Kg N
1,2,3,6,7,8-HXCDD i JB 2.94 5.08 PQL ng/Kg N PN
1,2,3,6,7,8-HXCDF JB 0.333 | 5.08 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 2.83 ~ 5.08 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.601 5.08 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.691 5.08 PQL ng/Kg :
1,2,3,7,8-PECDF JB 0.226 5.08 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.679 5.08 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.337 5.08 PQL ng/Kg
2,3,7,8-TCDD J 0.0994 1.02 PQL ng/Kg
2,3,7,8-TCDF J 0.0943 1.02 PQL ng/Kg
SL-508-SA5C-SB-4.0-5.0  |1,2,3,4,6,7,8-HPCDD JB 1.05 5.45 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.130 5.45 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0442 5.45 PQL ng/Kg
1.2,3,4,7,8-HxCDD JB 0.0803 5.45 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.115 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0938 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0764 5.45 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.105 5.45 PQL ng/Kg
1.2.37.8,9-HXCDF B | 00910 5.45 PQL | ngiKg | (@l detects)
1,2,3,7,8-PECDD J 0.153 5.45 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.177 545 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0608 5.45 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.152 5.45 PQL ng/Kg
2,3,7,8-TCDD J 0.0395 1.09 PQL ng/Kg
2,3,7,8-TCDF J 0.0519 1.09 PQL ng/Kg
OCDF JB 0.337 10.9 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PH012_v1. eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-508-SA5C-SB-6.5-7.5 1,2,3,4,6,7,8-HPCDD JB 3.45 5.33 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.323 5.33 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0743 5.33 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.102 5.33 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0617 5.33 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.164 5.33 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0507 5.33 PQL ng/Kg

1,2,3,7,8,9-HXCDD JB 0.164 5.33 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.0794 5.33 PQL ng/Kg
1,2,3,7,8-PECDD J 0.0977 5.33 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.109 5.33 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0628 5.33 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0844 5.33 PQL ng/Kg
2,3,7,8-TCDF J 0.0301 1.07 PQL | ng/Kg
OCDF JB 0.916 10.7 PQL | ng/Kg
SL-509-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDF JB 1.11 5.31 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0970 5.31 PQL ng/Kg
: 1,2,3,4,7,8-HxCDD JB 0.147 531 - PQL ng/Kg
- : 1,2,3,4,7,8-HXCDF JB 0.120 5.31 PQL ng/Kg
1,2,3,6,7,8-HXCDD o : JB 0.465 5.31 PQL ng/Kg
1,2,3,6,7,8-HXCDF =~ . =~ . JB 0.107 531 | PQL ng/Kg
1,2,3,7,8,9-HXCDD » JB 0.470 5.31 PQL ng/Kg

1,2,3,7,8,9-HXCDF -~ ' JB 0.173 5.31 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD - : J 0.113 5.31 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.105 531 | PQL ng/Kg
2,3,4,6,7,8-HXCDF o . JB 0.0972 5.31 PQL ng/Kg
2,3,4,7,8-PECDF ’ JB 0.0967 5.31 PQL ng/Kg
2,3,7,8-TCDD J 0.0285 1.06 PQL ng/Kg
2,3,7,8-TCDF J 0.0210 1.06 PQL ng/Kg
OCDF JB 2.60 10.6 PQL ng/Kg
SL-509-SA5C-SB-9.0-10.0 (1,2,3,4,6,7,8-HPCDF JB 1.37 5.29 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.113 5.29 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.208 5.29 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.132 5.29 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.556 5.29 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.105 5.29 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.580 5.29 PQL ng/Kg

1,2,3,7,8,9-HXCDF JBQ 0.268 5.29 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.129 5.29 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.150 5.29 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.138 5.29 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.103 5.29 PQL ng/Kg
2,3,7,8-TCDD J 0.0308 1.06 PQL ng/Kg
2,3,7,8-TCDF J 0.0436 1.06 PQL ng/Kg
OCDF JB 3.19 10.6 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH012 Laboratofy: LL
EDD Filename: PH012_v1. eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-518-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 1.48 5.42 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.156 5.42 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0532 5.42 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0212 5.42 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0373 5.42 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0864 5.42 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0332 5.42 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.115 5.42 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.0712 5.42 PQL ng/Kg
1,2,3,7,8-PECDD J 0.0296 5.42 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0303 5.42 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0217 5.42 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0643 542 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0170 1.08 PQL ng/Kg
OCDF JB | 0.397 10.8 PQL | ng/Kg
SL-518-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDF JB 1.80 5.35 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.161 5.35 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.431 5.35 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.171 5.35 PQL ng/Kg
1,2,3,6,7,8-HXCDD i JB 1.09 5.35 PQL ng/Kg
1,2,3,6,7,8-HXCDF ) : JB 0.121 535 PQL ng/Kg
1,2,3,7,8,9-HXCDD : : JB 1.12 5.35 PQL ng/Kg
i 1,2,3,7,8,9-HXCDF i . JB 0.346 5.35 PQL ng/Kg J (all detects)
: 1,2,3,7,8-PECDD : o : J 0.304 5.35 PQL ng/Kg
1,2,3,7,8-PECDF ‘ JB 0.124 5.35 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.153 5.35 PQL ng/Kg
2,3,4,7,8-PECDF ‘ JB 0.232 5.35 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0519 1.07 PQL ng/Kg
2,3,7,8-TCDF J 0.0635 1.07 PQL | ng/Kg
OCDF JB 6.32 10.7 PQL | ng/Kg
SL-520-SA5C-SB-6.5-7.5 1,2,3,4,6,7,8-HPCDF JB 0.845 5.22 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.130 5.22 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.0880 5.22 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.120 5.22 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.288 5.22 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0853 5.22 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.203 5.22 PQL ng/Kg
1.2.3.7.8,9-HXCDF JBQ | 00277 5.22 PQL |ng/Kg | J (@lidetects)
1,2,3,7,8-PECDD J 0.101 5.22 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0574 5.22 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.105 5.22 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.117 5.22 PQL ng/Kg
2,3,7,8-TCDF J 0.0448 1.04 PQL ng/Kg
OCDF JB 1.88 10.4 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PH012_v1. eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting, RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-521-SA5C-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 2.79 5.79 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.304 5.79 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0554 5.79 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0614 5.79 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0935 5.79 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.10 - 579 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.151 5.79 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.22 5.79 PQL ng/Ki
1,2.3.7.8.9-HXCDF JB 1.34 5.79 PQL | ngikg | (el detects)
1,2,3,7,8-PECDD J 0.170 5.79 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.249 5.79 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.115 5.79 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.168 5.79 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0311 1.16 PQL ng/Kg
2,3,7,8-TCDF J 0.0562 1.16 PQL | ng/Kg
OCDF JB 0.705 11.6 PQL ng/Kg
SL-521-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.306 5.49 PQL ng/Kg
. 1,2,3,4,6,7,8-HPCDF JB 0.0855 5.49 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0287 5.49 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0251 5.49 PQL ng/Kg
1,2,3,6,7,8-HXCDD | JBQ 0.0478 5.49 PQL ng/Kg
1,2,3,6,7,8-HXCDF : JBQ 0.0319 5.49 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0664 5.49 PQL ng/Kg
1,2,3,7,8,9-HXCDF . JBQ 0.0286 5.49 PQL ng/Kg -J (all detects)
Do 1,2,3,7,8-PECDF JBQ 0.0461 5.49 PQL ng/Kg
. 2,3,4,6,7,8-HXCDF JBQ 0.0272 5.49 PQL ng/Kg
2,3,4,7,8-PECDF "~ JB 0.0568 . 549 PQL ng/Kg
2,3,7,8-TCDD J 0.0150 1.10 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0207 1.10 PQL ng/Kg
OCDD JB 1.02 11.0 PQL ng/Kg
OCDF JB 0.107 11.0 PQL ng/Kg
SL-521-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDD JBQ 0.548 5.55 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.133 5.55 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0201 5.55 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0428 5.55 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0717 5.55 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0829 5.55 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0485 5.55 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0775 5.55 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0258 5.55 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.111 5.55 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0823 5.55 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0422 5.55 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.100 5.55 PQL | ng/Kg
2,3,7,8-TCDD J 0.0333 1.11 PQL | ng/Kg
2,3,7,8-TCDF J 0.0288 1.1 PQL ng/Kg
OCDD JB 2.32 11.1 PQL ng/Kg
OCDF JB 0.136 1.1 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH012 Laboratory: LL
EDD Filename: PH012_v1. eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-574-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 1.03 5.40 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.170 5.40 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0535 5.40 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0534 5.40 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.103 5.40 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.220 5.40 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0785 5.40 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.291 5.40 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.283 5.40 PQL ng/Kg
1,2,3,7,8-PECDD Ja 0.121 5.40 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.152 5.40 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0682 5.40 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.112 5.40 PQL ng/Kg
2,3,7,8-TCDF J 0.0292 1.08 PQL ng/Kg
OCDF JB 0.328 ~10.8 PQL ng/Kg
SL-574-SA5C-SB-9.0-10.0 (1,2,3,4,6,7,8-HPCDF JB 0.842 5.53 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.116 5.53 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.223 ...5.53 PQL ng/Kg
1,2,3,4,7,8-HXCDF : JB 0.250 5.53 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.399 - 5.53 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.226 . 5.53 - PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.407° - 5.53 PQL ng/Kg .
1,2,3,7,8,9-HXCDF - JB 0:211: © 553 PQL ng/Kg -J (all detects)
1,2,3,7,8-PECDD J 0.302 -.5.53 PQL ng/Kg .
1,2,3,7,8-PECDF JB 0.430 5.53 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.126 . 553 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.310 5.53 PQL ng/Kg
2,3,7,8-TCDD J 0.0989 1.11 PQL ng/Kg
2,3,7,8-TCDF J 0.132 1.11 PQL ng/Kg
OCDF JB 2.27 1.1 PQL | ng/Kg
SL-809-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 1.91 5.48 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.258 5.48 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0413 5.48 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0378 5.48 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0378 5.48 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0834 5.48 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0317 5.48 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.107 5.48 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.0158 5.48 PQL ng/Kg
1,2,3,7,8-PECDD JQ 0.0473 5.48 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0342 5.48 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0460 5.48 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0453 5.48 PQL ng/Kg
2,3,7,8-TCDD J 0.0169 1.10 PQL ng/Kg
OCDF JB 0.558 11.0 PQL ng/Kg
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LDC Report# 28719D21

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: June 11, 2012

LDC Report Date: November 19, 2012

Matrix: Soil/Water

Parameters: Dioxins/Dibenzofurans
Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH012
Sample Identification

EB1-060712
SL-518-SA5C-SB-4.0-5.0
SL-518-SA5C-SB-9.0-10.0
SL-509-SA5C-SB-9.0-10.0
SL-809-SA5C-SB-4.0-5.0
SL-509-SA5C-SB-4.0-5.0
SL-574-SA5C-SB-4.0-5.0
SL-574-SA5C-SB-9.0-10.0
SL-508-SA5C-SB-4.0-5.0
SL-508-SA5C-SB-6.5-7.5
SL-507-SA5C-SB-2.5-3.5
SL-520-SA5C-SB-6.5-7.5
SL-521-SA5C-SB-0.0-0.5
SL-521-SA5C-SB-4.0-5.0
SL-521-SA5C-SB-9.0-10.0
SL-509-SA5C-SB-4.0-56.0MS
SL-509-SA5C-SB-4.0-5.0MSD
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Introduction
This data review covers 18 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA Method
1613B for Polychiorinated Dioxins/Dibenzofurans.
This review follows the Quality Assurance Project Plan for Santa Susana Field Laboratory
(SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March 2009, Revision
4) and the USEPA Contract Laboratory Program National Functional Guidelines for
Polychlorinated Dioxins/Dibenzofurans Data Review (September 2005).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag is
due to a laboratory deviation from a specified protocol or is of technical advisory nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

UJ Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\28719D21_CD4.doc



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met validation criteria.

Il. HRGC/HRMS Instrument Performance Check
Instrument performance was checked at the required daily frequency.

The chromatographic resolution between 2,3,7,8-TCDD and the peaks representing any
other unlabeled TCDD isomers was resolved with a valley of less than or equal to 25%.

PFK and static resolving power were within validation criteria.
lll. Initial Calibration
A five point initial calibration was performed as required by the method.

Percent relative standard deviations (%RSD) were less than or equal to 20.0% for
unlabeled compounds and less than or equal to 35.0% for labeled compounds.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.

The minimum S/N ratio was greater than or equal to 10 for each unlabeled compound and
labeled compound.

IV. Continuing Calibration
Continuing calibration was performed at the required frequencies.

All of the continuing calibration percent differences (%D) between the initial calibration RRF
and the continuing calibration RRF were within QC limits.

The percent differences (%D) of the second source calibration standard were within QC
limits.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.
V. Blanks

Method blanks were reviewed for each matrix as applicable. No polychlorinated
dioxin/dibenzofuran contaminants were found in the method blanks with the following

exceptions:
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Extraction
Method Blank ID Date Compound Concentration Associated Samples
BLK164002 6/13/12 2,3,7,8-TCDD 0.286 pg/L All water samples in SDG PH012
2,3,4,7,8-PeCDF 0.313 pg/L
1,2,3,7,8-PeCDD 0.366 pg/L
1,2,3,4,7,8-HxCDF 0.173 pg/L
1,2,3,6,7,8-HxCDF 0.111 pg/L
2,3,4,6,7,8-HxCDF 0.180 pg/L
1,2,3.4,7,8-HxCDD 0.179 pg/L
1,2,3,6,7,8-HxCDD 0.241 pg/L.
1,2,3,7,8,9-HxCDD 0.219 pg/L
1,2,3,7,8,9-HxCDF 0.173 pg/L
1,2,3,4,6,7,8-HpCDF 0.593 pg/L
1,2,3,4,6,7,8-HpCDD 2.74 pglL
1,2,3,4,7,8,9-HpCDF 0.213 pg/L
oCcDD 5.14 pg/L
OCDF 0.562 pg/L
BLK166001 6/13/112 1,2,3,7,8-PeCDF 0.0491 ng/Kg All soil samples in SDG PH012
2,3,4,7,8-PeCDF 0.0364 ng/Kg
1,2,3,4,7,8-HxCDF 0.0335 ng/Kg
1,2,3,6,7,8-HxCDF 0.0351 ng/Kg
2,3,4,6,7,8-HxCDF 0.0507 ng/Kg
1,2,3,4,7,8-HxCDD 0.0295 ng/Kg
1,2,3,6,7,8-HxCDD 0.0240 ng/Kg
1,2,3,7,8,9-HxCDD 0.0505 ng/Kg
1,2,3,7,8,9-HxCDF 0.0230 ng/Kg
1,2,3,4,6,7,8-HpCDF 0.0644 ng/Kg
1,2,3,4,6,7,8-HpCDD 0.307 ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0333 ng/Kg
ocDD 0.484 ng/Kg
OCDF 0.0805 ng/Kg

Sample concentrations were compared to concentrations detected in the method blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated method blanks with
the following exceptions:

Reported Modified Final
Sample Compound Concentration Concentration
EB1-060712 2,3,7,8-TCDD 0.874 pg/L 0.874U pg/L
2,3,4,7,8-PeCDF 0.348 pg/L 0.348U pg/L
1,2,3,4,7,8-HxCDF 0.367 pg/L 0.367U pg/L.
1,2,3,6,7,8-HxCDF 0.139 pg/L 0.138U pg/l.
1,2,3,6,7,8-HxCDD 0.460 pg/L 0.460U pg/L
1,2,3,7,8,9-HxCDD 0.256 pg/t 0.256U pg/L
1,2,3,4,6,7,8-HpCDF 0.926 pg/L 0.926U pg/L
1,2,3,4,6,7,8-HpCDD 4.97 pg/lL 4.97U pg/L
1,2,3,4,7,8,9-HpCDF 0.208 pg/L 0.208U pg/L
OoCcDD 12.6 pg/L 12.6U pg/l-
OCDF 1.06 pg/L 1.06U pg/L
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Sample

Compound

Reported
Concentration

Modified Final
Concentration

SL-518-SA5C-SB-4.0-5.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF
OCDF

0.0303 ng/Kg
0.0643 ng/Kg
0.0373 ng/Kg
0.0332 ng/Kg
0.0217 ng/Kg
0.0212 ng/Kg
0.0864 ng/Kg
0.115 ng/Kg
0.0712 ng/Kg
0.156 ng/Kg
1.48 ng/Kg
0.0532 ng/Kg
0.397 ng/Kg

0.0303U ng/Kg
0.0643U ng/Kg
0.0373U ng/Kg
0.0332U ng/Kg
0.0217U ng/Kg
0.0212U ng/Kg
0.0864U ng/Kg
0.115U ng/Kg
0.0712U ng/Kg
0.156U ng/Kg
1.48U ng/Kg
0.0532U ng/Kg
0.397U ng/Kg

SL-518-SA5C-SB-9.0-10.0

1,2,3,7,8-PeCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,6,7,8-HxCDD
1,2,3,4,7,8,9-HpCDF

0.124 ng/Kg
0.121 ng/Kg
0.153 ng/Kg
1.09 ng/Kg
0.161 ng/Kg

0.124U ng/Kg
0.121U ng/Kg
0.153U ng/Kg
1.09U ng/Kg
0.161U ng/Kg

SL-509-SA5C-SB-9.0-10.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,6,7,8-HxCDF
2,3,4.6,7,8-HXCDF
1,2,3,4,7,8,9-HpCDF

0.150 ng/Kg
0.103 ng/Kg
0.105 ng/Kg
0.138 ng/Kg
0.113 ng/Kg

0.150U ng/Kg
0.103U ng/Kg
0.105U ng/Kg
0.138U ng/Kg
0.113U ng/Kg

S1.-809-SA5C-SB-4.0-5.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,7,8,9-HpCDF
OCDF

0.0342 ng/Kg
0.0453 ng/Kg
0.0378 ng/Kg
0.0317 ng/Kg
0.0460 ng/Kg
0.0378 ng/Kg
0.0834 ng/Kg
0.107 ng/Kg
0.0158 ng/Kg
0.258 ng/Kg
0.0413 ng/Kg
0.558 ng/Kg

0.0342U ng/Kg
0.0453U ng/Kg
0.0378U ng/Kg
0.0317U ng/Kg
0.0460U ng/Kg
0.0378U ng/Kg
0.0834U ng/Kg
0.107U ng/Kg
0.0158U ng/Kg
0.258U ng/Kg
0.0413U ng/Kg
0.558U ng/Kg

SL-509-SA5C-SB-4.0-5.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,7,8,9-HpCDF

0.105 ng/Kg
0.0967 ng/Kg
0.120 ng/Kg
0.107 ng/Kg
0.0972 ng/Kg
0.147 ng/Kg
0.0970 ng/Kg

0.105U ng/Kg
0.0967U ng/Kg
0.120U ng/Kg
0.107U ng/Kg
0.0972U ng/Kg
0.147U ng/Kg
0.0970U ng/Kg

SL-574-SA5C-5B-4.0-5.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HXCDF
1.2,3,6,7,8-HXCDF
2,3.4.6.7,8-HxCDF
1.2,3,4,7,8-HXCDD
1.2,3,4,6,7,8-HpCDF
1,2.3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF
OCDF

0.152 ng/Kg
0.112 ng/Kg
0.103 ng/Kg
0.0785 ng/Kg
0.0682 ng/Kg
0.0534 ng/Kg
0.170 ng/Kg
1.03 ng/Kg
0.0535 ng/Kg
0.328 ng/Kg

0.152U ng/Kg
0.112U ng/Kg
0.103U ng/Kg
0.0785U ng/Kg
0.0682U ng/Kg
0.0534U ng/Kg
0.170U ng/Kg
1.03U ng/Kg
0.0535U ng/Kg
0.328U ng/Kg

SL-574-SA5C-SB-9.0-10.0

2,3,4,6,7,8-HxCDF
1,2,3,4,7,8,9-HpCDF

0.126 ng/Kg
0.116 ng/Kg

0.126U ng/Kg
0.116U ng/Kg
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Reported

Modified Final

1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF

0.0507 ng/Kg
0.0628 ng/Kg

Sample Compound Concentration Concentration
SL-508-SA5C-SB-4.0-5.0 1,2,3,7,8-PeCDF 0.177 ng/Kg 0.177U ng/Kg
2,3,4,7,8-PeCDF 0.152 ng/Kg 0.152U ng/Kg
1,2,3,4,7,8-HxCDF 0.115 ng/Kg 0.115U ng/Kg
1,2,3,6,7,8-HXCDF 0.0764 ng/Kg 0.0764U ng/Kg
2,3,4,6,7,8-HxCDF 0.0608 ng/Kg 0.0608U ng/Kg
1.2,3,4,7,8-HxCDD 0.0803 ng/Kg 0.0803U ng/Kg
1,2,3,6,7,8-HxCDD 0.0938 ng/Kg 0.0938U ng/Kg
1,2,3,7,8,8-HxCDD 0.105 ng/Kg 0.105U ng/Kg
1,2,3,7,8,9-HxCDF 0.0910 ng/Kg 0.0910U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.130 ng/Kg 0.130U ng/Kg
1,2,3,4,6,7,8-HpCDD 1.05 ng/Kg 1.05U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0442 ng/Kg 0.0442U ng/Kg
OCDF 0.337 ng/Kg 0.337U ng/Kg
SL-508-SA5C-SB-6.5-7.5 1,2,3,7,8-PeCDF 0.109 ng/Kg 0.109U ng/Kg
2,3,4,7,8-PeCDF 0.0844 ng/Kg 0.0844U ng/Kg
1,2,3,4,7,8-HxCDF 0.0617 ng/Kg 0.0617U ng/Kg

0.0507U ng/Kg
0.0628U ng/Kg

1,2,3,4,7,8-HxCDD 0.102 ng/Kg 0.102U ng/Kg
1,2,3,7,8,9-HxCDD 0.164 ng/Kg 0.164U ng/Kg
1,2,3,7,8,9-HXCDF 0.0794 ng/Kg 0.0794U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0743 ng/Kg 0.0743U ng/Kg
SL-507-SA5C-SB-2.5-3.5 1,2,3,7,8-PeCDF 0.226 ng/Kg 0.226U ng/Kg
2,3,4,6,7,8-HxCDF 0.679 ng/Kg 0.679U ng/Kg

SL-520-SA5C-SB-6.5-7.5

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.0574 ng/Kg
0.117 ng/Kg
0.120 ng/Kg

0.0853 ng/Kg
0.105 ng/Kg

0.0880 ng/Kg
0.203 ng/Kg

0.0277 ng/Kg
0.130 ng/Kg

0.0574U ng/Kg
0.117U ng/Kg
0.120U ng/Kg
0.0853U ng/Kg
0.105U ng/Kg
0.0880U ng/Kg
0.203U ng/Kg
0.0277U ng/Kg
0.130U ng/Kg

SL-521-SA5C-SB-0.0-0.5

2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,6,7,8-HpCDF
1,2,3,4,7,8,9-HpCDF

0.168 ng/Kg
0.0935 ng/Kg
0.151 ng/Kg
0.115 ng/Kg
0.0614 ng/Kg
0.304 ng/Kg
0.0554 ng/Kg

0.168U ng/Kg
0.0935U ng/Kg
0.151U ng/Kg
0.115U ng/Kg
0.0614U ng/Kg
0.304U ng/Kg
0.0554U ng/Kg

SL-521-SA5C-SB-4.0-5.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF
OoCcDD

OCDF

0.0461 ng/Kg
0.0568 ng/Kg
0.0251 ng/Kg
0.0319 ng/Kg
0.0272 ng/Kg
0.0478 ng/Kg
0.0664 ng/Kg
0.0286 ng/Kg
0.0855 ng/Kg
0.306 ng/Kg
0.0287 ng/Kg
1.02 ng/Kg
0.107 ng/Kg

0.0461U ng/Kg
0.0568U ng/Kg
0.0251U ng/Kg
0.0319U ng/Kg
0.0272U ng/Kg
0.0478U ng/Kg
0.0664U ng/Kg
0.0286U ng/Kg
0.0855U ng/Kg
0.306U ng/Kg
0.0287U ng/Kg
1.02U ng/Kg
0.107U ng/Kg
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Sample

Compound

Reported

Concentration

Modified Final
Concentration

SL-521-SA5C-SB-9.0-10.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF
OCDD

OCDF

0.0823 ng/Kg
0.100 ng/Kg
0.0717 ng/Kg
0.0485 ng/Kg
0.0422 ng/Kg
0.0428 ng/Kg
0.0829 ng/Kg
0.0775 ng/Kg
0.0258 ng/Kg
0.133 ng/Kg
0.548 ng/Kg
0.0201 ng/Kg
2.32 ng/Kg
0.136 ng/Kg

0.0823U ng/Kg
0.100U ng/Kg
0.0717U ng/Kg
0.0485U ng/Kg
0.0422U ng/Kg
0.0428U ng/Kg
0.0829U ng/Kg
0.0775U ng/Kg
0.0258U ng/Kg
0.133U ng/Kg
0.548U ng/Kg
0.0201U ng/Kg
2.32U ng/Kg
0.136U ng/Kg

Sample EB-061412 was identified as an equipment blank. No polychlorinated

dioxin/dibenzofuran contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
EB1-060712 6/13/12 2,3,7,8-TCDD 0.874 pg/L No associated samples in
1,2,3,7,8-PeCDF 0.333 pg/L this SDG
2,3,4,7,8-PeCDF 0.348 pg/L
1,2,3,4,7,8-HxCDF 0.367 pg/L
1,2,3,6,7,8-HxCDF 0.139 pg/L
1,2,3,6,7,8-HxCDD 0.460 pg/L
1,2,3,7,8,9-HxCDD 0.256 pg/L
1,2,3,4,6,7,8-HpCDF 0.926 pg/L
1,2,3,4,6,7,8-HpCDD 4.97 pg/L
1,2,3,4,7,8,9-HpCDF 0.208 pg/L
OCDD 12.6 pg/L
OCDF 1.06 pg/L

Sample FB-060512 (from SDG PHO11) was identified as a field blank. No polychlorinated

dioxin/dibenzofuran contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
FB-060512 6/5/12 1,2,3,7,8-PeCDF 0.142 pg/L All soil samples in SDG
2,3,7,8-TCDF 0.208 pg/L PHO012

Sample concentrations were compared to concentrations detected in the field blanks. The
sample concentrations were either not detected or were significantly greater (>5X for other

contaminants) than the concentrations found in the associated field blanks.

VI. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each matrix

as applicable. Percent recoveries (%R) and relative percent differences (RPD) were within

the QC limits.
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Vil. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. The percent
recoveries (%R) were within the QC limits.

VIil. Regional Quality Assurance and Quality Control

Not applicable.

IX. Internal Standards

All internal standard recoveries were within QC limits.

X. Target Compound Identifications

All target compound identifications were within validation criteria.
Xi. Compound Quantitation and RLs

All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH012 All compounds reported below the RL. J (all detects) A

XIll. System Performance

The system performance was acceptable.

XIIl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

Samples SL-809-SA5C-SB-4.0-5.0 and SL-509-SA5C-SB-4.0-5.0 were identified as field
duplicates. No polychlorinated dioxins/dibenzofurans were detected in any of the samples
with the following exceptions:

Concentration (ng/Kg)

RPD
Compound SL-809-SA5C-SB-4.0-5.0 | SL-509-SA5C-SB-4.0-5.0 (Limits) Flag AorP
2,3,7,8-TCDF 0.0120U 0.0210 200 J (all detects) A
UJ (all non-detects)
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Concentration (ng/Kg)
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Compound SL-809-SA5C-SB-4.0-5.0 | SL-509-SA5C-SB-4.0-5.0 (L?r:i?s) Flag AorP
2,3,7,8-TCDD 0.0169 0.0285 51 J (all detects) A
1,2,3,7,8-PeCDF 0.0342 0.105 102 J (ali detects) A
2,3,4,7,8-PeCDF 0.0453 0.0967 72 J (all detects) A
1,2,3,7,8-PeCDD 0.0473* 0.113 82 J (all detects) A
1,2,3,4,7,8-HxCDF 0.0378 0.120 104 J (all detects) A
1,2,3,6,7,8-HxCDF 0.0317 0.107 109 J (all detects) A
2,3,4,6,7,8-HxCDF 0.0460 0.0972 72 (<50) J (all detects) A
1,2,3,4,7,8-HxCDD 0.0378 0.147 118 (50) J (all detects) A
1,2,3,6,7,8-HxCDD 0.0834 0.465 139 (=50) J (all detects) A
1,2,3,7,8,9-HxCDD 0.107* 0.470 126 (=50) J (ali detects) A
1,2,3,7,8,9-HXCDF 0.0158 0.173 167 (£50) J (all detects) A
1,2,3,4,6,7,8-HpCDF 0.258 1.11 125 (<50) J (all detects) A
1,2,3,4,6,7,8-HpCDD 1.91 9.53 133 (50) J (all detects) A
1,2,3,4,7,8,9-HpCDF 0.0413 0.0970* 81 (<50) J (alt detects) A
oCcDhD 28.3 149 136 (250) J (all detects) A
OCDF 0.558 2.60 129 (s50) J (all detects) A

9




Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Data Qualification Summary - SDG PH012

SDG Sample Compound Flag AorP Reason (Code)
PHO012 | EB1-060712 All compounds J (all detects) A Compound gquantitation
SL-518-SA5C-SB-4.0-5.0 reported below the and RLs (Z)

SL-518-SA5C-SB-9.0-10.0 RL.
SL-509-SA5C-SB-9.0-10.0
SL-809-SA5C-SB-4.0-5.0
SL-509-SA5C-SB-4.0-5.0
SL-574-SA5C-SB-4.0-5.0
SL-574-SA5C-SB-9.0-10.0
SL-508-SA5C-5B-4.0-5.0
SL-508-SA5C-SB-6.5-7.5
SL-507-SA5C-SB-2.5-3.5
SL-520-SA5C-SB-6.5-7.5
SL-521-SA5C-8B-0.0-0.5
SL-521-SA5C-SB-4.0-5.0
SL-521-SA5C-SB-9.0-10.0

PHO12 | SL-809-SA5C-SB-4.0-5.0 2,3,7,8-TCDF J (all detects) A Field duplicates (RPD)
SL-509-SA5C-SB-4.0-5.0 UJ (all non-detects) (FD)

PHO12 | SL-809-SA5C-SB-4.0-5.0 2,3,7,8-TCDD J (all detects) A Field duplicates (RPD)
SL-509-SA5C-SB-4.0-5.0 1,2,3,7,8-PeCDF (FD)

2,3,4,7,8-PeCDF
1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF
OCDD

OCDF

Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Laboratory Blank Data Qualification Summary - SDG PHO012

Modified Final
SDG Sample Compound Concentration AorP Code
PHO12 EB1-060712 2,3,7,8-TCDD 0.874U pg/L A B
2,3,4,7,8-PeCDF 0.348U pg/L
1,2,3,4,7,8-HxCDF 0.367U pg/L
1,2,3,6,7,8-HxCDF 0.139U pg/L
1,2,3,6,7,8-HxCDD 0.460U pg/L
1,2,3,7,8,9-HxCDD 0.256U pg/L
1,2,3,4,6,7,8-HpCDF 0.926U pg/L
1,2,3,4,6,7,8-HpCDD 4.97U pg/L
1,2,3,4,7,8,9-HpCDF 0.208U pg/L
OCDD 12.6U pg/L
OCDF 1.06U pg/L
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SDG

Sample

Compound

Modified Final
Concentration

AorP

Code

PH012

SL-518-SA5C-SB-4.0-5.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF
OCDF

0.0303U ng/Kg
0.0643U ng/Kg
0.0373U ng/Kg
0.0332U ng/Kg
0.0217U ng/Kg
0.0212U ng/Kg
0.0864U ng/Kg
0.115U ng/Kg
0.0712U ng/Kg
0.156U ng/Kg
1.48U ng/Kg
0.0532U ng/Kg
0.397U ng/Kg

PHO12

SL-518-SA5C-SB-9.0-10.0

1,2,3,7,8-PeCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,6,7,8-HxCDD
1,2,3,4,7,8,9-HpCDF

0.124U ng/Kg
0.121U ng/Kg
0.153U ng/Kg
1.09U ng/Kg
0.161U ng/Kg

PHO12

SL-509-SA5C-SB-9.0-10.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8,9-HpCDF

0.150U ng/Kg
0.103U ng/Kg
0.105U ng/Kg
0.138U ng/Kg
0.113U ng/Kg

PHO12

SL-809-SA5C-SB-4.0-5.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,7,8,9-HpCDF
OCDF

0.0342U ng/Kg
0.0453U ng/Kg
0.0378U ng/Kg
0.0317U ng/Kg
0.0460U ng/Kg
0.0378U ng/Kg
0.0834U ng/Kg
0.107U ng/Kg
0.0158U ng/Kg
0.258U ng/Kg
0.0413U ng/Kg
0.558U ng/Kg

PHO12

SL-509-SA5C-SB-4.0-5.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1.2,3,4,7,8-HxCDF
1,2,3,6,7,8-HXCDF
2,3,4,6,7,8-HXCDF
1.2.3.4,7,8-HxCDD
1,2,3,4,7,8,9-HpCDF

0.105U ng/Kg
0.0967U ng/Kg
0.120U ng/Kg
0.107U ng/Kg
0.0972U ng/Kg
0.147U ng/Kg
0.0970U ng/Kg

PHO012

SL-574-SA5C-SB-4.0-5.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF
OCDF

0.152U ng/Kg
0.112U ng/Kg
0.103U ng/Kg
0.0785U ng/Kg
0.0682U ng/Kg
0.0534U ng/Kg
0.170U ng/Kg
1.03U ng/Kg
0.0535U ng/Kg
0.328U ng/Kg

PH012

SL-574-SA5C-SB-9.0-10.0

2,3,4,6,7,8-HxCDF
1,2,3,4,7,8,9-HpCDF

0.126U ng/Kg
0.116U ng/Kg
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SDG

Sample

Compound

Modified Final

Concentration

AorP

Code

PHO12

SL-508-SA5C-SB-4.0-5.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF
OCDF

0.177U ng/Kg
0.152U ng/Kg
0.115U ng/Kg
0.0764U ng/Kg
0.0608U ng/Kg
0.0803U ng/Kg
0.0938U ng/Kg
0.105U ng/Kg
0.0910U ng/Kg
0.130U ng/Kg
1.05U ng/Kg
0.0442U ng/Kg
0.337U ng/Kg

PH012

SL-508-SA5C-SB-6.5-7.5

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.109U ng/Kg
0.0844U ng/Kg
0.0617U ng/Kg
0.0507U ng/Kg
0.0628U ng/Kg
0.102U ng/Kg
0.164U ng/Kg
0.0794U ng/Kg
0.0743U ng/Kg

PHO012

SL-507-SA5C-SB-2.5-3.5

1,2,3,7,8-PeCDF
2,3,4,6,7,8-HxCDF

0.226U ng/Kg
0.679U ng/Kg

PHO12

SL-520-SA5C-SB-6.5-7.5

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF

0.0574U ng/Kg
0.117U ng/Kg
0.120U ng/Kg
0.0853U ng/Kg
0.105U ng/Kg
0.0880U ng/Kg
0.203U ng/Kg
0.0277U ng/Kg
0.130U ng/Kg

PHO12

SL-521-SA5C-SB-0.0-0.5

2,3,4,7,8-PeCDF
1.2,3,4,7,8-HXCDF
1.2.3,6,7,8-HXCDF
2.3,4.6,7,8-HxCDF
1.2,3,4,7,8-HxCDD
1,2.3,4,6,7,8-HpCDF
1,2,3,4,7,8,9-HpCDF

0.168U ng/Kg
0.0935U ng/Kg
0.151U ng/Kg
0.115U ng/Kg
0.0614U ng/Kg
0.304U ng/Kg
0.0554U ng/Kg

PHO12

SL-521-SA5C-SB-4.0-5.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF

0.0461U ng/Kg
0.0568U ng/Kg
0.0251U ng/Kg
0.0319U ng/Kg
0.0272U ng/Kg
0.0478U ng/Kg
0.0664U ng/Kg
0.0286U ng/Kg
0.0855U ng/Kg
0.306U ng/Kg
0.0287U ng/Kg
1.02U ng/Kg
0.107U ng/Kg
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SDG

Sample

Compound

Modified Final
Concentration

AorP

Code

PHO12

SL-521-SA5C-SB-9.0-10.0

1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,6,7,8-HpCDD
1,2,3,4,7,8,9-HpCDF
OCDD

OCDF

0.0823U ng/Kg
0.100U ng/Kg
0.0717U ng/Kg
0.0485U ng/Kg
0.0422U ng/Kg
0.0428U ng/Kg
0.08298U ng/Kg
0.0775U ng/Kg
0.0258U ng/Kg
0.133U ng/Kg
0.548U ng/Kg
0.0201U ng/Kg
2.32U ng/Kg
0.136U ng/Kg

Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Field Blank Data Qualification Summary - SDG PH012

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\28719D21_CD4.doc
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LDC #__ 28719401 VALIDATION COMPLETENESS WORKSHEET Date: ”// i

SDG #__PH012 Level IV Page:_/of /
Laboratory:_Eurofins Lancaster Laboratories Reviewer:
2nd Reviewer: é

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
1. Technical holding times A Sampling dates: & // / / /2
I HRGC/HRMS Instrument performance check é_ '
.| Initial calibration A % pp £ 20 / By
IV. | Continuing Calibration L\_ & C //'m/ "7L
V. | Blanks 5‘//
VI. | Matrix spike/Matrix spike duplicates A
VII. | Laboratory control samples ﬁ of R
VIIl. | Regional quality assurance and quality control N
IX. | Internal standards \ & C /M , 7L
X. | Target compound identifications A.
XI. | Compound quantitation/RL/LOQ/LODs A-
Xll. | System performance AR
XIll. | Overall assessment of data JAR
XIV. | Field duplicates }\/ O = §" (4’
XV._| Field blanks o | vp =~ ! *erh-o06 Y\
Note: A= Acceptable . *¥ND = No compounds detected D= Duplicat(e:g— Oé,os’ \ C (SDG l PHO“))
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Sjnﬁmz—les: o Wn@{
1 | EB1-060712 w/ |11 |SL-507-SA5C-SB-2.5-3.5 21| BLK | Y092 31
2 | SL-518-SA5C-SB-4.0-5.0 12 |SL-520-SA5C-SB-6.5-7.5 2| BLk L 622/ 32
3 | SL-518-SA5C-SB-9.0-10.0 13 |SL-521-SA5C-SB-0.0-0.5 23 33
4 | SL-509-SA5C-SB-9.0-10.0 , 14 |SL-521-SA5C-SB-4.0-5.0 24 34
5 | SL-809-SA5C-SB-4.0-5.0 l 15 |SL-521-SA5C-SB-9.0-10.0 25 35
6 | SL-509-SA5C-SB-4.0-5.0 16 |SL-509-SA5C-SB-4.0-5.0MS 26 36
7 | SL-574-SA5C-SB-4.0-5.0 17 |SL-509-SA5C-SB-4.0-5.0MSD 27 37
8 | SL-574-SA5C-SB-9.0-10.0 18 28 38
9 | SL-508-SA5C-SB-4.0-5.0 19 29 39
10 | SL-508-SA5C-SB-6.5-7.5 20 30 40
Notes:

28719D21W.wpd



ocw  2KUFAL] VALIDATION FINDINGS CHECKLIST Page: / of /

Reviewer: FT
2nd Reviewer. __

Method: Dioxins/Dibenzofurans (EPA SW 846 Method 1613B)

Validation Area Findings/Comments

All technical holding times were met. ‘ -

\

Cooler temperature criteria was met

Was PFK exact mass 380.9760 verified?

Were the retention time windows established for all homologues?

Was the chromatographic resolution between 2,3,7,8-TCDD and peaks representing
any other unlabeled TCDD isomers < 25% ?

Is the static resolving power at least 10,000 (10% valley definition)?

Was the mass resolution adequately check with PFK?

NASATANANA

Was the presence of 1,2,8,9

Was the initial calibration performed at 5 concentration levels?

Were all percent relative standard deviations (%RSD) < 20% for unlabeled
compounds and < 35% for labeled compounds ?

Did all calibration standards meet the lon Abundance Ratio criteria?

NN Y

Was the signal to noise ratio for each target compound > 2.5 and for each recovery
and internal standard > 107?

Was a routine calibration performed at the beginning and end of each 12 hour

period? -
Were all the concentrations for the unlabeled compounds and labeled compounds T
within the QC limits (Method 1613B, Table 6)?

Did all routine calibration standards meet the lon Abundance Ratio criteria?

Was a method blank associated with every sample in this SDG? -~
/

Was a method blank performed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet? ~ W

spike/Ma Spik

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated _t
MS/MSD. Soil / Water.

—

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD) within
the QC limits?

DXN-SW13B.wpd version 1.0



e P89 Ay | VALIDATION FINDINGS CHECKLIST Page:_Zof
Reviewer: FT

2nd Reviewer: f

Findings/Comments

Validation Area

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

Were internal standard recoveries within the 25-150% criteria?

Was the mini SIN

u

For 2,3,7,8 substituted congeners with associated labeled standards, were the
retention times of the two quantitation peaks within -1 to 3 sec. of the RT of the
labeled standard? ~

For 2,3,7,8 substituted congeners without associated labeled standards, were the
relative retention times of the two quantitation peaks within 0.005 time units of the
RRT measured in the routine calibration?

/

For non-2,3,7,8 substituted congeners, were the retention times of the two
guantitation peaks within RT established in the performance check solution? -
-

Did compound spectra contain all characteristic ions listed in the table attached?

Was the lon Abundance Ratio for the two quantitation ions within criteria?

Was the signal to noise ratio for each target compound and labeled standard >
2.5?

Does the maximum intensity of each specified characteristic ion coincide within + 2
seconds (includes labeled standards)?

NN Y

For PCDF identification, was any signal (S/N > 2.5, at + seconds RT) detected in
the corresponding PCDPE channel? —

Was an acceptable lock mass recorded and monitored? -

Were the correct internal standard (iS), quantitation ion and relative response factor
(RRF) used to quantitate the compound?

/
Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and /
dry weight factors applicable to level IV validation?

System performance was found to be acceptable. /

Field duplicate pairs were identified in this SDG.

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks. _/

DXN-SW13B.wpd version 1.0
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LDC#:_WZ/ a 7// VALIDATION FINDINGS WORKSHEET Page:/_of___
Field Duplicates Rev@ewer:

ETHOD: GC/MS VOA (EPA SW 846 Method 8260B) 2nd Reviewer—4

N NA Were field duplicate pairs identified in this SDG?

