LDC#__ UWOTL ] VALIDATION FINDINGS CHECKLIST Page: / of 2~
Reviewer: FT

2nd Reviewer: @

Method: Dioxins/Dibenzofurans (EPA SW 846 Method 1613B)

Validation Area Yas | No [ NA Findings/Comments

echinical helding:times:

All technical holding times were met.

Cooler temperature eriteria was met, —

Was PFK exact mass 380.9760 verified?

Were the retention fime windows established for all homologues?

any other unlabeled TCDD jsomers < 25% 7

/
/‘
Was the chromatographic resolution between 2,3,7,8-TCDD and peaks representing /

Is the stafic resolving power at least 10,000 {10% valtey definition)?

Was the mass resolution adequately check with PFK?

Was the presence of 1,2,8,9-TCDD and 1,3,4.6,8-PeCDF verified?

Was the initial calibration performed at 5 concentration levels?

—

Were all percent relative standard deviations (% RSD) < 20% fer unlabeled
compounds and < 35% for labeled compounds ? ~
/
]

Did all calibration standards meet the lon Abundance Ratio criteria?

Was the signal to noise ratio for each target compound > 2.5 and for each recovery
and internal standard > 107

Was a routine calibration performed at the beginning and end of each 12 hour —t
period?

Were alf the concentrations for the unlabeled compounds and labeled compounds L
within the QC limits {(Method 1613B, Table 6)? -
Did all routine calibration standards meet the lon Abundance Ratio criteria? T

Was a method blank assoctated with every sample in this SDG?

Was there contamination in the method blanks? If yes, please see the Blanks

/
Was a methed blank performed for each matrix and concentration? "
validation completeness worksheet? -~

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
miatrix in this SDG? If no, indicate which matfrix does not have an associated
MS/MSD. Soil / Water.

]
Were the MS/MSD percent recoveries (%R) and the relative percent differences ' | ]
(RPD) within the QC limits?

Was an LCS analyzed for this SDG?
Fasd

L
Was an LCS analyzed per extraction batch? -

Were the LCS percent recoveries (%R) and retative percent difference (RPD) within
the QC limits?
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Reviewer; FT

2nd Reviewer: é/“

V_a[_ifiratip_nkArea Yes | No | NA Findings/Comments

ality: Confral

Were performance evaluation (PE) samples performed?

NAY

Were the performance evaluation (FE) samples within the acceptance limits?

‘ B UmATS
Were internal standard recoveries within the~2&-4568%criteria?

Was the minimum 8/N ratio of all internal standard peaks > 107

For 2,3,7,8 substituted congeners with associated labeled standards, were the
retention times of the two quantitation peaks within -1 1o 3 sec. of the RT of the
labeled standard?

\

For 2,3,7,8 substituted congeners without associated [abeled standards, were the
relative retention times of the two quantitation peaks within 0.005 time units of the
RRT measurad in the routine calibration?

\

For non-2,3,7,8 substituted congeners, were the retention times of the two
quantitation peaks within RT established in the performance check solution?

Did compound spectra contain all characteristic ions listed in the table attached?

Was the lon Abundance Ratio for the two quantitation ions within criteria?

Was the signal o noise ratio for each target compound and [abeled standard >_
2.57

Vv NN

Does the maximum intensity of each specified characteristic ion coincide within + 2
seconds (includes labeled standards)?

For PCDF identification, was any signal (S/N > 2.5, at + seconds RT) detected in o
the corresponding PCDPE channel?

\

Was an acceptable fock mass recorded and monitered?

K. gompound .‘QUEUEEEUOMC_RQ i

Were the correct internal standard (IS), quantitation ion and relafive response factor
{RRF) used to quantitate the compound?

\

Were compound quantitation and CRQLs adjusted to reflect all samptle dilutions and
dry weight factors applicable to level IV validation?

\

Field duplicate pairs were identified in this SDG.

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG,

Target compounds were detected in the field blanks.