N NA Were target analytes detected in the field duplicate pairs? 3(0/

Concentration (ng/Kg) s Y
Compound 5 5 RPD

H 0.0120U 0.0210 200 J / us / -
A 0.0169 0.0285 51 N / W
| 0.0342 0.105 102
J 0.0453 0.0967 72
B 0.0473* 0.113 82
K 0.0378 0.120 104
L 0.0317 0.107 109
M 0.0460 0.0972 72
c 0.0378 0.147 118
D 0.0834 0.465 139
E 0.107* 0.470 126
N 0.0158 0.173 167
o) 0.258 1.11 125
F 1.91 9.53 133
P 0.0413 0.0970* 81
G 28.3 149 136
Q 0.558 2.60 129 \/




ESsEE)

PSYBINOEdaI 3L} §O %0 01 UILHIM S35 JoU Op SYNSal popodel USUM So|dWEeS pajeiooSSe pue SUOHESHIEND JO 15| 10} JooUSHIOM SBUIpUY UCRBIGIES [BhiU] 0} 18)8y :SIusWwon

(#000-0,)) 4000

(0QodK-'8'2'9'Y'2'1-0;,) QQ0dH-8'2'9V 'L

(QQoxH-8'L'9'e'2'1-0,,) QQOXH-8'L'9°ET )

(aa@oi-8'2'e'20,) QADL8'LEE

{(4001-872°¢2-0,,) 4G01872'e 2

(4a20-2,,) 4000

{(aQodH-8°2'9'r¢'1-0,,) AQDAH-8°L9 V'€ T L

(QQOXH-8'2'9°€Z 1-0,,) GADXHBZ9EC |

(aao1-82'ez-0,,) Q01822

(3a01-82'e'2-0,) 4A21-8°2'¢C

—Z9. & 2 Y47 S2L @ M\M\Q W\.B.Q {1a20-2,) 4020
Fo £ fo-g o’/ Qlo -/ /O /70 -/ (@Q0dH-'8'2'9'v'2'1-0y) AAOdH8L'eV T}
o 2T 7 92zl a /40 /60" {(GaoxXH-8'2'9'€'Z'1-0;,) QAOXH-8'2'9°€T L
oA O ) QRO‘\ ZLO" / Sa/ ¢ Sa/ {ao1-8°2'€2-0,) QADL-872'ee
50O 3 2o ¢ ...E.&-Q EXYAZ St a Sa2L° 0 (3001-872'e2-0,) 4A0L8'L's T &\\ n\“ 7 @&oT [ 1
asy% asy% (s €52 (ms €7 (reun) (temun) {piepuelg [eulalu) 92UBI9LRY) punodwoy 8jeq a1 prepuels #
Epst=! ot 44y obesany || JuY ebeiaay uonjeiqien
pajeinajesay payoday paje|noeossy pajoday pojeinojessy pauoday

WM JaMBINBY pug

1 iomalray

10 ebed
7/

Sddd 8y} jo uesy = X

pIEpUE)S [BUISIUL JO UOJBIUSDUCY) = &9
PAEPUE]S |BUIBIL] POJRIDOSSE JO BAIY = Sy

'SJY S} JO UOHBIASD PIEPUEIS = §
‘punodwod Jo UoRIUBIUCYD) =*)

‘punodwos jo ealy =*y

(X/S) « 001 = ASX%
SpIEpUE]S 10 JaqUINU/S4uy dUl JO WnsS = 43y abelane

()W) MY) = 34

‘suonEINoED

Buimoljoj ay3 Buisn mojeq peliuep! spunoduwiod ey} 10 pajejnofessl a1em (JS¥ %) UOHRIASP pIepuBls SAle|a. Juaoiad pue ‘Y abelaae ‘(4 y) 10108 ssuodsay aAleoy oy |

(g€191 POYIBIN Yd3) sueinjozuaqiq/suixold SWHH/OOYH :AOHLIN

UoneollIo A\ Uone|noes UoHeiqies [eniu]
13THSYHOM SONIANI4 NOILVAITVA

[t &)l gy #0071




GIGEEY PR EREY
38U} JO %00} UIU}M Sa1be jou Op s}nsal pspodal Usm SI|dIBS PelBID0SSE pue SUOREDNIEND JO 1S1] 10} J98USSIOM SDUIpU} UORBIGIE) sunnoy 0} 1oy SJUusWo)

A 4 /2L Aal'8¢ \\ (4000-0,,) 4300
..w% km QQN%\« WVQNN.% \ (@aodH-"8°2'9'%'2'1-0;) AQ0dH-8'29 %' €T L
/al 0/ 25 ol/9 & \ (QQOXH-8°2'9°€C 1-0g) QADXH-8'L'9E T L
46 Yy 056 oL56 \ (QQ01-8°2'€Z-D:,) AQDL-8LET
& £& e A 46T 4 ] (4G0L81'€20,,) 40018 2€2 \Q\Q\\u ~2a0) IR
a’ P XA O Mw A \\ | (34a00-2;,) 4000
P& P A PA o/ 8A \ (@aDdH-"8°2'9%'2'1-0,,) AADdH-8° 297 ET +
B4 re aswP rs asx RA \ (QQOXH-8"2'9'€"2"L-0,,) QQOXH-8'2'9ET L
o/ o/ /@ of Aro ol \ (Qa01-87€TD,,) GAOL8/LEC |
\m ' f o A ohFb 4 (JQ0L-8°2'€'2-0,) 4001-8°2°€T \n\\(Q 9 %€/ Mo | ¢
P4 Wm O’ &4 o%/4 4 pal {(4020-2,,) 4320
A .44 PR £ 8R4 . as (QQ0dH-'8'2'9%'2'1-0¢,) AQ0dH-8729% €T L
ol 0o/ J7A s as (QQOXH-8'L'9°ET1-0;,) AADXHB'L'9E T+
4 col obb & OLs b o al (Q00L-8'2€20,) AQ0L8'L'€T
Y A O%AL o<Ad o al (4001-8'2'€2-0,,) 4a018'2C'e N\u\w /e | &
W% ¥ {00) (090) (1eniuy) (plepuess [euisluy adualsey) punodwon a1eq Qi piepuels #
49y 4 2y obetoay uoizeiqlen
pajenojesay papoday paje|nsjesay papoday
pJepuURB)S [BUISIUI JO UOBNUSDUCY = ) ‘punodulod o UoneIuadsuoY = *0
PIEPUE])S [BUISIUI PSIBIOOSSE JO BalY = Sty ‘punoduwiod Jo ealy = Xy
4My uoneigres Bunuuod = 43y (o)D) () = 44
44y ofesene uoneiqied jeniul = 4y BAB  1RI1BUM 4uY one/(dxy - 49y eAe) , oor = 20uRIalIq %

:uoijenofed Buimoy|os ayy Buisn moaq paipnuapl
SpUNOdW oD 8} 40} PBIEIND[BOBI 81aM SHYy UOHEIGIED BuinURUOS au) pUB (S4YY) SIO}OB - 8SUOdsSaY aAleleY abeiane UOLRIGHED [BIIUI 8] 4O ((1%) Sousiayp Jusolad oyl

(g€191 POUBIN V) sueinjozuaqiq/suixold SINYH/OOHH :QOH LI

&llum\sm_?‘wm puz
T 14T emeiney uoneoylIa A\ S}{nsSay uoneliqijen aupnoy
\ o ‘obed 133FHSHEOM SONIANId NOILVAITVA _ E..w\\m. [ Rz #0071




"S}NSa. PoE|no[Eaal 3l O
%070} Ulyyim ©a16E JOU Op S}NSal psuiodal Usym SS|dWES Pajefo0SSE pue SUCHEDHIEND JO 11| 10 Jo0USHIOM SBUIPUY S1ed[dn( oYids XINBN/SYIdS XHIZIN 0} 18jay Sjusuto))

7
« £ | AL | AL L& | 7L | ooz | —oxc o7& | 4ot | &oz 3336
/ / XA Aé Sé A -z X L Xé oLé&o @ <o/ Lo/ 40001682 ec 1
o 9 74 — < <& | 14 26| Sy LA O So/ o/ qaoxHe L rez s
e (% 44 4 é Xz pZA A0/ cal </ © So/ _sof ad0%d-e L €T}
KA Zz /o’ /ol £é f74 //z] 2ot oo || boz Loz aaolelez
_ _ = JTET9Y ﬁ popodeyg _ JTEJ9y _ pepodey d TSW _ S _ ...... _ TS _ SN _ T : -
ady ady AloA0DaY Juadlad AoA0o3Y Juadiad I%\ Lu) Zu) N\ Eo Sonodos
. ’ uotjenuasuon uofeljusdsuon appy
_ POTENTIOTEdaY _ popodsyg _ SFEDTATIg oxIad S xt«mj_ IRTAS XLITEN _ oidweg paxidg - ajdwesg oyidg
, L1+ 9 'sajdwes gSIN/SN
A1en0oa1 Jusosed sjeoldnp oxids xuleN = QSN A19r008 JusoIad xids XieIN = YSIN (JaSI + YSW/Z « | HASW - ¥SW | = QY
pappe axdg = vs
linsa1 g|dweg = ¥YS ‘Ynsos ajdwes payidg = YSS  1BIRYM vS/{dS - ¥SS) . 001 = Aieaoosy 9%

‘uonenoed buimolio) syl Buisn
MOoj2q paIuspl spunodwod auy} Joj pajejnojeoss sism ajes)|dnp ayids xujew pue ayids Xuyew au} jo (Jdy) ouaiayiq Juadiad ARy pue (49%) Seusacoal Juadied sy |

(€191 POUIBIN 9¥8 MS Vd3) SUBINJOZUSYIQ/SUXOIG SINYH/OONH :QOHLIIW

o) Jamainay pugz

14 Jemainey UOHIEDIILIDA S}HNSOY WQHNU:Q:D mx_Qw x:u,ms_\mv__ﬂm XIIEN
10 obed 13IHSHHOM SONIANIA NOLLYAITVA et LTTRZ 007




: - "SijnSal pajenojeoal
mstoﬁx,o.orEE?onEo:ov&SmEumtoam_cor_>>wmaEmmboum_oommmncmwcozmo_v_:mzfoum___otmocw{o?mcc_ucam_QEmm_obcooEQEOQSotmu_mm”mEmEEoO

-~ ) )
vV 96 74 N. / b/ \ Ooz 3450
»b YA \ (-€é \ po/ JQ0dHEE LT E L
XA m:% \ L \ 0 4n/ QUOXH-8'2V'EZ L
- X6 £E& . s -Ké 000l aaded-elee L
4 Lé 1% Léi o~ | poc aaoL8LeT
jdﬁamjjﬁﬂgﬂl J[eJsy popUsy o[edsy pepOTTy asT 1 _ SO UsoT ST
_ £) /) 3
ady A18n02ay Juadlad A1an029y Juadlad U \ﬁN\ (7 punodwon
uonelluaduod 3appyY
ﬁ USO SO 1 asol __ SO ajdweg payidg aylds
/@027 pooArdt IO ‘al so1
Kianooal Juaaiad ajeoydnp sjdwes jonuos Liojeloge = QSO Alanooal Juaolad sidwes jouo0o Aljoeloge = SO (GSD1+SON/Z . 1aSD1-S211 = ady

pappe axidg = vS
uonenuaouoo sjdwes paqidg = DSS  alaym VS/OSS » 001 = Klanooay o,

‘uonenoed buimo||of auy Buisn mojaq paijiiuap spuncduwod oy Joj
paje[nojeosl aiam (a|geolidde yi) ajeoljdnp sidwes |0Jjuoo Asojeioge| pue ajdwes [0.3u00 Ao)eioqe] 8y} 40 (Qdy) @ouaiali( 1Usdiad SAR|SY PUB (Yo%) Saler0oa1 Jusolad ay |

(€191 POUIBIN 978 MS Yd3) sueinjozusgi/suixold SW/09 :dOHLIN

w “1aMBIASY puZz

T 19 emeney uonedllio A sjjnsay ojduieg [o3u0) AIO}BI0qET]
o ¥ b 133HSYYOM SONIANIA NOILVAITVA et TRy #007




LDC #: 257/ /7'7// VALIDATION FINDINGS WORKSHEET Page: L of \
Sample Calculation Verification Reviewer: 7/

2nd reviewer: é

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Y/N N/A ~ Were all reported results recalculated and verified for all level [V samples?
N N/A Were all recalculated results for detected target compounds agree within 10.0% of the reported results?
Concentration = (AJUNDF) Example:
{(A)RRF)(Vo)(%S)
A = Area of the characteristic ion (EICP) for the compound Sample 1.D. & ’ , q’( 79.7 X Tep F
to be measured '
Ass = Area of the characteristic ion (EICP) for the specific
internal standard ) ( 3
Is = Amount of internal standard added in nanograms (ng) Conc. =( l (140 Lg) (l W ) .
C ) ( ) (»( ) 3 (
Vo = Volume or weight of sample extract in milliliters (ml) or (Lh- ‘ 5 T BLL,'[ qD) 10D O—ﬂ Z;
grams (g). ’
RRF = Relative Response Factor (average) from the initial =
calibration - ,]
Df = Dilution Factor. < 041> Y 3 / L
%S = Percent solids, applicable to soil and solid matrices
only.
Reported Calculated
Concentration Concentration
# Sample ID Compound { ) ( ) Qualification

VAVALIDATION WORKSHEETS\DIOXIN1B\RECALC16.D0C



SAMPLE DELIVERY GROUP

PHO13



Attachment |

Sample ID Cross Reference and Data Review Level

28573Cov_SSFL.wpd



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
12-Jun-2012  SL-693-SA5C-SB-4.0-5.0 6689375 N METHOD 1613B m
12-Jun-2012  SL-693-SA5C-SB-9.0-10.0 6689376 N METHOD 1613B n
12-Jun-2012  SI1-692-SA5C-SB-5.0-6.0 6689374 N METHOD 1613B ]
12-Jun-2012  SL-690-SA5C-SB-3.54.5 6689373 N METHOD 1613B ]
12-Jun-2012  SL-689-SA5C-SB-4.0-5.0 6689371 N METHOD 1613B ]
12-Jun-2012  SL-689-SA5C-SB-7.5-8.5 6689372 N METHOD 1613B H
12-Jun-2012  SL-687-SA5C-SB-4.0-5.0 6689368 N METHOD 1613B I
12-Jun-2012  SL-688-SA5C-SB-4.0-5.0 6689369 N METHOD 1613B ]
12-Jun-2012  SL-688-SA5C-SB-9.0-10.0 6689370 N METHOD 1613B ]
13-Jun-2012  SL-684-SA5C-SB-2.5-3.5 6689379 N METHOD 1613B n
13-Jun-2012  SL-685-SA5C-SB-7.0-8.0 6689381 N METHOD 1613B m
13-Jun-2012  SL-685-SA5C-SB-4.0-5.0 6689380 N METHOD 1613B m
13-Jun-2012  SL-683-SA5C-SB-4.0-5.0 6689377 N METHOD 1613B i
13-Jun-2012  SL-683-SA5C-SB-7.0-8.0 6689378 N METHOD 1613B Il
13-Jun-2012  SL-720-SA5C-SB-4.5-5.5 6689385 N METHOD 1613B i
13-Jun-2012  SL-718-SA5C-SB-4.0-5.0 6689383 N METHOD 1613B ]
13-Jun-2012 = SL-718-SA5C-SB-8.0-9.0 6689384 N METHOD 1613B ]
13-Jun-2012  SL-722-SA5C-SB-6.0-7.0 6689386 N METHOD 1613B ]
13-Jun-2012  SL-717-SA5C-SB-6.0-7.0 6689382 N METHOD 1613B i
13-Jun-2012  SL-716-SA5C-SB-5.5-6.5 6689388 N METHOD 1613B ]
14-Jun-2012  EB-061412 6689387 EB METHOD 1613B ]

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample  TB = Trip Blank
FD = Field Duplicate = FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate

Page 1 of 1



Attachment |l

Overall Data Qualification Summary

28573Cov_SSFL.wpd



Data Qualifier Summary

Lab Reporting Batch ID: PH013 Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:EB-061412 Collected: 6/14/2012 2:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
nal Result | Qual e Ml Code
1,2,3,4,6,7,8-HPCDD 4.23 JB 0.335 | MDL 10.2 PQL pg/L U B
1,2,3,4,6,7,8-HPCDF 0.721 JBQ 0.189 | MDL 10.2 PQL pg/L U B
1,2,3,4,7,8,9-HPCDF 0.273 JB 0.186 | MDL 10.2 PQL pg/L u B
1,2,3,4,7,8-HxCDD 0.269 JBQ 0.228 | MDL 10.2 PQL po/L u B
1,2,3,6,7,8-HXCDD 0.317 JB 0.235 | MDL 10.2 PQL pg/L U B
1,2,3,6,7,8-HXCDF 0.225 JBQ 0.149 | MDL 10.2 PQL pg/L U B
1,2,3,7,8,9-HXCDF 0.177 JBQ 0.135 | MDL 10.2 PQL pg/L u B
1,2,3,7,8-PECDF 0.289 JBQ 0.256 | MDL 10.2 PQL pg/L u B
2,3,4,6,7,8-HXCDF 0.266 JBQ 0.119 | MDL 10.2 PQL pg/L. u B
2,3,4,7,8-PECDF 0.426 JBQ 0.193 | MDL 10.2 PQL pg/L U B
2,3,7,8-TCDF 0.227 JB 0.198 | MDL 2.04 PQL pg/L u B
OCDD 8.25 JB 0.431 MDL 20.4 PQL pg/L U B
OCDF 0.667 JBQ 0.309 | MDL 20.4 PQL pg/lL U B

Sample ID:SL-683-SA5C-SB-4.0-5.0 Collected: 6/13/2012 9:31:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte N Result Qual RL | Type | Uni Qual Code
1,2,3,4,6,7,8-HPCDD 4.01 JB 0.0360 | MDL 5.25 PQL ng/Kg Z
1,2,3,4,6,7,8-HPCDF 1.14 JB 0.0122 | MDL 5.25 PQL ng/Kg J V4
1,2,3,4,7,8,9-HPCDF 0.107 JB 0.0232 | MDL 5.25 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.100 JBQ 0.0303 | MDL 5.25 PQL ng/Kg ) B
1,2,3,4,7,8-HXCDF 0.233 JB 0.0251 | MDL 5.25 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.224 JB 0.0314 | MDL 5.25 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0940 JB 0.0220 | MDL 5.25 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.157 JB 0.0296 | MDL 5.25 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0471 JB 0.0272 | MDL 5.25 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0771 JB 0.0217 | MDL 5.25 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.145 JB 0.0183 { MDL 5.25 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.107 JBQ 0.0219 | MDL 5.25 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/7/2012 8:07:12 AM ADR version 1.6.0.193 Page 1 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH013
EDD Filename: PH013_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:S|.-683-SA5C-SB-4.0-5.0 Collected: 6/13/2012 9:31:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | T RL j Qual
2,3,4,7,8-PECDF 0.0973 JB 0.0179 { MDL 5.25 PQL ng/Kg u B
OCDF 1.73 JB 0.0301 | MDL 105 PQL ng/Kg J V4
Sample ID:S1.-683-SA5C-SB-7.0-8.0 Collected: 6/13/2012 9:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL T RL T Units | Qual Code
1,2,3,4,6,7,8-HPCDD 2.45 JB 0.0311} MDL 5.61 PQL ng/Kg V4
1,2,3,4,6,7,8-HPCDF 0.511 JB 0.0140| MDL 5.61 PQL ng/Kg J
1,2,3,4,7,8,9-HPCDF 0.0694 JB 0.0244 | MDL 5.61 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0986 JB 0.0363 | MDL 5.61 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.282 JB 0.0272 | MDL 5.61 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.179 JB 0.0353 | MDL 5.61 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0783 JB 0.0246 | MDL 5.61 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.112 JBQ 0.0335| MDL 5.61 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0613 JB 0.0286 | MDL 5.61 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0609 JBQ 0.0293 | MDL 5.61 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.125 JB 0.0210{ MDL 5.61 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0672 JB 0.0259 | MDL 5.61 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0814 JBQ 0.0204 | MDL 5.61 PQL ng/Kg U B
2,3,7,8-TCDD 0.0290 JBQ 0.0263 | MDL 1.12 PQL ng/Kg U B
2,3,7,8-TCDF 0.0367 J 0.0284 | MDL 1.12 PQL ng/Kg J Zz
OCDF 0.804 JB 0.0321| MDL 11.2 PQL ng/Kg J V4
Sample ID:SL-684-SA5C-SB-2.5-3.5 Collected: 6/13/2012 8:18:00 Analysis Type: RES Dilution: 1
RL Reason
NG RL
4 6,7,8-HPCDD z
1,2,3,4,6,7,8-HPCDF 0.579 JB 0.0191 | MDL 5.28 PQL z
1,2,3,4,7,8,9-HPCDF 0.0667 JBQ 0.0311 | MDL 5.28 PQL B
1,2,3,4,7,8-HxCDD 0.105 JB 0.0295 | MDL 5.28 PQL B
1,2,3,4,7,8-HXCDF 0.125 JB 0.0256 | MDL 5.28 PQL B
1,2,3,6,7,8-HXCDD 0.178 JBQ 0.0312| MDL 5.28 PQL B

* denotes a non-reportable result
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Data Qualifier Summary

Lab Reporting Batch ID: PH013 : Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-684-SA5C-SB-2.5-3.5 Collected: 6/13/2012 8:18:00 Analysis Type: RES Dilution: 1
. Data
Lab Lab DL RL Review Reason
Anal Result Qual RL Qual Code
1,2,3,6,7,8-HXCDF 0.0886 JBQ 0.0225 | MDL 5.28 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.199 JBQ 0.0291 MDL 5.28 PQL ng/Kg U
1,2,3,7,8,9-HXCDF 0.115 JBQ 0.0281 MDL 5.28 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0877 JB 0.0382 | MDL 5.28 PQL ng/Kg U B
1 ,2,3,7,8-PECDF 0.210 JB 0.0310 | MDL 5.28 PQL ng/Kg J V4
2,3,4,6,7,8-HXCDF 0.0853 JB 0.0222 | MDL 5.28 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0858 JB 0.0293 | MDL 5.28 PQL ng/Kg U B
OCDF 1.12 JB 0.0323 | MDL 10.6 PQL ng/Kg J V4
Sample ID:SL-685-SA5C-SB-4.0-5.0 Collected: 6/13/2012 9:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
lyte _ | Result | Qual | DL | Type | RL | Type its | Qual Code
1,2,3,4,7,8,9-HPCDF 0.545 JB 0.0351 MDL 497 PQL ng/Kg J Z
1,2,3,4,7,8-HxCDD 0.728 JB 0.0534 | MDL 4,97 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.549 JB 0.0380 | MDL 4,97 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 1.67 JB 0.0543 | MDL 4.97 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.496 JB 0.0359 | MDL 4,97 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 0.977 JB 0.0538 | MDL 4.97 PQL ng/Kg J V4
1,2,3,7,8,9-HXCDF . 0.300 JB 0.0364 | MDL 4,97 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.177 JB 0.0297 | MDL 4.97 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.495 JB 0.0341 MDL 4.97 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.607 JB 0.0334{ MDL 497 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.280 JB 0.0334{ MDL 4.97 PQL ng/Kg J Z
2,3,7,8-TCDD 0.0473 JBQ 0.0219 | MDL 0.994 PQL ng/Kg U B
2,3,7,8-TCDF 0.108 JQ 0.0483 1 MDL 0.994 PQL ng/Kg J V4
Sample ID:SL-685-SA5C-SB-7.0-8.0 Collected: 6/13/2012 8:48:00 Analysis Type: RES Dilution: 1
Data
Lab Lab RL Review Reason
Analyt Result Qual i
1,2,3,4,6,7,8-HPCDD 0.244 JB 0.0214 ] MDL 5.46 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0661 JB 0.00746f MDL 5.46 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0421 JB 0.0129 | MDL 5.46 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Baich ID: PH013 Laboratory: LL
EDD Filename: PH013_v1 €QAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-685-SA5C-SB-7.0-8.0 Collected: 6/13/2012 8:48:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte e eatt | _Qual | DL | T RE L Type | Units | Qual Code
,2,3,4,7,8-HXCDF 0.02 8 JBQ 00122 MDL 5.46 PQL ng/Kg U . B
1,2,3,6,7,8-HXCDD 0.0751 JB 0.0203 | MDL 5.46 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0452 JBQ 0.0108 | MDL 5.46 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0487 JBQ 0.0191 | MDL 5.46 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0241 JBQ 0.0151{ MDL 5.46 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0346 JB 0.00989] MDL 5.46 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0508 JBQ 0.0152 | MDL 5.46 PQL ng/Kg u B
2,3,7,8-TCDF 0.0229 JQ 0.0186 | MDL 1.09 PQL ng/Kg J z
OCDD 0.616 JB 0.0311 | MDL 10.9 PQL ng/Kg u B
OCDF 0.109 JB 0.0240 | MDL 10.9 PQL ng/Kg U B
Sample ID:SL-687-SA5C-SB-4.0-5.0 Collected: 6/12/2012 2:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte Result Qual RL Qual Code
1,2,3,4,6,7,8-HPCDF 4.86 JB 0.0367 | MDL 5.15 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.456 JB 0.0439 | MDL 5.15 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.345 JBQ 0.0506 | MDL 5.15 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.335 JB 0.0328 | MDL 5.15 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 1.23 JB 0.0514 | MDL 5.15 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.325 JB 0.0299 | MDL 5.15 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD ‘ 0.672 JB 0.0498 | MDL 5.15 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.182 JB 0.0347 | MDL 5.15 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.284 JBQ 0.0348 | MDL 5.15 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.341 JB 0.0265 | MDL 5.15 PQL ng/Kg J 4
2,3,4,6,7,8-HXCDF 0.352 JB 0.0311 | MDL 5.15 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.179 JB 0.0226 | MDL 5.15 PQL ng/Kg U B
2,3,7,8-TCDD 0.0458 JBQ 0.0244 | MDL 1.03 PQL ng/Kg U B
2,3,7,8-TCDF 0.0845 J 0.0337 | MDL 1.03 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/7/2012 8:07:12 AM ADR version 1.6.0.193 Page 4 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH0O13 Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-688-SA5C-SB-4.0-5.0 Collected: 6/12/2012 2:50:00 Analysis Type: RES Dilution: 1
Data
Lab Review Reason
: I . LoL_| Ty Qual | _Code
1,2,3,4,6,7,8-HPCDD 2.86 JB 0.0361 ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.499 JB 0.0196 ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0566 JBQ | 0.0247 ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0811 JB 0.0329 ng/Kg U B
1,2,3,4,7,8-HXCDF 0.108 JB 0.0228 ng/Kg U B
1,2,3,6,7,8-HXCDD 0.248 JB 0.0329 ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0798 JBQ 0.0229 ng/Kg U B
1,2,3,7,8,9-HXCDD 0.271 JB 0.0315 ng/Kg U B
1,2,3,7,8,9-HXCDF 0.158 JB 0.0215 ng/Kg U B
1,2,3,7,8-PECDD 0.0758 JB 0.0266 ng/Kg V) B
1,2,3,7,8-PECDF 0.0923 JB 0.0205 ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0496 JB 0.0217 ng/Kg U B
2,3,4,7,8-PECDF 0.0702 JB 0.0189 ng/Kg U B
2,3,7,8-TCDD 0.0313 JB 0.0233 ng/Kg U B
OCDF 0.923 JB 0.0354 ng/Kg J V4
Sample ID:SL-688-SA5C-SB-9.0-10.0 Collected: 6/12/2012 3:00:00 Dilution: 1
Data
Lab DL RL Review Reason

Qual

Code
=z R RN 5 R SRR
JB | 0.0272] MDL | 546 | PQL | ng/Kg

U B
1,2,3,4,6,7,8-HPCDF 0.0671 JB 0.0120 | MDL 5.46 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0312 JBQ 0.0165  MDL 5.46 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0267 JB 0.0180 | MDL 5.46 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0192 JB 0.0121 | MDL 5.46 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0541 JBQ 0.0193 | MDL 5.46 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0271 JBQ 0.0121 | MDL 5.46 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0440 JB 0.0185 | MDL 5.46 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0335 JB 0.0124 | MDL 5.46 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0248 JBQ 0.0168 § MDL 5.46 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0302 JBQ 0.0115} MDL 5.46 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0532 JB 0.0161 | MDL 5.46 PQL ng/Kg U B
2,3,7,8-TCDD 0.0303 JB 0.0255 | MDL 1.09 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch I1D: PH013 Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFL_120718_Lan

SO

Sample ID:SL-688-SA5C-SB-9.0-10.0 Collected: 6/12/2012 3:00:00 Analysis Type: RES Dilution: 1

Data
Review
Qual |

Lab DL

0.0347 | MDL 10.9

OCDF JB 0.0218 | MDL 10.9 PQL ng/Kg U B
Sample ID:S1.-689-SA5C-SB-4.0-5.0 Collected: 6/12/2012 1:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type | RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDF 1.83 JB 0.0255 | MDL 5.45 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.146 JB 0.0305| MDL 5.45 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.171 JB 0.0447 | MDL 5.45 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.147 JB 0.0268 | MDL 5.45 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.620 JB 0.0478 | MDL 5.45 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.116 JB 0.0268 | MDL 5.45 PQL | ng/Kg U B
1,2,3,7,8,9-HXCDD 0.522 JB 0.0461 | MDL 5.45 PQL ng/Kg J zZ
1,2,3,7,8,9-HXCDF 0.143 JB 0.0252 | MDL 5.45 PQL | ng/Kg u B
1,2,3,7,8-PECDD 0.102 JBQ | 0.0299  MDL 5.45 PQL | ng/Kg U B
1,2,3,7,8-PECDF 0.172 JB 0.0220 | MDL 5.45 PQL | ng/Kg u B
2,3,4,6,7,8-HXCDF 0.173 JBQ 0.0259 | MDL 5.45 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.100 JB 0.0204 | MDL 5.45 PQL ng/Kg U B
2,3,7,8-TCDF 0.0351 J 0.0257 | MDL 1.09 PQL ng/Kg J V4
OCDF 5.29 JB 0.0268 | MDL 10.9 PQL ng/Kg J z
Sample ID:SL-689-SA5C-SB-7.5-8.5 Collected: 6/12/2012 1:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

1234678HPCODD | 0367 JB |oo0280| MDL | 524 | PaL B
1,2,3,4,6,7,8-HPCDF 0.0902 JB 0.00934| MDL 5.24 PQL B
1,2,3,4,7,8,9-HPCDF 0.0409 JBQ 0.0131 | MDL 5.24 PQL B
1,2,3,4,7,8-HXCDF 0.0435 JBQ 0.0123 | MDL 5.24 PQL B
1,2,3,6,7,8-HXCDD 0.0457 JBQ 0.0185| MDL 5.24 PQL B
1,2,3,6,7,8-HXCDF 0.0264 JBQ 0.0116 | MDL 5.24 PQL B
1,2,3,7,8,9-HXCDD 0.0416 JB 0.0172 | MDL 5.24 PQL B
1,2,3,7,8,9-HXCDF 0.0185 JB 0.0126 | MDL 5.24 PQL B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH013 Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-689-SA5C-SB-7.5-8.5 Collected: 6/12/2012 1:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _| Result | Qual | DL | T RL | Typ Units | Qual Code
1,2,3,7,8-PECDD 0.0359 JB 0.0217 | MDL 5.24 PQL ng/Kg
1,2,3,7,8-PECDF 0.0211 JB 0.0156 | MDL 5.24 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0337 JB 0.0113 | MDL 524 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0717 JB 0.0150 | MDL 5.24 PQL ng/Kg U B
OoCcDD 1.24 JB 0.0246 | MDL 10.5 PQL ng/Kg U B
OCDF 0.0994 JB 0.0228 | MDL 10.5 PQL ng/Kg U B
Sample ID:S1.-690-SA5C-SB-3.5-4.5 Collected: 6/12/2012 11:25:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qua
1,2,3,4,6,7,8-HPCDD 1.37 JB 0.0311 | MDL 5.30 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.212 JB 0.0141 | MDL 5.30 PQL ng/lkg | U B
1,2,3,4,7,8,9-HPCDF 0.0492 JB 0.0203 | MDL 5.30 PQL ng/Kg V) B
1,2,3,4,7,8-HxCDD 0.0294 JB 0.0258 | MDL 5.30 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0468 JBQ 0.0156 | MDL 5.30 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.355 JB 0.0264 | MDL 5.30 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.138 JB 0.0141 | MDL 5.30 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.351 JB 0.0264 | MDL 5.30 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDF 0.0375 JB 0.0172 | MDL 5.30 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0234 JBQ 0.0216 | MDL 5.30 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0284 JBQ 0.0167 | MDL 5.30 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0330 JB 0.0139 | MDL 5.30 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0623 JB 0.0157 | MDL 5.30 PQL ng/Kg U B
OCDF 0.396 JB 0.0230 | MDL 10.6 PQL ng/Kg U B
Sample ID:SL.-692-SA5C-SB-5.0-6.0 Collected: 6/12/201210:15:00  Analysis Type: RES Dilution: 1
Data
Lab Lab Review Reason
Result Qual RL Qual
1,2,3,4,6,7,8-HPCDD 0.668 JB 0.0341 | MDL 5.28 PQL ng/Kg U
1,2,3,4,6,7,8-HPCDF 0.106 JB 0.00971f MDL 5.28 PQL ng/Kg U
1,2,3,4,7,8,9-HPCDF 0.0181 JBQ 0.0165| MDL 5.28 PQL ng/Kg U
1,2,3,4,7,8-HXCDF 0.0447 JB 0.0136 | MDL 5.28 PQL ng/Kg U

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/7/2012 8:07:12 AM ADR version 1.6.0.193 Page 7 of 14



Data Qualifier Summary

L.ab Reporting Batch ID: PHO13 Laboratory: LL
EDD Filename: PHO13_v1 eQAPP Name: CDM_SSFL_120718_Lan
Matrix: SO
Sample ID:SL-692-SA5C-SB-5.0-6.0 Collected: 6/12/2012 10:15:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte Qual DL | T RL : Units | Qual |  Code

1,2,3,6,7,8-HXCDD 0.188 JBQ | 0.0225| MDL 5.28 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.115 JB 0.0125| MDL 5.28 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.183 JBQ 0.0212 | MDL 5.28 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0727 JB 0.0216 | MDL 5.28 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0497 JBQ | 0.0147 | MDL 5.28 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0288 JBQ | 0.0125| MDL 5.28 PQOL ng/Kg U B
2,3,4,7,8-PECDF 0.0572 JBQ | 0.0148| MDL 5.28 PQL ng/Kg U B
2,3,7,8-TCDD 0.0275 JB 0.0232 | MDL 1.06 PQL ng/Kg U B
2,3,7,8-TCDF 0.0194 J 0.0182 | MDL 1.06 PQL ng/Kg J z
OCDD 4.20 JB 0.0263 | MDL 10.6 PQL ng/Kg J z
OCDF 0.162 JB 0.0230 | MDL 10.6 PQL ng/Kg U B
Sample ID:S1_-693-SA5C-SB-4.0-5.0 Collected: 6/12/2012 9:25:00 Analysis Type: RES Dilution: 1
Data
RL Review Reason

MDL | 554 | PQL | ng/Kg

J z
1,2,3,4,6,7,8-HPCDF JB 0.0130 | -MDL 5.54 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF JB 0.0220 | MDL 5.54 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD JB 0.0327 | MDL 5.54 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF JBQ 0.0285 | MDL 5.54 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD JB 0.0341 | MDL 5.54 PQL ng/Kg J V4
1,2,3,6,7,8-HXCDF JBQ 0.0239 | MDL 5.54 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD JB 0.0323 | MDL 5.54 PQL ng/Kg J V4
1,2,3,7,8,9-HXCDF JB 0.0289 | MDL 5.54 PQL ng/Kg J z
1,2,3,7,8-PECDD JB 0.0257 | MDL 5.54 PQL ng/Kg J Z
1,2,3,7,8-PECDF JB 0.0211 | MDL 5.54 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF JB 0.0232 | MDL 5.54 PQL ng/Kg U B
2,3,4,7,8-PECDF JB 0.0212 | MDL 5.54 PQL ng/Kg U B
2,3,7,8-TCDD JB 0.0222 | MDL 1.1 PQL ng/Kg U B
2,3,7,8-TCDF J 0.0260 [ MDL 1.11 PQL ng/Kg J z
OCDF JB 0.0275 | MDL 1.1 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/7/2012 8:07:12 AM ADR version 1.6.0.193 Page 8 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PHO13 Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFL_120718_Lan
Matrix: SO
Sample ID:SL-693-SA5C-SB-9.0-10.0 Collected: 6/12/2012 9:35:00 Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason
SE— Qual | DL | Type | RL | Type | Units | Qual |  Code
1,2,3,6,7,8-HPCDF 0.731 JB 0.0154 | MDL 5.34 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.123 JB 0.0230 | MDL 5.34 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.110 JB 0.0362 | MDL 5.34 PQL ng/Kg ) B
1,2,3,4,7,8-HXCDF 0.226 JB 0.0310 ] MDL 5.34 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.395 JB 0.0383 | MDL 5.34 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.208 JB 0.0282 | MDL 5.34 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.337 JB 0.0343 | MDL 5.34 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.191 JBQ 0.0296 | MDL 5.34 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.250 JB 0.0279 | MDL 5.34 PQL | ng/Kg J z
1,2,3,7,8-PECDF 0.384 JB 0.0228 | MDL 5.34 PQL | ng/Kg J z
2,3,4,6,7,8-HXCDF 0.143 JB 0.0269 | MDL 5.34 PQL ng/Kg | - U B
2,3,4,7,8-PECDF 0.259 JB 0.0220 | MDL 5.34 PQL ng/Kg J z
2,3,7,8-TCDD 0.118 JB 0.0263 | MDL 1.07 PQL ng/Kg U B
2,3,7,8-TCDF 0.0811 J 0.0281 | MDL 1.07 PQL ng/Kg J z
OCDF 1.79 JB 0.0219 | MDL 10.7 PQL ng/Kg J 4
Sample ID:SL-716-SA5C-SB-5.5-6.5 Collected: 6/13/2012 3:24:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
. : — Result | Qual | DL | Type | RL | Type | Units | Qual |  Code
1 ,2,3,4,6,7,8-HPCDD R ] 2.29 JB 0.0268 | MDL 5.33 PQL ng/Kg J A
1,2,3,4,6,7,8-HPCDF 0.369 JB 0.00852| MDL 5.33 PQL ng/Kg J
1,2,3,4,7,8,9-HPCDF 0.0595 JB 0.0159 | MDL 5.33 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0446 JB 0.0244 | MDL 5.33 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.101 JB 0.0182 | MDL 5.33 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.141 JB 0.0263 | MDL 5.33 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0798 JB 0.0167 | MDL 5.33 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.127 JBQ | 0.0266 | MDL 5.33 PQL | ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0576 JB 0.0183 | MDL 5.33 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0774 JB 0.0210 | MDL 5.33 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.110 JB 0.0117 | MDL 5.33 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0634 JB 0.0155] MDL | 5.33 PQL | ng/Kg U B
2,3,4,7,8-PECDF 0.101 JB 0.0117 | MDL 5.33 PQL | ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/7/2012 8:07:12 AM ADR version 1.6.0.193 Page 9 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH013 Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-716-SA5C-SB-5.5-6.5 Collected: 6/13/2012 3:24:00 Analysis Type: RES : Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
¥ T T e T R s e —

2,3,7,8-TCDD 0.0224 JB 0.0201 | MDL 1.07 PQL ng/Kg U B

2,3,7,8-TCDF 0.0428 J 0.0177 | MDL 1.07 PQL ng/Kg J z
OCDF 0.714 JB 0.0203 | MDL 10.7 PQL ng/Kg J z
Sample ID:SL-717-SA5C-SB-6.0-7.0 Collected: 6/13/2012 2:45:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte e ROSUM | Qual | DL | Type | RL | Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDD 0.300 JB 0.0222 | MDL 5.33 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0565 JB 0.00688| MDL 5.33 PQL ng/Kg u
1,2,3,4,7,8,9-HPCDF 0.0352 JBQ 0.0134 | MDL 5.33 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.0300 JB 0.0103 | MDL 5.33 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0448 JB 0.0189 | MDL 5.33 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0244 JB 0.00939( MDL 5.33 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0233 JBQ 0.0173 | MDL 5.33 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0240 JBQ 0.0121 | MDL 533 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0429 JB 0.0229 | MDL 5.33 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0269 JBQ 0.0127 | MDL 5.33 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0106 JBQ |0.00979| MDL 5.33 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0489 JB 0.0122 | MDL 5.33 PQL ng/Kg u B
OCDD 0.640 JB 0.0321 | MDL 10.7 PQL ng/Kg u B
OCDF 0.103 JB 0.0266 | MDL 10.7 PQL ng/Kg U B
Sample ID:SL-718-SA5C-SB-4.0-5.0 Collected: 6/13/2012 1:08:00 Analysis Type: RES Dilution: 1

Data

Lab Lab RL Review Reason
Analyte Result RL i
1,2,3,4,6,7,8-HPCDF 1.94 JB 0.0159 | MDL 5.20 PQL J z
1,2,3,4,7,8,9-HPCDF 0.217 JBQ 0.0280 | MDL 5.20 PQL J z
1,2,3,4,7,8-HxCDD 0.0647 JBQ 0.0368 | MDL 5.20 PQL U B
1,2,3,4,7,8-HXCDF 0.257 JB 0.0289 | MDL 5.20 PQL U B
1,2,3,6,7,8-HXCDD 0.310 JBQ 0.0391 | MDL 5.20 PQL J z
1,2,3,6,7,8-HXCDF 0.184 JB 0.0268 | MDL 5.20 PQL J z
1,2,3,7,8,9-HXCDD 0.197 JB 0.0348 | MDL 5.20 PQL U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/7/2012 8:07:12 AM ADR version 1.6.0.193 Page 10 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH013 Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFL_120718_Lan
Matrix: SO
Sample ID:SL-718-SA5C-SB-4.0-5.0 Collected: 6/13/2012 1:08:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
A e — L L Type Qual | Code
1,2,3,7,8,9-HXCDF 0.0834 JB 0.0302 | MDL . PQL ng/Kg U B
1,2,3,7,8-PECDD 0.103 JB 0.0309 | MDL 5.20 PQL ng/Kg U
1,2,3,7,8-PECDF 0.298 JB 0.0303 | MDL 5.20 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.138 JB 0.0269 | MDL 5.20 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.163 JB 0.0285 | MDL 5.20 PQL ng/Kg U B
2,3,7,8-TCDD 0.0682 JBQ 0.0286 | MDL 1.04 PQL ng/Kg U B
2,3,7,8-TCDF 0.0619 J 0.0455| MDL 1.04 PQL ng/Kg J 4
OCDF 7.35 JB 0.0278 | MDL 104 PQL ng/Kg J z
Sample ID:S1.-718-SA5C-SB-8.0-9.0 Collected: 6/13/2012 1:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte __ Result | Qual | DL | Type | RL | T Units | Qual Code
1,2,3,4,6,7,8-HPCDD 443 JB 0.0321 | MDL 5.34 PQL ng/Kg J Z
1,2,3,4,6,7,8-HPCDF 0.992 JB 0.0110 | MDL 5.34 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.109 JB 0.0186 | MDL 5.34 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0902 JBQ 0.0289 | MDL 5.34 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.207 JBQ 0.0271 | MDL 5.34 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.203 JB 0.0304 | MDL 5.34 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.149 JB 0.0239 | MDL 5.34 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 0.165 JB 0.0294 | MDL 5.34 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.141 JB 0.0267 | MDL 5.34 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.176 JB 0.0286 | MDL 5.34 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.263 JB 0.0185| MDL 5.34 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.125 JB 0.0233 | MDL 5.34 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.212 JBQ 0.0186 | MDL 5.34 PQL ng/Kg U B
2,3,7,8-TCDD 0.0687 JB 0.0252 } MDL 1.07 PQL ng/Kg U B
2,3,7,8-TCDF 0.0772 J 0.0292 | MDL 1.07 PQL ng/Kg J Zz
OCDF 3.07 JB 0.0240 | MDL 10.7 PQL ng/Kg J V4

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH013 Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFL_120718_Lan
Matrix: | S
Sample ID:SL-720-SA5C-SB-4.5-5.5 Collected: 6/13/2012 12:37:00  Analysis Type: RES Dilution: 1
: Data
Lab DL Review Reason
e _ Re Qual | DL | T J
1,2,3,4,6,7,8-HPCDD 1.78 JB 0.0262 | MDL 5.47 PQL J z
1,2,3,4,6,7,8-HPCDF 0.453 JB 0.0126 | MDL 5.47 PQL J
1,2,3,4,7,8,9-HPCDF 0.0754 JB 0.0251 | MDL 5.47 PQL U B
1,2,3,4,7,8-HxCDD 0.0482 JB 0.0271 | MDL 5.47 PQL U B
1,2,3,4,7,8-HXCDF 0.196 JB 0.0215| MDL 5.47 PQL U B
1,2,3,6,7,8-HXCDD 0.123 JB 0.0285 | MDL 5.47 PQL U B
1,2,3,6,7,8-HXCDF 0.109 JB 0.0177 | MDL 5.47 PQL U B
1,2,3,7,8,9-HXCDD 0.130 JBQ 0.0272 | MDL 5.47 PQL U B
1,2,3,7,8,9-HXCDF 0.0368 JB 0.0239 | MDL 5.47 PQL u B
1,2,3,7,8-PECDD 0.0741 JB 0.0230 | MDL 5.47 PQL U B
1,2,3,7,8-PECDF 0.180 JB 0.0189 | MDL 5.47 PQL U B
2,3,4,6,7,8-HXCDF 0.0766 JB 0.0187 | MDL 5.47 PQL U B
2,3,4,7,8-PECDF 0.181 JB 0.0191 | MDL 5.47 PQL U B
2,3,7,8-TCDD 0.0268 JB 0.0256 | MDL 1.09 PQL ) B
2,3,7,8-TCDF . 0.147 J 0.0266 | MDL 1.09 PQL J z
OCDF 1.28 JB 0.0235 | MDL 10.9 PQL J z
Sample ID:SL-722-SA5C-SB-6.0-7.0 Collected: 6/13/2012 2:18:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
\Analyte __ __ Result Qual DL Type RL Type | Units | Qual Co _
1 ,2,3,4,6,7,8-HPCDF t 1.57 JB 0.0182 | MDL 5.21 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.197 JB 0.0321| MDL 5.21 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0989 JB 0.0450 | MDL 5.21 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.424 JB 0.0305 | MDL 5.21 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.344 JB 0.0475| MDL 5.21 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 0.246 JB 0.0459 | MDL 5.21 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.212 JB 0.0334 | MDL 5.21 PQL ng/Kg J V4
1,2,3,7,8-PECDD 0.107 JBQ 0.0281 | MDL 5.21 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.348 JB 0.0263 | MDL 5.21 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.166 JB 0.0306 | MDL 5.21 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.195 JB 0.0248 | MDL 5.21 PQL ng/Kg U B
2,3,7,8-TCDD 0.0261 JB 0.0188 | MDL 1.04 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary
Laboratory: LL

eQAPP Name: CDM_SSFL_120718_Lan

L.ab Reporting Batch ID: PH013
EDD Filename: PH013_v1

Sample ID:SL-722-SA5C-SB-6.0-7.0 Collected: 6/13/2012 2:18:00 Analysis Type: RES Dilution: 1
Data
Review Reason
Qual Code

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/7/2012 8:07:12 AM
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Data Qualifier Summary

Lab Reporting Batch ID: PH013 Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFL_120718_Lan
Reason Code Legend '

Reason Code Description
B Method Blank Contamination
Z Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Method Blank Outlier Report

Lab Reporting Batch ID: PH013
EDD Filename: PH013_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Resuit Samples
BLK1700B371931 6/19/2012 7:31:00 PM 1,2,3,4,6,7,8-HPCDD 6.77 pg EB-06

1,2,3,4,6,7,8-HPCDF 1.40 pg/L

1,2,3,4,7,8,9-HPCDF 0.816 pgiL

1,2,3,4,7,8-HxCDD 0.494 pg/L

1,2,3,4,7,8-HXCDF 0.685 pg/L

1,2,3,6,7,8-HXCDD 0.535 pg/L

1,2,3,6,7,8-HXCDF 0.827 pg/L

1,2,3,7,8,9-HXCDD 0.934 pgiL

1,2,3,7,8,9-HXCDF 1.05 pg/L

1,2,3,7,8-PECDD 0.567 pg/l.

1,2,3,7,8-PECDF 0.493 pg/L

2,3,4,6,7,8-HXCDF 0.617 pgiL

2,3,4,7,8-PECDF 0.640 po/L

2,3,7,8-TCDF 0.318 pg/L

OCDD 13.2 pg/L.

OCDF 2.31 pg/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
[EB-061412RES)  |1,2,3,4,6.7,8-HPCDD T ~ | a28pgl |  428Upgl
EB-061412(RES) 1,2,3,4,6,7,8-HPCDF 0.721 pg/L 0.721U pg/L
EB-061412(RES) 1,2,3,4,7,8,9-HPCDF 0.273 pg/L 0.273U pg/L
EB-061412(RES) 1,2,3,4,7,8-HxCDD ' 0.269 pg/L 0.269U pg/L
EB-061412(RES) 1,2,3,6,7,8-HXCDD 0.317 pg/L 0.317U pg/L
EB-061412(RES) 1,2,3,6,7,8-HXCDF 0.225 pg/L 0.225U pg/L
EB-061412(RES) 1,2,3,7,8,9-HXCDF 0.177 pg/L 0.177U pgiL
EB-061412(RES) 1,2,3,7,8-PECDF 0.289 pg/L 0.289U pg/L
EB-061412(RES) 2,3,4,6,7,8-HXCDF 0.266 pgil. 0.266U pg/L.
EB-061412(RES) 2,3,4,7,8-PECDF 0.426 pg/L 0.426U pg/L.
EB-061412(RES) 2,3,7,8-TCDF 0.227 pgilL 0.227U pgiL
EB-061412(RES) OCDD 8.25 pg/L 8.25U pg/L
EB-061412(RES) OCDF 0.667 pgiL 0.667U pg/L
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
11/6/2012 2:55:16 PM ADR version 1.6.0.193 Page 10f 7



Method Blank Outlier Report

Lab Reporting Batch ID: PH013
EDD Filename: PH0O13_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

Analyte
1,2,3,4,6,7,8-HPCDD
1,2,3,4,6,7,8-HPCDF
1,2,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDD
1,2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDD
1,2,3,7,8,9-HXCDF
1,2,3,7,8-PECDD
1,2,3,7,8-PECDF
2,3,4,6,7,8-HXCDF
2,3,4,7,8-PECDF
2,3,7,8-TCDD

OCDD

OCDF

0.296 ng/Kg
0.0669 ng/Kg
0.0427 ng/Kg
0.0280 ng/Kg
0.0591 ng/Kg
0.0452 ng/Kg
0.0294 ng/Kg
0.0591 ng/Kg
0.0349 ng/Kg
0.0430 ng/Kg
0.0386 ng/Kg
0.0424 ng/Kg
0.0515 ng/Kg
0.0331 ng/Kg
0.579 ng/Kg
0.138 ng/Kg

Associated
Samples

-683-SA5C-SB-4.0-6.0
SL-683-SA5C-SB-7.0-8.0
SL-684-SA5C-SB-2.5-3.5
SL-685-SA5C-SB-4.0-5.0
S1-685-SA5C-SB-7.0-8.0
SL-687-SA5C-SB-4.0-5.0
SL-688-SA5C-SB-4.0-5.0
SL-688-SA5C-SB-9.0-10.0
SL-689-SA5C-5B-4.0-5.0
SL-689-SA5C-SB-7.5-8.5
SL-690-SA5C-5B-3.5-4.5
SL-692-SA5C-SB-5.0-6.0
SL-693-SA5C-5B-4.0-5.0
SL-693-SA5C-SB-9.0-10.0
SL-716-SA5C-SB-5.5-6.5
SL-717-SA5C-SB-6.0-7.0
SL-718-SA5C-SB-4.0-5.0
SL-718-SA5C-SB-8.0-9.0
SL-720-SA5C-SB-4.5-5.5
SL-722-SA5C-SB-6.0-7.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sample ID

T e

SL-683-SA5C-SB-4.0-5.0(RES)

Analyt
" 11,2,3,4,7,8,9-HPCDF

Reported
Result

Modified

SL-683-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.100 ng/Kg 0.100U ng/Kg
SL-683-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.233 ng/Kg 0.233U ng/Kg
SL-683-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.224 ng/Kg 0.224U ng/Kg
SL-683-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0940 ng/Kg 0.0940U ng/Kg
SL-683-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.157 ng/Kg 0.157U ng/Kg
SL-683-SA5C-SB-4.0-5.0(RES) 1,2,3.7,8,9-HXCDF 0.0471 ng/Kg 0.0471U ng/Kg
SL-683-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.0771 ng/Kg 0.0771U ng/Kg
SL-683-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.145 ng/Kg 0.145U ng/Kg
SL-683-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.107 ng/Kg 0.107U ng/Kg
SL-683-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0973 ng/Kg 0.0973U ng/Kg
SL-683-SA5C-SB-7.0-8.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0694 ng/Kg 0.0694U ng/Kg

S1.-683-SA5C-SB-7.0-8.0(RES)

1,2,3,4,7,8-HxCDD

0.0986 ng/Kg

0.0986U ng/Kg

S1.-683-SA5C-SB-7.0-8.0(RES) 1,2,3,4,7,8-HXCDF 0.282 ng/Kg 0.282U ng/Kg
SL-683-SA5C-5B-7.0-8.0(RES) 1,2,3,6,7,8-HXCDD 0.179 ng/Kg 0.179U ng/Kg
SL-683-SA5C-SB-7.0-8.0(RES) 1,2,3,6,7,8-HXCDF 0.0783 ng/Kg 0.0783U ng/Kg
SL-683-SA5C-SB-7.0-8.0(RES) 1,2,3,7,8,9-HXCDD 0.112 ng/Kg 0.112U ng/Kg

SL-683-SA5C-SB-7.0-8.0(RES)

1,2,3,7,8,9-HXCDF

0.0613 ng/Kg

0.0613U ng/Kg

SL-683-SA5C-5B-7.0-8.0(RES)

1,2,3,7,8-PECDD

0.0609 ng/Kg

0.0609U ng/Kg

SL-683-SA5C-SB-7.0-8.0(RES)

1,2,3,7,8-PECDF

0.125 ng/Kg

0.125U ng/Kg

SL-683-SA5C-5B-7.0-8.0(RES)

2,3,4,6,7,8-HXCDF

0.0672 ng/Kg

0.0672U ng/Kg

SL-683-SA5C-SB-7.0-8.0(RES)

2,3,4,7,8-PECDF

0.0814 ng/Kg

0.0814U ng/Kg

SL-683-SA5C-SB-7.0-8.0(RES)

2,3,7,8-TCDD

0.0290 ng/Kg

0.0290U ng/Kg

SL-684-SA5C-5B-2.5-3.5(RES)

1,2,3,4,7,8,9-HPCDF

0.0667 ng/Kg

0.0667U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH013

EDD Filename: PHO13_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

Analysis Da

S

te Analyte

T

=

Result

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Associated
ples

N

SL-684-SA5C-SB-2.5-3.5(RES)

Analyte -

SRS

1,2,3,4,7,8-HxCD

Reported
Result

Modified
Final Rsult

0.105 ng/Kg 0.105U ng/Kg
SL-684-SA5C-SB-2.5-3.5(RES) 1,2,3,4,7,8-HXCDF 0.125 ng/Kg 0.125U ng/Kg
SL-684-SA5C-SB-2.5-3.5(RES) 1,2,3,6,7,8-HXCDD 0.178 ng/Kg 0.178U ng/Kg
SL-684-SA5C-SB-2.5-3.5(RES) 1,2,3,6,7,8-HXCDF 0.0886 ng/Kg 0.0886U ng/Kg
SL-684-SA5C-SB-2.5-3.5(RES) 1,2,3.7,8,9-HXCDD 0.199 ng/Kg 0.199U ng/Kg
SL-684-SA5C-SB-2.5-3.5(RES) 1,2,3.7,8,9-HXCDF 0.115 ng/Kg 0.115U ng/Kg
SL-684-SA5C-SB-2.5-3.5(RES) 1,2,3,7,8-PECDD 0.0877 ng/Kg 0.0877U ng/Kg
SL-684-SA5C-SB-2.5-3 5(RES) 2,3,4,6,7,8-HXCDF 0.0853 ng/Kg 0.0853U ng/Kg
SL-684-SA5C-SB-2.5-3.5(RES) 2,3,4.7,8-PECDF 0.0858 ng/Kg 0.0858U ng/Kg
SL-685-SA5C-SB4.0-5.0(RES) 1.2,3,7,8-PECDD 0.177 ng/Kg 0.177U ng/Kg
SL-685-SA5C-SB-4.0-5.0(RES) 2,3.7,8-TCDD 0.0473 ng/Kg 0.0473U ng/Kg
SL-685-SA5C-SB-7.0-8.0(RES) 1,2,3,4,6,7,8-HPCDD 0.244 ng/Kg 0.244U ng/Kg

SL-685-SA5C-SB-7.0-8.0(RES)

1,2,3,4,6,7,8-HPCDF

0.0661 ng/Kg

0.0661U ng/Kg

SL-685-SA5C-SB-7.0-8.0(RES)

1,2,3,4,7,8,9-HPCDF

0.0421 ng/Kg

0.0421U ng/Kg

SL-685-SA5C-SB-7.0-8.0(RES) 1,2,3,4,7,8-HXCDF 0.0218 ng/Kg 0.0218U ng/Kg
SL-685-SA5C-SB-7.0-8.0(RES) 1,2,3,6,7,8-HXCDD 0.0751 ng/Kg 0.0751U ng/Kg
SL-685-SA5C-SB-7.0-8.0(RES) 1,2,3,6,7,8-HXCDF 0.0452 ng/Kg 0.0452U ng/Kg
SL-685-SA5C-SB-7.0-8.0(RES) 1,2,3,7,8,9-HXCDD 0.0487 ng/Kg 0.0487U ng/Kg
SL-685-SA5C-SB-7.0-8.0(RES) 1,2,3,7,8-PECDF 0.0241 ng/Kg 0.0241U ng/Kg
SL-685-SA5C-SB-7.0-8.0(RES) 2,3,4,8,7,8-HXCDF 0.0346 ng/Kg 0.0346U ng/Kg
SL-685-SA5C-SB-7.0-8.0(RES) 2,3,4,7,8-PECDF 0.0508 ng/Kg 0.0508U ng/Kg
SL-685-SA5C-SB-7.0-8.0(RES) 0CDD 0.616 ng/Kg 0.616U ng/Kg
SL-685-SA5C-SB-7.0-8.0(RES) OCDF 0.109 ng/Kg 0.109U ng/Kg
SL-687-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.179 ng/Kg 0.179U ng/Kg
SL-687-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDD 0.0458 ng/Kg 0.0458U ng/Kg

SL-688-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8,9-HPCDF

0.0566 ng/Kg

0.0566U ng/Kg

SL-688-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0811 ng/Kg 0.0811U ng/Kg
SL-688-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.108 ng/Kg 0.108U ng/Kg
SL-688-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0798 ng/Kg 0.0798U ng/Kg
SL-688-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.271 ng/Kg 0.271U ng/Kg
SL-688-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.158 ng/Kg 0.158U ng/Kg

SL-688-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8-PECDD

0.0758 ng/Kg

0.0758U ng/Kg

SL-688-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8-PECDF

0.0923 ng/Kg

0.0923U ng/Kg

SL-688-SA5C-SB-4.0-5.0(RES)

2,3,4,6,7,8-HXCDF

0.0496 ng/Kg

0.0496U ng/Kg

SL-688-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0702 ng/Kg 0.0702U ng/Kg
SL-688-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDD 0.0313 ng/Kg 0.0313U ng/Kg
SL-688-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.291 ng/Kg 0.291U ng/Kg
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Lab Reporting Batch ID: PHO13
EDD Filename: PHO13_v1

Method Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

Associated
Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sample ID

RN
SL-688-SA5C-SB-9.0-10.0(RES)

_|Analyte

1,2,3,4,6,7,8-HPCDF

Reported
Result

0.0671 ng/Kg

Modified
Final Result )

0.0671U ng/Kg

SL-688-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0312 ng/Kg 0.0312U ng/Kg
SL-688-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HxCDD 0.0267 ng/Kg 0.0267U ng/Kg
SL-688-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0192 ng/Kg 0.0192U ng/Kg

SL-688-SA5C-SB-9.0-10.0(RES)

1,2,3,6,7,8-HXCDD

0.0541 ng/Kg

0.0541U ng/Kg

SL-688-SA5C-SB-9.0-10.0(RES)

1,2,3,6,7,8-HXCDF

0.0271 ng/Kg

0.0271U ng/Kg

SL-688-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDD 0.0440 ng/Kg 0.0440U ng/Kg
SL-688-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDE 0.0335 ng/Kg 0.0335U ng/Kg
SL-688-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0.0248 ng/Kg 0.0248U ng/Kg
SL-688-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0302 ng/Kg 0.0302U ng/Kg
SL-688-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.0532 ng/Kg 0.0532U ng/Kg
SL-688-5A5C-SB-9.0-10.0(RES) 2,3,7,8-TCDD 0.0303 ng/Kg 0.0303U ng/Kg
SL-688-SA5C-SB-9.0-10.0(RES) 0CDD 0.799 ng/Kg 0.799U ng/Kg
SL-688-SA5C-SB-9.0-10.0(RES) OCDF 0.108 ng/Kg 0.108U ng/Kg
SL-689-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.146 ng/Kg 0.146U ng/Kg
SL-689-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.147 ng/Kg 0.147U ng/Kg
SL-689-SAEC-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.116 ng/Kg 0.116U ng/Kg
SL-689-SAEC-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.143 ng/Kg 0.143U ng/Kg
SL-689-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.102 ng/Kg 0.102U ng/Kg
S1-689-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.172 ng/Kg 0.172U ng/Kg
SL-689-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.173 ng/Kg 0.173U ng/Kg
SL-689-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.100 ng/Kg 0.100U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) 1,2,3,4,6,7,8-HPCDD 0.367 ng/Kg 0.367U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) 1,2,3,4,6,7,8-HPCDF 0.0902 ng/Kg 0.0902U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0409 ng/Kg 0.0409U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) 1,2,3,4,7,8-HXCDF 0.0435 ng/Kg 0.0435U ng/Kg
SL-889-SA5C-SB-7.5-8.5(RES) 1,2,3,6,7,8-HXCDD 0.0457 ng/Kg 0.0457U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) 1,2,3,6,7,8-HXCDF 0.0264 ng/Kg 0.0264U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) 1,2,3,7,8,9-HXCDD 0.0416 ng/Kg 0.0416U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) 1,2,3,7,8,9-HXCDF 0.0185 ng/Kg 0.0185U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) 1,2,3,7,8-PECDD 0.0359 ng/Kg 0.0359U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) 1,2,3,7,8-PECDF 0.0211 ng/Kg 0.0211U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) 2,3,4,6,7,8-HXCDF 0.0337 ng/Kg 0.0337U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) 2,3,4,7,8-PECDF 0.0717 ng/Kg 0.0717U ng/Kg
SL-689-SA5C-SB-7.5-8.5(RES) ocDD 1.24 ng/Kg 1.24U ng/Kg

SL-689-SA5C-SB-7.5-8.5(RES) OCDF 0.0994 ng/Kg 0.0994U ng/Kg
SL-690-SA5C-SB-3.5-4.5(RES) 1,2,3.4,6,7,8-HPCDD 1.37 nglKg 1.37U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH013
EDD Filename: PH013_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID Analyte Result
SL-690-SA5C-5B-3.5-4.5(RES) 1,2,3,4,6,7,6-HPCDF 0.212 n/Kg
SL-690-SA5C-SB-3.5-4.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0492 ng/Kg 0.0492U ng/Kg
SL-690-SA5C-SB-3.5-4.5(RES) 1,2,3,4,7,8-HxCDD 0.0294 ng/Kg 0.0294U ng/Kg
SL-690-SA5C-SB-3.5-4.5(RES) 1,2,3,4,7,8-HXCDF 0.0468 ng/Kg 0.0468U ng/Kg
SL-690-SA5C-SB-3.5-4.5(RES) 1,2,3,6,7,8-HXCDF 0.138 ng/Kg 0.138U ng/Kg
SL-690-SA5C-SB-3.5-4.5(RES) 1,2,3,7,8,9-HXCDF 0.0375 ng/Kg 0.0375U ng/Kg
SL-690-SA5C-SB-3.5-4.5(RES) 1,2,3,7,8-PECDD 0.0234 ng/Kg 0.0234U ng/Kg
SL-690-SA5C-SB-3.5-4.5(RES) 1,2,3,7,8-PECDF 0.0284 ng/Kg 0.0284U ng/Kg
SL-690-SA5C-SB-3.5-4.5(RES) 2,3,4,6,7,8-HXCDF 0.0330 ng/Kg 0.0330U ng/Kg
SL-690-SA5C-SB-3.5-4.5(RES) 2,3,4,7,8-PECDF 0.0623 ng/Kg 0.0623U ng/Kg
SL-690-SA5C-SB-3.5-4.5(RES) OCDF 0.396 ng/Kg 0.396U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 1,2,3,4,6,7,8-HPCDD 0.668 ng/Kg 0.668U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 1,2,3,4,6,7,8-HPCDF 0.106 ng/Kg 0.108U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0181 ng/Kg 0.0181U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 1,2,3,4,7,8-HXCOF 0.0447 ng/Kg 0.0447U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 1,2,3,6,7,8-HXCDD 0.188 ng/Kg 0.188U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 1,2,3,6,7,8-HXCDF 0.115 ng/Kg 0.115U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 1,2,3,7,8,9-HXCDD 0.183 ng/Kg 0.183U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 1,2,3,7,8-PECDD 0.0727 ng/Kg 0.0727U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 1,2,3,7,8-PECDF 0.0497 ng/Kg 0.0497U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 2,3,4,6,7,8-HXCDF 0.0288 ng/Kg 0.0288U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 2,3,4,7,8-PECDF 0.0572 ng/Kg 0.0572U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) 2,3,7,8-TCDD 0.0275 ng/Kg 0.0275U ng/Kg
SL-692-SA5C-SB-5.0-6.0(RES) OCDF 0.162 ng/Kg 0.162U ng/Kg
SL-693-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.137 ng/Kg 0.137U ng/Kg
SL-693-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.115 ng/Kg 0.115U ng/Kg
SL-693-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.211 ng/Kg 0.211U ng/Kg
SL-693-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.124 ng/Kg 0.124U ng/Kg
SL-693-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.166 ng/Kg 0.166U ng/Kg
SL-693-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDD 0.0672 ng/Kg 0.0672U ng/Kg
SL-693-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.123 ng/Kg 0.123U ng/Kg
SL-693-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HxCDD 0.110 ng/Kg 0.110U ng/Kg
SL-693-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.226 ng/Kg 0.226U ng/Kg
SL-693-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.143 ng/Kg 0.143U ng/Kg
SL-693-SA5C-SB-9.0-10.0(RES) 2,3,7,8-TCDD 0.118 ng/Kg 0.118U ng/Kg
SL-716-SA5C-SB-5.5-6.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0595 ng/Kg 0.0595U ng/Kg
SL-716-SA5C-SB-5.5-6.5(RES) 1,2,3,4,7,8-HxCDD 0.0446 ng/Kg 0.0446U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PHO13 Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample iD - Analyte N o Result Final Result
SL-716-SA5C.SB-5.5-6.5(RES)  |[123478HXCOF ' 0401 ngiKg 0.101U ng/Kg
5L-716-SA5C-SB-5.5-6.5(RES) 1,2,3,6,7,8-HXCDD 0.141 ng/Kg 0.141U ng/Kg
SL-716-SA5C-SB-5.5-6.5(RES) 1,2,3,6,7,8-HXCDF 0.0798 ng/Kg 0.0798U ng/Kg
SL-716-SA5C-SB-5.5-6.5(RES) 1,2,3,7,8,9-HXCDD 0.127 ng/Kg 0.127U ng/Kg
SL-716-SA5C-SB-5.5-6.5(RES) 1,2,3,7,8,9-HXCDF 0.0576 ng/Kg 0.0576U ng/Kg
SL-716-SA5C-SB-5.5-6.5(RES) 1,2,3,7,8-PECDD 0.0774 ng/Kg 0.0774U ng/Kg
SL-716-SA5C-SB-5.5-6.5(RES) 1,2,3,7,8-PECDF 0.110 ng/Kg 0.110U ng/Kg
SL-716-SA5C-SB-5.5-6.5(RES) 2,3,4,6,7,8-HXCDF 0.0634 ng/Kg 0.0634U ng/Kg
SL-716-SA5C-SB-5.5-6.5(RES) 2,3,4,7,8-PECDF 0.101 ng/Kg 0.101U ng/Kg
SL-716-SA5C-SB-5.5-6.5(RES) 2,3,7,8-TCDD 0.0224 ng/Kg 0.0224U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) 1,2,3,4,6,7,8-HPCDD 0.300 ng/Kg 0.300U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0565 ng/Kg 0.0565U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0352 ng/Kg 0.0352U ng/Kg
SL-717-SA5C-$B-6.0-7.0(RES) 1,2,3,4,7,8-HXCDF 0.0300 ng/Kg 0.0300U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) 1,2,3,6,7,8-HXCDD 0.0448 ng/Kg 0.0448U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) 1,2,3,6,7,8-HXCDF 0.0244 ng/Kg 0.0244U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) 1,2,3,7,8,9-HXCDD 0.0233 ng/Kg 0.0233U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) 1,2,3,7,8,9-HXCDF 0.0240 ng/Kg 0.0240U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) 1,2,3,7,8-PECDD 0.0429 ng/Kg 0.0429U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) 1,2,3,7,8-PECDF 0.0269 ng/Kg 0.0269U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) 2,3,4,6,7,8-HXCDF 0.0106 ng/Kg 0.0106U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) 2,3,4,7,8-PECDF 0.0489 ng/Kg 0.0489U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) OCDD 0.640 ng/Kg 0.640U ng/Kg
SL-717-SA5C-SB-6.0-7.0(RES) OCDF 0.103 ng/Kg 0.103U ng/Kg
SL-718-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0647 ng/Kg 0.0647U ng/Kg
SL-718-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.257 ng/Kg 0.257U ng/Kg
SL-718-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.197 ng/Kg 0.197U ng/Kg
SL-718-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0834 ng/Kg 0.0834U ng/Kg
SL-718-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.103 ng/Kg 0.103U ng/Kg
SL-718-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.138 ng/Kg 0.138U ng/Kg
SL-718-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.163 ng/Kg 0.163U ng/Kg
SL-718-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDD 0.0682 ng/Kg 0.0682U ng/Kg
SL-718-SA5C-SB-8.0-9.0(RES) 1,2,3,4,7,8,9-HPCDF 0.109 ng/Kg 0.109U ng/Kg
SL-718-SA5C-SB-8.0-9.0{RES) 1,2,3,4,7,8-HxCDD 0.0902 ng/Kg 0.0902U ng/Kg
SL-718-SA5C-SB-8.0-9.0(RES) 1,2,3,4,7,8-HXCDF 0.207 ng/Kg 0.207U ng/Kg
SL-718-SA5C-SB-8.0-9.0(RES) 1,2,3,6,7,8-HXCDD 0.203 ng/Kg 0.203U ng/Kg
SL-718-SA5C-SB-8.0-9.0(RES) 1,2,3,7,8,9-HXCDD 0.165 ng/Kg 0.165U ng/Kg
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Lab Reporting Batch {D: PHO13
EDD Filename: PH013_v1

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

Analysis Date

Analyte

SRS

=

Result

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Associated

Samples

Ie ID

SL-718-SA5C-SB-8.0-9.0(RES)

R

Analyte
1,2,3,7,8,9-HXCDF

Reported
7 Result

" 0.141 ng/Kg

Modified
Final Result

0.141U ng/Kg
SL-718-SA5C-SB-8.0-9.0(RES) 1,2,3,7,8-PECDD 0.176 ng/Kg 0.176U ng/Kg
SL-718-SA5C-SB-8.0-9.0(RES) 2,3,4,6,7,8-HXCDF 0.125 ng/Kg 0.125U ng/Kg
SL-718-SA5C-SB-8.0-9.0(RES) 2,3,4,7,8-PECDF 0.212 ng/Kg 0.212U ng/Kg
SL-718-SA5C-SB-8.0-9.0(RES) 2,3,7,8-TCDD 0.0687 ng/Kg 0.0687U ng/Kg
SL-720-SA5C-SB-4.5-5.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0754 ng/Kg 0.0754U ng/Kg
SL-720-SA5C-SB-4.5-5.5(RES) 1,2,3,4,7,8-HxCDD 0.0482 ng/Kg 0.0482U ng/Kg
SL-720-SA5C-SB-4.5-5.5(RES) 1,2,3,4,7,8-HXCDF 0.196 ng/Kg 0.196U ng/Kg
SL-720-SA5C-SB-4.5-5.5(RES) 1,2,3,6,7,8-HXCDD 0.123 ng/Kg 0.123U ng/Kg
SL-720-SA5C-SB-4.5-5.5(RES) 1,2,3,6,7,8-HXCDF 0.109 ng/Kg 0.109U ng/Kg
SL-720-SA5C-SB-4.5-5.5(RES) 1,2,3,7,8,9-HXCDD 0.130 ng/Kg 0.130U ng/Kg

SL-720-SA5C-SB-4.5-5.5(RES)

1,2,3,7,8,9-HXCDF

0.0368 ng/Kg

0.0368U ng/Kg

SL-720-SA5C-SB-4.5-5.5(RES)

1,2,3,7,8-PECDD

0.0741 ng/Kg

0.0741U ng/Kg

SL-720-SA5C-SB-4.5-5.5(RES) 1,2,3,7,8-PECDF 0.180 ng/Kg 0.180U ng/Ka
SL-720-SA5C-SB-4.5-5.5(RES) 2,3,4,6,7,8-HXCDF 0.0766 ng/Kg 0.0766U ng/Kg
SL-720-SA5C-SB-4.5-5 5(RES) 2,3,4,7,8-PECDF 0.181 ng/Kg 0.181U ng/Kg
SL-720-SA5C-SB-4.5-5 5(RES) 2,3,7,8-TCDD 0.0268 ng/Kg 0.0268U ng/Kg
SL-722-SA5C-SB-6.0-7.0(RES) 1,2,3,4,7,8,9-HPCDF 0.197 ng/Kg 0.197U ng/Kg
SL-722-SA5C-SB-6.0-7.0(RES) 1,2,34,7,8-HxCDD 0.0989 ng/Kg 0.0989U ng/Kg
SL-722-SA5C-SB-6.0-7.0(RES) 1,2,3,7,8,9-HXCDD 0.246 ng/Kg 0.246U ng/Kg
SL-722-SA5C-SB-6.0-7.0(RES) 1,2,3,7,8-PECDD 0.107 ng/Kg 0.107U ng/Kg
SL-722-SA5C-SB-6.0-7.0(RES) 2,3,4,6,7,8-HXCDF 0.166 ng/Kg 0.166U ng/Kg
SL-722-SA5C-SB-6.0-7.0(RES) 2,3,4,7,8-PECDF 0.195 ng/Kg 0.195U ng/Kg

SL-722-SA5C-SB-6.0-7.0(RES)

2,3,7,8-TCDD

0.0261 ng/Kg

0.0261U ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
ADR version 1.6.0.193

11/6/2012 2:55:16 PM

Page 7 of 7



Reporting Limit Outliers

Lab Reporting Batch ID: PH013
EDD Filename: RH013_V1

Laboratory: LL
. eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB-061412 1,2,3,4,6,7,8-HPCDD JB 423 10.2 PQL pg/L
1,2,3,4,6,7,8-HPCDF JBQ 0.721 10.2 PQL pg/L
1,2,3,4,7,8,9-HPCDF JB 0.273 10.2 PQL pg/L
1,2,3,4,7,8-HxCDD JBQ 0.269 10.2 PQL pg/L
1,2,3,6,7,8-HXCDD JB 0.317 10.2 PQL pg/L
1,2,3,6,7,8-HXCDF JBQ 0.225 10.2 PQL pg/L
1,2,3,7,8,9-HXCDF JBQ 0.177 10.2 PQL pg/l. J (all detects)
1,2,3,7,8-PECDF JBQ 0.289 10.2 PQL pg/L
2,3,4,6,7,8-HXCDF JBQ 0.266 10.2 PQL pg/L
2,3,4,7,8-PECDF JBQ 0.426 10.2 PQL pg/L
2,3,7,8-TCDF JB 0.227 2.04 PQL pg/L
OCDD JB 8.25 20.4 PQL pg/L
OCDF JBQ | 0667 20.4 PQL | pglL

o)

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-683-SA5C-SB-4.0-50 |1,2.3.4,6,7,8-HPCDD JB 4.01 5.25 PQL | ng/Kg
1.2.3.4.6.7.8-HPCDF JB 1.14 5.25 PQL | ng/Kg
1.2.3.4.7.8.9-HPCDF B | 0107 5.25 PQL | ng/Kg
12'3'47.8'HxCDD JBa | 0.100 5.25 PQL | ng/Kg
1.2.3.4.7.8-HXCDF JB | 0233 5.25 PQL | ng/Kg
12.3.6.7.8-HXCDD JB | 0224 5.25 PQL | ng/Kg
1.2.3.6,7.8-HXCDF JB | 0.0940 5.25 PQL | ng/k
12.3.7.8.9-HXCDD B | 0157 5.25 PQL nS/KS J (all detects)
1.2.3.7.8/9-HXCDF JB | 0.0471 5.05 PQL | ng/Kg
1.2.3.7.8-PECDD JB | 00771 5.25 PQL | ng/Kg
1.2.3.7.8-PECDF B | 0145 5.25 PQL | ng/Kg
2.3.4,6.7,8-HXCDF JBQ | 0107 5.25 PQL | ng/Kg
2.3.4.7.8-PECDF JB | 00973 5.25 PQL | ng/Kg
OCDF JB 173 105 PQL | ng/Kg
SL-683-SA5C-SB-7.0-80  |1,2,3.4,6,7,8-HPCDD JB 2.45 5.61 PQL | ng/Kg
1/2.3.4.6.7.8-HPCDF B | 0511 5.61 PQL | ng/Kg
1'2/3.4.7.8.9-HPCDF JB | 0.0694 5.61 PQL | ng/Kg
1.2.34,7.8-HXCDD JB | 00986 5.61 PQL | ng/Kg
1.2/3.4.7.8-HXCDF JB | 0282 5.61 POL | ng/Kg
1.2.3.6.7.8-HXCDD B | 0179 5.61 PAL | ng/Kg
1.2/3.6.7.8-HXCDF JB | 00783 5.61 PQL | ng/Kg
1.2.3.7.8.9-HXCDD JBQ | 0112 5.61 PQL | ng/Kg
1.2/3.7.8/9-HXCDF JB | 00613 5.61 PQL |ngikg | Y (alldstects)
1.2.3.7.8-PECDD JBQ | 0.0609 5.61 PQL | ng/Kg
1.2.3.7.8-PECDF JB | 0125 5.61 PQL | ng/Kg
2.3.4,6.7,8-HXCDF JB | 0.0672 5.61 PQL | ng/Kg
2.314,7.8.PECDF JBQ | 0.0814 5.61 PQL | ng/Kg
2.3.7.8-TCDD JBa | 0.0290 112 PQL | ng/Kg
2.3.7.8-TCDF J 0.0367 112 PQL | ng/Kg
OCDF B | 0804 11.2 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH013 Laboratory: LL
EDD Filename: PH013_v1 ' eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-684-SA5C-SB-2.5-3.5 1,2,3,4,6,7,8-HPCDD JB 237 5.28 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.579 5.28 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0667 5.28 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.105 5.28 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.125 5.28 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.178 5.28 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0886 5.28 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD JBQ 0.199 5.28 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.115 5.28 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.0877 5.28 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.210 5.28 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0853 5.28 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0858 5.28 PQL ng/Kg
OCDF JB 1.12 10.6 PQL | ng/Kg
SL-685-SA5C-SB-4.0-5.0 1,2,3,4,7,8,9-HPCDF JB 0.545 4,97 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.728 497 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.549 497 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.67 4.97 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.496 4.97 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.977 4,97 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.300 4.97 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.177 497 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.495 497 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.607 4.97 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.280 497 PQL ng/Kg
2,3,7,8-TCDD JBQ 0.0473 0.994 PQL ng/Kg
2,3,7,8-TCDF JQ 0.108 0.994 PQL ng/Kg
SL-685-SA5C-SB-7.0-8.0  [1,2,3,4,6,7,8-HPCDD JB 0.244 5.46 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0661 5.46 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF | JB 0.0421 5.46 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0218 5.46 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0751 5.46 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0452 5.46 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0487 5.46 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDF JBQ 0.0241 5.46 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0346 5.46 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0508 5.46 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0229 1.09 PQL ng/Kg
OCDD JB 0.616 10.9 PQL ng/Kg
OCDF JB 0.109 10.9 PQL | ng/Kg
SL-687-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDF JB 4.86 5.15 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.456 5.16 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.345 5.15 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.335 5.15 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.23 5.15 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.325 5.1 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.672 5.15 PQL ng/Kg
1.2.3.7.8.9-HXCDF JB | 0182 5.15 PQL | ng/Kg | (@ldetects)
1,2,3,7,8-PECDD JBQ 0.284 5.15 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.341 5.15 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.352 5.15 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.179 5.15 PQL ng/Kg
2,3,7,8-TCDD JBQ 0.0458 1.03 PQL ng/Kg
2,3,7,8-TCDF J 0.0845 1.03 POL ng/Kg
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Reporting Limit Outliers

l.ab Reporting Batch ID: PHO13 Laboratory: LL
EDD Filename: PHO13_v1 eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reporting)l RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-688-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 2.86 5.35 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.499 5.35 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0566 5.35 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0811 5.35 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.108 5.35 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.248 5.35 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0798 5.35 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.271 5.35 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.158 5.35 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.0758 5.35 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0923 5.35 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0496 5.35 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0702 5.35 PQL ng/Kg
2,3,7,8-TCDD JB 0.0313 1.07 PQL ng/Kg
OCDF JB 0.923 10.7 PQL | ng/Kg
SL-688-SA5C-SB-9.0-10.0 (1,2,3,4,6,7,8-HPCDD JB 0.291 5.46 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0671 5.46 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0312 5.46 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0267 5.46 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0192 5.46 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0541 5.46 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0271 5.46 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0440 5.46 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.0335 5.46 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0248 5.46 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0302 5.46 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0532 5.46 PQL ng/Kg
2,3,7,8-TCDD JB 0.0303 1.09 PQL ng/Kg
OCDD JB 0.799 10.9 PQL ng/Kg
OCDF JB 0.108 10.9 PQL | ng/Kg
SL-689-SA5C-SB-4.0-50  |1,2,3,4,6,7,8-HPCDF JB 1.83 5.45 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.146 5.45 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.171 5.45 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.147 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.620 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.116 5.45 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.522 5.45 PQL ng/Kg
1.2'3.7.8.9-HXCDF JB | 0143 5.45 PQL | ngiKg | ¢ (@lldetects)
1,2,3,7,8-PECDD JBQ 0.102 5.45 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.172 5.45 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.173 5.45 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.100 5.45 PQL ng/Kg
2,3,7,8-TCDF J 0.0351 1.09 PQL ng/Kg
OCDF JB 5.29 10.9 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH0O13 Laboratory: LL
EDD Filename: PH013_v1 eQAPP Name: CDM_SSFLT120718_Lan

SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-689-SA5C-SB-7.5-85 |1,2,3,4,6,7,8-HPCDD JB | 0367 5.24 PQL | ng/Kg
1.2.3,4.6,7,8-HPCDF JB | 00902 5.24 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF JBQ | 0.0409 5.24 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JBQ | 0.0435 5.24 PQL | ng/Kg
1.2,3,6.7.8-HXCDD JBQ | 0.0457 5.24 PQL | ng/Kg
1.2.3,6.7.8-HXCDF JBQ | 0.0264 5.24 PQL | ng/Kg
1.2.3,7.8,9-HXCDD JB | 00416 5.24 PQL | ng/Kg
1.2.3,7,8.9-HXCDF JB | 00185 5.24 PQL |ngig | ¢ (alldetects)
1.2.3.7.8-PECDD JB | 0.0359 5.24 PQL | ng/Kg
1.2.3.7.8-PECDF JB | 00211 5.24 PQL | ng/Kg
2.3,4.6,7,8-HXCDF JB | 00337 5.24 PQL | ng/Kg
2.3,4.7,8-PECDF B | 00717 5.24 PQL | ng/Kg
OCDD JB 1.24 105 PQL | ng/Kg
OCDF JB | 0.0094 10.5 PQL | ng/Kg
SL-690-SA5C-SB-3.545  |1,2,3,4,6,7,8-HPCDD JB 137 5.30 PQL | ng/Kg
1.2.3,4.6.7.8-HPCDF B | 0212 5.30 PQL | ng/Kg
1.2.3,4.7.8.9-HPCDF JB | 00492 5.30 PQL | ng/Kg
1.2.3,4.7.8-HXCDD JB | 00204 5.30 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JBQ | 0.0468 5.30 PQL | ng/Kg
1.2.3,6.7.8-HXCDD JB | 0.355 5.30 PQL | ng/Kg
1.2.3,6.7,8-HXCDF B | 0138 5.30 PQL | ng/Kg
1.2.3.7.8,9-HXCDD B | 0351 5.30 PQL | ngiKg |  (@lldetects)
1.2.3.7.8,9-HXCDF JB | 00375 5.30 PQL | ng/Kg
1.2.3.7.8-PECDD JBQ | 0.0234 5.30 PQL | ng/Kg
1.2.3,7,8-PECDF JBQ | 0.0284 5.30 PQL | ng/Kg
2.3,4.6,7,8-HXCDF JB | 0.0330 5.30 PQL | ng/Kg
2.3,4.7.8-PECDF JB | 00623 5.30 PQL | ng/Kg
OCDF JB | 039% 10.6 PQL | ng/Kg
SL-692-SA5C-SB-5.060 |1,2,3,4,6,7,8-HPCDD JB | 0668 5.28 PQL | ng/Kg
1.2.3,4.6.7.8-HPCDF B | 0106 5.28 PQL | ng/Kg
1.2.3,4.7.8.9-HPCDF JBQ | 0.0181 5.28 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JB | 00447 5.28 PQL | ng/Kg
1.2.3,6.7,8-HXCDD JBQ | 0.188 5.28 PQL | ng/Kg
1.2.3,6,7,8-HXCDF B | 0115 5.28 PQL | ng/Kg
1.2.3,7.8,9-HXCDD JBQ | 0.183 5.28 PQL | ng/Kg
1.2.3,7.8-PECDD B | 00727 5.28 PQL |ng/Kg |  J(all detects)
1.2,3,7.8-PECDF JBQ | 0.0497 5.28 PQL | ng/Kg
2.3.4.6,7,8-HXCDF JBQ | 0.0288 5.28 PQL | ng/Kg
2.3.4,7,8-PECDF JBQ | 0.0572 5.28 PQL | ng/Kg
2.3,7.8-TCDD JB | 00275 1.06 PQL | ng/Kg
2,3.7.8-TCDF J | oo1e4 1.06 PQL | ng/Kg
OCDD B | 420 10.6 PQL | ng/Kg
OCDF JB | 0162 10.6 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH0O13 Laboratory: LL
EDD Filename: PH013_v1 . eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-693-SA5C-SB-4.05.0  |1,2,3,4,6,7,8-HPCDD JB 4.41 5.54 PQL | ng/Kg
1.2.3,4.6,7,8-HPCDF JB | 0695 5.54 PQL | ng/Kg
1,2.3,4.7.8,9-HPCDF B | 0137 5.54 PQL | ng/Kg
1.2.3,4.7.8-HxCDD B | 0115 5.54 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JBQ | 0211 5.54 PQL | ng/Kg
1.2.3,6.7,8-HXCDD JB | 0327 5.54 PQL | ng/Kg
1.2.3.6,7,8-HXCDF JBQ | 0159 5.54 PQL | ng/Kg
1.2.3,7.8,9-HXCDD JB | 0422 5.54 PQL | ng/K
1.2.3,7.8.9-HXCDF JB | 0408 5.54 PQL | ngikg| Y falldetects)
1,2.3,7.8-PECDD JB | 0215 5.54 PQL | ng/Kg
1.2,3,7.8-PECDF JB | 0417 5.54 PQL | ng/Kg
2,3.4,6,7,8-HXCDF JB | 0124 5.54 PQL | ng/Kg
2.3,4.7,8-PECDF JB | 0166 5.54 PQL | ng/Kg
2,3,7,8-TCDD JB | 0.0672 1.11 PQL | ng/Kg
2.3,7,8-TCDF J | 00703 1.11 PQL | ng/Kg
OCDF JB 131 111 PQL | ng/Kg
SL-693-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDF JB | 0731 5.34 PQL | ng/Kg
1.2.3.4,7,8,9-HPCDF B | 0123 5.34 PQL | ng/Kg
1.2.3,4.7,8-HxCDD B | 0110 5.34 PQL | ng/Kg
1.2.3,4,7,8-HXCDF JB | 022 5.34 PQL | ng/Kg
1.2.3,6,7,8-HXCDD JB | 0395 5.34 PQL | ng/Kg
1.2.3,6,7.8-HXCDF JB | 0208 5.34 PQL | ng/Kg
1.2.3,7,8.9-HXCDD JB | 0337 5.34 PQL | ng/Kg
1.2.3,7,8.9-HXCDF JBQ | 0.191 5.34 PQL | ng/Kg | J(all detects)
1,2.3,7,8-PECDD JB | 0250 5.34 PQL | ng/Kg
1.2,3,7,8-PECDF JB | 0384 5.34 PQL | ng/Kg
2,3,4.6,7,8-HXCDF JB | 0143 5.34 PQL | ng/Kg
2,3,4.7,8-PECDF JB | 0259 5.34 PQL | ng/Kg
2.3.7.8-TCDD JB | 0118 1.07 PQL | ng/Kg
2.3,7.8-TCDF J | 00811 1.07 PQL | ng/Kg
OCDF JB 1.79 10.7 PQL | ng/Kg
SL-716-SA5C-SB-5.5-65  |1,2,3,4,6,7,8-HPCDD JB 2.29 5.33 PQL | ng/Kg
1.2.3,4,6,7.8-HPCDF JB | 0369 5.33 PQL | ng/Kg
1,2.3,4.7,8,9-HPCDF JB | 0.0595 5.33 PQL | ng/Kg
1,2.3,4,7,8-HxCDD JB | 00446 5.33 PQL | ng/Kg
1.2.3,4,7.8-HXCDF JB | 0101 5.33 PQL | ng/Kg
1.2.3,6,7,8-HXCDD JB | 0141 5.33 PQL | ng/Kg
1.2.3,6,7,8-HXCDF JB | 00798 5.33 PQL | ng/Kg
1.2.3,7,8.9-HXCDD JBQ | 0.127 5.33 PQL | ng/Kg
1.2.3,7,8.9-HXCDF B | 00576 5.33 PQL |ngikg | Y @lldetects)
1,2.3,7,8-PECDD JB | 00774 5.33 PQL | ng/Kg
1.2.3,7,8-PECDF B | 0110 5.33 PQL | ng/Kg
2.3,46,7,8-HXCDF B | 00634 5.33 PQL | ng/Kg
2,3.4,7,8-PECDF JB | 0101 5.33 PQL | ng/Kg
2,3,7,8.TCDD JB | 00224 1.07 PQL | ng/Kg
2.3,7.8-TCDF J | 00428 1.07 PQL | ng/Kg
OCDF JB | 0714 10.7 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH013 Laboratory: LL
EDD Filename: PHO13_v1 . eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-717-SA5C-SB-6.0-7.0 1,2,3,4,6,7,8-HPCDD JB 0.300 5.33 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0565 5.33 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0352 5.33 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0300 5.33 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0448 5.33 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0244 5.33 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0233 5.33 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0240 5.33 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.0429 5.33 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0269 5.33 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0106 5.33 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0489 5.33 PQL ng/Kg
OCbD JB 0.640 10.7 PQL ng/Kg
OCDF JB 0.103 10.7 PQL ng/Kg
SL-718-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDF JB 1.94 5.20 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.217 5.20 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0647 5.20 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.257 5.20 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.310 5.20 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.184 5.20 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.197 5.20 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0834 5.20 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.103 5.20 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.298 5.20 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.138 5.20 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.163 5.20 PQL ng/Kg
2,3,7,8-TCDD JBQ 0.0682 1.04 PQL ng/Kg
2,3,7,8-TCDF J 0.0619 1.04 PQL ng/Kg
OCDF JB 7.35 10.4 PQL | ng/Kg
SL-718-SA5C-SB-8.0-9.0 1,2,3,4,6,7,8-HPCDD JB 4.43 5.34 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.992 5.34 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.109 5.34 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0902 5.34 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.207 5.34 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.203 5.34 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.149 5.34 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.165 5.34 PQL ng/Kg
1.2.3.7.8,9-HXCDF B | 0141 5.34 PQL | ngikg | ¢ (@lldetects)
1,2,3,7,8-PECDD JB 0.176 5.34 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.263 5.34 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.125 5.34 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.212 5.34 PQL ng/Kg
2,3,7,8-TCDD JB | 0.0687 1.07 PQL | ng/Kg
2,3,7,8-TCDF J 0.0772 1.07 PQL ng/Kg
OCDF JB 3.07 10.7 PQL ng/Kg
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Reporting Limit Outliers