DXM-SW13B.wpd version 1.0
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LDC#: 2&;5017// VALIDATION FINDINGS WORKSHEET Page: _/ of__/
Field Duplicates Reviewer:; E;

2nd Reviewer: é

METHOD: 1613B

Y N_NA Were field duplicate pairs identified in this SDG? + 8%——\7 ¢
Y N NA Were target analytes detected in the field duplicate pairs? ( ’g_a} )
Concentration {ng/kg) = glj
Compound 2 5 RPD
H 0.0164U 0.0186 200 J! N /&_
[ 0.0147" 0.0296" 87 N / AL
J 0.0569" 0.0657" 14
K 0.0458* 0.0602 27
L 0.0320 0.0267 18
M 0.0625* 0.0523 18
D 0.0451* 0.0375 18
E 0.0762" 0.0327* 80 2/ /—\Jﬁ'ﬁ i
N 0.0112U 0.0345 200 3 / wy /AL
/
0 0.166 0.187 12
F 0.363 0.207 17
P 0.0351 0.0361 3
G 2.08 0.818 87 A/ A
a 0.343 0.168 68 \l%

VAFIELD DUPLICATES\templates\26850121.wpd
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iDC#_ 246&DIT 3 / VALIDATION FINDINGS WORKSHEET Page: /of /
Sample Calculation Verification Reviewer: [}

2nd reviewer: é

THOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Were all reported results recalculated and verified for all level IV samples?
Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Concentration = (A)(I)(DFY Example:
(As)(RRF)(Vo)(%S)
Ay = Area of the characteristic ion (EICP) for the compound Sample I.D. ‘&'l . OC’DD
to be measured
Ags = Area of the characteristic ion (EICF) for the specific
internal standard 34k :_fgg
ls = Amount of internal standard added in nanograms {ng) Conc. = (3A1L2 ) ¢ L}OOO )( )
. _— oot ) Lo.az, ' 100 M 0. MBS
Ve = Volume or weight of sample extract in miltiliters (ml} or +
grams {(g). 224
RRF = Relative Response Factor (average) from the initial =
calibration
Df = Dilution Factor. S 1 2 V‘\%— ] k
%S = Percent salids, applicable to soil and solid matrices q/-
only.
Reported Calculated
Concentration Concentration
# Sample 1D Compound { ) ( ) Qualification

VAWVALIDATION WORKSHEETS\DIOXIN16\RECALC16.00C



SAMPLE DELIVERY GROUP

DX133



Attachment |

Sample ID Cross Reference and Data Review Level

26850C0v_SSFL.wpd



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
09-Sep-2011  SL-001-SA6-SB-0.0-1.0 6401600 N METHOD 16138 n
09-Sep-2011  SL-001-SAS-SB-0.0-1.0MS 6401601 MS METHOD 16138 !
09-Sep-2011  SL-001-SAG-8B-0.0-1.0MSD 6401602 MSD METHOD 16138 i
09-Sep-2011  DUP15-SA5-QC-090911 6401607 FD METHOD 1613B H
09-Sep-2011  SL-217-SA6-SB-4.0-5.0 6401605 N METHOD 16138 m
09-Sep-2011  SL-217-SAB-SB-7.5-8.5 6401606 N METHOD 1613B LH
09-Sep-2011  SL-210-SA6-5B-4.0-5.0 6401603 N ME'I:HOD 16138 £l
09-Sep-2011  SL-210-SA6-SB-9.0-10.0 6401604 N METHOD 16138 m
12-Sep-2011  SL-051-SA6-SB-3.54.5 6404358 N METHOD 1613B 1]
12-Sep-2011  SL-235-SA6-SB-4.0-5.0 6404361 N METHOCD 16138 I
12-Sep-2011  SL-050-SA6-SB-1.0-2.0 6404357 N METHOD 1613B 1]
12-Sep-2011  SL-269-SAB6-$B-1.5-2.5 6404360 N METHOD 1613B i
12-Sep-2011  SL-055-SA6-SB-2.0-3.0 6404389 N METHOD 1613B n
13-Sep-2011  SL-040-SA7-55-0.0-0.5 6404534 N METHOD 16138 1}
13-Sep-2011 SL-041-SA7-58-0.0-0.5 6404535 N METHOD 16138 H|
13-Sep-2011  SL-071-SA7-S$5-0.0-0.5 6404537 N METHOD 16138 i
13-8ep-2011  SL-037-SA7-85-0.0-0.5 6404533 N METHOCD 1613B 1
13-Sep-2011  SL-070-SA7-55-0.0-0.5 6404536 N METHOD 1613B ]
13-Sep-2011  SL-034-SA7-S5-0.0-0.5 6404531 N METHCD 16138 m
13-Sep-2011  SL-035-SA7-85-0.0-0.5 6404532 N METHOD 1613B Iit
13-Sep-2011  SL-073-SA7-58-0.0-0.5 65404538 N METHOCD 1613B n
13-Sep-2011  SL-030-SA7-55-0.0-0.5 6404530 N METHCD 16138 10

it = EPA Level 3 Dala Review
1V = EPA Level 4 Data Validation

N = Mormal Sample
FD = Field Duplicate

T8 = Trip Blank
FB8 = Field Blank

MS = Matrix Spike
MS5D = Matrix Spike Duplicate

Page 1 of 1
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Overall Data Qualification Summary
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Data Qualifier Summary