L.ab Reporting Batch ID: PH013 Laboratory: LL
EDD Filename: PH013_v1 ~ eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-720-SA5C-SB-4.5-5.5 1,2,3,4,6,7,8-HPCDD JB 1.78 5.47 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.453 5.47 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0754 5.47 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0482 5.47 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.196 5.47 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.123 5.47 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.109 5.47 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.130 5.47 PQL ng/K
1.2.3.7.8.9-HXCDF JB | 00368 5.47 PQL nS/KS J (all detects)
1,2,3,7,8-PECDD JB 0.0741 5.47 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.180 5.47 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0766 547 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.181 5.47 PQL ng/Kg
2,3,7,8-TCDD JB 0.0268 1.09 PQL | ng/Kg
2,3,7,8-TCDF J 0.147 1.09 PQL ng/Kg
OCDF JB 1.28 10.9 PQL | ng/Kg
SL-722-SA5C-SB-6.0-7.0 1,2,3,4,6,7,8-HPCDF JB 1.57 5.21 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.197 521 PQL ng/Kg
1,2,3,4,7,8-HxCDD : JB 0.0989 5.21 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.424 5.21 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.344 5.21 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.246 5.21 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.212 5.21 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.107 5.21 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.348 5.21 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.166 5.21 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.195 5.21 PQL ng/Kg
2,3,7,8-TCDD JB 0.0261 1.04 PQL ng/Kg
OCDF JB 455 10.4 PQL | ng/Kg
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SAMPLE DELIVERY GROUP

PHO14



Attachment |

Sample ID Cross Reference and Data Review Level

28573Cov_SSFL.wpd



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
14-Jun-2012  SL-711-SA5C-SB-9.0-10.0 6689391 N METHOD 1613B |
14-Jun-2012  SL-711-SA5C-SB-4.0-5.0 6689392 N METHOD 1613B n
14-Jun-2012  SL-712-SA5C-SB-9.0-10.0 6689394 N METHOD 1613B ]
14-Jun-2012  SL-712-SA5C-SB-4.0-5.0 6689393 N METHOD 1613B ]|
14-Jun-2012  SL-713-SA5C-S$B-6.0-7.0 6689395 N METHOD 1613B m
14-Jun-2012  SL-715-SA5C-SB-6.0-7.0 6689389 N METHOD 1613B ]
14-Jun-2012  SL-719-SA5C-SB-6.0-7.0 6689390 N METHOD 1613B ]
18-Jun-2012  SL-702-SA5C-SB-4.0-5.0 6695341 N METHOD 1613B ]
18-Jun-2012 SL-702-SA50-SB-9.0-1 0.0 6695342 N METHOD 1613B mn
19-Jun-2012  SL-670-SA5C-SB-4.0-5.0 6695330 N METHOD 1613B 1]
19-Jun-2012  SL-670-SA5C-SB-0.0-0.5 6695331 N METHOD 1613B n
20-Jun-2012  SL-628-SA5C-SB-11.5-12.5 6695339 N METHOD 1613B ]
20-Jun-2012  SL-630-SA5C-SB-8.0-9.0 6695340 N "METHOD 1613B N
20-Jun-2012  SL-587-SA5C-SB-4.0-5.0 6695333 N METHOD 1613B ]
20-Jun-2012  SL-587-SA5C-SB-4.0-5.0MS 6695334 MS METHOD 1613B ]
20-Jun-2012  SL-587-SA5C-SB-4.0-5.0MSD 6695335 MSD METHOD 1613B ]
20-Jun-2012  SL-587-SA5C-SB-8.5-9.5 6695337 N METHOD 1613B ]
20-Jun-2012  SL-887-SA5C-SB-4.0-5.0 6695336 FD METHOD 1613B 1]
20-Jun-2012  FB-062012 6695332 FB METHOD 1613B ]

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate
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Lab Reporting Batch ID: PH014

EDD Filename: PrepPH014

Data Qualifier Summary

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:FB-062012 Collected: 6/20/2012 3:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

pnalyte e Result | Qual | DL | Type | RL_| Type | Units | Qual | _Code
1,2,3,4,6,7,8-HPCDD 5.33 JBQ 0.755 MDL 9.83 PQL pg/L U B
1,2,3,4,6,7,8-HPCDF 1.40 JBQ 0.282 MDL 9.83 PQL pg/L U B
1,2,3,4,7,8,9-HPCDF 0.589 JBQ 0.437 MDL 9.83 PQL pg/l u B
1,2,3,4,7,8-HxCDD 1.05 J 0.456 MDL 9.83 PQL pg/L J VA
1,2,3,4,7,8-HXCDF 0.474 JB 0297 | MDL | 9.83 PQL pa/L U B
1,2,3,6,7,8-HXCDD 0.520 JB 0.495 MDL 9.83 PQL pg/L U B
1,2,3,7,8,9-HXCDD 1.98 JBQ 0.588 MDL 9.83 PQL pg/L U B
1,2,3,7,8-PECDD 0.970 J 0.594 MDL 9.83 PQL pg/L J Z
2,3,4,6,7,8-HXCDF 0.596 JB 0.286 MDL 9.83 PQL pg/L U B
2,3,4,7,8-PECDF 0.411 JB 0.338 MDL 9.83 PQL pg/L U B
OCDD 7.99 JB 0.823 MDL 19.7 PQL pg/L U B
OCDF 1.87 JB 0.783 | MDL 19.7 PQL pg/L u B

SO

~Matrix:
Sample ID:S1L-587-SA5C-SB-4.0-5.0 Collected: 6/20/2012 2:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

lAnalyte Result Qual DL Type RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDD 3.44 JB 0.0435} MDL 5.62 PQL ng/Kg J Z,FD
1,2,3,4,6,7,8-HPCDF 0.548 JB 0.0172} MDL 5.62 PQL ng/Kg J VA
1,2,3,4,7,8,9-HPCDF 0.0583 JBQ 0.02291 MDL 5.62 PQL ng/Kg ud B, FD
1,2,3,4,7,8-HxCDD 0.0420 U 0.0420 { MDL 5.62 PQL ng/Kg uJ FD
1,2,3,4,7,8-HXCDF 0.201 JB 0.0288 1 MDL 5.62 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDD 0.515 JB 0.0457 { MDL 5.62 PQL ng/Kg J A
1,2,3,6,7,8-HXCDF 0.124 JB 0.0229 1 MDL 5.62 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.562 JB 0.0417 | MDL 5.62 PQL ng/Kg J Zz
1,2,3,7,8,9-HXCDF 0.414 JB 0.0311| MDL 5.62 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.0919 J 0.0345 | MDL 5.62 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.195 JBQ 0.0300 | MDL 5.62 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.0977 J 0.0299 | MDL 5.62 PQL ng/Kg J VA
2,3,4,7,8-PECDF 0.117 JB 0.0300 | MDL 5.62 PQL ng/Kg U B

* denotes a non-reportable result

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH014 Laboratory: LL
EDD Filename: PrepPH014 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-587-SA5C-SB-4.0-5.0 Collected: 6/20/2012 2:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type _Code
2,3,7,8-TDD 0.0484 Ja ‘ 0395 MDL 1.12 PQoL ng/g .
2,3,7,8-TCDF 0.0382 u 0.0382 | MDL 1.12 PQL ng/Kg uJ FD
OCDD 47.8 B 0.0279 | MDL 11.2 PQL ng/Kg J FD
OCDF 1.62 JBQ 0.0382 | MDL 11.2 PQL ng/Kg J Z,FD
Sample ID:SL-587-SA5C-SB-8.5-9.5 Collected: 6/20/2012 2:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte S— L Result | Qual | DL | Type | RL | Type | Units | Qual | Code
,,3,4,6,7,8-HPCDD 2.85 JB 0.0398 | MDL 5.17 PQL ng/Kg J
1,2,3,4,6,7,8-HPCDF 0.515 JBQ 0.0222 | MDL 5.17 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0593 JBQ 0.0323 | MDL 5.17 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD : T 0.0367 Ja 0.0323 | MDL 5.17 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF s 0.0800 JB 0.0211 | MDL 5.17 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD - . o ‘ 0.204 JB 0.0344 | MDL 5.17 PQL ng/Kg u. B
1,2,3,6,7,8-HXCDF. : _ 0.0609 JB 0.0153 | MDL 517 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.145 JB 0.0301 | MDL 5.17 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF ' 0.0862 JBQ 0.0196 | MDL 517 PQL ng/Kg U B
1,2,3,7,8-PECDD . 0.0382 4 0.0282 | MDL 5.17 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.112 JB 0.0234 [ MDL 5.17 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0521 JQ 0.0189 | MDL 5.17 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.0897 JBQ 0.0231 [ MDL 517 PQL ng/Kg U B
2,3,7,8-TCDD 0.0392 J 0.0356 | MDL 1.03 PQL ng/Kg J z
OCDF 1.55 JB 0.0279 | MDL 10.3 PQL ng/Kg J V4
Sample ID:SL-628-SA5C-SB-11.5-12.5 Collected: 6/20/2012 11:00:00  Analysis Type: RES Dilution: 1
Data
RL Review Reason
ual | DL | Type Qual |  Code
\JB 0.0378 | MDL 5.43 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF JBQ 0.0497 | MDL 5.43 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD Ja 0.0544 | MDL 5.43 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF JBQ 0.0346 | MDL 5.43 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD JB 0.0594 [ MDL 5.43 PQL ng/Kg J 4

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:10:24 AM ADR version 1.6.0.194 Page 2 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH014 Laboratory: LL
EDD Filename: PrepPH014 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-628-SA5C-SB-11.5-12.5 Collected: 6/20/2012 11:00:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL T RL T Units | Qual Code

1,2,3,6,7,8-HXCDF 0.138 JB 0.0295 | MDL 5.43 PQL ng/Kg U
1,2,3,7,8,9-HXCDD 0.810 JB 0.0559 (| MDL 5.43 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDF 0.623 JB 0.0280 | MDL 5.43 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.118 J 0.0433 | MDL 5.43 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.352 JB 0.0338 | MDL 5.43 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.192 J 0.0342 | MDL 5.43 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.159 JBQ 0.0329 | MDL 5.43 PQL ng/Kg u B
2,3,7,8-TCDF 0.0878 JB 0.0500 | MDL 1.09 PQL ng/Kg U B
OCDF 2.41 JB 0.0373 ] MDL 10.9 PQL ng/Kg J z
Sample ID:S1.-630-SA5C-SB-8.0-9.0 Collected: 6/20/2012 11:65:00  Analysis Type: RES : Dilution: 1
. Data
Lab Lab DL RL Review Reason
Result | Qual | _Qual |__Code

1,2,3,4,6,7,8-HPCDF . ‘ 1.05 JB

Y4
1,2,3,4,7,8,9-HPCDF . 0.1056 JB 0.0596 | 'MDL 5.69 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.133 J 0.0521 | MDL 5.69 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.207 JB 0.0363 | MDL 5.69 PQL ng/Kg J 4
1,2,3,6,7,8-HXCDD 0.429 JB 0.0538 | MDL 5.69 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.150 JB 0.0279 | MDL 5.69 PQL ng/Kg uJ B, 1
1,2,3,7,8,9-HXCDD 0.394 JB 0.0517 | MDL 5.69 PQL ng/Kg J VA
1,2,3,7,8,9-HXCDF 0.260 JB 0.0348 | MDL 5.69 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.101 J 0.0414 | MDL 5.69 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.288 JB 0.0334§ MDL 5.69 PQL ng/Kg J V4
2,3,4,6,7,8-HXCDF 0.158 J 0.0322 | MDL 5.69 PQL | ng/Kg J VA
2,3,4,7,8-PECDF 0.230 JB 0.0327 | MDL 5.69 PQL ng/Kg U B
2,3,7,8-TCDD 0.0669 J 0.0457 | MDL 1.14 PQL ng/Kg J z
2,3,7,8-TCDF 0.0491 JBQ 0.0450 | MDL 1.14 PQL ng/Kg U B
OCDF 2.05 JB 0.0328 | MDL 11.4 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:10:24 AM ADR version 1.6.0.194 Page 3 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH014 Laboratory: LL
EDD Filename: PrepPH014 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-670-SA5C-SB-0.0-0.5 Collected: 6/19/2012 3:50:00 ' Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte S Loresult | Qual | DL _| Type | RL | Type | Units | Qual |  Code
,2,3,4,6,7,8-HPCDF 0.714 JB 0.0158 | MDL 528 PQL ng/Kg J
1,2,3,4,7,8,9-HPCDF 0.0704 JB 0.0211 | MDL 5.28 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0974 JB 0.0220 | MDL 5.28 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.228 JB 0.0426 | MDL 5.28 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0849 JB 0.0199 | MDL 5.28 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.128 JB 0.0403 | MDL 5.28 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.105 JB 0.0221 | MDL 5.28 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0553 J 0.0308 | MDL 5.28 PQL ng/Kg J V4
1,2,3,7,8-PECDF 0.0768 JB 0.0191 | MDL 5.28 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0589 J 0.0219 | MDL 5.28 PQL ng/Kg J V4
2,3,4,7,8-PECDF 0.0856 JB 0.0198 | MDL 5.28 PQL ng/Kg U B
2,3,7,8-TCDD ‘ 0.118 J 0.0363 | MDL 1.06 PQL ng/Kg J z
2,3,7,8-TCDF o . .0.0638 JBQ 0.0296 | MDL 1.06 PQL ng/Kg u B
OCDF ‘ 2.78 JB 0.0262 | MDL 10.6 PQL ‘| ng/Kg J zZ
Sample ID:S|.-670-SA5C-SB-4.0-5.0 Collected: 6/19/2012 3:20:00 Analj'/sis Type: RES Dilution: 1

Data
DL RL Review Reason
Typ

1,2,3,4,6,7,8-HPCDD 0.380 JBQ 0.0381 | MDL 5.20 PQL u B
1,2,3,4,6,7,8-HPCDF 0.0770 JB 0.0166 | MDL 5.20 PQL U B
1,2,3,4,7,8,9-HPCDF 0.112 JB 0.0257 | MDL 5.20 PQOL u B
1,2,3,4,7,8-HXCDF 0.0700 JB 0.0190 | MDL 5.20 PQL U B
1,2,3,6,7,8-HXCDD 0.0868 JB 0.0324 | MDL 5.20 PQL u B
1,2,3,6,7,8-HXCDF 0.0577 JBQ 0.0177 | MDL 5.20 PQL U B
1,2,3,7,8,9-HXCDD 0.0728 JB 0.0279 | MDL 5.20 PQL U B
1,2,3,7,8,9-HXCDF 0.0609 JB 0.0189 | MDL 5.20 PQL U B
1,2,3,7,8-PECDD 0.308 J 0.0406 | MDL 5.20 PQL J Z
1,2,3,7,8-PECDF 0.112 JB 0.0262 | MDL 5.20 PQL u B
2,3,4,6,7,8-HXCDF 0.158 N 0.0172| MDL 5.20 PQL J Z
2,3,4,7,8-PECDF 0.137 JB 0.0257 | MDL 5.20 PQL U B
2,3,7,8-TCDF 0.233 JB 0.0394 | MDL 1.04 PQL J Zz
OoCDD 0.660 JBQ 0.0394 | MDL 10.4 PQL U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:10:24 AM ADR version 1.6.0.194 Page 4 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH014 L.aboratory: LL
EDD Filename: PrepPH014 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-670-SA5C-SB-4.0-5.0 Collected: 6/19/2012 3:20:00 Analysis Type: RES Dilution: 1
Data

Sample ID:SL-702-SA5C-SB-4.0-5.0 Collected: 6/18/2012 9:57:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual |  Code
1,2,3,4,,7,8 PCDD 0.758 JB 0.0462 | MDL 5.61 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.190 JBQ 0.0469 | MDL 5.61 PQL ng/Kg U
1,2,3,4,7,8,9-HPCDF 0.119 JB 0.0580 | MDL 5.61 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0823 J 0.0370{ MDL 5.61 PQL ng/Kg J Y4
1,2,3,4,7,8-HXCDF 0.153 JBQ 0.0272| MDL 5.61 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.133 JB 0.0400 | MDL 5.61 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.112 JB '0.0198 | MDL 5.61 PQL | ng/Kg u B
1,2,3,7,8,9-HXCDD 0.182 . JB 0.0363 | MDL 5.61 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.233 JB 0.0309 | MDL 5.61 PQL | .ng/Kg J Y4
1,2,3,7,8-PECDD 0.132 Ja 0.0498 | MDL 561 | .-PQL | ng/Kg J z
1,2,3,7,8-PECDF 0.200 JB 0.0356 | MDL 5.61 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0852 J 0.0248 | MDL 5.61 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.172 JBQ 0.0335 | MDL 561 | PQL ng/Kg U B
2,3,7,8-TCDD 0.0832 J 0.0717 | MDL 1.12 PQL ng/Kg J z
2,3,7,8-TCDF 0.0875 JB 0.0408 | MDL 1.12 PQL ng/Kg u B
OCDD 5.17 JB 0.0398 | MDL 11.2 PQL ng/Kg J z
OCDF 0.312 JB 0.0429 | MDL 11.2 PQL ng/Kg U B
Sample ID:SL-702-SA5C-SB-9.0-10.0 Collected: 6/18/2012 10:00:00  Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason

_Result o JUnits | Qual | C

‘ 0.599 JB 0.0195| MDL 5.31 PQL ng/K U B
1,2,3,4,6,7,8-HPCDF 0.0899 JBQ |0.00850f MDL 5.31 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0359 JB 0.0130| MDL 5.31 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0507 J 0.0188 | MDL 5.31 PQL ng/Kg J 4
1,2,3,4,7,8-HXCDF 0.0848 JBQ 0.0118 | MDL 5.31 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0784 JB 0.010 | MDL 5.31 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Phase 3
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Lab Reporting Batch ID: PH014
EDD Filename: PrepPH014

Data Qualifier Summary

Laboratory: L
eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-702-SA5C-SB-9.0-10.0 Collected: 6/18/2012 10:00:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
nayte Result | Qual - oe | _RL | Type | Units | Qual
1,2,3,6,7,8-HXCDF 0.0768 J 0.0109 | MDL 5.31 PQL ng/Kg - u B
1,2,3,7,8,9-HXCDD 0.0805 JB 0.0182 | MDL 5.31 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0430 JBQ | 0.0140| MDL 5.31 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0906 J 0.0239 ( MDL 5.31 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.112 JBQ | 0.0163 | MDL 5.31 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0462 J 0.0108 | MDL 5.31 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.0807 JB 0.0155 | MDL 5.31 PQL ng/Kg U B
2,3,7,8-TCDD 0.0495 Ja 0.0284 | MDL 1.06 PQL ng/Kg J z
2,3,7,8-TCDF 0.0642 JB 0.0204 | MDL 1.06 PQL ng/Kg u B
OCDD 3.29 JB 0.0168 | MDL 10.6 PQL ng/Kg J 4
OCDF 0.228 JB 0.0188 | MDL 10.6 PQL ng/Kg U B
Sarhple ID:SL-711-SA5C-SB-4.0-5.0 Collected: 6/14/2012 8:55:00 Analysis Type: RES Dilution: 1
, .- Data
Lab RL Review Reason

al . Result L RL | W
1,2,3,4,6,7,8-HPCDF 2.16 JB 0.0356 MDL 5.11 T PQL ng/Kg J "
1,2,3,4,7,8,9-HPCDF 0.283 JBQ 0.0394 | MDL 5.11 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.184 J 0.0552 | MDL 5.11 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.303 JB 0.0328 | MDL 5.11 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.701 JB 0.0553 | MDL 5.11 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.204 JB 0.0295| MDL 511 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.471 JB 0.0555 ] MDL 5.11 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.261 JB 0.0272} MDL 5.11 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.121 J 0.0449} MDL 511 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.130 JB 0.0325} MDL 5.11 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.201 J 0.0352{ MDL 5.11 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.0753 JB 0.0322 | MDL 5.11 PQL ng/Kg U B
2,3,7,8-TCDD 0.0877 J 0.0391 | MDL 1.02 PQL ng/Kg J Z
OCDF 7.29 JB 0.0269 | MDL 10.2 PQL ng/Kg J 4

* denotes a non-reportable result

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH014 Laboratory: LL
EDD Filename: PrepPH014 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-711-SA5C-SB-9.0-10.0 Collected: 6/14/2012 8:46:00 Analysis Type: RES - - Dilution: 1
" Data

Lab Lab DL RL Review Reason
Analyte Result Qual | DL Type RL Type /WU Qual Code
1,2,3,4,6,7,8-HPCDD 0.548 JBQ 0.0384 ] MDL 5.50 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0993 JB 0.0134 1 MDL 5.50 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0478 JBQ 0.0192} MDL 5.50 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0347 JBQ |0.0160| MDL 5.50 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0969 JB 0.0311| MDL 5.50 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0244 JBQ 0.0136 | MDL 5.50 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0428 JBQ 0.0294 | MDL 5.50 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0406 JB 0.0144 | MDL 5.50 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0496 J 0.0384 | MDL 5.50 PQL ng/Kg J Zz
1,2,3,7,8-PECDF 0.0274 JBQ 0.0272 | MDL 5.50 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0342 Ja 0.0155| MDL 5.50 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.0514 JBQ 0.0242 | MDL 5.50 PQL ng/Kg U B
2,3,7,8-TCDF 0.0455 JB :{0.0438| MDL 1.10 PQL ng/Kg U B
OCDD i o 2.65 *.JB ]0.0366 { MDL 11.0 PQL ng/Kg J VA
OCDF , 0.305 JB 00322 MDL | 110 | PaL | ng/Kg u B
Sample ID:SL-712-SA5C-SB-4.0-5.0 Collected: 6/14/2012 9:50:00 ©  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyt _1_Result | Qual RL j Q‘i L
1,2,3,4,7,8,9-HPCDF JB 0.0383 | MDL 4.97 PQL J
1,2,3,4,7,8-HxCDD 0.406 J 0.0694 | MDL 497 PQL J
1,2,3,4,7,8-HXCDF 0.597 JB 0.0412| MDL 4.97 PQL J
1,2,3,6,7,8-HXCDD 1.16 JB 0.0701 | MDL 497 PQL J
1,2,3,6,7,8-HXCDF 0.412 JB 0.0320 MDL 4.97 PQL J
1,2,3,7,8,9-HXCDD 0.855 JB 0.0674 | MDL 4.97 PQL J
1,2,3,7,8,9-HXCDF 0.163 JB 0.0406 | MDL 497 PQL U
1,2,3,7,8-PECDD 0.292 J 0.0432| MDL 4.97 PQL J
1,2,3,7,8-PECDF 0.464 JB 0.0355 | MDL 4.97 PQL J
2,3,4,6,7,8-HXCDF 0.364 J 0.0386 | MDL 4.97 PQL J
2,3,4,7,8-PECDF 0.215 JB 0.0361] MDL 4.97 PQL U
2,3,7,8-TCDD 0.0446 JQ 0.0410 | MDL 0.995 PQL J

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary
Lab Reporting Batch ID: PH014

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Matrix: SO
Sample ID:SL-712-SA5C-SB-9.0-10.0 Collected: 6/14/2012 9:44:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
RuI Qqal_ | DL RL Code

T

1,2,3,4,6,7,8-HPCDD

S

MDL

0.0368

5.40

0.381 JBQ 0.0327 5.37 ng/Kg
1,2,3,4,6,7,8-HPCDF 0.104 JBQ 0.0155 | MDL 5.37 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0710 J 0.0343 | MDL 5.37 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0883 JB 0.0201 | MDL 5.37 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.113 JBQ 0.0384 | MDL 5.37 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0853 JB 0.0138{ MDL 5.37 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.111 JBQ 0.0356 [ MDL 5.37 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0682 JB 0.0189 | MDL 5.37 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.241 Jo 0.0388 | MDL 5.37 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.169 JB 0.0299 | MDL 5.37 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0533 J 0.0179.| MDL | 5.37 PQL ng/Kg J V4
2,3,4,7,8-PECDF 0.173 JB 0.0283°| -MDL 5.37 PQL ng/Kg U B
2,3,7,8-TCDD 0.0601 J 0.0527 | ‘MDL 1.07 PQL ng/Kg J Z
2,3,7,8-TCDF 0.0601 JB 0.0386'| MDL | 1.07 PQL ng/Kg U B
OCDD 1.19 JB 0.0347'| MDL 10.7 PQL ng/Kg U B
OCDF 0.134 JB 0.0367 | MDL 10.7 PQL ng/Kg U B
Sample ID:SL-713-SA5C-SB-6.0-7.0 Collected: 6/14/2012 10:40:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
al e Result Qual IzL T pe_| RL Type iJnlts Qual gde

1,2,3,4,6,7,8-HPCDD 0.613 MDL ng/Kg U

1,2,3,4,6,7,8-HPCDF 0.136 JB 0.0167 f MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0594 JBQ 0.0206 | MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.122 J 0.0346 | MDL 5.40 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.219 JB 0.0218 | MDL 5.40 PQL ng/Kg J YA
1,2,3,6,7,8-HXCDD 0.104 JB 0.0332{ MDL 5.40 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.135 JB 0.0200{ MDL 5.40 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.131 JB 0.0319§ MDL 5.40 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0930 JB 0.0161 | MDL 5.40 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.155 J 0.0381{ MDL 5.40 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.267 JB 0.0273 | MDL 5.40 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.0949 Ja 0.0203 | MDL 5.40 PQL ng/Kg J Z

* denotes a non-reportable result
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Data Qualifier Summary

Lab Reporting Batch ID: PH014 Laboratory: LL
EDD Filename: PrepPH014 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:S1L-713-SA5C-SB-6.0-7.0 Collected: 6/14/2012 10:40:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Ana Result Qual DL | T RL T Units | Qual Code
2,3,4,7,8-PECDF 0.224 JB 0.0257 | MDL 5.40 PQL ng/Kg U B
2,3,7,8-TCDD 0.0491 J 0.0482 | MDL 1.08 PQL ng/Kg
2,3,7,8-TCDF 0.0465 JBQ 0.0407 | MDL 1.08 PQL ng/Kg U B
OCDD 3.45 JB 0.0315| MDL 10.8 PQL ng/Kg J z
OCDF 0.249 JBQ 0.0301 | MDL 10.8 PQL ng/Kg U B
Sample ID:SL-715-SA5C-SB-6.0-7.0 Collected: 6/14/2012 11:20:00  Analysis Type: RES Dilution: 1
Data
: Lab Lab DL. RL Review Reason
Analyte Result L.Qual | DL | Type | RL | Type | Units | Qual | Code
1,,3,4,6, ,8-HPCD 1.20 JB 0.0232 DL 5.26 PQL ng/Kg J
1,2,3,4,7,8,9-HPCDF ' 0.199 JB 0.0316 MDL 5.26 PQL ng/Kg J V4
1,2,3,4,7,8-HxCDD 0.261 J 0.0573 | MDL 5_:26‘ PQL | ng/Kg J z
1,2,3,4,7,8-HXCDF 0.476 JB 0.0358 | MDL 526" | PQL ng/Kg J z
1,2,3,6,7,8-HXCDD ) . 0.600 JB 0.0612 | MDL 5.26 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF ’ 0.265 JB 0.0347 | MDL | 526 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.374 JB 0.0548 | MDL 5.26 PQL ng/Kg J V4
1,2,3,7,8,9-HXCDF 0.123 JB 0.0383| MDL | 5.26 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.252 J 0.0538 | MDL 5.26 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.275 JB 0.0352 | MDL 5.26 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.222 J 0.0359 | MDL 5.26 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.144 JB 0.0350 | MDL 5.26 PQL ng/Kg U B
2,3,7,8-TCDD 0.0634 J 0.0465 | MDL 1.05 PQL ng/Kg J z
OCDF 3.22 JB 0.0389| MDL 105 PQL ng/Kg J V4
Sample ID:SL-719-SA5C-SB-6.0-7.0 Collected: 6/14/2012 12:00:00  Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason
U
1,2,3,4,6,7,8-HPCDF JB 0.0174 | MDL 5.36 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF JB 0.0220 | MDL 5.36 PQL ng/Kg V) B
1,2,3,4,7,8-HxCDD J 0.0294 | MDL 5.36 PQL ng/Kg J V4
1,2,3,4,7,8-HXCDF JB 0.0158 | MDL 5.36 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Phase 3

11/21/2012 7:10:24 AM ADR version 1.6.0.194 Page 9 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH014 Laboratory: LL
EDD Filename: PrepPH014 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-719-SA5C-SB-6.0-7.0 Collected: 6/14/2012 12:00:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units | Qual Code
5 S R R RS T T 25 T 3
1,2,3,6,7,8-HXCDD 0.0460 JB 0.0329 | MDL 5.36 PQL ng/Kg
1,2,3,6,7,8-HXCDF 0.129 JB 0.0120 { MDL 5.36 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0560 JB 0.0324 | MDL 5.36 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.102 JBQ 0.0254 | MDL 5.36 PQL ng/Kg U B
OCDD 1.03 JBQ 0.0358 | MDL 10.7 PQL ng/Kg u B
OCDF 0.106 JB 0.0337 | MDL 10.7 PQL ng/Kg u B
Sample ID:S1.-887-SA5C-SB-4.0-5.0 Collected: 6/20/2012 2:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte I _Result | Qual DL | T __RL Typ Units | Qual

3,4,6,7,8-HPCDD 1.53 JB 0.0383 | MDL 5.71 PQL ng/Kg J

1,2,3,4,6,7,8-HPCDF 0.363 JB 0.0295 | MDL 5.71 PQL 1. ng/Kg | U B
‘ *1,2,3,4,7,8,9-HPCDF 0.123 JBQ 0.0387 | MDL 5.71 PQL ng/Kg uJ B,FD
) 1,2,3,4,7,8-HxCDD . 0.0435 Jo 0.0380 | MDL 571 RQL ng/Kg J Z,FD
1,2,3,4,7,8-HXCDF L 0.110 JBQ 0.0233 | MDL 5.71 PQL ng/Kg uJd B, FD
1,2,3,6,7,8-HXCDD 0.471 JB 0.0432 | MDL 5.71 PQL ng/Kg J Y4
1,2,3,6,7,8-HXCDF 0.108 JB 0.0190 { MDL 5.71 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.597 JB 0.0400 | MDL 5.71 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.578 JB 0.0220{ MDL 5.71 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.110 J 0.0326 | MDL 5.71 PQL ng/Kg J 4
1,2,3,7,8-PECDF 0.200 JB 0.0290 | MDL 5.71 PQL ng/Kg J Y4
2,3,4,6,7,8-HXCDF 0.0883 JQ 0.0237 | MDL 5.71 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.164 JB 0.0281 | MDL 5.71 PQL ng/Kg U B
2,3,7,8-TCDD 0.0381 U 0.0381 | MDL 1.14 PQL ng/Kg uJ FD
2,3,7,8-TCDF 0.0828 JB 0.0326 | MDL 1.14 PQL ng/Kg uJ B, FD
OCDD 16.6 B 0.0284 | MDL 1.4 PQL ng/Kg J FD
OCDF 0.209 JB 0.0305| MDL 11.4 PQL ng/Kg J Z,FD

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH014 Laboratory: LL

EDD Filename: PrepPH014 eQAPP Name: CDM_SSFL_120718_Lan
Reason Code Legend

Reason Code  Description

B Method Blank Contamination

FD Field Duplicate Precision

| Internal Standard Estimation

S Surrogate/Tracer Recovery Upper Estimation
z Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:10:24 AM ADR version 1.6.0.194 Page 11 of 11



Enclosure |

Level lll ADR Outliers
(including Manual Review Outliers)

28573Cov_SSFL.wpd



Quality Control
Outlier Reports

PHO14



Method Blank Outlier Report

Lab Reporting Batch ID: PH014
EDD Filename: PH014_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample 1D

_|Analysis Date

6/27/2012 6:42:00 PM

1,2,3,4,6,7,8-HPCD
1,2,3,4,6,7,8-HPCDF
1,2,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDD
1,2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDD
1,2,3,7,8,9-HXCDF
2,3,4,6,7,8-HXCDF
2,3,4.7,8-PECDF
ocbD
OCDF

3.07 pg/L
0.751 pg/L.
0.296 pg/L
0.283 pg/l.
0.702 pg/L
0.701 pg/L
0.722 pg/L
0.535 pg/L
0.236 pg/L
0.415 pg/t
5.11 pg/L

Associated
Samples

FB-062012

1.09 pg/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Analyte Result Final Result
2,3.4,67,8 5.33 pglL "~ 5.33U pg

FB-062012(RES) 1,2,3,4,6,7,8-HPCDF 1.40 pg/L 1.40U pg/L
FB-062012(RES) 1,2,3,4,7,8,9-HPCDF 0.589 pg/L 0.589U pg/L
FB-062012(RES) 1,2,3,4,7,8-HXCDF 0.474 pgl/L 0.474U pg/L
FB-062012(RES) 1,2,3,6,7,8-HXCDD 0.520 pg/L 0.520U pg/L
FB-062012(RES) 1,2,3,7,8,9-HXCDD 1.98 pg/L 1.98U pg/L
FB-062012(RES) 2,3,4,6,7,8-HXCDF 0.596 pg/L 0.596U pg/L
FB-062012(RES) 2,3,4,7,8-PECDF 0.411 pglL 0.411U pg/L
FB-062012(RES) OCDD 7.99 pg/L 7.99U py/L.
FB-062012(RES) OCDF 1.87 pglL 1.87U pgiL

Method Blank
Sample ID

BLK1770B370711

Analysis Date

6/28/2012 7:11:00 AM 1,2,3,4,6,7,8-HPCDD
1,2,3,4,6,7,8-HPCDF
1,2,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDD
1,2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDD
1,2,3,7,8,9-HXCDF
1,2,3,7,8-PECDF
2,3,4,7,8-PECDF
2,3,7,8-TCDF
0CDD

OCDF

Result

0.274 ng/Kg
0.0730 ng/Kg
0.0329 ng/Kg
0.0272 ng/Kg
0.0480 ng/Kg
0.0301 ng/Kg
0.0472 ng/Kg
0.0353 ng/Kg
0.0240 ng/Kg
0.0720 ng/Kg
0.0347 ng/Kg
0.420 ng/Kg
0.143 ng/Kg

Associated

SL-587-SA5C-SB-8.5-9.5
SL-628-SA5C-SB-11.5-12.5
SL-630-SA5C-SB-8.0-9.0
SL-670-SA5C-SB-0.0-0.5
SL-670-SA5C-SB-4.0-5.0
SL-702-SA5C-SB-4.0-5.0
SL-702-SA5C-SB-9.0-10.0
SL-711-SA5C-SB-4.0-5.0
SL-711-SA5C-SB-9.0-10.0
SL-712-SA5C-SB-4.0-56.0
SL-712-SA5C-SB-9.0-10.0
SL-713-SA5C-SB-6.0-7.0
SL-715-SA5C-SB-6.0-7.0
SL-719-SA5C-SB-6.0-7.0
SL-887-SA5C-SB-4.0-5.0

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Method Blank Outlier Report

Lab Reporting Batch ID: PH014
EDD Filename: PH014_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified

‘Sample ID Analyte Result Final Resul
SL-587-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0583 ng/Kg 0.0583U ng/Kg
SL-587-SA5C-SB-4.0-5,0(RES) 1,2,3,6,7,8-HXCDF 0.124 ng/Kg 0.124U ng/Kg
SL-587-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.117 ng/Kg 0.117U ng/Kg
SL-587-SA5C-SB-8.5-9.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0593 ng/Kg 0.0593U ng/Kg
SL-587-SA5C-SB-8.5-9.5(RES) 1,2,3,4,7,8-HXCDF 0.0800 ng/Kg 0.0800U ng/Kg
5L-587-SA5C-SB-8.5-9.5(RES) 1,2,3,6,7,8-HXCDD 0.204 ng/Kg 0.204U ng/Kg
SL-587-SA5C-SB-8.5-9.5(RES) 1,2,3,6,7,8-HXCDF 0.0609 ng/Kg 0.0609U ng/Kg
SL-587-SA5C-SB-8.5-9.5(RES) 1,2,3,7,8,9-HXCDD 0.145 ng/Kg 0.145U ng/Kg
SL-587-SA5C-SB-8.5-9.5(RES) 1,2,3,7,8,9-HXCDF 0.0862 ng/Kg 0.0862U ng/Kg
SL-587-SA5C-SB-8.5-9.5(RES) 1,2,3,7,8-PECDF 0.112 ng/Kg 0.112U ng/Kg
SL-587-SA5C-SB-8.5-9.5(RES) 2,3,4,7,8-PECDF 0.0897 ng/Kg 0.0897U ng/Kg
SL-628-SA5C-SB-11.5-12.5(RES) 1,2,3,6,7,8-HXCDF 0.138 ng/Kg 0.138U ng/Kg
SL-628-SA5C-SB-11.5-12.5(RES) 2,3,4,7,8-PECDF 0.159 ng/Kg 0.159U ng/Kg
5L-628-SA5C-SB-11.5-12.5(RES) 2,3,7,8-TCDF 0.0878 ng/Kg 0.0878U ng/Kg
SL-630-SA5C-SB-8.0-9.0(RES) 1,2,3,4,7,8,9-HPCDF 0.105 ng/Kg 0.105U ng/Kg
SL-630-SA5C-SB-8.0-9.0(RES) 1,2,3,6,7,8-HXCDF 0.150 ng/Kg 0.150U ng/Kg
S5L-630-SA5C-SB-8.0-9.0(RES) 2,3,4,7,8-PECDF 0.230 ng/Kg 0.230U ng/Kg
SL-630-SA5C-SB-8.0-9.0(RES) 2,3,7,8-TCDF 0.0491 ng/Kg 0.0491U ng/Kg
SL-670-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0704 ng/Kg 0.0704U ng/Kg
SL-670-SA5C-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0974 ng/Kg 0.0974U ng/Kg
SL-670-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.228 ng/Kg 0.228U ng/Kg
SL-670-SA5C-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0849 ng/Kg 0.0849U ng/Kg
SL-670-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.128 ng/Kg 0.128U ng/Kg
SL-670-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.105 ng/Kg 0.105U ng/Kg
SL-670-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0768 ng/Kg 0.0768U ng/Kg
SL-670-SA5C-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0856 ng/Kg 0.0856U ng/Kg
SL-670-SA5C-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0638 ng/Kg 0.0638U ng/Kg
SL-670-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.380 ng/Kg 0.380U ng/Kg
SL-670-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0770 ng/Kg 0.0770U ng/Kg
SL-670-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.112 ng/Kg 0.112U ng/Kg
SL-670-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0700 ng/Kg 0.0700U ng/Kg
SL-670-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0868 ng/Kg 0.0868U ng/Kg
SL-670-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0577 ng/Kg 0.0577U ng/Kg
SL-670-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.0728 ng/Kg 0.0728U ng/Kg
SL-670-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0609 ng/Kg 0.0609U ng/Kg
SL-670-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.112 ng/Kg 0.112U ng/Kg
SL-670-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.137 ng/Kg 0.137U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH014
EDD Filename: PH014_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample 1D Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID Analyt Result Final Result
SL-670-SA5C-SB-4.0-5.0(RES) ocoD " 0,660 ng/Kg "~ 0.660U ng/Kg
SL-670-SA5C-SB-4.0-5.0(RES) OCDF 0.135 ng/Kg 0.135U ng/Kg
SL-702-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.758 ng/Kg 0.758U ng/Kg
SL-702-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.190 ng/Kg 0.190U ng/Kg
SL-702-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8 9-HPCDF 0.119 ng/Kg 0.119U ng/Kg
SL-702-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.133 ng/Kg 0.133U ng/Kg
SL-702-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.112 ng/Kg 0.112U ng/Kg
SL-702-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.182 ng/Kg 0.182U ng/Kg
SL-702-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.172 ng/Kg 0.172U ng/Kg
SL-702-SA5C-SB-4.0-5.0(RES) 2,37,8-TCDF 0.0875 ng/Kg 0.0875U ng/Kg
SL-702-SA5C-SB-4.0-5.0(RES) OCDF 0.312 ng/Kg 0.312U ng/Kg
SL-702-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.599 ng/Kg 0.598U ng/Kg
SL-702-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0899 ng/Kg 0.0899U ng/Kg
SL-702-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0359 ng/Kg 0.0359U ng/Kg
SL-702-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0848 ng/Kg 0.0848U ng/Kg
SL-702-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDD 0.0784 ng/Kg 0.0784U ng/Kg
SL-702-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDF 0.0768 ng/Kg 0.0768U ng/Kg
SL-702-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDD 0.0805 ng/Kg 0.0805U ng/Kg
SL-702-SA5C-SB-8.0-10.0(RES) 1,2,3,7,8,9-HXCDF 0.0430 ng/Kg 0.0430U ng/Kg
SL-702-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0.112 ng/Kg 0.112U ng/Kg
SL-702-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.0907 ng/Kg 0.0907U ng/Kg
SL-702-SA5C-SB-9.0-10.0(RES) 2,3,7,8-TCDF 0.0642 ng/Kg 0.0642U ng/Kg
SL-702-SA5C-SB-9.0-10.0(RES) OCDF 0.228 ng/Kg 0.228U ng/Kg
SL-711-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0753 ng/Kg 0.0753U ng/Kg
SL-711-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.548 ng/Kg 0.548U ng/Kg
SL-711-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0993 ng/Kg 0.0993U ng/Kg
SL-711-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0478 ng/Kg 0.0478U ng/Kg
SL-711-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0347 ng/Kg 0.0347U ng/Kg
SL-711-SASC-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDD 0.0969 ng/Kg 0.0969U ng/Kg
SL-711-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDF 0.0244 ng/Kg 0.0244U ng/Kg
SL-711-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDD 0.0428 ng/Kg 0.0428U ng/Kg
SL-711-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDF 0.0406 ng/Kg 0.0406U ng/Kg
SL-711-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0.0274 ng/Kg 0.0274U ng/Kg
SL-711-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.0514 ng/Kg 0.0514U ng/Kg
SL-711-SA5C-SB-9.0-10.0(RES) 2,3,7,8-TCDF 0.0455 ng/Kg 0.0455U ng/Kg
SL-711-SA5C-SB-9.0-10.0(RES) OCDF 0.305 ng/Kg 0.305U ng/Kg
SL-712-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.163 ng/Kg 0.163U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH014
EDD Filename: PH0O14_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Resul Samples
s i T =
The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID _|Analyte Result Final Result
SL-712-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.215 ng/Kg 0.215U ng/Kg
SL-712-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.381 ng/Kg 0.381U ng/Kg
SL-712-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.104 ng/Kg 0.104U ng/Kg
SL-712-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0883 ng/Kg 0.0883U ng/Kg
SL-712-SA5C-5B-9.0-10.0(RES) 1,2,3,6,7,8-HXCDD 0.113 ng/Kg 0.113U ng/Kg
SL-712-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDF 0.0853 ng/Kg 0.0853U ng/Kg
SL-712-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDD 0.111 ng/Kg 0.111U ng/Kg
SL-712-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDF 0.0682 ng/Kg 0.0682U ng/Kg
SL-712-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.173 ng/Kg 0.173U ng/Kg
SL-712-SA5C-SB-9.0-10.0(RES) 2,3,7,8-TCDF 0.0801 ng/Kg 0.0601U ng/Kg
SL-712-SA5C-SB-9.0-10.0(RES) oCcDD 1.19 ngiKg 1.19U ng/Kg
SL-712-SA5C-SB-9.0-10.0(RES) OCDF 0.134 ng/Kg 0.134U ng/Kg
SL-713-SA5C-SB-6.0-7.0(RES) 1,2,3,4,6,7,8-HPCDD 0.613 ng/Kg 0.613U ng/Kg
SL-713-SA5C-SB-6.0-7.0(RES) 1,2,3,4,6,7,8-HPCDF 0.136 ng/Kg 0.136U ng/Kg
SL-713-SA5C-SB-6.0-7.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0594 ng/Kg 0.0594U ng/Kg
SL-713-SA5C-SB-6.0-7.0(RES) 1,2,3,6,7,8-HXCDD 0.104 ng/Kg 0.104U ng/Kg
SL-713-SA5C-SB-6.0-7.0(RES) 1,2,3,6,7,8-HXCDF 0.135 ng/Kg 0.135U ng/Kg
SL-713-SA5C-SB-6.0-7.0(RES) 1,2,3,7,8,9-HXCDD 0.131 ng/Kg 0.131U ng/Kg
SL-713-SA5C-SB-6.0-7.0(RES) 1,2,3,7,8,9-HXCDF 0.0930 ng/Kg 0.0930U ng/Kg
SL-713-8SA5C-SB-6.0-7.0(RES) 2,3,4,7,8-PECDF 0.224 ng/Kg 0.224U ng/Kg
SL-713-SA5C-SB-6.0-7.0(RES) 2,3,7,8-TCDF 0.0465 ng/Kg 0.0465U ng/Kg
SL-713-SA5C-SB-6.0-7.0(RES) OCDF 0.249 ng/Kg 0.249U ng/Kg
SL-715-SA5C-SB-6.0-7.0(RES) 1,2,3,7,8,9-HXCDF 0.123 ng/Kg 0.123U ng/Kg
SL-715-SA5C-SB-6.0-7.0(RES) 2,3,4,7,8-PECDF 0.144 ng/Kg 0.144U ng/Kg
SL-719-SA5C-SB-6.0-7.0(RES) 1,2,3,4,6,7,8-HPCDD 0.448 ng/Kg 0.448U ng/Kg
SL-719-SA5C-SB-6.0-7.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0494 ng/Kg 0.0494U ng/Kg
SL-719-SA5C-SB-6.0-7.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0436 ng/Kg 0.0436U ng/Kg
SL-719-SA5C-SB-6.0-7.0(RES) 1,2,3,4,7,8-HXCDF 0.115 ng/Kg 0.115U ng/Kg
SL-719-SA5C-SB-6.0-7.0(RES) 1,2,3,6,7,8-HXCDD 0.0460 ng/Kg 0.0460U ng/Kg
SL-719-SA5C-SB-6.0-7.0(RES) 1,2,3,6,7,8-HXCDF 0.129 ng/Kg 0.129U ng/Kg
SL-719-SA5C-SB-6.0-7.0(RES) 1,2,3,7,8,9-HXCDD 0.0560 ng/Kg 0.0560U ng/Kg
SL-719-SA5C-SB-6.0-7.0(RES) 2,3,4,7,8-PECDF 0.102 ng/Kg 0.102U ng/Kg
SL-719-SA5C-SB-6.0-7.0(RES) oCcDD 1.03 ng/Kg 1.03U ng/Kg
SL-719-SA5C-SB-6.0-7.0(RES) OCDF 0.106 ng/Kg 0.106U ng/Kg
SL-887-SAS5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.363 ng/Kg 0.363U ng/Kg
SL-887-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.123 ng/Kg 0.123U ng/Kg
SL-887-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.110 ng/Kg 0.110U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH014 Laboratory: LL
EDD Filename: PH014_v1 eQAPP Name: CDM_SSFL_120718_Lan

Associated
Sams

Method Blank
Sample ID Analysis Date Analyte Result

ST N 5 R

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Result | FinalR

o ng/g TR

SL-887-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.164 ng/Kg 0.184U ng/Kg
SL-887-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDF 0.0828 ng/Kg 0.0828U ng/Kg
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Internal Standard Outlier Report

Lab Reporting Batch ID: PH014 Laboratory: LL

EDD Filename: PH014_v1

eQAPP Name: CDM_SSFL_120718_Lan

Sample ID Sample % Recovery Affected
(Analysis Type) Surrogate % Recovery Limits Compounds Flag
SL-630-SA5C-SB- 13C-1,2,3,6,7,8-HXCDF 145 26.00-123.00 1,2,3,6,7,8-HXCDF J(all detects)
8.0-9.0 UJ(all non-detects)
SL-712-SA5C-SB- 13C-1,2,3,6,7,8-HXCDF 126 26.00-123.00 1,2,3,6,7,8-HXCDF J(all detects)
4.0-5.0 UJ(all non-detects)
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH014 Laboratory: LL
EDD Filename: PrepPH014 eQAPP Name: CDM_SSFL_120718 Lan

Concentration (%)
SL-587-SA5C-SB-4.0- | SL-887-SA5C-SB-4.0-

Concentration (ng/Kg)
SL-587-SA5C-SB-4.0- | SL-887-SA5C-SB-4.0- | Sample | eQAPP
Analyte 5.0 5.0
1,2,3,4,6,7,8-HPCDF .
1,2,3,6,7,8-HXCDD 0.515 0.471
1,2,3,6,7,8-HXCDF 0.124 0.108
1,2,3,7,8,9-HXCDD 0.562 0.597
1,2,3,7,8,9-HXCDF 0.414 0.578 33 50.00 | No Qualifiers Applied
1,2,3,7,8-PECDD 0.0919 0.110 18 50.00
1,2,3,7,8-PECDF 0.195 0.200 3 50.00
2,3,4,6,7,8-HXCDF 0.0977 0.0883 10 50.00
2,3,4,7,8-PECDF 0.117 0.164 33 50.00
1,2,3,4,6,7,8-HPCDD 3.44 1.53 77 50.00
1,2,3,4,7,8,9-HPCDF 0.0583 0.123 71 50.00
1,2,3,4,7,8-HxCDD 5.62U 0.0435 200 50.00
1,2,3,4,7,8-HXCDF 0.201 0.110 59 50.00 J(all detects)
2,3,7,8-TCDD 0.0484 114U 200 50.00 | UJ(all non-detects)
2,3,7,8-TCDF 112U 0.0828 200 | 50.00
oCDD 47.8 16.6 97 | 50.00
OCDF 1.62 0.909 56 | 50.00
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Reporting Limit Outliers

Lab Reporting Batch 1D: PH014 Laboratory: LL
EDD Filename: PH014_v1 eQAPP Name: CDM_SSFL_120718_Lan

AQ

Lab Reporting RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
FB-062012 1,2,3,4,6,7,8-HPCDD JBQ 5.33 9.83 PQL pg/L
1,2,3,4,6,7,8-HPCDF JBQ 1.40 9.83 PQL pg/L
1,2,3,4,7,8,9-HPCDF JBQ 0.589 9.83 PQL pg/L
1,2,3,4,7,8-HxCDD J 1.05 9.83 PQL pg/L
1,2,3,4,7,8-HXCDF JB 0.474 9.83 PQL po/L
1,2,3,6,7,8-HXCDD JB 0.520 9.83 PQL pg/L J (all detects)
1,2,3,7,8,9-HXCDD JBQ 1.98 9.83 PQL pg/L
1,2,3,7,8-PECDD J 0.970 9.83 PQL pg/L
2,3,4,6,7,8-HXCDF JB 0.596 9.83 PQL pg/L
2,3,4,7,8-PECDF JB 0.411 9.83 PQL po/L
ocDD JB 7.99 19.7 PQL pg/L
OCDF JB 1.87 19.7 PAL | palL

Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-587-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 3.44 5.62 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.548 5.62 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0583 5.62 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.201 5.62 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.515 5.62 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.124 5.62 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.562 5.62 PQL ng/Kg
1.2.3.7,8.9-HXCDF B | 0414 5.62 PQL |ngikg | J(@ldetects)
1,2,3,7,8-PECDD J 0.0919 5.62 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.195 5.62 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.0977 5.62 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.117 5.62 PQL | ng/Kg
2,3,7,8-TCDD Ja 0.0484 1.12 PQL | ng/Kg
OCDF JBQ 1.62 11.2 PQL ng/Kg
SL-587-SA5C-SB-8.5-9.5 1,2,3,4,6,7,8-HPCDD JB 2.85 5.17 PQL ng/Kg
v 1,2,3,4,6,7,8-HPCDF JBQ 0.515 5.17 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0593 5.17 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0367 5.17 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0800 5.17 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.204 5.17 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0609 5.17 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.145 5.17 PQL | ng/Kg J (all detects)
1,2,3,7,8,8-HXCDF JBQ 0.0862 5.17 PQL ng/Kg
1,2,3,7,8-PECDD J 0.0382 5.17 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.112 5.17 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JQ 0.0521 5.17 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0897 517 PQL ng/Kg
2,3,7,8-TCDD J 0.0392 1.03 PQL | ng/Kg
OCDF JB 1.55 10.3 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH014 Laboratory: LL
EDD Filename: PH014_v1 . eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-628-SA5C-SB-11.5-12.5 |1,2,3,4,6,7,8-HPCDF JB 1.07 5.43 PQL | ng/Kg
1,2.3,4,7.8,9-HPCDF JBQ | 0.188 5.43 PQL | ng/Kg
1,2.3,4,7,8-HxCDD Ja | 00816 5.43 PQL | ng/Kg
1.2.3,4,7,8-HXCDF JBQ | 0185 5.43 PQL | ng/Kg
1.2.3,6,7.8-HXCDD JB | 0763 5.43 PQL | ng/Kg
1,2.3.6.7,8-HXCDF JB | 0138 5.43 PQL | ng/Kg
1.2.3,7,8.9-HXCDD JB | 0810 5.43 PQL | ng/Kg
1.2.3,7,8.9-HXCDF B | 0623 5.43 PQL | ngikg | (@l detects)
1,2.3,7,8-PECDD J 0.118 5.43 PQL | ng/Kg
1.2.3,7.8-PECDF JB | 0352 5.43 PQL | ng/Kg
2.3,4.6,7,8-HXCDF J 0.192 5.43 PQL | ng/Kg
2.3,4.7,8-PECDF JBQ | 0.159 5.43 PQL | ng/Kg
2.3,7.8-TCDF JB | 00878 1.09 PQL | ng/Kg
OCDF JB 2.41 10.9 PQL | ng/Kg
SL-630-SA5C-SB-8.09.0 |1,2,3,4,6,7,8-HPCDF B 1.05 5.69 PQL | ng/Kg
1,2.3,4,7.8,9-HPCDF B | 0105 5.69 PQL | ng/Kg
1.2.3,4.7.8-HxCDD J 0.133 5.69 PQL | ng/Kg
1.2.3,4,7.8-HXCDF JB | 0207 5.69 PQL | ng/Kg
1,2.3,6,7.8-HXCDD JB | 0429 5.69 PQL | ng/Kg
1.2.3,6.7,8-HXCDF JB | 0150 5.69 PQL | ng/Kg
1.2.3,7.8.9-HXCDD JB | 0394 5.69 PQL | ng/Kg
1.2.3,7,8.9-HXCDF JB | 0260 5.69 PQL | ng/Kg | J(all detects)
1.2.3,7.8-PECDD J 0.101 5.69 PQL | ng/Kg
1.2.3,7,8-PECDF JB | 0288 5.69 PQL | ng/Kg
2,3,4.6.7,8-HXCDF J 0.158 5.69 PQL | ng/Kg
2.3,4.7,8-PECDF JB | 0230 569 | PQL | ng/Kg
2.3,7.8-TCDD J | 00669 114 PQL | ng/Kg
2,3.7,8-TCDF JBQ | 0.0491 114 PQL | ng/Kg
OCDF JB 2.05 11.4 PQL | ng/Kg
SL-670-SA5C-SB-0.00.5  |1,2,3.4,6,7,8-HPCDF B | 0714 5.28 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF JB | 00704 5.28 PQL | ng/Kg
1.2.3,4.7,8-HXCDF JB | 00974 5.28 PQL | ng/Kg
1.2.3,6.7,8-HXCDD JB | 0228 5.28 PQL | ng/Kg
1.2.3,6.7,8-HXCDF JB | 0.0849 5.28 PQL | ng/Kg
1.2.3,7,8.9-HXCDD JB | 0128 5.28 PQL | ng/Kg
1,2.3,7,8.9-HXCDF JB | 0105 5.28 PQL | ng/Kg
1.2,3,7,8-PECDD J | 00553 5.28 PQL |ngikg | (@l detects)
1.2,3,7,8-PECDF JB | 00768 5.28 PQL | ng/Kg
2.3,4.6,7,8-HXCDF J | 00589 5.28 PQL | ng/Kg
2.3,4.7.8-PECDF JB | 0.0856 5.28 PQL | ng/Kg
2,3,7,8-TCDD J 0.118 1.06 PQL | ng/Kg
2.3,7.8-TCDF JBQ | 0.0638 1.06 PQL | ng/Kg
OCDF JB 2.78 106 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH014 Laboratory: LL
_ EDD Filename: PH014_v1 ' eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-670-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JBQ 0.380 5.20 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0770 5.20 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.112 5.20 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0700 5.20 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0868 5.20 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0577 5.20 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0728 5.20 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0609 5.20 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.308 5.20 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.112 5.20 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.158 5.20 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.137 5.20 PQL ng/Kg
2,3,7,8-TCDF JB 0.233 1.04 PQL ng/Kg
0oCcDD JBQ 0.660 10.4 PQL | ng/Kg
OCDF JBQ 0.135 10.4 PQL | ng/Kg
SL-702-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.758 5.61 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.190 5.61 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.119 5.61 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.0823 5.61 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.153 5.61 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.133 5.61 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.112 5.61 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.182 5.61 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.233 5.61 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD Ja 0.132 5.61 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.200 5.61 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.0852 5.61 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.172 5.61 PQL ng/Kg
2,3,7,8-TCDD J 0.0832 1.12 PQL ng/Kg
2,3,7,8-TCDF JB 0.0875 1.12 PQL | ng/Kg
ocbD JB 517 11.2 PQL | ng/Kg
OCDF JB 0.312 11.2 PQL | ng/Kg
SL-702-SA5C-SB-9.0-10.0 (1,2,3,4,6,7,8-HPCDD JB 0.599 5.31 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.0899 5.31 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0359 5.31 PQL ng/Ka
1,2,3,4,7,8-HxCDD J 0.0507 5.31 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0848 5.31 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0784 5.31 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0768 5.31 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0805 5.31 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ | 0.0430 5.31 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.0906 5.31 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.112 5.31 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.0462 5.31 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.0907 5.31 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0495 1.06 PQL ng/Kg
2,3,7,8-TCDF JB 0.0642 1.06 PQL | ng/Kg
OCDD JB 3.29 10.6 PQL ng/Kg
OCDF JB 0.228 10.6 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch |D: PH014 A Laboratory: LL
EDD Filgname: PHO014_v1 ' eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-711-SA5C-SB-4.05.0  |1,2,3.4,6,7,8-HPCDF JB 2.16 5.11 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF JBQ | 0283 5.11 PQL | ng/Kg
1.2.3,4.7.8-HXCDD J 0.184 5.11 PQL | ng/Kg
1.2.3,4,7.8-HXCDF JB | 0303 5.11 PQL | ng/Kg
1.2.3,6,7,8-HXCDD B | 0701 5.11 PQL | ng/Kg
1.2.3,6.7,8-HXCDF JB | 0204 5.11 PQL | ng/Kg
1.2.3.7.8,9-HXCDD JB | 0471 5.11 PQL | ng/Kg
1,2.3,7,8,9-HXCDF JB | 0261 5.11 PQL | ng/kg | Y (@lldetects)
1.2.3,7.8-PECDD J 0.121 5.11 PQL | ng/Kg
1.2,3.7.8-PECDF JB | 0130 5.11 PQL | ng/Kg
2.3,4.6,7,8-HXCDF J 0.201 5.11 PQL | ng/Kg
2.3,4.7,8-PECDF JB | 00753 5.11 PQL | ng/Kg
2.3,7.8.TCDD J | 00877 1.02 PQL | ng/Kg
OCDF JB 7.29 10.2 PQL | ng/Kg
SL-711-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDD JBQ | 0548 5.50 PQL | ng/Kg
1.2.3,4.6.7,8-HPCDF JB | 00993 5.50 PQL | ng/Kg
1.2.3,4.7,8.9-HPCDF JBQ | 0.0478 5.50 PQL | ng/Kg
1.2.3,4.7,8-HXCDF JBQ | 00347 5.50 PQL | ng/Kg
1.2.3,6.7,8-HXCDD JB | 0.0969 5.50 PQL | ng/Kg
1.2.3,6.7,8-HXCDF JBQ | 0.0244 5.50 PQL | ng/Kg
1.2.3.7.8,9-HXCDD JBQ | 0.0428 5.50 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0406 5.50 PQL ng/Kg J (all detects)
1.2.3.7.8-PECDD J | 00496 5.50 PQL | ng/Kg
1.2.3.7.8-PECDF JBQ | 0.0274 5.50 PQL | ng/Kg
2,3,4.6,7,8-HXCDF JQ | 00342 5.50 PQL | ng/Kg
2.3,4.7.8-PECDF JBQ | 0.0514 5.50 PQL | ng/Kg
2.3,7.8.TCDF B | 00455 1.10 PQL | ng/Kg
ocbD JB 2.65 11.0 PQL | ng/Kg
OCDF JB | 0305 11.0 PQL | ng/Kg
SL-712-SA5C-SB-4.0-50  |1,2,3,4,7,8,9-HPCDF JB | 0431 4.97 PQL | ng/Kg
1.2.3,4.7.8-HXCDD J 0.406 4.97 PQL | ng/Kg
1.2.3.4,7.8-HXCDF B | 0597 497 PQL | ng/Kg
1.2.3,6.7,8-HXCDD JB 1.15 497 PQL | ng/Kg
1.2.3,6,7,8-HXCDF B | 0412 4.97 PQL | ng/Kg
1.2.3,7.8,9-HXCDD B | 0855 4.97 PQL | ng/Kg
1.2.3.7.8,9-HXCDF B | 0163 4.97 PQL |ngikg | Y (@lldetects)
1.2,3,7,8.PECDD J 0.292 4.97 PQL | ng/Kg
1.2.3,7.8-PECDF JB | 0464 4.97 PQL | ng/Kg
2.3,4.6,7,8-HXCDF J 0.364 4.97 PQL | ng/Kg
2.3,4.7.8-PECDF B | 0215 4.97 PQL | ng/Kg
2.3,7.8-TCDD Ja | 00446 | 0.995 PQL | ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH014 Laboratory: LL
EDD Filename: PH014_v1 eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-712-SA5C-SB-9.0-10.0 |1,2.3,4,6,7,8-HPCDD JBQ | 0.381 537 PQL | ng/Kg
1.2.3,4.6.7.8-HPCDF JBQ | 0.104 537 PQL | ng/Kg
1.2,3,4,7,8-HxCDD J | 00710 537 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JB | 0.0883 5.37 PQL | ng/Kg
1.2,3,6,7,8-HXCDD JBQ | 0.113 5.37 PQL | ng/Kg
1.2.3.6,7,8-HXCDF JB | 00853 537 PQL | ng/Kg
1.2,3.7.8,9-HXCDD JBQ | 0111 537 PQL | ng/Kg
1.2,3.7.8,9-HXCDF JB | 00682 5.37 PaL | ng/K
1.2.3.7.8-PECDD Ja | 0241 5.37 PAL | ngikg | (@l detects)
1.2,3.7.8-PECDF JB | 0169 537 PQL | ng/Kg
2,3,4.6,7,8-HXCDF J | 00533 5.37 PQL | ng/Kg
2.3.4,7.8-PECDF B | 0173 5.37 PQL | ng/Kg
2.3.7.8.TCDD J | 00601 1.07 PQL | ng/Kg
2.3.7.8-TCDF JB | 0.0601 1.07 PQL | ng/Kg
ocbD JB 1.19 10.7 PQL | ng/Kg
OCDF B | 0134 107 PQL | ng/Kg
SL-713-SA5C-SB-6.07.0  |1,2,3,4,6,7,8-HPCDD JB | 0613 5.40 PQL | ng/Kg
1.2.3,4.6.7.8-HPCDF B | 0136 5.40 PQL | ng/Kg
1.2.3,4.7.8.9-HPCDF JBQ | 0.0594 5.40 PQL | ng/Kg
1.2,3,4.7,8-HxCDD J 0.122 5.40 PQL | ng/Kg
1.2,3,4.7,8-HXCDF B | o219 5.40 PQL | ng/Kg
1.2.3,6,7,8-HXCDD JB | 0104 5.40 PQL | ng/Kg
1.2.3,6.7,8-HXCDF JB | 0135 5.40 PQL | ng/Kg
1.2.3.7.8,9-HXCDD JB | 0131 5.40 PQL | ng/Kg
1.2.3.7.8,9-HXCDF JB | 0.0930 5.40 PQL |ng/Kg | J(all detects)
1.2.3.7.8-PECDD J 0.155 5.40 PaL | ng/Kg
1.2.3.7.8-PECDF B | 0267 5.40 PQL | ng/Kg
2.3.4,6.7,8-HXCDF Ja | 0.0949 5.40 PQL | ng/Kg
2.3.4.7,8-PECDF JB | 0224 5.40 PQL | ng/Kg
2.3.7,.8-TCDD J | 0.0491 1.08 PQL | ng/Kg
2.3.7,8-TCDF JBQ | 0.0465 1.08 PQL | ng/Kg
ocDD JB 3.45 10.8 PQL | ng/Kg
OCDF JBQ | 0.249 10.8 PQL | ng/Kg
SL-715-SA5C-SB-6.0-7.0 _ |1,2,3.4,6,7,8-HPCDF JB 1.20 5.26 PQL | ng/Kg
1.2.3,4.7,8.9-HPCDF JB | 0.199 5.26 PQL | ng/Kg
1.2.3,4.7,8-HxCDD J 0.261 5.26 PQL | ng/Kg
1.2.3,4.7,8-HXCDF B | 0476 5.26 PQL | ng/Kg
1.2.3,6.7,8-HXCDD JB | 0600 5.26 PQL | ng/Kg
1.2,3,6,7,8-HXCDF JB | 0265 5.26 PQL | ng/Kg
1.2.3.7.8,9-HXCDD B | 0374 5.26 PQL | ng/Kg
1.2.3.7.8,9-HXCDF B | 0123 5.26 PQL |ngiKg | Y (@ltdetects)
1.2,3.7.8-PECDD J 0.252 5.26 PQL | ng/Kg
1.2,3.7.8-PECDF B | 0275 5.26 PQL | ng/Kg
2.3.4,6.7,8-HXCDF J 0.222 5.26 PQL | ng/Kg
2.3.4,7,8-PECDF B | 0144 5.26 PQL | ng/Kg
2.3.7,.8-TCDD J | 00634 1.05 PQL | ng/Kg
OCDF JB 3.22 10.5 PQL | ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PHO14
EDD Filename: PH014_v1

o)

Laboratory: LL
e¢QAPP Name: CDM_SSFL_120718_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-719-SA5C-SB-6.0-7.0 1,2,3,4,6,7,8-HPCDD JB 0.448 5.36 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0494 5.36 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0436 5.36 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.0406 5.36 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.115 5.36 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0460 5.36 PQL ng/Kg J (all detects)
1,2,3,6,7,8-HXCDF JB 0.129 5.36 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0560 5.36 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.102 5.36 PQL ng/Kg
ocbD JBQ 1.03 10.7 PQL | ng/Kg
OCDF JB 0.106 10.7 PQL ng/Kg
SL-887-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 1.53 5.71 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.363 5.71 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.123 5.71 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0435 5.71 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.110 5.71 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.471 5.71 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.108 5.71 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.597 5.71 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.578 5.71 PQL ng/Kg
1,2,3,7,8-PECDD J 0.110 5.71 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.200 571 PQL ng/Kg
2,3,4,6,7,8-HXCDF Ja 0.0883 5.71 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.164 5.71 PQL ng/Kg
2,3,7,8-TCDF JB 0.0828 1.14 PQL ng/Kg
OCDF JB 0.909 114 PQL | ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/7/2012 7:01:57 AM
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SAMPLE DELIVERY GROUP

PHO15



Attachment |

Sample ID Cross Reference and Data Review Level

28573Cov_SSFL.wpd



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
21-Jun-2012  SL-600-SA5C-SB-4.0-5.0 6698361 N METHOD 1613B m
21-Jun-2012  SL-599-SA5C-SB-4.0-5.0 6698360 N METHOD 1613B m
21-Jun-2012  SL-603-SA5C-SB-4.0-5.0 6698359 N METHOD 1613B 1]
21-Jun-2012  SL-602-SA5C-SB-4.0-5.0 6698358 N METHOD 1613B m
21-Jun-2012  SL-594-SA5C-SB-0.0-0.5 6698362 N METHOD 1613B i
21-Jun-2012  SL-594-SA5C-SB-5.0-6.0 6698363 N METHOD 1613B n
21-Jun-2012  SL-594-SA5C-SB-9.0-10.0 6698364 N METHOD 1613B ]|
21-Jun-2012  EB2-062112 6698357 EB METHOD 1613B 1]
25-Jun-2012  SL-575-SA5C-SB-4.0-5.0 6703559 N METHOD 1613B m
25-Jun-2012  SL-515-SA5C-SB-4.0-5.0 6703560 N METHOD 1613B 1]
25-Jun-2012  SL-515-SA5C-SB-9.0-10.0 6703561 N METHOD 161 3B i
26-Jun-2012  SL-581-SA5C-SB-4.0-5.0 6703562 N. METHOD 1613B m
26-Jun-2012  SL-581-SA5C-SB-4.0-5.0 MS 6703563 MS METHOD 1613B [
26-Jun-2012  SL-881-SA5C-SB-4.0-5.0 6703565 FD METHOD 1613B 1]
26-Jun-2012  SL-747-SA5C-SB-2.5-3.5 6706211 N METHOD 1613B ]
27-Jun-2012  SL-578-SA5C-SB-4.0-5.0 6706210 N METHOD 1613B 1
28-Jun-2012  SL-501-SA5C-SB-4.0-5.0 6706212 N METHOD 1613B i
28-Jun-2012  SL-502-SA5C-SB-4.5-5.5 6706213 N METHOD 1613B Il
28-Jun-2012  EB-062812 6706209 EB METHOD 1613B Il
/Il = EPA Level 3 Data Review N = Normal Sample TB = Trip Blank MS = Matrix Spike

IV = EPA Level 4 Data Validation =~ FD = Field Duplicate

FB = Field Blank

MSD = Matrix Spike Duplicate
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Overall Data Qualification Summary
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Data Qualifier Summary

Lab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PrepPH015 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:EB-062812 Collected: 6/28/2012 3:15:00 Analysis Type: RES Dilution: 1

Data
Lab Lab RL Review Reason

A : — Result | Qual | DL N LD Y =L -
1,2,3,4,6,7,8-HPCD 3.10 JB 0.254 | MDL 9.70 PQL pg/L N U B
1,2,3,4,6,7,8-HPCDF 0.448 JBQ 0.279 | MDL 9.70 PQL pg/L U B
1,2,3,4,7,8,9-HPCDF . 0.520 JBQ 0.301 MDL 9.70 PQL pg/L U B
1,2,3,4,7,8-HXCDF 0.256 JBQ 0.120 | MDL 9.70 PQL pg/L u B
1,2,3,6,7,8-HXCDD 0.511 JBQ 0.223 | MDL 9.70 PQL pg/L u B
1,2,3,6,7,8-HXCDF 0.231 JBQ 0.120 | MDL 9.70 PQL pg/L U B
1,2,3,7,8,9-HXCDD 0.303 JBQ 0.216 | MDL 9.70 PQL pg/L u B
1,2,3,7,8,9-HXCDF 0.137 Ja 0.110 | MDL 9.70 PQL pg/L J z
1,2,3,7,8-PECDD 0.484 JQ 0.267 | MDL 9.70 PQL pg/L J z
1,2,3,7,8-PECDF 0.308 JBQ 0.183 | MDL 9.70 PQL pg/L u B
2,3,4,6,7,8-HXCDF 0.128 JB 0.109 | MDL 9.70 PQL pg/L u B
2,3,4,7,8-PECDF = . ' 0.611 JBQ 0.155 | MDL 9.70 PQL pg/L u . B
2,3,7,8-TCDF o 0.194 JBQ 0.177 | MDL 1.94 PQL pg/L U B
OCDD : 5.69 JBQ 0.271 MDL 19.4 PQL pg/L u B
OCDF 0.685 JB 0.218 | MDL 19.4 PQL pg/L U B
Sample ID:EB2-062112 Collected: 6/21/2012 3:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

A Resul Qual Code

1,2,3,4,6,7,8-HPCDD 522 JBQ 0.549 | MDL 9.78 PQL po/L

S

U B
1,2,3,4,6,7,8-HPCDF 1.23 JB 0.239 | MDL 9.78 PQL pa/L U B
1,2,3,4,7,8,9-HPCDF 0.731 JB 0.297 | MDL 9.78 PQL po/L U B
1,2,3,4,7,8-HXCDF 1.62 JBQ | 0.305 | mDL 9.78 PQL po/L J Z
1,2,3,6,7,8-HXCDD 0.852 JB 0.557 | MDL 9.78 PQL pa/L U B
1,2,3,7,8,9-HXCDD 0.928 JBQ 0.492 | MDL 9.78 PQL pg/L U B
1,2,3,7,8,9-HXCDF 0.570 JBQ 0.296 | MDL 9.78 PQL pg/L U B
1,2,3,7,8-PECDF 0.596 J 0.411 MDL 9.78 PQL pg/L J Z
2,3,4,7,8-PECDF 0.960 JBQ 0.363 | MDL 9.78 PQL pg/L U B
2,3,7,8-TCDF 1.31 J 0.430 | MDL 1.96 PQL pg/L J z
OCDD 8.44 JBQ 0.630 | MDL 19.6 PQL pg/L U B
OCDF 0.914 JBQ 0.549 | MDL 19.6 PQL po/L U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PrepPH015 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-501-SA5C-SB-4.0-5.0 Collected: 6/28/2012 9:00:00 Analysis Type: RES Dilution: 1

Data
DL RL Review

Lab Lab Reason

Al DL L Type | RL | Type L Qual | Code

B 0.0464 | MDL 5.44 PQL ngg J ] z
1,2,3,4,7,8,9-HPCDF 0.491 JBQ 0.0784 | MDL 5.44 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.339 J 0.115 | MDL 5.44 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.195 JB 0.0711 | MDL 5.44 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 1.20 JB 0.115 | MDL 5.44 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.198 JBQ 0.0632 | MDL 5.44 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.917 JB 0.113 | MDL 5.44 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.348 JB 0.0716 | MDL 5.44 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.221 JB 0.112 | MDL 5.44 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.199 JB 0.0776 | MDL 5.44 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.381 JB 0.0655 | MDL 5.44 PQL ng/Kg u B
2,3,4,7,8-PECDF . 0.148 JB 0.0698 | MDL 5.44 PQL ng/Kg U B
OCDF o 7.7 JB 0.0811 | MDL 10.9 PQL ng/Kg J V4
Sample ID:SL-502-SA5C-SB-4.5-55 . Collected: 6/28/2012 10:30:00. ” Analysis Type: RES Dilution: 1

’ Data
Review Reason

!

Cod

1,2,3,4,6,7,8-HPCDF 2.15 MDL 5.55 PQL ng/Kg

J 4
1,2,3,4,7,8,9-HPCDF 0.182 MDL 5.55 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.281 MDL 5.55 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.234 JBQ 0.0392 | MDL 5.55 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 1.22 JB 0.0701 | MDL 5.55 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.0489 JBQ 0.0349 | MDL 5.55 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.637 JB 0.0689 | MDL 5.55 PQL ng/Kg J 4
1,2,3,7,8-PECDD 0.176 JBQ 0.0523 | MDL 5.65 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.132 JBQ 0.0362 | MDL 5.55 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0539 JBQ 0.0269 | MDL 5.55 PQL ng/Kg U B
OCDF 7.71 JB 0.0824 | MDL 111 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

l.ab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PrepPH015 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-515-SA5C-SB-4.0-5.0 Collected: 6/25/2012 2:45:00 Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

Analyte Qual DL RL Type Code
1,2,3,4,6,7,8-HPCDD 0.605 JB 0.0324 | MDL 5.59 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.103 JB 0.0105| MDL 5.59 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.194 JB 0.0216 | MDL 5.59 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0513 JB 0.0240 | MDL 5.59 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.0727 JB 0.0189 | MDL 5.59 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0908 JB 0.0262 | MDL 5.59 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0682 JB 0.0158 | MDL 5.59 PQL ng/Kg 8] B
1,2,3,7,8,9-HXCDD 0.120 JB 0.0239 | MDL 5.59 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.128 JB 0.0190 | MDL 5.59 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.115 JB 0.0339 ( MDL 5.59 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0865 JB 0.0232 | MDL 5.59 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF . 0.0996 JB 0.0160 | MDL 5.59 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.121 JB 0.0226 | MDL 5.59 PQL ng/Kg u B
2,3,7,8-TCDD 0.120 J 0.0414 ) MDL | 1.12 PQL ng/Kg J z
2,3,7,8-TCDF 0.0639 J 0.0351 | MDL 1.12 PQL ng/Kg J z
OoCcDD 4.26 JB 0.0317 { MDL 11.2 PQL ng/Kg J V4
OCDF 0.250 JB 0.0365| MDL 11.2 PQL ng/Kg u B
Sample ID:SL-515-SA5C-SB-9.0-10.0 Collected: 6/25/2012 3:30:00 Analysis Type: RES Dilution: 4
Data
Lab Lab DL RL Review

Result j Qual
1,2,3,4,6,7,8-HPCDD 0.624 JB 0.0305| MDL 5.50 PQL ng/Kg U] B
1,2,3,4,6,7,8-HPCDF 0.0904 JB 0.0111| MDL 5.50 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.117 JB 0.0219 | MDL 5.50 PQL ng/Kg ) B
1,2,3,4,7,8-HXCDF 0.0328 JB 0.0148 | MDL 5.50 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0449 JB 0.0243 | MDL 5.50 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0172 JB 0.0121| MDL 5.50 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0379 JBQ 0.0226 | MDL 5.50 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0271 JB 0.0183 | MDL 5.50 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0625 JB 0.0305| MDL 5.50 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0435 JBQ 0.0217 | MDL 5.50 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.101 JB 0.0135| MDL 5.50 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PrepPH015 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-515-SA5C-SB-9.0-10.0 Collected: 6/25/2012 3:30:00 © = Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte - Result | Qual | DL | Type | RL | Type | Units | Qual | Code

2,3,4,7,8-PECDF 0.0497 JB 0.0217 | MDL 5.50 PQL ng/Kg U B

2,3,7,8-TCDF 0.0627 J 0.0351 | MDL 1.10 PQL ng/Kg J z
OCDD 4.52 JB 00296 MDL | 11.0 PQL ng/Kg J Y4
OCDF 0.229 JB 0.0343 | MDL 11.0 PQL ng/Kg U B
Sample ID:SL-575-SA5C-SB-4.0-5.0 Collected: 6/25/2012 10:30:00  Analysis Type: RES Dilution: 1
Data
Lab Lab Review Reason
Analyte Result Qua DL Qual
1,2,3,4,6,7,8-HPCDD 2.34 JB 0.0383 | MDL 5.41 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.349 JB 0.0148{ MDL 5.41 PQL ng/Kg J Y4
1,2,3,4,7,8,9-HPCDF 0.0528 JBQ | 0.0259( MDL 5.41 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD . 0.137 JB 0.0298 | MDL 541 | PQL ng/Kg U B
1,2,3,4,7,8-HXCDF - 0.181 JB 0.0186( MDL | 5.41 PQL ng/Kg U B
- 11,2,3,6,7,8-HXCDD ' 0.144 JBQ |[0.0335| MDL | 5.41 PQL ng/Kg U B
11,2,3,6,7,8-HXCDF 0.104 JB 00173 | MDL | 5.41 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.174 JB 0.0301 | MDL 5.41 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.0681 JB 0.0206 | MDL 5.41 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.128 JB 0.0281 | MDL 5.41 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.358 JB 0.0280 | MDL 5.41 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0808 JBQ 0.0190§ MDL 5.41 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.228 JB 0.0266 | MDL 5.41 PQL ng/Kg U B
2,3,7,8-TCDF 0.108 J 0.0405 | MDL 1.08 PQL ng/Kg J z
OCDF 0.990 JB 0.0307 [ MDL 10.8 PQL ng/Kg J Z
Sample ID:SL-578-SA5C-SB-4.0-5.0 Collected: 6/27/2012 10:15:00  Analysis Type: RES Dilution: 1
Data
Lab RL Review Reason
i ,2,3,4,6,7,8-HPCDF 1.22 5.30 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.123 5.30 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.231 5.30 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.281 5.30 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.859 5.30 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:12:25 AM ADR version 1.6.0.194 Page 4 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH0O15 Laboratory: LL
EDD Filename: PrepPH015 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-578-SA5C-SB-4.0-5.0 Collected: 6/27/12012 10:15:00  Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

Analyte Result Qual DL T) RL T Units | Qual
1,2,3,6,7,8-HXCDF 0.151 JB 0.0562 | MDL 5.30 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.728 JBQ 0.0934 | MDL 5.30 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.621 JB 0.0637 | MDL 5.30 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.485 JB 0.0936 | MDL 5.30 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.668 JB 0.0640 | MDL 5.30 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.167 JB 0.0600 | MDL 5.30 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.233 JB 0.0625 | MDL 5.30 PQL ng/Kg U B
2,3,7,8-TCDD 0.141 Jd 0.0996 | MDL 1.06 PQL ng/Kg J y4
2,3,7,8-TCDF 0.164 J 0.109 MDL 1.06 PQL ng/Kg J z
OCDF 2.96 JB 0.0951 MDL 10.6 PQL ng/Kg J z
Sample ID:SL.-581-SA5C-SB-4.0-5.0 . Collected: 6/26/2012 10:31:00  Analysis Type: RES Dilution: 1
. Data
v Lab Lab RL , Review Reason
Anal Result Qual
& R L

[$,]
w
N
-Ui
o
l_
3
«©
=
[(e]
—

" [1,2,3.4,6,7,8-HPCDD 37.1 B

1,2,3,4,6,7,8-HPCDF 4.15 JB 0.0205 | MDL 5.32 PQL ng/Kg J
1,2,3,4,7,8,9-HPCDF 0.553 JB 0.0391 | MDL 5.32 PQL ng/Kg J
1,2,3,4,7,8-HxCDD 0.401 JB 0.0491 | MDL 5.32 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.324 JB 0.0277 | MDL 5.32 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 1.80 JB 0.0504 | MDL 5.32 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDF 0.183 JB 0.0242 | MDL 5.32 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 1.05 JB 0.0491 | MDL 5.32 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.0878 JB 0.0314 | MDL 6.32 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.218 JB 0.0617 | MDL 5.32 PQL ng/Kg uJ B, FD
1,2,3,7,8-PECDF 0.0847 JB 0.0236 | MDL 5.32 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.268 JB 0.0273 |} MDL 5.32 PQL ng/Kg J Z,FD
2,3,4,7,8-PECDF 0.102 JB 0.0245 | MDL 5.32 PQL ng/Kg uJ B, FD
2,3,7,8-TCDF 0.0963 J 0.0363 1 MDL 1.06 PQL ng/Kg J Z,FD
OCDD 286 B 0.0390{ MDL 10.6 PQL ng/Kg J Q Q,FD
OCDF 11.2 B 0.0392 | MDL 10.6 PQL ng/Kg J FD

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:12:25 AM ADR version 1.6.0.194 Page 5 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PrepPH015 eQAPP Name: CDM_SSFL_120718_Lan
Matrix:
Sample ID:SL-594-SA5C-SB-0.0-0.5 Collected: 6/21/2012 2:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Anal Qual Qual
1,2,3,4,6,7,8-HPCDF 1.65 JB 0.0277 | MDL 5.33 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.248 JB 0.0324 | MDL 5.33 PQL ng/Kg V) B
1,2,3,4,7,8-HxCDD 0.238 JB 0.0448 { MDL 5.33 PQL ng/Kg J Zz
1,2,3,4,7,8-HXCDF 0.209 JBQ 0.0316 | MDL 5.33 PQL ng/Kg J V4
1,2,3,6,7,8-HXCDD 0.806 JB 0.0476 | MDL 5.33 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.303 JBQ 0.0283 | MDL 5.33 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.719 JB 0.0467 | MDL 5.33 PQL ng/Kg J A
1,2,3,7,8,9-HXCDF 0.365 JB 0.0284 { MDL 5.33 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.102 JBQ 0.0404 | MDL 5.33 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.117 JB 0.0393 | MDL 5.33 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.381 .JB 0.0280 | MDL 5.33 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.743 JB | 0.0346| MDL 5.33 PQL ng/Kg J z
2,3,7,8-TCDD 0.0604 ~JQ 0.0400 ;] MDL 1.07 PQL ng/Kg J V4
2,3,7,8-TCDF * 0.131 J 0.0494{ MDL | 1.07 | PQL | ng/iKg J z
OCDF ) 3.14 - JB 0.0303 { MDL 10.7 PQL | ng/Kg J Z
Sample ID:S1.-594-SA5C-SB-5.0-6.0 Collected: 6/21/2012 2:10:00 Analysis Type: RES Dilution: 1