Lab Reporting Batch ID: DX133 Laboratory: LL
EDD Filename: DX133_wv1 eQAPP Name: CDM_SSFL_110509

S0
Sample ID: DUP15-SA6-QC-090911 Coffected: 9/%/2011 10:55:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
‘Analyte _ Resuit Qual DL Type RL Type | Units Qual Code
1,.2,3,4,6,7,8HPCDF . 1 .1.61 . JB 0.0352 | MDL 5.25 PGL ng/Kg J Z
1,2,3.4,7.8,5HPCDF 0.241 JBQ 0.0505 | MDL 5.25 PGL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0836 JBQ 0.0510 MDL 5.25 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.300 JQ 0.0399 MDL 5.25 PGL ng/Kg J Z
1.2,3,6,7,8-HXCDD 0.355 J 0.0502 MDL 5.25 PQL ng/Kg J Z
1.2,3,6,7,8-HXCDF 0.155 J 0.0368 MDL 5.25 PQL ngiKg J Z
1,2,3,7,8,9-HXCDD 0.267 JBQ 4.0473 MDL 5.25 PQL ng/Kg U B
1,2,3,7.8,9-HXCDF 0.0685 JQ 0.0342 MDL 5.25 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.252 JQ 0.0496 MDL 5.25 PQL ng/Kg J Z,FD
1,2,3,7,8-PECDF 0.338 J 0.0358 MDL 5.25 PQL ng/Kg J Z,FD
2,3,4,6,7,8-HXCDF 0.157 JBQ 0.0395 MDL 5.25 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.310 JB 0.0365 MDL 5.25 PQL ng/Kg J Z,FD
2,3,7,8-TCDD 0.0868 JQ 0.0594 | MDL 1.05 PQL ng/Kg J Z,FD
OCDF 5.30 JB 0.0442 | MDL 10.5 PQL ng/Kg J Z
Sample ID: SL-001-SA6-5B-0.0-1.0 Collected: 9/9/2011 10:50:00 Analysis Type: RES Dilufion: 1

Data

Lab Lab DL RL Review Reason
Analyte e _ Result Qual DL Type RL Type | Units | Qual Code
1,2,3,4,6,7,8HPCDF 1.49 JB 0.0350 | MDL 5.20 PaL ng/Kg J
1,2,3,4,7,8,9-HPCDF 0.176 JBQ 0.0572 | MDL 5.20 PaL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.107 JBQ 0.0515 | MDL 5.20 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.269 J 0.0425 | MDL 5.20 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.347 JQ 0.0501 MDL 5.20 PQL ngfkg J z
1.2,3,6,7,8-HXCDF 4.0932 JQ 0.0386 MDL 5.20 PQL na/Kg J z
1,2,3,7,8,9-HXCDD 4.202 JBQ 0.0514 MDL 5.20 PQL ng/Kg u B
1.2,3,7,8,9-HXCDF 0.0706 Ja 0.0485 MDL 5.20 PQL ng/kKg J Z
1,2,3,7,8-PECDD 0.0486 U 0.0486 MDL 5.20 PQL ng/Kg uJ FD
1,2,3,7,8-PECDF 0.0490 J 0.0382 MDL 5.20 PQL ng/Kkg J Z,FD
2,3,4,6,7,8-HXCDF 0.161 JBQ 0.0375 MDL 5.20 PQL na/Kg U B
2,3.4,7,8-PECDF 0.170 JB 0.0396 MDL 5.20 PQL na/Kg uJ B, FD
2,3,7.8-TCDD 0.0825 u 0.0825 MDL 1.04 PQL na/Kg uJ FD
OCcDD 219 B 0.0856 MDL 10.4 PQL na/Kg J Q,Q
OCDF 4.62 JB 0.0546 MDL 10.4 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