: Data

Lab DL RL Review Reason

Analyt Qual RL Qual
1,2,3,4,6,7,8-HPCDD 0.589 JB 0.0528 | MDL 5.51 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.112 JB 0.0209 | MDL 5.51 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0491 JB 0.0365 MDL 5.51 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0659 JBQ 0.0330 { MDL 5.51 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0887 JB 0.0198 | MDL 5.51 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.141 JB 0.0345| MDL 5.51 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0900 JB 0.0179| MDL 5.51 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.224 JBQ 0.0324 | MDL 5.51 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.174 JB 0.0207 | MDL 5.51 PQL ng/Kg J VA
1,2,3,7,8-PECDD 0.159 JB 0.0334 | MDL 5.51 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.186 JB 0.0205| MDL 5.51 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0753 JB 0.0185| MDL 5.51 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.148 JB 0.0206 | MDL 5.51 PQOL | ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

1112112012 7:12:25 AM ADR version 1.6.0.194 Page 6 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PrepPHO015 eQAPP Name: CDM_SSFL_120718_Lan
- Matrix: SO
Sample I1D:SL-594-SA5C-SB-5.0-6.0 Collected: 6/21/2012 2:10:00 Analysis Type: RES - Dilution: 1
Data
Lab Lab DL RL Review Reason
<L — rtesUlt | Qual _RE_L Type | Units | Qual | _ Code
2,73,7,8-TCDD ‘ 0.0458 J 0.0454 | MDL 1.10 PQL ng/Kg \
2,3,7,8-TCDF 0.0609 J 0.0289 | MDL 1.10 PQL ng/Kg J Z
OCDD 217 JB 0.0570 | MDL 11.0 PQL ng/Kg U B
OCDF 0.218 JB 0.0539| MDL 11.0 PQL ng/Kg U B
Sample ID:SL-594-SA5C-SB-9.0-10.0 Collected: 6/21/2012 2:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
234678-!:PCI5D ’ — \\0.403 JB 0.0348 | MDL 5.9é PQL ng/Kg
1,2,3,4,6,7,8-HPCDF 0.111 JB 0.0143 | MDL 5.98 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.164 JB 0.0265| MDL 5.98 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.124 JBQ 0.0310 | MDL 5.98 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.256 JB 0.0218 } MDL 5.98 PQL ng/Kg J V4
1,2,3,6,7,8-HXCDD . 0.510 JB ]0.0311 | MDL 5.98 PQL ng/Kg J z
1,2,3,6,7,8‘-HXCDF 0.284 JB 0.0194} MDL | 5.98 PQL ng/Kg: J z
1,2,3,7,8,9-HXCDD 0.898 JB 0.0300 | MDL 5.98 PQL ng/Kg J zZ
1,2,3,7,8,9-HXCDF 0.854 JB | 0.0259 | MDL 5.98 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.293 JB 0.0327 | MDL 5.98 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.491 JB 0.0202 | MDL 5.98 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.109 JB 0.0206 | MDL 5.98 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.264 JB 0.0218 | MDL 5.98 PQL ng/Kg U B
2,3,7,8-TCDD 0.117 JQ 0.0389 | MDL 1.20 PQL ng/Kg J z
2,3,7,8-TCDF 0.170 J 0.0286 | MDL 1.20 PQL ng/Kg J V4
OCDD 0.975 JB 0.0339 | MDL 12.0 PQL ng/Kg U B
OCDF 0.182 JB 0.0426 | MDL 12.0 PQL ng/Kg U B
Sample ID:S1.-599-SA5C-SB-4.0-5.0 Collected: 6/21/2012 10:00:00  Analysis Type: RES Dilution: 1
Data
Lab RL Review Reason
A i RL i C M

5 e R %
1,2,3,4,6,7,8-HPCDD B
1,2,3,4,6,7,8-HPCDF

1,2,3,4,7,8,9-HPCDF . . ng/Kg B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:12:25 AM ADR version 1.6.0.194 Page 7 of 11



Lab Reporting Batch ID: PH015
EDD Filename: PrepPH015

Data Qualifier Summary

SO

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Collected: 6/21/2012 10:00:00

Analysis Type: RES

Dilution: 1

Data
Review

Reason
Code

1,2,3,4,7,8-HxCDD JB 0039\; MDL 5.32 ng/Kg U B
1,2,3,4,7,8-HXCDF JB 0.0274 | MDL 5.32 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD JBQ 0.0422 | MDL 5.32 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF JB 0.0226 | MDL 5.32 PQL ng/Kg V] B
1,2,3,7,8,9-HXCDD JBQ 0.0395| MDL 5.32 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF JB 0.0303 | MDL 5.32 PQL ng/Kg J VA
2,3,4,6,7,8-HXCDF JB 0.0247 | MDL 5.32 PQL ng/Kg U B
2,3,4,7,8-PECDF JB 0.0304 | MDL 5.32 PQL ng/Kg U B
OCDD JB 0.0367 | MDL 10.6 PQL ng/Kg J zZ
OCDF JB 0.0488 | MDL 10.6 PQL ng/Kg U B
Sample ID:SL-600-SA5C-SB-4.0-5.0 Collected: 6/21/2012.9:35:00 Analysis Type: RES . Dilufion: 1
Data
Lab Lab DL RL Review Reason

\Analyte Unlts Qual’

1,2,3,4,6,7,8-HPCDD ng/Kg S Z
1,2,3,4,6,7,8-HPCDF. MDL 5.23 PQL ng/Kg J |

1,2,3,4,7,8,9-HPCDF MDL 5.23 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0610 JBQ 0.0410{ MDL 5.23 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.176 JB 0.0316 | MDL 5.23 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.437 JB 0.0438 | MDL 5.23 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.239 JB 0.0280 | MDL 5.23 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.239 JB 0.0408 | MDL 5.23 PQL ng/Kg J V4
1,2,3,7,8-PECDD 0.156 JB 0.0376 | MDL 5.23 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.119 JB 0.0374 | MDL 5.23 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.381 JB 0.0302 | MDL 5.23 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.993 JB 0.0396 | MDL 5.23 PQL ng/Kg J VA
2,3,7,8-TCDF 0.0905 J 0.0680 | MDL 1.05 PQL ng/Kg J z
OCDF 0.353 JB 0.0335 | MDL 10.5 PQL ng/Kg U B

* denotes a non-reportable result

Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:12:25 AM

ADR version 1.6.0.194

Page 8 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PrepPH015 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-602-SA5C-SB-4.0-5.0 Collected: 6/21/2012 11:35:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1,2,3,4,6,7,8-HPCDD 0.480 JB 0.0268 | MDL 4.98 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.0581 JBQ 10.00874| MDL 4.98 PQL ng/Kg B
1,2,3,4,7,8,9-HPCDF 0.0498 JBQ 0.0179 | MDL 4.98 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0975 JB 0.0180 | MDL 4.98 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0360 JB 0.0263 | MDL 4.98 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0848 JB 0.0141 | MDL 4.98 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0578 JB 0.0250 | MDL 4.98 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0486 JBQ 0.0194 | MDL 4.98 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0313 JBQ 0.0296 | MDL 4.98 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0451 JB 0.0177 | MDL 4.98 PQL ng/Kg 8] B
2,3,4,6,7,8-HXCDF 0.0521 JB 0.0175  MDL 4.98 PQL ng/Kg U B
2,3,7,8-TCDF 0.0406 Ja 0.0318| MDL [ 0.996 PQL ng/Kg J z
OCDD ‘ 217 JB 0.0242 | MDL | 9.96 PQL ng/Kg u B
OCDF T ) 0.163 JB 0.0393 [ MDL |- 9.96 PQL ng/Kg u B
Sample ID:SL-603-SA5C-S§-4.0-5.0 Collected: 6/21/2012 11:05: Dilution: 1
Data
Lab Lab Review
Result | _Qual .

1,2,3,4,6,7,8-HPCDD 1.57 JB 0.0316 | MDL 5.25 PQL ng/Kg

J Z
1,2,3,4,6,7,8-HPCDF 0.189 JB 0.0121 | MDL 5.25 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0922 JB 0.0283 | MDL 5.25 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0513 JB 0.0276 | MDL 5.25 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0575 JB 0.0208 | MDL 5.25 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.111 JB 0.0298 | MDL 5.25 PQL ng/Kg U B
1.2,3,6,7,8-HXCDF 0.0481 JBQ 0.0169{ MDL 5.25 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.109 JB 0.0293 1 MDL 5.25 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0387 JB 0.0252{ MDL 5.25 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.125 JB 0.0332 MDL 5.25 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0578 JB 0.0220 | MDL 5.25 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0535 JB 0.0189] MDL 5.25 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.140 JBQ 0.0242 | MDL 5.25 PQL ng/Kg U B
OCDF 0.476 JB 0.0383 | MDL 10.5 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:12:25 AM ADR version 1.6.0.194 Page 9 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PrepPH015 eQAPP Name: CDM_SSFL_120718_Lan
Matrix:
Sample ID:SL-747-SA5C-SB-2.5-3.5 Collected: 6/26/2012 2:01:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

\Analyte Result Qual DL Qual Code
———————— WA : e — . e~
1,2,3,4,7,8-HxCDD 515 J 0.234 | MDL 5.42 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 1.79 JB 0.152 | MDL 5.42 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 213 JB 0.138 | MDL 5.42 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.673 JB 0.162 | MDL 5.42 PQL ng/Kg J z
1,2,3,7,8-PECDD 2.37 JBQ 0.296 | MDL 5.42 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.494 JBQ 0.209 | MDL 5.42 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 3.30 JB 0.137 | MDL 5.42 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.555 JBQ 0.208 | MDL 5.42 PQL ng/Kg J z
2,3,7,8-TCDD 1.02 JQ 0612 | MDL 1.08 PQL ng/Kg J z
Sample ID:S1L-881-SA5C-SB-4.0-5.0 Collected: 6/26/2012 10:33:00 . Analysis Type: RES . Dilution: 1
. , _ Data
Lab Lab DL RL Review Reason

Cnate | Qual | DL | Type | RL | Type | Units | Qual
1234678HPCOD . 18.4 B |00531| mDL | PQL | ngiKg | J FD
1.2,3.4,6.7,8-HPCDF T 150 JB | 00182| mDL PQL | ngiKg | J ZFD
1.2,3,4,7,8,9-HPCDF T 0.190 JB | 0.0319| MDL PQL | ngKg | W B, FD
1,2,3,4,7,8-HxCDD 0.268 JB | 0.0456| MDL PQL | ngiKg | J z
1.2,3,4,7,8-HXCDF 0.280 JB | 0.0286| MDL PQL | ngKg | J z
1,2,3,6,7,8-HXCDD 0.915 JB | 0.0474| MDL PQL | ngKg | J Z FD
1.2,3.6,7,8-HXCDF 0.196 JB | 00238 | MmDL PQL | ngKg | J z
1.2,3,7,8,9-HXCDD 0.608 JB | 00438 | MmDL PQL | ngKg | J Z FD
1.2,3.7,8,0-HXCDF 0.0782 JB | 0.0305| MDL PQL | ngiKg | U B
1.2,3.7,8-PECDD 0.119 JB | 0.0497 | MDL PQL | ngiKg | UJ B, FD
1.2,3.7,8-PECDF 0.0781 JB | 0.0208| MDL PQL | ngiKg | U B
2,3,4,6,7,8-HXCDF 0112 | JBQ | 00243 | MDL PQL | ngiKg | UJ B, FD
2,3.4,7,8-PECDF 0.188 JB | 0.0218| MDL PQL | ngiKg | W B, FD
2,3.7,8-TCDF 0.0572 J |oo0401| moL PaL | ngiKg | J Z FD
ocDD 128 B |00306| MDL PQL | ngiKg | J FD
OCDF 3.93 JB  |00342| mMOL | 111 | PaL | ngkg | 4 Z FD

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH015
EDD Filename: PrepPH015

Laboratory: LL
€QAPP Name: CDM_SSFL_120718_Lan
Reason Code Legend

Reason Code - Description

B Method Blank Contamination
E Matrix Spike Precision

FD Field Duplicate Precision

Matrix Spike Precision

Matrix Spike Upper Estimation

Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Method Blank Outlier Report

Lab Reporting Batch ID: PH015
EDD Filename: PH015_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_L.an

Matrix: AQ

Method Blank Associated
Sample ID Analysis Date Analyte Resuit Samples
e e e T
BLK1770B371842 6/27/2012 6:42:00 PM 1,2,3,4,6,7,8-HPCDD EB2-062112

1,2,3,4,6,7,8-HPCDF

1,2,3,4,7,8,9-HPCDF 0.296 pg/L

1,2,3,4,7,8-HXCDF 0.283 pg/L

1,2,3,6,7,8-HXCDD 0.702 pg/L

1,2,3,6,7,8-HXCDF 0.70% pg/L

1,2,3,7,8,9-HXCDD 0.722 pg/L

1,2,3,7,8,9-HXCDF 0.535 pg/L

2,3,4,6,7,8-HXCDF 0.236 pg/L

2,3,4,7,8-PECDF 0.415 pg/L

OCDD 5.11 pglL

OCDF 1.09 pg/L
BLK1840B372139 7/3/2012 9:39:00 PM 1,2,3,4,6,7,8-HPCDD 2.97 pglL EB-062812

1,2,3,4,6,7,8-HPCDF 0.656 pg/L

1,2,3,4,7,8,9-HPCDF 0.313 pg/L

1,2,3,4,7,8-HxCDD 0.891 pg/L

1,2,3,4,7,8-HXCDF 0.398 pg/L

1,2,3,6,7,8-HXCDD 0.433 pg/L

1,2,3,6,7,8-HXCDF 0.399 pg/L

1,2,3,7,8,9-HXCDD 1.41 pg/lL

1,2,3,7,8-PECDF 0.312 pg/L

2,3,4,6,7,8-HXCDF 0.479 pg/L

2,3,4,7,8-PECDF 0.647 pgiL

2,3,7,8-TCDF 0.654 pg/L

oCcbD 5.01 pg/L

OCDF 1.45 pg/L.

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
EB-062812(RES) 1,2,3,4,6,7,8-HPCDD 3.10 pgiL 3.10U pg/L
EB-062812(RES) 1,2,3,4,6,7,8-HPCDF 0.448 pg/L 0.448U pg/L
EB-062812(RES) 1,2,3,4,7,8,9-HPCDF 0.520 pg/L 0.520U pg/L
EB-062812(RES) 1,2,3,4,7,8-HXCDF 0.256 pg/L 0.256U pg/L
EB-062812(RES) 1,2,3,6,7,8-HXCDD 0.511 pg/L 0.511U pg/L
EB-062812(RES) 1,2,3,6,7,8-HXCDF 0.231 pg/L 0.231U pg/L
EB-062812(RES) 1,2,3,7,8,9-HXCDD 0.303 pg/L 0.303U pg/L
EB-062812(RES) 1,2,3,7,8-PECDF 0.308 pg/L 0.308U pg/l.
EB-062812(RES) 2,3,4,6,7,8-HXCDF 0.128 pg/L 0.128U pg/L
EB-062812(RES) 2,3,4,7,8-PECDF 0.611 pg/L 0.611U pg/L
EB-062812(RES) 2,3,7,8-TCDF 0.194 pg/L 0.194U pg/L
EB-062812(RES) OCDD 5.69 pg/L 5.69U pg/L.
EB-062812(RES) OCDF 0.685 pg/L 0.685U pg/L
EB2-062112(RES) 1,2,3,4,6,7,8-HPCDD 5.22 pg/lL 5.22U pg/l.
EB2-062112(RES) 1,2,3,4,6,7,8-HPCDF 1.23 pglL 1.23U pgiL
EB2-062112(RES) 1,2,3,4,7,8,9-HPCDF 0.731 pglL 0.731U pg/L
EB2-062112(RES) 1,2,3,6,7,8-HXCDD 0.852 pg/L 0.852U pg/l.
EB2-062112(RES) 1,2,3,7,8,9-HXCDD 0.928 pg/L 0.928U pg/L
EB2-062112(RES) 1,2,3,7,8,9-HXCDF 0.570 pg/L 0.570U pgiL
EB2-062112(RES) 2,3,4,7,8-PECDF 0.960 pg/L 0.960U pg/L

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
ADR version 1.6.0.193
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Method Blank Outlier Report

Lab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PH015_v1 eQAPP Name: CDM_SSFL_120718_Lan

Method Blank Associated
Sample 1D 7 |Ar i | ) Result Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
3 SRR o R e R e = T = R SRS s R
EB2-062112(RES) 0OCDD 8.44 pglL 8.44U pglL
EB2-062112(RES) OCDF 0.914 pg/L 0.914U pg/L

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
BLK1810B370027 1 2,3,4,6,7,8-HPCDD ng/Kg SL-515-SA5C-SB-4.0-5.0
1,2,3,4,6,7,8-HPCDF 0.0500 ng/Kg SL-515-SA5C-SB-9.0-10.0
1,2,3,4,7,8,9-HPCDF 0.0721 ng/Kg SL-575-SA5C-SB-4.0-5.0
1,2,3,4,7,8-HxCDD 0.0391 ng/Kg SL-581-SA5C-SB-4.0-5.0
1,2,3,4,7,8-HXCDF 0.0392 ng/Kg SL-594-SA5C-SB-0.0-0.5
1,2,3,6,7,8-HXCDD 0.0319 ng/Kg SL-594-SA5C-SB-5.0-6.0
1,2,3,6,7,8-HXCDF 0.0303 ng/Kg SL-594-SA5C-SB-9.0-10.0
1,2,3,7,8,9-HXCDD 0.0291 ng/Kg SL-599-SA5C-SB-4.0-5.0
1,2,3,7,8,9-HXCDF 0.0261 ng/Kg SL-600-SA5C-SB-4.0-5.0
1,2,3,7,8-PECDD 0.0477 ng/Kg SL-602-SA5C-SB-4.0-5.0
1,2,3,7,8-PECDF 0.0342 ng/Kg SL-603-SA5C-SB-4.0-5.0
2,3,4,6,7,8-HXCDF 0.0268 ng/Kg SL-881-SA5C-SB-4.0-5.0
2,3,4,7,8-PECDF 0.0630 ng/Kg
OCDD 0.532 ng/Kg
OCDF 0.119 ng/Kg
BLK1910B371355 7/13/2012 1:55:00 PM 1,2,3,4,6,7,8-HPCDD 0.277 ng/Kg SL-501-SA5C-SB-4.0-5.0
1,2,3,4,6,7,8-HPCDF 0.0966 ng/Kg SL-502-SA5C-SB-4.5-5.5
1,2,3,4,7,8,9-HPCDF 0.0525 ng/Kg SL-578-SA5C-SB-4.0-5.0
1,2,3,4,7,8-HXCDF 0.0598 ng/Kg SL-747-SA5C-SB-2.5-3.5
1,2,3,6,7,8-HXCDD 0.0801 ng/Kg
1,2,3,6,7,8-HXCDF 0.0343 ng/Kg
1,2,3,7,8,9-HXCDD 0.0867 ng/Kg
1,2,3,7,8,9-HXCDF 0.0585 ng/Kg
1,2,3,7,8-PECDD 0.0823 ng/Kg
1,2,3,7,8-PECDF 0.0423 ng/Kg
2,3,4,6,7,8-HXCDF 0.0831 ng/Kg
2,3,4,7,8-PECDF 0.0804 ng/Kg
OCDD 0.632 ng/Kg
OCDF 0.244 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Resuit
SL-501-SA5C-SB-4.0.5.0(RES) 1,2,3,4,7,8-HXCDF B ‘ 0.195 ng/Kg  0.195UnglKg
SL-501-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.221 ng/Kg 0.2210 ng/Kg
SL-501-SA5C-SB-4.0-5.0(RES) 1,2,3.7,8-PECDF 0.199 ng/Kg 0.199U ng/Kg
SL-501-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.381 ng/Kg 0.381U ng/Kg
SL-501-SA5C-SB4.0-5.0(RES) 2,3,4,7,8-PECDF 0.148 ng/Kg 0.148U ng/Kg
SL-502-SA5C-SB-4.5-5.5(RES) 1,2,3.4,7,8,9-HPCDF 0.182 ng/Kg 0.182U ng/Kg
SL-502-SA5C-SB-4.5-5.5(RES) 1,2,3,4,7,8-HXCDF 0.234 ng/Kg 0.234U ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Method Blank Outlier Report

Lab Reporting Batch ID: PHO15 Laboratory: LL

eQAPP Name: CDM_SSFL_120718_Lan

EDD Filename: PHO015_v1

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
TN % R 5 = 5 S R
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID {Analyte , Result Final Result
SL-502-SA5C-SB-4.5-5.5(RES 1,2,3,6,7,8-HXCDF 0.0489 ng/Kg 0.0489U ng/Kg
SL-502-SA5C-SB-4.5-5.5(RES) 1,2,3,7,8-PECDD 0.176 ng/kg 0.176U ng/Kg
SL-502-SA5C-SB-4.5-5.5(RES) 2,3,4,6,7,8-HXCDF 0.132 ng/Kg 0.132U ng/Kg
SL-502-SA5C-SB-4.5-5.5(RES) 2,3,4,7,8-PECDF 0.0539 ng/Kg 0.0539U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.605 ng/Kg 0.605U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.103 ng/Kg 0.103U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.194 ng/Kg 0.194U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0513 ng/Kg 0.0513U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0727 ng/Kg 0.0727U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0908 ng/Kg 0.0908U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0682 ng/Kg 0.0682U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.120 ng/Kg 0.120U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.128 ng/Kg 0.128U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.115 ng/Kg 0.115U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0865 ng/Kg 0.0865U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0996 ng/Kg 0.0996U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.121 ng/Kg 0.121U ng/Kg
SL-515-SA5C-SB-4.0-5.0(RES) OCDF 0.250 ng/Kg 0.250U ng/Kg
SL-515-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.624 ng/Kg 0.624U ng/Kg
SL-515-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0904 ng/Kg 0.0904U ng/Kg
SL-515-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.117 ng/Kg 0.117U ng/Kg
SL-515-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0328 ng/kg 0.0328U ng/Kg
SL-515-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDD 0.0449 ng/Kg 0.0449U ng/Kg
SL-515-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDF 0.0172 ng/Kg 0.0172U ng/Kg
SL-515-SA5C-SB-8.0-10.0(RES) 1,2,3,7,8,9-HXCDD 0.0379 ng/kg 0.0379U ng/Kg
SL-515-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDF 0.0271 ng/Kg 0.0271U ng/Kg
SL-515-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDD 0.0625 ng/Kg 0.0625U ng/Kg
SL-515-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0.0435 ng/Kg 0.0435U ng/Kg
SL-515-SA5C-SB-8.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.101 ng/Kg 0.101U ng/Kg
SL-515-SA5C-SB-8.0-10.0(RES) 2,3,4,7,8-PECDF 0.0497 ng/Kg 0.0497U ng/Kg
SL-515-SA5C-SB-9.0-10.0(RES) OCDF 0.229 ng/Kg 0.229U ng/Kg
SL-575-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0528 ng/Kg 0.0528U ng/Kg
SL-575-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.137 ng/Kg 0.137U ng/Kg
SL-575-SA5C-SB-4.0-5.0(RES) . 1,2,3,4,7,8-HXCDF 0.181 ng/Kg 0.181U ng/Kg
SL-575-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.144 ng/Kg 0.144U ng/Kg
SL-575-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.104 ng/Kg 0.104U ng/Kg
SL-575-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0681 ng/Kg 0.0681U ng/Kg
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Lab Reporting Batch ID: PH015
EDD Filename: PH015_v1

Matrix: SO

Method Blank Outlier Report

=

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

e

Method Blank
(Sample 1D

e

T

Resul

e RS

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Associated

Samples

Sample ID

SR

SL-575-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8-PECDD '

Reported
eslt

0.128 ng/Kg

Modified
Final Resul

SR S

0.128U ng/Kg

SL-575-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0808 ng/Kg 0.0808U ng/Kg
SL-575-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.228 ng/Kg 0.228U ng/Kg
SL-578-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.123 ng/Kg 0.123U ng/Kg
SL-578-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.281 ng/Kg 0.281U ng/Kg
S1-578-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.151 ng/Kg 0.151U ng/Kg
SL-578-SA5C-SB-4.0-5.0(RES) 2,3,4,8,7,8-HXCDF 0.167 ng/Kg 0.167U ng/Kg
SL-578-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.233 ng/Kg 0.233U ng/Kg
SL-581-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0878 ng/Kg 0.0878U ng/Kg
SL-581-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.218 ng/Kg 0.218U ng/Kg
SL-581-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0847 ng/Kg 0.0847U ng/Kg
SL-581-SA5G-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.102 ng/Kg 0.102U ng/Kg
SL-594-SA5G-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.248 ng/Kg 0.248U ng/Kg
SL-594-SA5G-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.102 ng/Kg 0.102U ng/Kg
S1.-594-SA5C-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.117 ng/Kg 0.117U ng/Kg
SL-594-SA5C-SB-5.0-6.0(RES) 1,2,3.4,6,7,8-HPCDD 0.589 ng/Kg 0.589U ng/Kg
SL-594-SA5C-SB-5.0-6.0(RES) 1,2,3,4,6,7,8-HPCDF 0.112 ng/Kg 0.112U ng/Kg
SL-594-SA5G-SB-5.0-6.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0491 ng/Kg 0.0491U ng/Kg
SL-594-SA5C-SB-5.0-6.0(RES) 1,2,3,4,7,8-HXCDD 0.0659 ng/Kg 0.0659U ng/Kg
SL-594-SA5C-SB-5.0-6.0(RES) 1,2,3,4,7,8-HXCDF 0.0887 ng/Kg 0.0887U ng/Kg
SL-594-SA5C-SB-5.0-6.0(RES) 1,2,3,6,7,8-HXCDD 0.141 ng/Kg 0.141U ng/Kg
SL-594-SA5C-SB-5.0-6.0(RES) 1,2,3,6,7,8-HXCDF 0.0900 ng/Kg 0.0900U ng/Kg
SL-594-SA5C-SB-5.0-6.0(RES) 1,2,3,7,8-PECDD 0.159 ng/Kg 0.159U ng/Kg
SL-594-SA5C-SB-5.0-6.0(RES) 2,3,4,8,7,8-HXCDF 0.0753 ng/Kg 0.0753U ng/Kg
SL-594-SA5C-SB-5.0-6.0(RES) 2,3,4,7,8-PECDF 0.148 ng/Kg 0.148U ng/Kg
S1-594-SA5C-SB-5.0-6.0(RES) oCcDD 2.17 ng/Kg 2.17U ng/Kg

SL-594-SA5C-SB-5.0-6.0(RES) OCDF 0.218 ng/Kg 0.218U ng/Kg
SL-594-SA5G-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.403 ng/Kg 0.403U ng/Kg
SL-594-SA5G-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.111 ng/Kg 0.111U ng/Kg
SL-594-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.164 ng/Kg 0.164U ng/Kg
SL-594-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HxCDD 0.124 ng/Kg 0.124U ng/Kg
SL-594-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.109 ng/Kg 0.109U ng/Kg
SL-594-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.264 ng/Kg 0.264U ng/Kg
S1-594-SA5G-SB-9.0-10.0(RES) ocDD 0.975 na/Kg 0.975U ng/Kg
S1.-594-SA5C-SB-9.0-10.0(RES) OCDF 0.182 ng/Kg 0.182U ng/Kg
SL-599-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.707 ng/Kg 0.707U ng/Kg
SL-599-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.102 ng/Kg 0.102U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH015
EDD Filename: PH015_v1

Laboratory: LL
eQAPP Name: CDM_SSFL._120718_Lan

Method Blank
Sample ID - - Result Samples

Associated

The followmg samples and their listed target analytes were quallfled due to contamination reported in this blank

SampIeID

SL-599-SA5C SB 4. 0-5 O(RES)

Analyte te

1234789HPCDF

Reported
Reslt

0.0716 ng/Kg

Modified
Final Resuit 7

0.0716U ng/Kg

SL-599-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8-HxCDD

0.0967 ng/Kg

0.0967U ng/Kg

SL-599-SA5C-SB-4.0-5.0(RES)

1,2,3,4,7,8-HXCDF

0.0496 ng/Kg

0.0496U ng/Kg

SL-599-SA5C-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDD

0.123 ng/Kg

0.123U ng/Kg

SL-599-SA5C-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDF

0.0308 ng/Kg

0.0308U ng/Kg

SL-599-SA5C-SB-4.0-5.0(RES)

1,2,3,7,8,9-HXCDD

0.0619 ng/Kg

0.0619U ng/Kg

SL-599-SA5C-SB-4.0-5.0(RES)

2,3,4,6,7,8-HXCDF

0.0526 ng/Kg

0.0526U ng/Kg

SL-599-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.127 ng/Kg 0.127U ng/Kg
SL-599-SA5C-SB-4.0-5.0(RES) OCDF 0.181 ng/Kg 0.181U ng/Kg
SL-600-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0492 ng/Kg 0.0492U ng/Kg
SL-600-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0610 ng/Kg 0.0610U ng/Kg
SL-600-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.176 ng/Kg 0.176U ng/Kg
SL-600-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.156 ng/Kg 0.156U ng/Kg
SL-600-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.119 ng/Kg 0.119U ng/Kg
SL-600-SA5C-SB-4.0-5.0(RES) OCDF 0.353 ng/Kg 0.353U ng/Kg
SL-602-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.480 ng/Kg 0.480U ng/Kg
SL-602-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0581 ng/Kg 0.0581U ng/Kg
SL-602-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,8-HPCDF 0.0498 ng/Kg 0.0498U ng/Kg
SL-602-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0975 ng/Kg 0.0975U ng/Kg
SL-602-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0360 ng/Kg 0.0360U ng/Kg
SL-602-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0848 ng/Kg 0.0848U ng/Kg
SL-602-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,8-HXCDD 0.0578 ng/Kg 0.0578U ng/Kg
SL-602-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0486 ng/Kg 0.0486U ng/Kg
SL-602-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.0313 ng/Kg 0.0313U ng/Kg

SL-602-SASC-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0451 ng/Kg 0.0451U ng/Kg
SL-602-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0521 ng/Kg 0.0521U ng/Kg
SL-602-SA5C-SB-4.0-5.0(RES) OCDD 2.17 ng/Kg 2.17U ng/Kg

SL-602-SA5C-SB-4.0-5.0(RES) OCDF 0.163 ng/Kg 0.163U ng/Kg
SL-603-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.189 ng/Kg 0.189U ng/Kg
SL-603-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0922 ng/Kg 0.0922U ng/Kg
SL-603-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0513 ng/Kg 0.0513U ng/Kg
SL-603-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0575 ng/Kg 0.0575U ng/Kg
SL-603-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.111 ng/Kg 0.111U ng/Kg
SL-603-SA5C-5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0481 ng/Kg 0.0481U ng/Kg
SL-603-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.109 ng/Kg 0.109U ng/Kg
SL-603-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0387 ng/Kg 0.0387U ng/Kg
SL-603-SA5C-5B-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.125 ng/Kg 0.125U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH015
EDD Filename: PH015_v1

Laboratory: LL

eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

ST T

Result

The following samples and their listed target analytes were qualified due to contamination reported in this blank

~__Samples

Associated

Sample ID Analyte

2203
1,2,3,7,8-PECDF

SL-603-SA5C-SB-4.0-5.0(RES)

Reported

Modified
Fial Result

S
0.0578U ng/Kg

SL-603-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0535 ng/Kg 0.0535U ng/Kg
SL-603-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.140 ng/Kg 0.140U ng/Kg
SL-603-SA5C-SB-4.0-5.0(RES) OCDF 0.476 ng/Kg 0.476U ng/Kg
SL-881-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.190 ng/Kg 0.190U ng/Kg
SL-881-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0782 ng/Kg 0.0782U ng/Kg
SL-881-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.119 ng/Kg 0.119U ng/Kg
SL-881-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0781 ng/Kg 0.0781U ng/Kg
SL-881-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.112 ng/Kg 0.112U ng/Kg
SL-881-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.188 ng/Kg 0.188U ng/Kg
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH015
EDD Filename: PH0O15_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

QC Sample ID
(Associated
Samples,
SL-581-SA5C-SB-4.0-5.0 MS

SL-581-SA5C-SB-4.0-5.0 MSD
(SL-581-SA5C-SB-4.0-5.0)

OCDD

Compound
R S e
1,2,3,4,6,7,8-HPCDD

MS | MSD

%R

143 - | 40.00-135.00
175 - |40.00-135.00

N
27 (20.00)

31 (20.00)

Affected

OoCDD

1,2,3.4,6,7,8-HPCDD

J (all detects)
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH015 Laboratory: LL.
EDD Filename: PrepPH015 . eQAPP Name: CDM_SSFL_120718_Lan
Met,

Concentration (%)

SL-581-SA5C-SB-4.0- SL-881-SA5C-SB-4.0-
5.0 5.0

R T Gt w T TR TR = T =

MOISTURE

Concentration (ng/Kg)
SL-581-SA5C-SB-4.0- SL-881-SA5C-SB-4.0- Sample eQAPP

1,2,3,4,7,8-HxCDD 0401 0.268 40 50.00

1,2,3,4,7,8-HXCDF 0.324 0.280 16 50.00

1,2,3,6,7,8-HXCDF 0.183 0.196 7 50.00 No Qualifiers Applied
1,2,3,7,8,9-HXCDF 0.0878 0.0782 12 50.00

1,2,3,7,8-PECDF 0.0847 0.0781 8 50.00

1,2,3,4,6,7,8-HPCDD 371 18.4 67 50.00

1,2,3,4,6,7,8-HPCDF 4.15 1.50 94 50.00

1,2,3,4,7,8,9-HPCDF 0.553 0.190 98 50.00

1,2,3,6,7,8-HXCDD 1.80 0.915 65 50.00

1.2,3,7,8,9-HXCDD 1.05 0.608 53 50.00 J(all detects)
1,2,3,7,8-PECDD 0.218 0.119 59 50.00

2,3,4,6,7,8-HXCDF 0.268 0.112 82 50.00

2,3,4,7,8-PECDF 0.102 0.188 59 50.00

2,3,7,8-TCDF 0.0963 0.0572 51 50.00

OCDD 286 128 76 50.00

OCDF 1.2 3.93 96 50.00
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Reporting Limit Outliers

Lab Reporting Batch I1D: PH015 Laboratory: LL
EDD Filename: PH015_v1 ' eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

EB-062812 1,2,3,4,6,7,8-HPCDD JB 3.10 9.70 PQL | poll
1,2.3,4,6.7,8-HPCDF JBQ | 0448 9.70 PaL | polL
1.2.3,4,7.8,9-HPCDF JBQ | 0.520 9.70 PQL | pglL
1.2.3,4.7.8-HXCDF JBQ | 0.256 9.70 PQL | pglL
1.2.3,6,7,8-HXCDD JBQ | 0511 9.70 PQL | pglL
1.2.3,6.7,8-HXCDF JBQ | 0.231 9.70 PQL | pgiL
1.2,3,7,8.9-HXCDD JBQ | 0.303 9.70 PQL | pglL
1.2.3.7.8.9-HXCDF Ja | 0137 9.70 PQL | pg/L |  J(all detects)
1.2.3.7.8-PECDD Ja | 0484 9.70 PQL | pgiL
1.2.3.7.8-PECDF JBQ | 0.308 9.70 PQL | pglL
2.3,4.6,7,8-HXCDF B | o128 9.70 PQL | pglL
2.3,4.7.8-PECDF JBQ | 0611 9.70 PQL | pglL
2.3,7,8-TCDF JBQ | 0.194 1.94 PQL | pglL
0CDD JBQ | 569 19.4 PQL | pglL
OCDF B | 0685 19.4 PQL | pg/L

EB2-062112 1,2,3,4,6,7,8-HPCDD JBQ | 522 9.78 PQL | pglL
1.2.3,4,6.7,8-HPCDF JB 123 9.78 PQL | pgiL
1.2.3,4.7.8,9-HPCDF B | 0731 9.78 PQL | pgiL
1.2.3,4.7.8.HXCDF JBQ | 162 9.78 PQL | pg/L
1.2.3,6.7,8-HXCDD B | 0852 9.78 PQL | pg/L
1.2.3,7,8.9-HXCDD JBQ | 0928 9.78 PQL | pg/L
1.2.3.7.8,9-HXCDF JBQ | 0570 9.78 POL | pglL J (all detects)
1.2.3.7.8-PECDF J 0.596 9.78 PQL | pg/L
2.3,4.7.8-PECDF JBQ | 0.960 9.78 PaL | polL
2.3,7.8.TCDF J 1.31 1.96 PQL | pg/L
OCDD JBQ | 844 19.6 PQL | pg/L
OCDF JBQ | 0914 1956 PaL | poilL

SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-501-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDF JB 2.76 5.44 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.491 5.44 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.339 5.44 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.195 5.44 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.20 5.44 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.198 5.44 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.917 5.44 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.348 5.44 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.221 5.44 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.199 5.44 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.381 5.44 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.148 - 5.44 PQL ng/Kg
OCDF JB 717 10.9 PQL ng/Kg
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Reporting Limit Outliers

L.ab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PH015_v1 . eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-502-SA5C-SB-4.5-5.5 1,2,3,4,6,7,8-HPCDF JB 215 5.55 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.182 5.55 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.281 5.55 PQL ng/Kg
1.2,3,4,7,8-HXCDF JBQ 0.234 5.55 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.22 5.55 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0489 5.55 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD JB 0.637 5.55 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.176 5.55 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.132 5.55 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0539 5.55 PQL ng/Kg
OCDF JB 7.71 11.1 PQL | ng/Kg
SL-515-SA5C-5B-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.605 5.59 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.103 5.59 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.194 5.59 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0513 5.59 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0727 5.59 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0908 5.59 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0682 5.59 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.120 5.59 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.128 5.59 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.115 5.59 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0865 5.59 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0996 5.59 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.121 5.59 PQL ng/Kg
2,3,7,8-TCDD J 0.120 1.12 PQL ng/Kg
2,3,7,8-TCDF J 0.0639 1.12 PQL ng/Kg
oCcDD JB 4.26 11.2 PQL | ng/Kg
OCDF JB 0.250 11.2 PQL ng/Kg
SL-515-SA5C-5B-9.0-10.0 (1,2,3,4,6,7,8-HPCDD JB 0.624 5.50 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0904 5.50 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.117 5.50 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0328 5.50 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0449 5.50 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0172 5.50 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0379 5.50 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0271 5.50 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.0625 5.50 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0435 5.50 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.101 5.50 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.0497 5.50 PQL ng/Kg
2,3,7,8-TCDF J 0.0627 1.10 PQL ng/Kg
OoCcbD JB 452 11.0 PQL ng/Kg
OCDF JB 0.229 11.0 PQL ng/Kg
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Reporting Limit Outliers

L.ab Reporting Batch ID: PH015 Laboratory: LL
EDD Fi!ename; PHO015_v1 . eQAPP Name: CDM_SSFL_120718_L.an

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-575-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 2.34 5.41 PQL ng/Kg
i 1,2,3,4,6,7,8-HPCDF JB 0.349 5.41 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0528 541 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.137 5.41 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.181 5.41 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.144 5.41 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.104 5.41 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.174 5.41 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.0681 5.41 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.128 5.41 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.358 5.41 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0808 5.41 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.228 5.41 PQL ng/Kg
2,3,7,8-TCDF J 0.108 1.08 PQL ng/Kg
OCDF JB 0.990 10.8 PQL ng/Kg
SL-578-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDF JB 1.22 5.30 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF J8 0.123 5.30 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.231 5.30 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.281 5.30 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.859 5.30 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.151 5.30 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.728 5.30 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.621 5.30 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.485 5.30 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.668 5.30 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.167 5.30 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.233 5.30 PQL ng/Kg
2,3,7,8-TCDD J 0.141 1.06 PQL | ng/Kg
2,3,7,8-TCDF J 0.164 1.06 PQL ng/Kg
OCDF JB 2.96 10.6 PQL | ng/Kg
SL-581-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDF JB 415 5.32 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.553 5.32 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.401 5.32 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.324 5.32 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.80 5.32 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.183 5.32 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.05 5.32 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.0878 5.32 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.218 5.32 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0847 5.32 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.268 5.32 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.102 5.32 PQL ng/Kg
2,3,7,8-TCDF J 0.0963 1.06 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PH015_\(1 v eQAPI.D Name: CDM_SSFL_120718_Lan

~80
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-594-SA5C-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 1.65 5.33 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.248 5.33 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.238 5.33 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.209 5.33 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.806 5.33 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.303 5.33 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.719 5.33 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.365 5.33 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.102 5.33 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.117 5.33 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.381 5.33 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.743 5.33 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0604 1.07 PQL ng/Kg
2,3,7,8-TCDF J 0.131 1.07 PQL | ng/Kg
OCDF JB 3.14 10.7 PQL ng/Kg
SL-594-SA5C-SB-5.0-6.0 1,2,3,4,6,7,8-HPCDD 1 JB 0.589 5.51 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.112 5.51 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0491 5.51 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0659 5.51 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0887 5.51 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.141 5.51 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0900 5.51 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.224 5.51 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.174 5.51 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.159 5.51 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.186 5.51 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0753 5.51 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.148 5.51 PQL ng/Kg
2,3,7,8-TCDD J 0.0458 1.10 PQL ng/Kg
2,3,7,8-TCDF J 0.0609 1.10 PQL ng/Kg
OCDD JB 2.17 11.0 PQL | ng/Kg
OCDF . JB 0.218 11.0 PQL ng/Kg
SL-594-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDD JB 0.403 5.98 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.1 5.98 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.164 5.98 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.124 5.98 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.256 5.98 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.510 5.98 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.284 5.98 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.898 5.98 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB 0.854 5.98 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.293 5.98 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.491 5.98 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.109 5.98 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.264 5.98 PQL | ng/Kg
2,3,7,8-TCDD Ja 0.117 1.20 PQL ng/Kg
2,3,7,8-TCDF J 0.170 1.20 PQL ng/Kg
OCDD JB 0.975 12.0 PQL ng/Kg
OCDF JB 0.182 12.0 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PHO15_v1 . e¢QAPP Name: QDM_SSFL_1 20718_Lan