17372012 1:50:36 PM ADR version 1.4.0.111 Page 1 of 13



Data Qualifier Summary

Lab Reporting Batch ID: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

Sample iD: SL-030-SA7-55.0.0-0.5 Cofllected: 9M3/2011 2:55:00 Analysis Type: RES Dilution: 4
Data
Lab Lab DL RL Review Reason
Analyte i R_es:_:l_t Qual DI Type RL Type | Units Qual Coqe ‘
1,2,3,4,7,8,9-HPCbF o - . 0.452 JB 0.0802 MDL 5.02 PQL ng/kg - J z
1,2,3,4,7,8-HxCDD 1.01 JB 0.113 MDL 5.02 PQL ngikg J z
1,2,3,4,7,8-HXCDF 1.14 J 0.6710 MDL 5.02 PQL ng/Kg J z
1,2,3,6,7, 8-HXCDD 3.08 J 0.110 MDL 5.02 PQL ng/kg J z
1,2,3,6,7,8-HXCDF 0.604 J 0.0682 MDL 5.02 PQL ngikg J z
1.2,3,7,8,9-HXCDD 1.80 JB 0.0987 MDL 5.02 PQL ng/Kg J z
1.2,3,7,8,9-HXCDF 0.346 J 0.0705 MDL 5.02 PQL ng/Kg J z
1,2,3,7.8-PECDD 0.319 J 0.0708 MDL 5.02 PaL ng/Kg J z
1.2,3,7,8-PECDF 0.494 J 0.0715 MDL 5.02 PaL ng/Kg J z
2.3.4,6,7,8-HXCDF 0.600 JB 0.0606 MDL 5.02 PQL ng/Kg J z
2,3,4,7,8-PECDF 1.05 JB 0.0658 MDL 5.02 PQL ng/Kg J 4
2,3,7,8-TCOF 0.386 JQ 0.123 MDL 1.00 PQL ng/Kg J 4
Sample iD: SL-034-SAT-55-0.0-0.5 Collected: 9M13/2011 12:15:00 Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual DL Type RL Type | Units Qual Code
2,3,7,8-TCDF 0.604 | Jc joos37 | mpL [o0se | PaL [ngkg [ 4 ] z
Sample ID: SL-034-SAT7-55-0.0-0.5 Collected: 9/13/2011 12:15:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte - Result Qual DL Type RL Type  Units | Qual Code
1.2,3,4,7,8,9-HPCDF 1.36 I JB 0.0742 MDL 4.97 PQL ng/Kg J Z.
1.2,3,4,7,8-HxCDD 1.45 JB 0.0908 MDL 4.97 PQL ng/Kg J Z
1.2,3,4,7 8-HXCDF 1.39 J 0.0673 MDL 4.97 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 4.58 J 0.0908 MDL 4.97 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.834 J 0.0680 MDL 4.97 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 295 JB 0.0671 MDL 4.97 PQL ng/kg J z
1,2,3,7,8-PECDD 0.775 J 0.0844 MDL 4,97 PQL ng/Kg J Zz
1,2,3,7,8-PECDF 0.686 J 0.0691 MDL 4,97 PQL ng/Kg J Zz
2,3,4,6,7,8-HXCDF 1.18 JB 0.0615 | MDL 4,97 PQL ng/Kg J Zz
2,3,4,7,8-PECDF 0.953 JB 0.0651 MDL 4.97 PQL ng/Kg J Zz
2,3,7,8-TCDD 0.142 J 0.0703 MDL 0.994 PQL ng/Kg J Z

* denctes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/3/2012 1:50:36 PM ADR version 1.4.0.111 Page 2 of 13