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-599-SA5C-SB-4.0-5.0  |1,2,3,4,6,7,8-HPCDD B | 0707 5.32 PQL | ng/Kg
1.2,3.4.6,7,8-HPCDF JBQ | 0102 5.32 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF B | 00716 5.32 PQL | ng/Kg
1,2,3.4,7,8-HXCDD B | 00967 5.32 PQL | ng/Kg
1.2.3.4.7.8-HXCDF JB | 0.0496 5.32 PQL | ng/Kg
1,2,3:6,7.8-HXCDD JBQ | 0123 5.32 PQL | ng/Kg
1,2,3.6,7.8-HXCDF JB | 0.0308 5.32 PQL |ng/Kg | J (all detects)
1.2.3.7.8,9-HXCDD JBQ | 0.0619 5.32 PQL | ng/Kg
1.2.3.7.8,9-HXCDF JB | 0201 5.32 PQL | ng/Kg
2.3,4,6.7,8-HXCDF JB | 00526 5.32 POL | ng/Kg
2.3.4,7,8-PECDF B | 0127 5.32 PQL | ng/Kg
ocDD JB 3.74 10.6 PQL | ng/Kg
OCDF B | 0181 106 PQL | ng/Kg
SL-600-SA5C-SB-4.0.50  |1,2,3.4,6,7,8-HPCDD JB 2.11 5.23 PQL | ng/Kg
1.2,3.4.6,7.8-HPCDF B | 0268 5.23 PQL | ng/Kg
1.2,3.4.7,8,9-HPCDF JB | 00492 5.23 PQL | ng/Kg
1.2,3.4,7,8-HXCDD JBQ | 0.0610 5.23 PQL | ng/Kg
1.2.3.4.7.8-HXCDF B | 0176 5.23 PQL | ng/Kg
1,2,3.6,7,8-HXCDD JB | 0437 5.23 PQL | ng/Kg
1,2,3.6,7.8-HXCDF B | 0239 5.23 PQL | ng/K
1,2,3.7,8.9-HXCDD JB | 0239 5.23 PQL nS/KS J (all detects)
1,2,3.7.8-PECDD JB | 0156 5.23 PQL | ng/Kg
1,2,3.7.8-PECDF B | 0119 5.23 PQL | ng/Kg
2.3.4,6.7,8-HXCDF B | 0381 5.23 PQL | ng/Kg
2.3.4,7.8-PECDF B | 0993 5.23 PQL | ng/Kg
2.3,7.8-TCDF J | 0.0905 1.05 PQL | ng/Kg
OCDF B | 0353 105 PQL | ng/Kg
SL-602-SA5C-SB-4.05.0  |1,2,3.4,6,7,8-HPCDD JB | 0480 4.98 PQL | ng/Kg
1.2.3.4.6,7.8-HPCDF JBQ | 0.0581 4.98 PQL | ng/Kg
1,2,3.4.7,8,9-HPCDF JBQ | 0.0498 4.98 PQL | ng/Kg
1.2.3.4.7.8-HXCDF B | 00975 4.98 PQL | ngiKg
1,2,3.6,7,8-HXCDD JB | 00360 4.98 PQL | ng/Kg
1.2,3.6,7.8-HXCDF _ JB | 0.0848 4.98 PQL | ng/Kg
1.2.3,7,8.9-HXCDD JB | 00578 4.98 PQL | ng/Kg
1,2.3.7.8,9-HXCDF JBQ | 0.0486 4.98 PQL |ngiKg | J (@lldetects)
1.2.3.7.8-PECDD JBQ | 0.0313 4.98 PQL | ng/Kg
1.2.3.7.8-PECDF JB | 00451 4.98 PQL | ng/Kg
2,3,4,6.7,8-HXCDF JB | 00521 4.98 PQL | ng/Kg
2.3.7,8-TCDF Jo | 00406 | 0.996 PQL | ng/Kg
ocDD JB 217 9.96 PQL | ng/Kg
OCDF B | 0163 9.96 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH015 Laboratory: LL
EDD Filename: PH015_v1 . eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-603-SA5C-SB4.0-50 |1,2,3,4,6,7,8-HPCDD JB 157 5.25 PQL | ng/Kg
1.2.3,4.6,7.8-HPCDF B | 0189 5.25 PQL | ng/Kg
1.2.3.4,7,8.9-HPCDF JB | 00922 5.25 PQL | ng/Kg
1.2.3,4.7.8-HXCDD JB | 00513 5.25 PQL | ng/Kg
1.2.3.4,7.8-HXCDF JB | 00575 5.25 PQL | ng/Kg
1.2.3,6.7,8-HXCDD B | o1 5.25 PQL | ng/Kg
1.2.3,6.7,8-HXCDF JBQ | 0.0481 5.25 PQL | ng/k
1,2,3.7.8,9-HXCDD JB | 0109 5.25 PQL | ngkg | (el detects)
1.2.3,7.8.9-HXCDF JB | 00387 5.25 PQL | ng/Kg
1.2.3,7.8-PECDD JB | 0125 5.25 PQL | ng/Kg
1.2.3,7.8-PECDF JB | 0.0578 5.25 PQL | ng/Kg
2.3.4,6,7,8-HXCDF JB | 00535 5.25 PQL | ng/Kg
2.3,4.7.8.PECDF JBQ | 0.140 5.25 PQL | ng/Kg
OCDF JB | 0476 105 PQL | ng/Kg
SL-747-SA5C-SB-2.5-35  |1,2,3,4.7,8-HxCDD J 5.15 5.42 PQL | ng/Kg
1.2.3.4.7.8-HXCDF JB 179 5.42 PQL | ng/Kg
1.2.3,6.7,8-HXCDF JB 213 5.42 PQL | ng/Kg
1.2.3,7.8.9-HXCDF JB | 0673 5.42 PQL | ng/Kg
1.2.3,7,8-PECDD JBQ | 237 5.42 PQL | ng/Kg | J(all detects)
1.2.3,7.8-PECDF JBQ | 0494 5.42 PQL | ng/Kg
2.3.4,6.7,8-HXCDF JB 3.30 5.42 PQL | ng/Kg
2.3,4.7,8-PECDF JBQ | 0555 5.42 PQL | ng/Kg
2.3,7.8-TCDD e 1.02 1.08 PQL | ng/Kg
SL-881-SA5C-SB-4.0-50 |1,2,3,4.6,7,8-HPCDF JB 1.50 5.54 PQL | ng/Kg
1.2.3.4,7.8.9-HPCDF JB | 07190 5.54 PQL | ng/Kg
1.2.3.4,7.8-HxCDD JB | 0268 5.54 PQL | ng/Kg
1.2.3.4.7.8-HXCDF JB | 0280 5.54 PQL | ng/Kg
1.2.3.6,7.8-HXCDD JB | 0915 5.54 PQL | ng/Kg
1.2.3.6.7.8-HXCDF JB | 019% 5.54 PQL | ng/Kg
1.2.3,7.8,9-HXCDD B | 0608 5.54 PQL | ng/Kg
1.2.3,7.8,9-HXCDF JB | 00782 5.54 PQL | ng/Kg | (@l detects)
1.2.3,7.8-PECDD JB | 0.119 5.54 PQL | ng/Kg
1.2.3,7.8-PECDF JB | 0.0781 5.54 PQL | ng/Kg
2.3,4.6,7,8-HXCDF JBQ | 0112 5.54 PQL | ng/Kg
2.3,4.7.8-PECDF JB | o188 5.54 PQL | ng/Kg
2.3,7.8-TCDF J | 00572 1.11: PQL | ng/Kg
OCDF JB 3.93 11.1 PQL | ng/Kg
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SAMPLE DELIVERY GROUP

PHO16



Attachment |

- Sample ID Cross Reference and Data Review Level

28573Cov_SSFL.wpd



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
05-Jul-2012 SL-520-SA5B-SB-0.0-0.5 6711855 N METHOD 1613B 1
05-Jul-2012  SL-521-SA5B-SB-0.0-0.5 6711856 N METHOD 1613B ]l
05-Jul-2012 SL-528-SA5B-SB-0.0-0.5 6711857 N METHOD 1613B ll
05-Jul-2012 SL-519-SA5B-SB-0.0-0.5 6713200 N METHOD 1613B mn
05-Jul-2012 SL-531-SA5B-SB-0.0-0.5 6711858 N METHOD 1613B i
05-Jul-2012 SL-532-SA5B-SB-0.0-0.5 6711860 N METHOD 1613B i
05-Jul-2012 SL-532-SA5B-SB-0.0-0.5MS 6711861 MS METHOD 1613B L]
05-Jui-2012  SL-532-SA5B-SB-0.0-0.5MSD 6711862 MSD METHOD 1613B ]
05-Jul-2012  SL-932-SA5B-SB-0.0-0.5 6711863 FD METHOD 1613B n
05-Jul-2012 SL-530-SA5B-SB-0.0-0.5 6711859 N METHOD 1613B il
06-Jul-2012 SL-542-SA5B-SB-0.0-0.5 6713205 N METHOD 1613B il
06-Jul-2012 SL-541-SA5B-SB-0.0-0.5 6713204 N METHOD 1613B i
06-Jul-2012 SL-540-SA5B-SB-0.0-0.5 6713203 N METHOD 1613B i
06-Jul-2012 S1.-539-SA5B-SB-0.0-0.5 6713202 N METHOD 1613B m
06-Jul-2012 SL-538-SA5B-SB-0.0-0.5 6713201 N METHOD 1613B Hi
06-Jul-2012 SL-537-SA5B-SB-0.0-0.5 6713208 N METHOD 1613B mn
06-Jul-2012 SL-534-SA5B-SB-0.0-0.5 6713207 N METHOD 1613B i
06-Jul-2012 EB-070612 6713206 EB METHOD 1613B i
11-Jul-2012  SL-588-SA5C-SB-4.0-5.0 6717299 N METHOD 1613B 1]
11-Jui-2012 S1-588-SA5C-SB-9.0-10.0 6717300 N METHOD 1613B ]
11-Jul-2012 SL-586-SA5C-SB-4.0-5.0 6717297 N METHOD 1613B Il
11-Jul-2012 SL-586-SA5C-SB-9.0-10.0 6717298 N METHOD 1613B 1l
11-Jul-2012 SL-589-SA5C-SB-4.0-5.0 6717301 N METHOD 1613B i
11-Jul-2012 FB-071112 6717296 FB METHOD 1613B I

il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Attachment Il

Overall Data Qualification Summary
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Lab Reporting Batch ID: PH016
EDD Filename: PrepPH016

Data Qualifier Summary

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:EB-070612 Collected: 7/6/2012 3:00:00 PM  Analysis Type: RES Dilution: 1
Data

Lab Lab RL Review Reason
1,2,3,4,6,7,8-HPCDD 3.47 JBQ 0.266 | MDL 10.7 PQL pg/L
1,2,3,4,6,7,8-HPCDF 0.815 JBQ 0.130 | MDL 10.7 PQL pg/L u B
1,2,3,4,7,8,9-HPCDF 0.230 JB 0.143 | MDL 10.7 PQL pg/L U B
1,2,3,4,7,8-HXCDF 0.286 JBQ 0.161 MDL 10.7 PQL pg/L u B
1,2,3,6,7,8-HXCDD 0.304 JBQ 0.287 | MDL 10.7 PQL pg/L U B
1,2,3,6,7,8-HXCDF 0.337 JBQ 0.157 | MDL 10.7 PQL pg/L U B
1,2,3,7,8,9-HXCDD 0.352 Ja 0.279 | MDL 10.7 PQL pg/L J z
1,2,3,7,8-PECDF 0.252 Ja 0.218 | MDL 10.7 PQL pg/L d z
2,3,4,6,7,8-HXCDF 0.162 JBQ 0.152 | MDL 10.7 PQL pg/L U B
2,3,4,7,8-PECDF 0.925 JBQ 0.209 | MDL 10.7 PQL pg/L U B
2,3,7,8-TCDD 0.566 JBQ 0489 | MDL 2.14 PQL pg/L U B
OCDD 4.50 JB 0.309 | MDL 21.4 PQL pg/L U B
OCDF 0.524 JBQ 0.329 | MDL 21.4 PQL pg/L u B
Sample ID:FB-071112 Collected: 7/11/2012 2:00:00 Analysis Type: RES Dilution: 1

Data

Lab Lab DL Review Reason
Analyte _Result | Qual | DL LT RL LType | Units | Qual |  Code
i ,2,3,4,6,7,8-PCDD 3.69 JBQ 0.31 MDL 10.6 PQL pg/L U B
1,2,3,4,6,7,8-HPCDF 0.537 JBQ 0.141 MDL 10.6 PQL pg/L U B
1,2,3,4,7,8,9-HPCDF 0.373 JBQ 0.159 | MDL 10.6 PQL pg/L u B
1,2,3,4,7,8-HxCDD 0.459 JBQ 0.314 | MDL 10.6 PQL pg/L U B
1,2,3,4,7,8-HXCDF 0.326 JB 0.181 MDL 10.6 PQL pg/L U B
1,2,3,6,7,8-HXCDD 0.482 JBQ 0.336 | MDL 10.6 PQL pg/L U B
1,2,3,6,7,8-HXCDF 0.246 JBQ 0.177 | MDL 10.6 PQL pg/L U B
1,2,3,7,8,9-HXCDD 0.557 Jo 0.296 | MDL 10.6 PQL pg/L J z
1,2,3,7,8-PECDF 0.544 JBQ 0.230 | MDL 10.6 PQL pg/L U B
2,3,4,6,7,8-HXCDF 0.279 JBQ 0.166 | MDL 10.6 PQL pg/L U B
2,3,4,7,8-PECDF 0.462 JBQ 0.213 | MDL 10.6 PQL pg/L U B
OCDD 6.34 JB 0.384 | MDL 21.1 PQL pg/L U B
OCDF 1.09 JBQ 0.375 | MDL 21.1 PQL pg/L u B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PrepPH016 eQAPP Name: CDM_SSFL_120718_Lan
Matrix: SO
Sample ID:SL-519-SA5B-SB-0.0-0.5 Collected: 7/5/2012 10:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Re Qual DL | T RL T Code
1,2,3,4,6,7,8-HPCDF 1.07 JB 0.0478 | MDL 5.00 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.160 JBQ 0.0686 | MDL 5.00 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.200 JBQ 0.0841 | MDL 5.00 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.126 JBQ 0.0504 | MDL 5.00 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.610 JQ 0.0822 | MDL 5.00 PQL ng/Kg J zZ
1,2,3,6,7,8-HXCDF 0.0842 JBQ 0.0450 | MDL 5.00 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.405 JBQ 0.0817 | MDL 5.00 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF - 0.146 JBQ 0.0530 |} MDL 5.00 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.187 JQ 0.0793} MDL 5.00 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.236 JB 0.0454} MDL 5.00 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.103 JQ 0.0486 | MDL 5.00 PQL ng/Kg J V4
2,3,4,7,8-PECDF : 0.187 JBQ 0.0439 ] MDL 5.00 PQL ng/Kg U B
2,3,7,8-TCDD 0.114 JQ 0.0664 | MDL 1.00 PQL ng/Kg J z
OCDF 2.87 JB 0.102 MDL 10.0 PQL ng/Kg U B
Sample ID:SL-520-SA5B-SB-0.0-0.5 Collected: 7/5/2012 8:45:00 AM Analysis Type: RES Dilution: 1
. Data
Lab RL Review Reason

1 ,23,4,6,7,H]3CF ' T 104 | JB |00681] MDL | 507 ) PQL g/K ' J z
1,2,3,4,7,8,9-HPCDF 0.221 JB 0.107 MDL 5.07 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.168 JB 0.0764 | MDL 5.07 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.317 JQ 0.108 MDL 5.07 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.226 JBQ 0.0687 | MDL 5.07 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.419 JB 0.110 MDL 5.07 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.202 JB 0.0722 | MDL 5.07 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.203 J 0.122 MDL 5.07 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.412 J 0.0740 | MDL | 5.07 PQL | ng/Kg J z
2,3,4,7,8-PECDF 0.289 JBQ 0.110 MDL 5.07 PQL ng/Kg U B
2,3,7,8-TCDD 0.350 J 0.219 MDL 1.01 PQL ng/Kg J Zz
2,3,7,8-TCDF 0.213 JB 0.155 MDL 1.01 PQL ng/Kg U B
OCDF 2.56 JB 0.145 MDL 10.1 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PrepPH016 eQAPP Name: CDM_SSFL_120718_Lan
Matrix: SO
Sample ID:S1_-521-SA5B-SB-0.0-0.5 Collected: 7/5/12012 9:20:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte —— ft 1\ Qual | DL pe | RL | Type | Units | Qual Code

1,2,3,4,6,7,8-HPCDF 2.02 JB [00022| MDL | 502 | PQL | ng/Kg

J z
1,2,3,4,7,8,9-HPCDF 0.379 JB 0.163 | MDL 5.02 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.215 JBQ 0.137 MDL 5.02 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.129 JB 0.09156| MDL 5.02 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.671 J 0.139 | MDL 5.02 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.180 JBQ | 0.0768 | MDL 5.02 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.615 JB 0.132 | MDL 5.02 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.226 JQ 0.171 MDL 5.02 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.225 J 0.0862 | MDL 5.02 PQL ng/Kg J z
2,3,7,8-TCDD 0.234 J 0.181 MDL 1.00 PQL ng/Kg J z
OCDF 6.00 JB 0.188 | MDL 10.0 PQL ng/Kg J z
Sample ID:SL-528-SA5B-SB-0.0-0.5. . . Collected: 7/5/2012 9:45:00 AM Anal'ysis Type: RES Dildtion: 1

- . Data . ‘
Lab Lab DL ' RL ) Review Reason

ual

1,2,3,4,6,7,8-HPCDF 2.57 JB 0.243 | MDL 5.03 PQL ng/Kg

J
1,2,3,4,7,8,9-HPCDF 0.661 JB 0.355 | MDL 5.03 PQL ng/Kg u
1,2,3,4,7,8-HxCDD 0.782 JB 0.482 | MDL 5.03 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 1.38 J 0476 | MDL 5.03 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.365 JB 0.308 | MDL 5.03 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 2.35 JB 0.485 | MDL 5.03 PQL ng/Kg J Y4
1,2,3,7,8,9-HXCDF 1.22 JB 0.371 MDL 5.03 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.620 JBQ 0.267 | MDL 5.03 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.466 J 0.324 | MDL 5.03 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.436 JB 0.256 | MDL 5.03 PQL ng/Kg u B
OCDF 6.06 JB 0.454 | MDL 10.1 PQL ng/Kg J z
Sample ID:SL-530-SA5B-SB-0.0-0.5 Collected: 7/5/2012 2:40:00 PM  Analysis Type: RES Dilution: 1
Data
DL RL Review Reason
j Qual Cod

Analyte
1,2,3,4,6,7,8-HPCD
1,2,3,4,7,8,9-HPCDF . . . ng/Kg

* denotes a non-reportable resuit
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Lab Reporting Batch ID: PH016
EDD Filename: PrepPH016

Data Qualifier Summary

Laboratory: LL
€¢QAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-530-SA5B-SB-0.0-0.5 Collected: 7/5/12012 2:40:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Result | Qual | DL RL 1| Type
JB 0.392 | MDL 5.08 )PQ‘L 4
1,2,3,4,7,8-HXCDF 0.589 JB 0.245 | MDL 5.08 PQL B
1,2,3,6,7,8-HXCDD 2.01 Ja 0.416 | MDL 5.08 PQL 4
1,2,3,6,7,8-HXCDF 0.719 JB 0.237 | MDL 5.08 PQL z
1,2,3,7,8,9-HXCDD 1.53 JB 0429 | MDL 5.08 PQL 4
1,2,3,7,8,9-HXCDF 0.931 JBQ 0.232 | MDL 5.08 PQL z
1,2,3,7,8-PECDD 0.725 J 0.295 | MDL 5.08 PQL V4
1,2,3,7,8-PECDF 0.493 JB 0.213 | MDL 5.08 PQL B
2,3,4,6,7,8-HXCDF 1.23 J 0.235 | MDL 5.08 PQL Z
2,3,4,7,8-PECDF 0.206 JB 0.198 | MDL 5.08 PQL B
2,3,7,8-TCDD 0.477 J 0.383 | MDL 1.02 PQL z
2,3,7,8-TCDF 0.494 JB 0.292 | MDL 1.02 PQL B
Sample ID:SL-531 -SA5B-SB-0.0-0.5 Collected: 7/5/2012 11:20:00 Analysis Type: RES Dilution: 1
Lab Labl Reason

1,2,3,4,6,7,8-HPCDF a 1.35 JB 0.0557 )MDL 5iO4 PQL n;c;/Kg \J Z
1,2,3,4,7,8,9-HPCDF 0.205 JB 0.0865 ( MDL 5.04 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.491 JBQ 0.111 MDL 5.04 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.151 JBQ 0.0714 | MDL 5.04 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.551 J 0.113 | MDL 5.04 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.232 JBQ 0.0650 | MDL 5.04 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.415 JB 0.111 MDL 5.04 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.196 JBQ 0.0736 | MDL 5.04 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.139 JQ 0.0898 | MDL 5.04 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.100 JB 0.0547 | MDL 5.04 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.232 J 0.0713 | MDL 5.04 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.156 JBQ 0.0557 | MDL 5.04 PQL ng/Kg U B
OCDF 3.26 JB 0.129 | MDL 10.1 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:14:01 AM ADR version 1.6.0.194
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Data Qualifier Summary

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PrepPH016 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-532-SA5B-SB-0.0-0.5 Collected: 7/5/2012 1:25:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
ALl — L Result | Qual | DL L1 RL.LType | Units | Qual | Code
1,2,3,4,6,7,8-HPCDF 1.40 JB 0.0933 | MDL 4.98 PQL ng/Kg J
1,2,3,4,7,8,9-HPCDF 0.208 JBQ 0.128 | MDL 4.98 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.214 JB 0.166 | MDL 4.98 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.228 JB 0.125 | MDL 4.98 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.475 J 0.173 | MDL 4.98 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.333 JB 0.115 | MDL 4.98 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.398 JB 0.174 | MDL 4.98 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.644 JBQ 0.132 | MDL 4.98 PQL ng/Kg uJ B,FD
1,2,3,7,8-PECDD 0.283 Ja 0.122 | MDL 4.98 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.249 JBQ 0.0679 { MDL 4.98 PQL ng/Kg uJ B,FD
2,3,4,6,7,8-HXCDF 0.198 Ja 0.123 | MDL 4.98 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.265 JB 0.0655 | MDL 4.98 PQL hg/Kg B
2,3,7,8-TCDD 0.115 u 0.115 | MDL | 0.996 PQL ng/Kg uJ FD
2,3,7,8-TCDF 0.108 JB 0.0929 | MDL | 0.996 PQL | ng/Kg u B
‘locob 128 B 0.133 | MDL 9.96 PQL ng/Kg J FD
OCDF 3.73 JB 0.128 | MDL 9.96 PQL ng/Kg J z
Sample ID:SL-534-SA5B-SB-0.0-0.5 Collected: 7/6/2012 1:50:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
o

d

1,2,3,4,6,7,8-HPCDF ‘ ) l 1 .7;1 \ JB 0.0316 \ MDL 4.97, ( PQL ng/ké J Y4
1,2,3,4,7,8,9-HPCDF 0.144 JBQ 0.0511 | MDL 4.97 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.266 JB 0.0894 | MDL 4.97 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.179 JBQ 0.0429 | MDL 4.97 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.571 J 0.0722 | MDL 4.97 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.126 JBQ 0.0391 | MDL 497 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.359 JBQ 0.0724 | MDL 4.97 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.109 JBQ 0.0446 | MDL 4.97 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.121 Ja 0.0697 | MDL 4.97 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.152 JB 0.0620 ( MDL 4.97 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.216 J 0.0409 | MDL 4.97 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.142 JBQ 0.0601 | MDL 4.97 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PrepPH016 ©QAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-534-SA5B-SB-0.0-0.5 Collected: 7/6/2012 1:50:00 PM  Analysis Type: RES Dilution: 1

Sample ID:SL-537-SA5B-SB-0.0-0.5 Collected: 7/6/12012 1:20:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte ‘ Result QDL TvRe R Type | Units | Qual | Code
1,2,3,4,6,,-HPCDF 3.16 JB 0.0380 | MDL 4.95 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.290 JB 0.0562{ MDL | 4.95 PQL ng/Kg u
1,2,3,4,7,8-HxCDD 0.356 JBQ 0.0797 § MDL 4.95 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.265 JBQ 0.0466 | MDL 4.95 PQL ng/Kg U B

11,2,3,6,7,8-HXCDD 1.13 Ja 0.0798 | MDL 4.95 PQL ng/Kg J V4
1,2,3,6,7,8-HXCDF 0.167 -JBQ 0.0417 | MDL 4.95 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD ) 0833 | JB |0.0794] MDL 4.95 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.156 . JBQ 0.0478 | MDL 4.95 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.238 J 0.0526 | MDL 4.95 PQL- | ng/Kg J z

. 11,2,3,7,8-PECDF 0.194 JBQ 0.0315| MDL 4.95 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.133 J 0.0445 | MDL 4.95 PQL - | ng/Kg J z
2,3,4,7,8-PECDF 0.122 JB 0.0301 | MDL 4.95 PQL ng/Kg U B
2,3,7,8-TCDD 0.0810 JQ 0.0378 | MDL | 0.990 PQL ng/Kg J 4
OCDF 9.43 JB 0.0890 [ MDL 9.90 PQL ng/Kg J z
Sample ID:S1L-5638-SA5B-SB-0.0-0.5 Collected: 7/6/2012 11:20:00 Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

Analyte e Rosult | Qual | DL | Type | RL LT Units | _Qual | _Code
1,2,3,4,6,7,8-HPCDF ( 2.08 JB 0.0491 ] MDL 5.06 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.165 JBQ 0.0674 § MDL 5.06 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.162 JBQ 0.0779 | MDL 5.06 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.199 JB 0.0462 | MDL 5.06 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.823 Ja 0.0832 | MDL 5.06 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.139 JB 0.0440 | MDL 5.06 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.793 JB 0.0775 | MDL 5.06 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.177 JBQ 0.0550 [ MDL 5.06 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.178 J 0.0919 [ MDL 5.06 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PrepPH016 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-538-SA5B-SB-0.0-0.5 Collected: 7/6/2012 11:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte e e RESUIt | Qual | DL | Type | RL | Type | Units | Qual | _Code
1,2,3,7,8-PECDF o bl 0.192 ‘ JBQ 0.0629 MDL 5.06 PQL [ ng/K -U — B
2,3,4,6,7,8-HXCDF 0.195 JQ 0.0434 | MDL 5.06 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.112 JB 0.0599 | MDL 5.06 PQL ng/Kg U B
OCDF 5.65 JB 0.115 MDL 101 PQL ng/Kg J V4
Sample ID:SL-539-SA5B-SB-0.0-0.5 Collected: 7/6/2012 10:35:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte . Rosult | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3;4,6,7,8—HPCDF 1.65 JB 0.0471 | MDL 5.03 PQL ng/Kg J V4
1,2,3,4,7,8,9-HPCDF 0.128 JB 0.0685| MDL 5.03 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.164 JBQ 0.0728 | MDL 5.03 PQL ng/Kg .y B
1,2,3,4,7,8-HXCDF . ) 0.120 JB .| 0.0400  MDL 5.03 PQL ng/Kg U’ B
1,2,3,6,7,8-HXCDD 0.685 JQ 0.0747 | MDL 5.03 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF . 0.108 JBQ . | 0.0365 | MDL 5.03 PQL ng/Kg U _ B
1,2,3,7_,8,9-HXCDD 0.391 JBQ 0.0700 | MDL | 5.03 PQL | ng/Kg _U B
1,2,3,7,8,9-HXCDF 0.106 JB 0.0390 | MDL 5.03 PQL ng/Kg V) B
1,2,3,7,8-PECDD 0.250 JQ 0.125 MDL 5.03 PQL ng/Kg J V4
1,2,3,7,8-PECDF 0.106 JBQ 0.0764 | MDL 5.03 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.156 J 0.0386 | MDL 5.03 PQL ng/Kg J A
2,3,4,7,8-PECDF 0.0782 JB 0.0749 | MDL 5.03 PQL ng/Kg U B
OCDF 4.55 JB 0.160 MDL 10.1 PQL ng/Kg J Z
Sample ID:SL-540-SA5B-SB-0.0-0.5 Collected: 7/6/2012 10:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Result RL i Qual
1,2,3,4,6,7,8-HPCDF 2.16 JB 0.0447 | MDL 5.04 PQL
1,2,3,4,7,8,9-HPCDF 0.239 JB 0.0620 | MDL 5.04 PQL ng/Kg U B
1.2,3,4,7,8-HxCDD 0.291 JBQ 0.0826 | MDL 5.04 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.186 JBQ 0.0403 | MDL 5.04 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.549 Ja 0.0887 | MDL 5.04 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.558 JB 0.0844 | MDL 5.04 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0793 JBQ 0.0392{ MDL 5.04 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PrepPH016 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-540-SA5B-SB-0.0-0.5 Collected: 7/6/2012 10:05:00 Analysis Type: RES : Dilution: 1

Lab Lab DL RL Review Reason

Result Qual DL
ALl LU =

P T R TRE T s 7 s R S T s 7 T
1,2,3,7,8-PECDD 0.164 JQ 0.0586 | MDL 5.04 PQL ng/Kg J 4
2,3,4,6,7,8-HXCDF 0.250 Ja 0.0376 | MDL 5.04 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.0574 JBQ 0.0540 | MDL 5.04 PQL ng/Kg u B

OCDF 6.76 JB 0.0824 | MDL 10.1 PQL ng/Kg J Z
Sample ID:SL-541-SA5B-SB-0.0-0.5 Collected: 7/6/2012 9:25:00 AM  Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

Analyte | Resuit | Qual | DL | Type | RL | Type | Units | Qual | _Code

e ey

1,2,3,4,6,7,8-HPCDF 2.27 JB 0.0576 | MDL 4.87 PQL ng/Kg J

Z
1,2,3,4,7,8,9-HPCDF 0.403 JBQ 0.0768 | MDL 4.87 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD ‘ 0.294 JB 0.0912 | MDL 4.87 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF ' 0.239 JBQ 0.0675 | MDL 4.87 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.679 J 0.0925 | MDL 4.87 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF , 0.182 JB .| 0.0549| MDL 4.87 PQL ng/Kg | - U B
1,2,3,7,8,9-HXCDD . 0.529 JBQ 0.0912 | MDL 4.87 PQL ng/Kg v B
1,2,3,7,8,9-HXCDF 0.141 JB 0.0543 | MDL 4.87 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.108 J 0.0568 | MDL 4.87 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0530 JBQ 0.0349 | MDL 4.87 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.203 Ja 0.0547 | MDL 4.87 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.119 JBQ 0.0354 | MDL 4.87 PQL ng/Kg u B
OCDF 7.35 JB 0.111 | MDL 9.74 PQL ng/Kg J z
Sample ID:SL-542-SA5B-SB-0.0-0.5 Collected: 7/6/12012 8:05:00 AM  Analysis Type: RES Dilution: 1

Data
Lab Lab RL Review Reason

Qual e LR LTV 9

1,2,3,4,7,8,9-HPCDF 0.463 JB 0.0598 | MDL 4.91 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.689 JB 0.0961 | MDL 4.91 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.319 JBQ 0.0594 | MDL 4.91 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 1.36 Ja 0.0913 | MDL 4.91 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.291 JBQ 0.0518 | MDL 4.91 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 1.75 JB 0.0906 | MDL 4.91 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDF 0.237 JB 0.0567 | MDL 4.91 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3

11/21/2012 7:14:01 AM ADR version 1.6.0.194 Page 8 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH016
EDD Filename: PrepPH016

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Collected: 7/6/12012 8:05:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
ehesult DL
T 0.501 J 0.141 MDL 4.91 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.119 JB 0.0769 | MDL 4.91 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.436 J 0.0503 | MDL 4.91 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.125 JBQ 0.0751 | MDL 4.91 PQL ng/Kg u B
Sample ID:SL-586-SA5C-SB-4.0-5.0 Collected: 7/11/2012 8:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Ty ol T VP code
1,2,3,4,6,7,8-HPCDD 1.61 | JB 0.0304 | MDL 542 PQL ng/Kg z
1,2,3,4,6,7,8-HPCDF 0.201 JB 0.0127 | MDL 5.42 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0803 JBQ 0.0171 | MDL 5.42 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0949 JBQ 0.0325 | MDL 542 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.101 JB 0.0189 | MDL 5.42 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.120 JBQ 0.0347. MDL.| 542 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF L 0.0763 JBQ 0.0176 | MDL. | .5.42 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.140 JBQ 0.0311 | MDL 5.42 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.157 JBQ 0.0178 | MDL 5.42 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.136 JBQ 0.0430 | MDL 5.42 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.147 J 0.0245 ( MDL 5.42 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.100 JB 0.0177 | MDL 5.42 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.200 JB 0.0240 | MDL 542 PQL ng/Kg U B
2,3,7,8-TCDD 0.0513 Jo 0.0485 | MDL 1.08 PQL ng/Kg J V4
OCDD 7.37 JB 0.0298 | MDL 10.8 PQL ng/Kg J z
OCDF 0.432 JB 0.0345 | MDL 10.8 PQL ng/Kg u B
Sample ID:SL-586-SA5C-SB-9.0-10.0 Collected: 7/11/2012 8:45:00 Analysis Type: RES Dilution: 1
Data
RL Review Reason
1,2,3,4,6
1,2,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,7,8-HXCDF

* denotes a non-reportable result
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Lab Reporting Batch ID: PHO16

EDD Filename: PrepPH016

Data Qualifier Summary

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Collec

ted: 7/11/2012 8:45:00 Analysis Type: RES

Dilution: 1

Qual DL

JBQ 0.0409

Data
Review

Reason

1,2,3,6,7,8-HXCDD

1,2,3,6,7,8-HXCDF 0.0637 JB 0.0205 | MDL 5.39 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.238 JBQ | 0.0369 ] MDL 5.39 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.148 JBQ | 0.0241} MDL 5.39 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0619 JBQ 0.0387{ MDL 5.39 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0729 Jao 0.0188 | MDL 5.39 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0705 JB 0.0197 | MDL 5.39 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.105 JB 0.0195| MDL 5.39 PQL ng/Kg U B
OCDF 0.496 JBQ 0.0329 | MDL 10.8 PQL ng/Kg U B
Sample ID:S1.-588-SA5C-SB-4.0-5.0 Collected: 7/111/2012 8:10:00 Analysis Type: RES Dilution: 1

: , Data
Lab Lab DL | " "RL Review Reason

1,2,3,4,7,8,9-HPCDF 0.104 JB 0.0294 | MDL 5.73 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.379 JB 0.0477 | MDL 5.73 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.228 JB 0.0294 | MDL 5.73 PQL ng/Kg J z
1.2,3,6,7,8-HXCDD 1.64 JB 0.0501 | MDL 5.73 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.110 JB 0.0266 | MDL 5.73 PQL ng/Kg U B
1,2,3,7,8,8-HXCDD 1.66 JB 0.04251 MDL 6.73 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.901 JB 0.0253 | MDL 5.73 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.336 JB 0.0521 { MDL 5.73 PQL ng/Kg J Y4
1,2,3,7,8-PECDF 0.358 JB 0.03221 MDL 5.73 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.142 JBQ 0.0265 | MDL 5.73 PQL ng/Kg J y4
2,3,4,7,8-PECDF 0.280 JB 0.0324{ MDL 5.73 PQL ng/Kg U B
2,3,7,8-TCDD 0.0675 J 0.0550 | MDL 1.15 PQL ng/Kg J z
2,3,7,8-TCDF 0.0777 JB 0.0578 | MDL 1.15 PQL ng/Kg u B
OCDF 1.64 JB 0.0334 | MDL 1.5 PQL ng/Kg J 4

* denotes a non-reportable result
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Data Qualifier Summary

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PrepPH016 eQAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL-588-SA5C-SB-9.0-10.0 - Collected: 7/11/2012 8:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte e el RRoSUIt | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 0.579 JB 0.0292 M 5.12 PQL ng/Kg u B h
1,2,3,4,7,8,9-HPCDF 0.0907 JBQ 0.0637 | MDL 5.12 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0655 JB 0.0201 | MDL 5.12 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0526 JBQ 0.0315| MDL 5.12 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0547 JBQ 0.0173| MDL 5.12 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0182 JB 0.0172} MDL 5.12 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0421 JBQ 0.0405| MDL 5.12 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0315 JB 0.0214| MDL 512 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0620 JB 0.0179 1 MDL 5.12 PQL ng/Kg U B
12,3,4,7,8-PECDF 0.0541 JB 0.0228 | MDL 5.12 PQL ng/Kg u B
~ |oCDbD 1.68 JB 0.0267 | MDL 10.2 PQL ‘|-'ng/Kg U B
- |locDF 0.0876 JBQ 0.0344| MDL 10.2 PQL ng/Kg U B
; -Sample ID:SL-589-SA5C-SB-4.0-5.0 V Collected:7/11/2012 10:10:00  Analysis Type: RES‘ R Dilution: 1
' ' Data
DL ‘RL Review Reason
Ty Qua Cod

T

1,2,3,4,6,7,8-HPCDD 1.16 MDL 5.56 PQL ng/Kg

u B
1,2,3,4,6,7,8-HPCDF 0.236 MDL 5.56 PQL ng/Kg U B
1,2,3,4,7,8,8-HPCDF 0.0585 MDL 5.56 PQL ng/Kg v B
1,2,3,4,7,8-HxCDD 0.0257 MDL 5.56 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0420 MDL 5.56 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.386 MDL 5.56 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.0476 MDL 5.56 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.715 MDL 5.56 PQL ng/Kg J YA
1,2,3,7,8,9-HXCDF 0.781 MDL 5.56 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.151 MDL 5.56 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0921 JBQ 0.0202 | MDL 5.56 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0329 JBQ 0.0149 [ MDL 5.56 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0915 JBQ 0.0210} MDL 5.56 PQL ng/Kg U B
OCDD 9.59 JB 0.0250 } MDL 111 PQL ng/Kg J z
OCDF 0.728 JB 0.0313 | MDL 11.1 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary
Lab Reporting Batch ID: PH016 Laboratory: LL

EDD Filename: PrepPH016 eQAPP Name: CDM_SSFL_120718_Lan

Collected: 7/5/2012 1:30:00 PM  Analysis Type: RES Dilution: 1
Data
Review Reason
Qual
1,2,3,4,7,8,9-HPCDF 0.242 JB 0.0568 | MDL 5.00 PQL ng/Kg u
1,2,3,4,7,8-HxCDD 0.249 JBQ | 0.0636 | MDL 5.00 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.345 JBQ | 0.0532| MDL 5.00 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.679 J 0.0660 | MDL 5.00 PQOL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.203 JB 0.0472 § MDL 5.00 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.345 JB 0.0640 | MDL 5.00 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.201 JBQ 0.0528 | MDL 5.00 PQL ng/Kg uJ B,FD
1,2,3,7,8-PECDD 0.442 J 0.0733 | MDL 5.00 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.536 JB 0.0347 | MDL 5.00 PQL ng/Kg J Z,FD
2,3,4,6,7,8-HXCDF 0.260 J 0.0522 | MDL 5.00 PQL ng/Kg J V4
2,3,4,7,8-PECDF 0.405 JBQ 0.0342 | MDL 5.00 PQL ng/Kg ‘U B
' 2,3,7‘,8'-,'l_'_,CDD‘ 0.0800 J. 0.0474 | MDL 1.00 PQL | ng/Kg | J Z,FD
2,3,7,8-TCDF 0.0725 ~JBQ 0.0498 | MDL 1.00 PQL ng/Kg U B
OCDD $ 226 B 0.110 | MDL 10.0 PQL ng/Kg J FD
OCDF 4.48 JB 0.0940| MDL 10.0 PQL | ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL. Phase 3

11/21/2012 7:14:01 AM ADR version 1.6.0.194 Page 12 of 13



Data Qualifier Summary
Lab Reporting Batch ID: PH016

Laboratory: LL
EDD Filename: PrepPH016

eQAPP Name: CDM_SSFL_120718_Lan
Reason Code Legend

Reason Code Description

B Method Blank Contamination
FD Field Duplicate Precision

Z Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Method Blank Outlier Report

Lab Reporting Batch ID: PH016
EDD Filename: PH016_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

S

Matrix:

Method Blank Associated

Sample ID Analysis Date Analyte Resuit Samples

BLK1910B372327 7/19/2012 11:27:00 PM 1,2,3,4,6,7,8-HPCDD 3.1 pglL
1,2,3,4,6,7,8-HPCDF 0.371 pg/L
1,2,3,4,7,8,9-HPCDF 0.276 pg/L
1,2,3,4,7,8-HxCDD 0.572 pg/L
1,2,3,4,7,8-HXCDF 0.898 pg/L.
1,2,3,6,7,8-HXCDD 0.540 pg/L
1,2,3,6,7,8-HXCDF 0.363 pg/L
1,2,3,7,8,9-HXCDF 0.976 pg/L
1,2,3,7,8-PECDD 1.49 pg/L
2,3,4,6,7,8-HXCDF 0.652 pg/L
2,3,4,7,8-PECDF 0.854 pg/L
2,3,7,8-TCDD 0.628 pg/L.
OCDD 7.96 pg/L
OCDF 2.95 pg/L

BLK1990B370024 7/20/2012 12:24:00 AM 1,2,3,4,6,7,8-HPCDD 3.57 pg/L FB-071112
1,2,3,4,6,7,8-HPCDF 0.475 pg/L
1,2,3,4,7,8,9-HPCDF 0.320 pg/L
1,2,3,4,7,8-HxCDD 0.668 pg/L.
1,2,3,4,7,8-HXCDF 0.646 pg/L
1,2,3,6,7,8-HXCDD 0.887 pg/L
1,2,3,6,7,8-HXCDF 0.369 pg/L
1,2,3,7,8,9-HXCDF 0.650 pg/L
1,2,3,7,8-PECDD 0.677 pg/L
1,2,3,7,8-PECDF 0.326 pg/l.
2,3,4,6,7,8-HXCDF 0.297 pg/L
2,3,4,7,8-PECDF 0.662 pg/L
2,3,7,8-TCDD 0.514 pg/l.
2,3,7,8-TCDF 0.546 pg/L
OoCDD 4.04 pg/L
OCDF 0.934 pg/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyt Result Final Result
EB-070612(RES) 1,2,3,4,6,7,8-HPCDD 3.47 pgiL 3.47U pgit.
EB-070612(RES) 1,2,3,4,6,7,8-HPCDF 0.815 pg/L 0.815U pgiL
EB-070612(RES) 1,2,3,4,7,8,9-HPCDF 0.230 pg/L 0.230U pgiL
EB-070612(RES) 1,2,3,4,7,8-HXCDF 0.286 pg/L 0.286U pg/L
EB-070612(RES) 1,2,3,6,7,8-HXCDD 0.304 pgiL 0.304U pg/L
EB-070612(RES) 1,2,3,6,7,8-HXCDF 0.337 pgiL 0.337U pgiL
EB-070612(RES) 2,3,4,6,7,8-HXCDF 0.162 pg/L 0.162U pgiL
EB-070612(RES) 2,3,4,7,8-PECDF 0.925 pgiL 0.925U pgiL
EB-070612(RES) 2,3,7,8-TCDD 0.566 pg/L 0.566U pg/L
EB-070612(RES) OCDD 4,50 pg/L 4.50U pgiL
EB-070612(RES) OCDF 0.524 pg/L 0.524U pg/L
FB-071112(RES) 1,2,3,4,6,7,8-HPCDD 3.69 pg/L 3.69U pgiL
FB-071112(RES) 1,2,3,4,6,7,8-HPCDF 0.537 pg/L 0.537U pg/L
FB-071112(RES) 1,2,3,4,7,8,9-HPCDF 0.373 pg/L 0.373U pgiL
FB-071112(RES) 1,2,3,4,7,8-HxCDD 0.459 pgiL 0.459U pg/L
FB-071112(RES) 1,2,3,4,7,8-HXCDF 0.326 pgiL 0.326U pg/L
FB-071112(RES) 1,2,3,6,7,8-HXCDD 0.482 pg/L 0.482U pg/L
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Method Blank Outlier Report

Lab Reporting Batch ID: PH016
EDD Filename: PHO16_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

Analysns Date

Result

The following samples and their listed target analytes were quallfled due to contamination reported in this blank

Associated
Samples

Reported Modified
Sample ID Analyte N Result Final Result
FB-071112(RES " [1,2,3,6,7,8-HXCDF 0.246 pg/L 0.246U g/L
FB-071112(RES) 1,2,3,7,8-PECDF 0.544 pg/L. 0.544U pg/L
FB-071112(RES) 2,3,4,6,7,8-HXCDF 0.279 pg/L 0.279U pgiL
FB-071112(RES) 2,3,4,7,8-PECDF 0.462 pg/L 0.462U pg/L
FB-071112(RES) OGDD 6.34 pg/L 6.34U pg/L
FB-071112(RES) OCDF 1.09 pg/L 1.09U pgil.

Method Blank
Sample ID

BLK1 9308370031

AnalyS|s Date

711412012 12:31:00 AM. |

Analyte
1.2,3,4,6,7,8-HPCDD

0.518 ng/Kg

Reult

Associated

SL 519 SA5B-SB 0.0-0.5

1,2,3,4,6,7,8-HPCDF 0.0960 ng/Kg SL-520-SA5B-SB-0.0-0.5
1,2,3,4,7,8,9-HPCDF 0.342 ng/Kg SL-521-SA5B-SB-0.0-0.5
1,2,3,4,7,8-HxCDD 0.114 ng/Kg SL-528-SA5B-SB-0.0-0.5
1,2,3,4,7,8-HXCDF 0.151 ng/Kg SL-530-SA5B-SB-0.0-0.5
1,2,3,6,7,8-HXCDF 0.122 ng/Kg SL-531-SA5B-SB-0.0-0.5
1,2,3,7,8,9-HXCDD 0.249 ng/Kg SL-532-SA5B-SB-0.0-0.5
1,2,3,7,8,9-HXCDF 0.176 ng/Kg S1.-534-SA5B-SB-0.0-0.5
1,2,3,7,8-PECDF 0.105 ng/Kg SL-537-SA5B-SB-0.0-0.5
2,3,4,7,8-PECDF 0.146 ng/Kg SL-538-SA5B-SB-0.0-0.5
2,3,7,8-TCDF 0.169 ng/Kg SL-539-SA5B-SB-0.0-0.5
OoCDD 0.650 ng/Kg SL-540-SA5B-SB-0.0-0.5
OCDF 0.680 ng/Kg S1-541-SA5B-SB-0.0-0.5
SL-542-SA5B-SB-0.0-0.5
SL-932-SA5B-SB-0.0-0.5
BLK1990B372124 7/18/2012 9:24:00 PM 1,2,3,4,6,7,8-HPCDD 0.318 ng/Kg SL-588-SA5C-SB-4.0-5.0
1,2,3,4,6,7,8-HPCDF 0.0530 ng/Kg SL-588-SA5C-$B-9.0-10.0
1,2,3,4,7,8,9-HPCDF 0.0353 ng/Kg SL-589-SA5C-SB-4.0-5.0
1,2,3,4,7,8-HxCDD 0.0373 ng/Kg
1,2,3,4,7,8-HXCDF 0.0265 ng/Kg
1,2,3,6,7,8-HXCDD 0.0430 ng/Kg
1,2,3,6,7,8-HXCDF 0.0244 ng/Kg
1,2,3,7,8,9-HXCDD 0.0546 ng/Kg
1,2,3,7,8,9-HXCDF 0.0399 ng/Kg
1,2,3,7,8-PECDD 0.0564 ng/Kg
1,2,3,7,8-PECDF 0.0535 ng/Kg
2,3,4,6,7,8-HXCDF 0.0204 ng/Kg
2,3,4,7,8-PECDF 0.0969 ng/Kg
2,3,7,8-TCDF 0.0423 ng/Kg
OoCcDD 0.621 ng/Kg
OCDF 0.272 ng/Kg
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Lab Reporting Batch ID: PH016
EDD Filename: PH016_v1

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

Analysis Date Analyte

BLK2000B371100 7/20/2012 11:00:00 AM

1,2,3,4,6,7,8-HPCDD
1,2,3,4,6,7,8-HPCDF
1,2,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDD
1,2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDD
1,2,3,7,8,9-HXCDF
1,2,3,7,8-PECDD
2,3,4,6,7,8-HXCDF
2,3,4,7,8-PECDF
oCcDD

OCDF

Result

0.316 ng/Kg
0.101 ng/Kg
0.0480 ng/Kg
0.0387 ng/Kg
0.0630 ng/Kg
0.0411 ng/Kg
0.0624 ng/Kg
0.0425 ng/Kg
0.0521 ng/Kg
0.0698 ng/Kg
0.0717 ng/Kg
0.0521 ng/Kg
0.693 ng/Kg

[sL-s

Associated
Samples

SA -4.0-5.0
SL-586-SA5C-SB-9.0-10.0

0.158 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
[SL-519-SA5B-SB-0.0-0.5(RES) 1.2,3,4,7.8,9-HPCDF 0160 ng/Kg | 0.160U ng/Kg
SL-519-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.200 ng/Kg 0.200U ng/Kg
SL-519-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.126 ng/Kg 0.126U ng/Kg
SL-519-SA5B-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0842 ng/Kg 0.0842U ng/Kg
SL-519-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.405 ng/Kg 0.405U ng/Kg
SL-519-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.146 ng/Kg 0.146U ng/Kg
SL-519-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.236 ng/Kg 0.236U ng/Kg
SL-519-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.187 ng/Kg 0.187U ng/Kg
SL-519-SA5B-SB-0.0-0.5(RES) OCDF 2.87 ng/Kg 2.87U ng/Kg
SL-520-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.221 ng/Kg 0.221U ng/Kg
SL-520-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.168 ng/Kg 0.168U ng/Kg
SL-520-SA5B-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.226 ng/Kg 0.226U ngiKg
SL-520-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.419 ng/Kg 0.419U ng/Kg
SL-520-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.202 ng/Kg 0.202U ng/Kg
SL-520-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.289 ng/Kg 0.289U ng/Kg
SL-520-SA5B-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.213 ng/Kg 0.213U ng/Kg
SL-520-SA5B-SB-0.0-0.5(RES) OCDF 2.56 ng/Kg 2.56U ng/Kg
SL-521-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.379 ng/Kg 0.379U ng/Kg
SL-521-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.215 ng/Kg 0.215U ng/Kg
SL-521-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.129 ng/Kg 0.129U ng/Kg
SL-521-SA5B-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.180 ng/Kg 0.180U ng/Kg
SL-521-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.615 ng/Kg 0.615U ng/Kg
SL-528-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.661 ngiKg 0.661U ng/Kg
SL-528-SA5B-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.365 ng/Kg 0.365U ng/Kg
SL-528-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.436 ng/Kg 0.436U ng/Kg
SL-530-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 1.30 ng/Kg 1.30U ng/Kg
SL-530-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.589 ng/Kg 0.589U ng/Kg
S1.-530-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.493 ng/Kg 0.493U ng/Kg
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Lab Reporting Batch ID: PH016
EDD Filename: PH016_v1

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Smle 1D

ETTRTE T

Analysis Date Analyt

ST

72 S

T T

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Associated
Samples

Sample ID

SL-530-SA5B-SB-0.0-0.5(RES)

R AT

Analyte

Reported

Result

Modified
Final Result

2,3,4,7,8-PECDF 0.206 ng/Kg 0.206U ng/Kg
SL-530-SA5B-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.494 ng/Kg 0.494U ng/Kg
SL-531-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.205 ng/Kg 0.205U ng/Kg
SL-531-SA5B-5B-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.491 ng/Kg 0.491U ng/Kg
SL-531-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.151 ng/Kg 0.151U ng/Kg
SL-531-SA5B-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.232 ng/Kg 0.232U ng/Kg
SL-531-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.415 ng/Kg 0.415U ng/Kg
SL-531-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.196 ng/Kg 0.196U ng/Kg
SL-531-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.100 ng/Kg 0.100U ng/Kg
SL-531-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.156 ng/Kg 0.156U ng/Kg
SL-531-SA5B-SB-0.0-0.5(RES) OCDF 3.26 ng/Kg 3.26U ng/Kg
S1.-532-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.208 ng/Kg 0.208U ng/Kg
SL-532-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.214 ng/Kg 0.214U ng/Kg
SL-532-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.228 ng/Kg 0.228U ng/Kg
SL-532-SA5B-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.333 ng/Kg 0.333U ng/Kg
SL-532-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.398 ng/Kg 0.398U ng/Kg
SL-532-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.644 ng/Kg 0.644U ng/Kg
SL-532-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.249 ng/Kg 0.249U ng/Kg
SL-532-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.265 ng/Kg 0.265U ng/Ka
SL-532-SA5B-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.108 ng/Kg 0.108U ng/Kg
SL-534-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.144 ng/Kg 0.144U ng/Kg
SL-534-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.266 ng/Kg 0.266U ng/Kg
SL-534-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.179 ng/Kg 0.179U ng/Kg
SL-534-SA5B-5B-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.126 ng/Kg 0.126U ng/Kg
SL-534-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.359 ng/Kg 0.359U ng/Kg
SL-534-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.109 ng/Kg 0.108U ng/Kg
SL-534-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.152 ng/Kg 0.152U ng/Kg
SL-534-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.142 ng/Kg 0.142U ng/Kg
SL-537-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.290 ng/Kg 0.290U ng/Kg
SL-537-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.356 ng/Kg 0.356U ng/Kg
S1-537-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.265 ng/Kg 0.265U ng/Kg
SL-537-SA5B-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.167 ng/Kg 0.167U ng/Kg
SL-537-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.833 ng/Kg 0.833U ng/Kg
S1.-537-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.156 ng/Kg 0.156U ng/Kg
SL-537-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.194 ng/Kg 0.194U ng/Kg
SL-537-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.122 ng/Kg 0.122U ng/Kg
SL-538-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.165 ng/Kg 0.165U ng/Kg
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Lab Reporting Batch ID: PH016
EDD Filename: PH016_v1

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Method Blank
Sample ID

T o e T

Result

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Associated
Sample ]

Sample ID

TR

N Analte

1,2,3,4,7,8-HxCDD

Reported
Result

AR

Modified
inaesult

SL-538-SA5B-SB-0.0-0.5(RES) 0.162 ng/Kg 0.162U ng/Kg
SL-538-5A5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.199 ng/Kg 0.199U ng/Kg
SL-538-SA5B-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.139 ng/Kg 0.139U ng/Kg
SL-538-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.793 ng/Kg 0.793U ng/Kg
SL-538-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.177 ng/Kg 0.177U ng/Kg
SL-538-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.192 ng/Kg 0.192U ng/Kg
SL-538-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.112 ng/Kg 0.112U ng/Kg
S1-539-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.128 ng/Kg 0.128U ng/Kg
SL-539-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.164 ng/Kg 0.164U ng/Kg
SL-539-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.120 ng/Kg 0.120U ng/Kg
SL-539-SA5B-SB-0.0-0.5(RES) 1,2,3,8,7,8-HXCDF 0.108 ng/Kg 0.108U ng/Kg
SL-539-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.391 ng/Kg 0.391U ng/Kg
SL-539-5A5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.106 ng/Kg 0.108U ng/Kg
SL-539-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.106 ng/Kg 0.106U ng/Kg
S|.-539-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0782 ng/Kg 0.0782U ng/Kg
SL-540-SA5B-5SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.239 ng/Kg 0.239U ng/Kg
SL-540-5A5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.291 ng/Kg 0.291U ng/Kg
SL-540-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.186 ng/Kg 0.186U ng/Kg
SL-540-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.558 ng/Kg 0.558U ng/Kg
SL-540-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.0793 ng/Kg 0.0793U ng/Kg
SL-540-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0574 ng/Kg 0.0574U ng/Kg
SL-541-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.403 ng/Kg 0.403U ng/Kg
SL-541-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.294 ng/Kg 0.294U ng/Kg
SL-541-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.239 ng/Kg 0.239U ng/Kg
SL-541-SASB-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.182 ng/Kg 0.182U ng/Kg
SL-541-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.529 ng/Kg 0.529U ng/Kg
SL-541-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.141 ng/Kg 0.141U ng/Kg
SL-541-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0530 ng/Kg 0.0530U ng/Kg
SL-541-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.119 ng/Kg 0.119U ng/Kg
SL-542-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.463 ng/Kg 0.463U ng/Kg
SL-542-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.319 ng/Kg 0.319U ng/Kg
SL-542-SA5B-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.291 ng/Kg 0.291U ng/Kg
SL-542-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.237 ng/Kg 0.237U ng/Kg
SL-542-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.119 ng/Kg 0.119U ng/Kg
SL-542-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.125 ng/Kg 0.125U ng/Kg
SL-586-SA5C-SB~4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.201 ng/Kg 0.201U ng/Kg
SL-586-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0803 ng/Kg 0.0803U ng/Kg
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Lab Reporting Batch ID: PH016
EDD Filename: PH016_v1

Method Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_120718_Lan

Method Blank

Associated

Sample ID Analysis Dat Analyte Result Samples
At ol — TR — R — i -
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
[Sample ID Analyte Result Final Result
SL-586-SA5C-SB-4.0-5.0(RES) [1,234,7,8HxCDD 0.0949 ng/Kg 0.0949U ng/Kg
SL-586-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.101 ng/Kg 0.101U ng/Kg
S1.-586-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.120 ng/Kg 0.120U ng/Kg
SL-586-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0763 ng/Kg 0.0763U ng/Kg
SL-586-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.140 ng/Kg 0.140U ng/Kg
SL-586-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.157 ng/Kg 0.157U ng/Kg
SL-586-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.136 ng/Kg 0.136U ng/Kg
SL-586-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.100 ng/Kg 0.100U ng/Kg
SL-586-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.200 ng/Kg 0.200U ng/Kg
SL-586-SA5C-SB-4.0-5.0(RES) OCDF 0.432 ng/Kg 0.432U ng/Kg
SL-586-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDF 0.248 ng/Kg 0.248U ng/Kg
SL-586-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0637 ng/Kg 0.0637U ng/Kg
SL-586-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HxCDD 0.0701 ng/Kg 0.0701U ng/Kg
SL-586-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0945 ng/Kg 0.0945U ng/Kg
SL-586-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDF 0.0637 ng/Kg 0.0637U ng/Kg
SL-586-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDF 0.148 ng/Kg 0.148U ng/Kg
SL-586-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDD 0.0619 ng/Kg 0.0619U ng/Kg
SL-586-SA5C-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0705 ng/Kg 0.0705U ng/Kg
SL-586-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.105 ng/Kg 0.105U ng/Kg
SL-586-SA5C-SB-9.0-10.0(RES) OCDF 0.496 ng/Kg 0.496U ng/Kg
SL-588-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.104 ng/Kg 0.104U ng/Kg
SL-588-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.110 ng/Kg 0.110U ng/Kg
SL-588-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.280 ng/Kg 0.280U ng/Kg
SL-588-SA5C-SB-4.0-5.0(RES) 2,3,7,8-TCDF 0.0777 ng/Kg 0.0777U ng/Kg
SL-588-SA5C-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.579 ng/Kg 0.579U ng/Kg
SL-588-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0907 ng/Kg 0.0907U ng/Kg
SL-588-SA5C-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0655 ng/Kg 0.0655U ng/Kg
SL-588-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDD 0.0526 ng/Kg 0.0526U ng/Kg
SL-588-SA5C-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDF 0.0547 ng/Kg 0.0547U ng/Kg
SL-588-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8,8-HXCDF 0.0182 ng/Kg 0.0182U ng/Kg
SL-588-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDD 0.0421 ng/Kg 0.0421U ng/Kg
SL-588-SA5C-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0.0315 ng/Kg 0.0315U ng/Kg
SL-588-SA5C-SB-8.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0620 ng/Kg 0.0620U ng/Kg
SL-588-SA5C-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.0541 ng/Kg 0.0541U ng/Kg
SL-588-SA5C-SB-9.0-10.0(RES) OCDD 1.68 ng/Kg 1.68U ng/Kg
SL-588-SA5C-SB-9.0-10.0(RES) OCDF 0.0876 ng/Kg 0.0876U ng/Kg
SL-589-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 1.16 ng/Kg 1.16U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PH016_v1 eQAPP Name: CDM_SSFL._120718_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
SampleiD _|Analyte B . Result Final Result
sz SRR IR ST B SRS TR z REE
SL-589-SA5C-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.236 ng/Kg 0.236U ng/Kg
SL-589-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0585 ng/Kg 0.0585U ng/Kg
SL-589-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0257 ng/Kg 0.0257U ng/Kg
5L-589-SA5C-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0490 ng/Kg 0.0490U ng/Kg
SL-589-SA5C-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0476 ng/Kg 0.0476U ng/Kg
S5L-589-5A5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.151 ng/Kg 0.151U ng/Kg
SL-589-SA5C-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0921 ng/Kg 0.0921U ng/Kg
SL-589-SA5C-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0329 ng/Kg 0.0329U ng/Kg
SL-589-SA5C-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0915 ng/Kg 0.0915U ng/Kg
SL-589-SA5C-SB-4.0-5.0(RES) OCDF 0.728 ng/Kg 0.728U ng/Kg
SL-932-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.242 ng/Kg 0.242U ng/Kg
SL-932-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.249 ng/Kg 0.249U ng/Kg
SL-932-SA5B-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.345 ng/Kg 0.345U ng/Kg
SL-932-SA5B-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.203 ng/Kg 0.203U ng/Kg
SL-932-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.345 ng/Kg 0.345U ng/Kg
SL-932-SA5B-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.201 ng/Kg 0.201U ng/Kg
SL-932-SA5B-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.405 ng/Kg 0.405U ng/Kg
SL-932-SA5B-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0725 ng/Kg 0.0725U ng/Kg
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PrepPH016 eQAPP Name: CDM_SSFL_ 120718 lLan

Concentration (%)
SL-532-SA5B-SB-0.0- | SL-932-SA5B-SB-0.0-

e T T e T T R T T e A D SO

Concentration (ng/Kg)

S1.-532-SA5B-SB-0.0- | SL-932-SA5B-SB-0.0- | Sample | eQAPP
1,2,3,4,6,7,8-HPCDD 10.9 15.1 32 50.00
1,2,3,4,6,7,8-HPCDF 1.40 1.48 6 50.00
1,2,3,4,7,8,9-HPCDF 0.208 0.242 15 50.00
1,2,3,4,7,8-HxCDD 0.214 0.249 15 50.00
1,2,3,4,7,8-HXCDF 0.228 0.345 41 50.00
1,2,3,8,7,8-HXCDD 0.475 0.679 35 50.00
1,2,3,8,7,8-HXCDF 0.333 0.203 49 50.00 | No Qualifiers Applied
1,2,3,7,8,9-HXCDD 0.398 0.345 14 50.00
1,2,3,7,8-PECDD 0.283 0.442 44 50.00
2,3,4,6,7,8-HXCDF 0.198 0.260 27 © 50.00
2,3.4,7,8-PECDF 0.265 0.405 42 50.00
2,3,7,8-TCDF 0.108 0.0725 39 50.00
OCDF 373 448 18 50.00
1,2,3,7,8,9-HXCDF 0.644 0.201 105 50.00
1,2,3,7,8-PECDF 0.249 0.536 73 50.00 J(all detects)
2,3,7,8-TCDD 0.996 U 0.0800 200 .| 50.00 UJ(all non-detects)
oCcDD 128 226 55 50.00
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Reporting Limit Outliers

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PH016_v1 eQAPP Name: CDM_SSFL_120718_Lan

AQ
Lab Reporting)| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

EB-070612 1,2,3,4,6,7,8-HPCDD JBQ 3.47 10.7 PQL pg/L
1,2,3,4,6,7,8-HPCDF JBQ 0.815 10.7 PQL pg/L
1,2,3,4,7,8,9-HPCDF JB 0.230 10.7 PQL pg/L
1,2,3,4,7,8-HXCDF JBQ 0.286 10.7 PQL pg/L
1,2,3,6,7,8-HXCDD JBQ 0.304 10.7 PaL pa/L
1,2,3,6,7,8-HXCDF JBQ 0.337 10.7 PQL pg/L
1,2,3,7,8,9-HXCDD JQ 0.352 10.7 PQL pg/L J (all detects)
1,2,3,7,8-PECDF Ja 0.252 10.7 PQL | pa/L
2,3,4,6,7,8-HXCDF JBQ 0.162 10.7 PQL pg/L
2,3,4,7,8-PECDF JBQ 0.925 10.7 PQL pg/L
2,3,7,8-TCDD JBQ 0.566 2.14 PQL pg/L
OCDD JB 4.50 214 PQL pg/L
OCDF JBQ | 0524 21.4 PQL | pglt

FB-071112 1,2,3,4,6,7,8-HPCDD JBQ 3.69 10.6 PQL pg/L
1,2,3,4,6,7,8-HPCDF JBQ 0.537 10.6 PQL pg/L
1,2,3,4,7,8,9-HPCDF JBQ 0.373 10.6 PQL pg/L
1,2,3,4,7,8-HxCDD JBQ 0.459 10.6 PQL pg/L
1,2,3,4,7,8-HXCDF JB 0.326 10.6 PQL pg/L
1,2,3,6,7,8-HXCDD JBQ 0.482 10.6 PQL pg/L
1,2,3,6,7,8-HXCDF JBQ 0.246 10.6 PQL pg/L J (all detects)
1,2,3,7,8,9-HXCDD JQ 0.557 10.6 PQL pg/L
1,2,3,7,8-PECDF JBQ 0.544 10.6 PQL pg/L
2,3,4,6,7,8-HXCDF JBQ 0.279 10.6 PQL pg/L
2,3,4,7,8-PECDF JBQ 0.462 10.6 PQL pg/L
ocDD JB 6.34 21.1 PQL | pg/L
OCDF JBQ 1.09 211 PQL pg/L

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-519-SA5B-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 1.07 5.00 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.160 5.00 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.200 5.00 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.126 5.00 PQL ng/Kg
1,2,3,6,7,8-HXCDD JQ 0.610 5.00 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0842 5.00 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.405 5.00 PQL ng/Kg
1.2.3.7.8,9-HXCDF JBQ | 0.146 5.00 PQL |ng/Kg | * (@lldetects)
1,2,3,7,8-PECDD JQ 0.187 5.00 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.236 5.00 PQL ng/Kg
2,3,4,6,7,8-HXCDF JQ 0.103 5.00 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.187 5.00 PQL ng/Kg
2,3,7,8-TCDD JQ 0.114 1.00 PQL ng/Kg
OCDF JB 2.87 10.0 PQL | ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
11/7/2012 7:20:17 AM ADR version 1.6.0.193 Page 10of 7



Reporting Limit Outliers

Lab Reporting Batch iD: PHO16 Laboratory: LL
EDD Filename: PH016_v1 eQAPP Name: CDM_SSFL_120718_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-520-SA5B-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 1.04 5.07 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.221 5.07 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.168 5.07 PQL | ng/Kg
1,2,3,6,7,8-HXCDD Ja 0.317 5.07 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.226 5.07 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.419 5.07 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB 0.202 5.07 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.203 5.07 PQL | ng/Kg
2,3,4,6,7,8-HXCDF J 0.412 5.07 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ 0.289 5.07 PQL | ng/Kg
2,3,7,8-TCDD J 0.350 1.01 PQL | ng/Kg
2,3,7,8-TCDF JB 0.213 1.01 PQL | ng/Kg
OCDF JB 2.56 10.1 PQL | ng/Kg
SL-521-SA5B-SB-0.0-0.5  {1,2,3,4,6,7,8-HPCDF JB 2.02 5.02 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.379 5.02 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.215 5.02 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.129 5.02 PQL | ng/Kg
1,2,3,6,7,8-HXCDD J 0.671 5.02 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.180 5.02 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD JB 0.615 5.02 PQL | ng/Kg
1,2,3,7,8-PECDD JQ 0.226 5.02 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.225 5.02 PQL | ng/Kg
2,3,7,8-TCDD J 0.234 1.00 PQL | ng/Kg
OCDF JB 6.00 10.0 PQL ng/Kg
SL-528-SA5B-SB-0.0-0.5  |1,2,3,4,6,7,8-HPCDF JB 2,57 5.03 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.661 5.03 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.782 5.03 PQL | ng/Kg
1,2,3,6,7,8-HXCDD J 1.38 5.03 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.365 5.03 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 2.35 5.03 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 1.22 5.03 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.620 5.03 PQL | ng/Kg
2,3,4,6,7,8-HXCDF J 0.466 5.03 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.436 5.03 PQL | ngiKg
OCDF JB 6.06 10.1 PQL | ng/Kg
SL-530-SA5B-SB-0.0-0.5  |1,2,3,4,6,7,8-HPCDF JB 4,72 5.08 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 1.30 5.08 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.677 5.08 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.589 5.08 PQL ng/Kg
1,2,3,6,7,8-HXCDD Ja 2.01 5.08 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.719 5.08 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 1.53 5.08 PQL | ng/Kg
1.2,3.7.8,9-HXCDF JBQ | 0.931 5.08 PQL |ngiKg | (@lldetects)
1,2,3,7,8-PECDD J 0.725 5.08 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.493 5.08 PQL | ng/Kg
2,3,4,6,7,8-HXCDF J 1.23 5.08 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.206 5.08 PQL | ng/Kg
2,3,7,8-TCDD J 0.477 1.02 PQL | ng/Kg
2,3,7,8-TCDF JB 0.494 1.02 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch |D: PHO16 Laboratory: LL
EDD Filename: PH016_v1 . eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-531-SA5B-SB-0.00.5  |1,2,3.4,6.7,8-HPCDF JB 1.35 5.04 PQL | ng/Kg
1.2,3.4,7.8,9-HPCDF JB | 0205 5.04 PQL | ng/Kg
1.2,3.4,7.8-HXCDD JBQ | 0491 5.04 PQL | ng/Kg
1.2.3,4,7,8-HXCDF JBQ | 0.151 5.04 PQL | ng/Kg
1.2,3.6,7.8-HXCDD J 0.551 5.04 PQL | ng/Kg
1.2,3.6,7.8-HXCDF JBQ | 0232 5.04 PQL | ng/Kg
1.2,3.7,8.9-HXCDD JB | 0415 5.04 PQL | ng/Kg | J(all detects)
1.2,3.7,8.9-HXCDF JBQ | 019 5.04 PQL | ng/Kg
1.2,3.7.8-PECDD JQ | 0139 5.04 PQL | ng/Kg
1.2.3.7.8-PECDF JB | 0100 5.04 PQL | ng/Kg
2.3.4,6.7,8-HXCDF J 0.232 5.04 PQL | ng/Kg
2.3.4,7.8-PECDF JBQ | 0156 5.04 PQL | ng/Kg
OCDF B | 32 10.1 PQL | ng/Kg
SL-532-SA5B-SB-0.005  |1,2,3,4,6,7,8-HPCDF JB 1.40 4.98 PQL | ng/Kg
1.2,3.4,7.8,9-HPCDF JBQ | 0.208 4.98 PQL | ng/Kg
1.2,3.4,7.8-HXCDD JB | 0214 4.98 PQL | ng/Kg
1.2,3.4,7.8-HXCDF JB | 0228 4.98 PQL | ng/Kg
1.2,3.6,7,8-HXCDD J 0.475 4.98 PQL | ng/Kg
1.2,3.6,7.8-HXCDF JB | 0333 4.98 PQL | no/Kg
1.2,3.7.8.9-HXCDD JB | 0398 498 PQL | ng/Kg
1.2.3,7.8,9-HXCDF JBQ | 0644 4.98 PQL | ng/Kg | ° (8lldetects)
1.2,3.7.8-PECDD JQ | 0283 4.98 PQL | ng/Kg
1.2,3.7,8-PECDF JBQ | 0.249 4.98 PQL | ng/Kg
2.3.4.6.7,8-HXCDF Ja | 07198 4.98 PQL | ng/Kg
2.3.4.7.8-PECDF JB | 0265 4.98 PQL | ng/Kg
2,3.7.8-TCDF JB | 0108 0.996 PQL | ng/Kg
OCDF B | 373 9.96 PQL | ng/Kg
SL-534-SA5B-SB-0.0-05  |1,2,3.4,6,7,8-HPCDF JB 174 4.97 PQL | ng/Kg
1.2,3.4,7.8,9-HPCDF JBQ | 0.144 4.97 PQL | ng/Kg
1.2,3.4,7.8-HXCDD JB | 0266 4.97 PQL | ng/Kg
1.2,3.4,7.8-HXCDF JBQ | 0.179 4.97 PQL | ng/Kg
1.2,3.6,7.8-HXCDD J 0.571 4.97 PQL | ng/Kg
1.2,3.6,7.8-HXCDF JBQ | 0126 4.97 PQL | ng/Kg
1.2,3.7.8.9-HXCDD JBQ | 0359 4.97 PQL | ng/Kg | J(all detects)
1.2,3.7,8.9-HXCDF JBQ | 0.109 4.97 PQL | ng/Kg
1.2,3.7.8-PECDD Ja | 0121 4.97 PQL | ng/Kg
12.3.7,8-PECDF B | 0152 4.97 PQL | ng/Kg
2.3.4,6.7,8-HXCDF J 0.216 4.97 PQL | ng/Kg
2.3.4,7.8-PECDF JBQ | 0142 4.97 PQL | ng/Kg
OCDF JB | 548 9.95 PQL | ng/Kg
SL-537-SA5B-SB-0.0-05  |1,2,3,4,6,7,8-HPCDF B | 3.6 4.95 PQL | ng/Kg
- 1.2,3.4,7.8,9-HPCDF B | 0200 4.95 PQL | ng/Kg
1.2,3.4,7,8-HXCDD JBQ | 0.356 4.95 PQL | ng/Kg
1.2,3.4,7.8-HXCDF JBQ | 0265 4.95 PQL | ng/Kg
1.2,3.6,7,8-HXCDD Ja | 113 4.95 PQL | ng/Kg
1.2,3.6,7.8-HXCDF JBQ | 0.167 4.95 PQL | ng/Kg
1.2,3.7,8/9-HXCDD JB | 0833 4.95 PQL | ng/Kg
1.2,3.7,8.9-HXCDF JBQ | 0.156 4.95 PQL | ngikg | Y (@lldetects)
1.2,3.7.8-PECDD J | o238 4.95 PQL | ng/Kg
1.2,3.7.8-PECDF JBQ | 0.194 4.95 PQL | ng’<g
2.3.4.6.7,8-HXCDF J 0.133 4.95 PQL | ngixg
2.3.4,7.8.PECDF B | 0122 4.95 PQL | ng/Kg
2,3.7.8-TCDD Ja | oosto | 0990 | PaL |ngKg
OCDF B | 943 9.90 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch |D: PH016 Laboratory: LL
EDD Filename: PH016_v1 eQAPP Name: CDM_SSFL_120718_Lan

SO

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-538-SA5B-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 2.08 5.06 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.165 5.06 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.162 5.06 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.199 5.06 PQL ng/Kg
1,2,3,6,7,8-HXCDD JQ 0.823 5.06 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.139 5.06 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.793 5.06 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.177 5.06 PQL ng/Kg
1,2,3,7,8-PECDD J 0.178 5.06 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.192 5.06 PQL ng/Kg
2,3,4,6,7,8-HXCDF JQ 0.195 5.06 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.112 5.06 PQL ng/Kg
OCDF JB 5.65 10.1 PQL ng/Kg
SL-539-SA5B-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 1.65 5.03 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.128 5.03 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.164 5.03 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.120 5.03 PQL ng/Kg
1,2,3,6,7,8-HXCDD JQ 0.685 5.03 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.108 5.03 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.391 5.03 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.106 5.03 PQL ng/Kg
1,2,3,7,8-PECDD JQ 0.250 5.03 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.106 5.03 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.156 5.03 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0782 5.03 PQL ng/Kg
OCDF JB 4.55 10.1 PQL ng/Kg
SL-540-SA5B-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 2.16 5.04 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.239 5.04 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.291 5.04 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.186 5.04 PQL ng/Kg
1,2,3,6,7,8-HXCDD Ja 0.549 5.04 PQL | ng/iKg
1,2,3,7,8,9-HXCDD JB [ 0.558 5.04 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0793 5.04 PQL ng/Kg
1,2,3,7,8-PECDD JQ 0.164 5.04 PQL ng/Kg
2,3,4,6,7,8-HXCDF JQ 0.250 5.04 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0574 5.04 PQL ng/Kg
OCDF JB 6.76 10.1 PQL | ng/Kg
SL-541-SA5B-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 2.27 4.87 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.403 4.87 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.294 4.87 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.239 4.87 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.679 4.87 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.182 4.87 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.529 4.87 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.141 4.87 PQL ng/Kg
1,2,3,7,8-PECDD J 0.108 4.87 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0530 4.87 PQL ng/Kg
2,3,4,6,7,8-HXCDF Jo 0.203 4.87 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.119 4.87 PQL ng/Kg
OCDF JB 7.35 9.74 PQL ng/Kg
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Reporting Limit Outliefs

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PH016_v1 €QAPP Name: CDM_SSFL_120718_Lan

Lab Reporting RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-542-SA5B-SB-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 0.463 4.91 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.689 4.91 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.319 4.91 PQL ng/Kg
1,2,3,6,7,8-HXCDD JQ 1.36 4.91 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.291 4.91 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.75 4.91 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.237 4.91 PQL ng/Kg
1,2,3,7,8-PECDD J 0.501 4.91 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.119 4.91 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.436 4.91 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.125 4.91 PQL ng/Kg
SL-586-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 1.61 5.42 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.201 5.42 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0803 5.42 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0949 5.42 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.101 5.42 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.120 5.42 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0763 5.42 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.140 5.42 PQL ng/Kg
1.2,3.7,8,9-HXCDF JBQ | 0157 5.42 PQL | ngiKg | (@lldetects)
1,2,3,7,8-PECDD JBQ 0.136 5.42 PQL ng/Kg
1,2,3,7,8-PECDF J 0.147 5.42 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.100 5.42 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.200 5.42 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0513 1.08 PQL ng/Kg
OCDD JB 7.37 10.8 PQL ng/Kg
OCDF JB 0.432 10.8 PQL ng/Kg
SL-586-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDF JBQ 0.248 5.39 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0637 5.39 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0701 5.39 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0945 5.39 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.342 5.39 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0637 5.39 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.238 5.39 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.148 5.39 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.0619 5.39 PQL ng/Kg
1,2,3,7,8-PECDF JQ 0.0729 5.39 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0705 5.39 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.105 5.39 PQL ng/Kg
OCDF JBQ 0.496 10.8 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filename: PH016_v1 . eQAPP Name: CDM_SSFL_120718_Lan

Lab : Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
S1.-588-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDF JB 0.817 5.73 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.104 5.73 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.379 5.73 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.228 5.73 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.64 5.73 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.110 5.73 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.66 5.73 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.901 5.73 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.336 5.73 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.358 5.73 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.142 5.73 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.280 5.73 PQL ng/Kg
2,3,7,8-TCDD J 0.0675 1.15 PQL ng/Kg
2,3,7,8-TCDF JB 0.0777 1.15 PQL ng/Kg
OCDF JB 1.64 11.5 PQL ng/Kg
SL-588-SA5C-SB-9.0-10.0 |1,2,3,4,6,7,8-HPCDD JB 0.579 5.12 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0907 512 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0655 5.12 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0526 5.12 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0547 5.12 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0182 5.12 PQL ng/Kg
12.3.7.8-PECDD JBQ | 0.0421 5.12 PQL |ngiKg | Y (@lldetects)
1,2,3,7,8-PECDF JB 0.0315 5.12 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0620 5.12 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0541 5.12 PQL ng/Kg
OCDD JB 1.68 10.2 PQL | ng/Kg
OCDF JBQ 0.0876 10.2 PQL ng/Kg
SL-589-SA5C-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 1.16 5.56 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.236 5.56 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0585 5.56 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0257 5.56 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0490 5.56 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.386 5.56 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0476 5.56 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.715 5.56 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.781 5.56 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.151 5.56 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0921 5.56 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0329 5.56 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0915 5.56 PQL ng/Kg
oCcDD JB 9.59 11.1 PQL | ng/Kg
OCDF JB 0.728 111 PQL ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH016 Laboratory: LL
EDD Filenam.e: PHO016_v1 ‘ eQAPP Name: CDM_SSFL_120718_Lan

SO
Lab Reporting] RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-932-SA5B-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JBQ 1.48 5.00 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.242 5.00 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.249 5.00 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.345 5.00 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.679 5.00 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.203 5.00 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.345 5.00 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.201 5.00 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.442 5.00 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.536 5.00 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.260 5.00 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.405 5.00 PQL ng/Kg
2,3,7,8-TCDD J 0.0800 1.00 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0725 1.00 PQL ng/Ka
OCDF JB 4.48 10.0 PQL | ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
11/7/2012 7:20:18 AM ADR version 1.6.0.193 Page 7 of 7
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
09-Jul-2012 SL-530-SA5C-SB-4.0-5.0 6715886 N METHOD 1613B ]
09-Jul-2012 SL-530-SA5C-SB-9.0-10.0 6715887 N METHOD 1613B 1l
09-Jul-2012  SL-522-SA5C-SB-4.0-5.0 6715888 N METHOD 1613B n
09-Jui-2012 SL-522-SA5C-SB-4.0-5.0 MS 6715889 MS METHOD 1613B ]
09-Jul-2012 SL-522-SA5C-SB-9.0-10.0 6715891 N METHOD 1613B ]
09-Jul-2012 SL-822-SA5C-SB-4.0-5.0 6715892 FD METHOD 1613B ][]
09-Jul-2012 SL-623-SA5C-SB-4.0-5.0 6715895 N METHOD 16138 1]
09-Jul-2012 SL-623-SA5C-SB-9.0-10.0 6715896 N METHOD 1613B mn
09-Jul-2012 SL-531-SA5C-SB-4.0-5.0 ' 6715893 N METHOD 1613B 1]
09-Jul-2012 SL-531-SA5C-SB-9.0-10.0 6715894 N METHOD 1613B 1l
09-Jul-2012 SL-523-SA5C-SB-4.0-5.0 6715897 N METHOD 1613B ]|
09-Jul-2012 SL-523-SA5C-SB-9.0-10.0 6715898 N METHOD 1613B [}
09-Jul-2012 SL-533-SA5C-SB-4.0-5.0 6715902 N METHOD 16138 ]
09-Jul-2012 SL-533-SA5C-SB-9.0-10.0 6715903 N METHOD 1613B ]
09-Jui-2012 SL-754-SA5C-SB-0.0-0.5 6715899 N METHOD 1613B 1
09-Jul-2012 SL-754-SA5C-SB-4.0-5.0 6715900 N METHOD 1613B ]
09-Jul-2012 SL-754-SA5C-SB-6.5-7.5 6715301 N METHOD 1613B ]
10-Jul-2012 SL-755-SA5C-SB-0.0-0.5 6715904 N METHOD 1613B n
10-Jul-2012 SL-755-SA5C-SB-4.0-5.0 6715905 N METHOD 1613B ]
10-Jul-2012 SL-755-SA5C-SB-5.5-6.5 6715906 N METHOD 1613B ]
10-Jul-2012 SL-640-SA5C-SB-5.0-6.0 6715907 N METHOD 1613B 1]

il = EPA Level 3 Data Review

IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate
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Data Qualifier Summary

Lab Reporting Batch ID: PH017 Laboratory: LL
EDD Filename: PrepPH017 ©QAPP Name: CDM_SSFL_120718_Lan

Sample ID:SL.-522-SA5C-SB-4.0-5.0 Collected: 7/9/2012 10:05:00 Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

7,8-HPCDD 4.15 JB 0.0819| MDL 5.38 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.550 JBQ 0.0389{ MDL 5.38 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0516 u 0.0516 | MDL 5.38 PQL ng/Kg uJ FD
1,2,3,4,7,8-HxCDD 0.171 Ja 0.0702 | MDL 5.38 PQL ng/Kg J Z,FD
1,2,3,4,7,8-HXCDF 0.101 JBQ 0.0425 MDL 5.38 PQL ng/Kg uJ B,FD
1,2,3,6,7,8-HXCDD . 0.344 J 0.0725| MDL 5.38 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0858 J 0.0400 | MDL 5.38 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.326 JQ 0.0679 | MDL 5.38 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.255 JB 0.0363 | MDL 5.38 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.0684 u 0.0684 | MDL 5.38 PQL ng/Kg uJ FD
2,3,4,6,7,8-HXCDF 0.0666 JBQ 0.0380 ] MDL 5.38 PQL ng/Kg U B
2,3,4,7,8-PECDF - 0.0924 JBQ 0.0378 | MDL 5.38 PQL ng/Kg uJ "B, FD
2,3,7,8-TCDD ‘ 0.0543 J 0.0541 | MDL 1.08 PQL ng/Kg J " Z,FD
OCDF 1.32 Ja 0.118 | MDL 10.8 PQL ng/Kg J z
Sample ID:SL-522-SA5C-SB-9.0-10.0 Collected: 7/9/2012 10:15:00 Analysis Type: RES - Dilution: 14

Data
Lab Review Reason
Qual RL

1 ,2,3,4,6,7,HPCDD ng/kg; U B
1,2,3,4,6,7,8-HPCDF ng/Kg U B
1,2,3,4,7,8,9-HPCDF ng/Kg J 4
1,2,3,4,7,8-HxCDD ng/Kg J Z
1,2,3,4,7,8-HXCDF ng/Kg u B
1,2,3,6,7,8-HXCDD ng/Kg J z
1,2,3,6,7,8-HXCDF ng/Kg J 4
1,2,3,7,8,9-HXCDD ng/Kg J z
1,2,3,7,8-PECDD ng/Kg u B
1,2,3,7,8-PECDF ng/Kg U B
2,3,4,6,7,8-HXCDF ng/Kg U B
2,3,4,7,8-PECDF ng/Kg U B
OCbD ng/Kg J z
OCDF ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Lab Reporting Batch ID: PH017

EDD Filename: PrepPH017

Data Qualifier Summary

Laboratory: LL
eQAPP Name: CDM_SSFL_120718_Lan

Matrix: SO

Sample ID:SL-523-SA5C-SB-4.0-5.0 Collected: 7/9/2012 1:20:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
lAnalyte Result Qual DL | T RL T Units | Qual Code
SR ——— T TR SRR

1,2,3,4,6,7,8-HPCDD

JB 0.0264

0.434 MDL 5.35 ng/Kg U
1,2,3,4,6,7,8-HPCDF 0.0888 JBQ 0.0132 | MDL 5.35 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0339 JQ 0.0172 | MDL 535 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0256 JBQ 0.0119 ( MDL 5.35 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0237 J 0.0197 | MDL 5.35 PQL ng/Kg J Y4
1,2,3,6,7,8-HXCDF 0.0364 Ja 0.0115| MDL 5.35 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.0175 JBQ 0.0111 | MDL 5.35 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0397 JB 0.0182 | MDL 5.35 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0294 JBQ |0.0108| MDL 5.35 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0449 JB 0.0174 | MDL 5.35 PQL ng/Kg U B
OCDD 2.68 JB 0.0310| MDL:| 10.7 PQL ng/Kg J 4
OCDF 0.0897 JQ 0.0310 | MDL 10.7 PQL ng/Kg J z
Sample ID:S1.-523-SA5C-SB-9.0-10.0 : Collected: 7/9/2012 1:25:00 PM  Analysis Type: RES Dilution: 1 .

' . ' Data
Lab Lab - DL RL Review Reason

1,2,3,4,6,7,8-HPCDD 2.27 MDL 5.23 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.248 JB 0.0111 | MDL 5.23 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0339 Ja 0.0117 | MDL 5.23 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.0320 Ja 0.0242 | MDL 5.23 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0301 JB 0.0151 } MDL 5.23 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.173 J 0.0239 | MDL 5.23 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.0471 JQ 0.0138 | MDL 5.23 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 0.150 J 0.0233 | MDL 5.23 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.0982 JBQ 0.0130 ( MDL 5.23 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0495 JBQ 0.0215| MDL 5.23 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0413 JBQ 0.0134 | MDL 5.23 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0579 JBQ 0.0157 | MDL 5.23 PQL ng/Kg U B
OCDF 0.444 JQ 0.0210 [ MDL 10.5 PQL ng/Kg J Z

* denotes a non-reportable result

Project Name and Number: 1203-004-009-AL - SSFL Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH017 Laboratory: LL
EDD Filename: PrepPH017 eQAPP Name: CDM_SSFL_120718_Lan
Matrix: SO
Sample ID:SL-530-SA5C-SB-4.0-5.0 Collected: 7/9/2012 9:05:00 AM . Analysis Type: RES Dilution: 14
Data
Lab Lab DL RL Review Reason

\Analyte Result Qual DL T RL Code
1,2,3,4,6,7,8-HPCDD 1.04 JBQ 0.0414 | MDL 5.42 PQL ng/Kg

U
1,2,3,4,6,7,8-HPCDF 0.175 JBQ | 0.0275] MDL 542 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0693 JQ 0.0354 | MDL 5.42 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0233 JB 0.0221 | MDL 5.42 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0567 Ja 0.0365 | MDL 5.42 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0347 Ja 0.0214 | MDL 5.42 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.0750 Ja 0.0341 | MDL 5.42 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.0438 JBQ 0.0213 | MDL 542 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0890 JBQ 0.0251 | MDL 5.42 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0413 JBQ 0.0201 | MDL 5.42 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.101 JBQ 0.0220 | MDL 5.42 PQL ng/Kg U B
2,3,7,8-TCDD _ 0.0546 J 0.0398 | MDL 1.08 PQL ng/Kg J z
|oCDD » 8.18 JB 0.0410 | MDL 10.8 PQL ng/Kg J z
OCDF ) 0.418 J 0.0477 | MDL | 10.8 PQL ng/Kg J z
Sample ID:S1.-530-SA5C-SB-9.0-10.0 Collected: 7/9/2012 9:20:00 AM A‘naiysis Type: RES Dilution: 1
' Data
Lab Review Reason
 _ Q

1,2,3,4,6,7,8-HPCDD

ng/Kg U B
1,2,3,4,6,7,8-HPCDF ng/Kg U B
1,2,3,4,7,8,9-HPCDF ng/Kg J Z
1,2,3,4,7,8-HxCDD ng/Kg J z
1,2,3,4,7,8-HXCDF ng/Kg U B
1,2,3,6,7,8-HXCDF ng/Kg J z
1,2,3,7,8,9-HX