Data Qualifier Summary

Lab Reporting Batch 1D: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

Matrix: SO
Sample ID: SL-035-SA7-55-0.0-0.5 Colfected: 9M13/2011 2:05:00 Analysis Type: REA Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ _ _ | Result | Qual DL Type ) RL _ _Type 1 Units Qu_al 1 VCode
2,3,7,8-TCDF 067 | Jc Jo00s63 | MDL [09%3 | PaL |ngkg | U ] z
Sample ID: SL-035-SA7-55-0.0-0.5 Coflected: 9/13/2011 2:05:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual DL Type | RL | Type | Units Qual Code
1,2,3,4,7,8,9-HPCDF 1.15 JB 0.0826 MDL 4.97 PQL ng/Kg J Z
1,2,3,4,7,8-HxCDD 1.20 JB 0.0964 MDL 4,97 PQL ng/Kg dJd Z
1,2,3,4,7,8-HXCDF 1.51 J 0.0734 MDL 4.97 PQL ng/Kg J z
1.2,3,6,7.8-HXCDD 3.30 J 0.0986 MDL 4.97 PQL ng/Kg J z
1.2,3,6,7,8-HXCDF 0.725 J 0.0710 MDL 4.97 PQL ng/Kg J Z
1,2,3,7,.8,9-HXCDD 2.29 JB 0.0821 MOL 4.97 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.226 Ja 0.0760 MOL 4.97 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.715 Ja 0.0914 MDL 4.97 PQL ng/kKg J Z
1,2,3,7,8-PECDF 1.83 J 0.0861 MDL 497 PQL ngfKg J z
2,3,4,6,7,8-HXCDF 0.968 JB 0.0716 | MDL 4.97 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.980 JB 0.0738 | MDOL 4.97 PQL ng/Kg J z
2,3,7,8-TCDD 0.388 J 0.0740 MDL 0.993 PQL ng/Kg J z
Sample ID: SL-037-SA7-85-0.0-0.5 Collected: 9/13/2011 10:15:00 Analysis Type: REA Difution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Resuit Qual | DL | Type | RL | Type | Units | Qual Code
2,3,7,8-TCDF 0976 | Jc fooss|[ ML | 101 | P [ngkg [ 4 ] z
Sample ID; SL-037-SA7-58-0.0-0.5 Collected: 9/13/2011 10:15:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte , Result Qual DL | Type RL Type | Units | Qual Code
1.2,3,4,7,8,9-HPCDF 0.968 JB 0.0745 MDL 5.03 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.696 JB 0.0706 MDL 5.03 PQL ng/kKg J z
1.2,34,7,8-HXCDF 277 J 0.0844 MDL 5.03 PQL ng/Kg J z
1.2,3,6,7,8-HXCDD 1.42 J 0.0733 MDL 5.03 PQL ng/kKg J Z
1,2,3,6,7,8-HXCDF 0.992 J 0.0803 MDL 5.03 PQL ng/Kg J Z
1,2,3,7,8,5-HXCDD 1.12 JB 0.0619 MDL 5.03 PQaL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.337 Ja 0.0655 MDL 5.03 PQaL ng/Kg J z
1,2,3,7,8PECDD 0.476 J 0.0688 MDL 5.03 PaL ng/Kg J z
1,2,3,7,.8-PECDF 0.806 Ja 0.0943 MDL 5.03 PaL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

17372012 1:50:36 PM ADR version 1.4.0.111 Page 3 of 13



Data Qualifier Summary
Lab Reporting Batch ID: DX133 Laboratory: LL

T

EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

TR

Matrix: SO
Sample ID: SL-037-SAT-55-0.0-0.5 Collected: 9/13/2011 10:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual DL i Type RL Type | Units | Qual Code
2..5,4,6,7,B-H.X.CDI.-'. - 0.948 JB 0.0609 | MDL 5.03 PaL ng/Kg J Z -
2,3,4,7,8-PECDF 2.48 JB 0.0804 | MDL 5.03 PQL ng/Kg J Z
2,3,7,8-TCDD 0.140 Ja 0.0687 | MDL 1.01 PQL ng/Kg J Z
Sample ID: SL-040-SA7-8S-0.0-0.5 Collected: 9/13/2011 8:46:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ _ Result | Qual DL Type RL Type | Units Qual Code
1,2,3,4,6,7,8-HPCDD 2,25 JB 0.0557 | MDL 5.02 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 1.07 JB 0.0257 | MDL 5.02 PQL ng/Kg J z
1.2,3,4,7,89HPCDF 0.0922 JB 0.0407 | MDL 5.02 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0941 JB 0.0454 | MDL 5.02 PQL ng/kg u B
1,2,3,4,7,8-HXCDF 0.188 Ja 0.0265 | MDL 5.02 PaL ng/Kg J Z
1.2,3,6,7,8-HXCDD 0.207 JQ 0.0458 | MDL 5.02 PaL ng/Kg J Z
1.2,3,6,7,8-HXCDF 0.113 J 0.0251 MDL 5.02 PQL nglKg J z
1,2,3,7,8,9-HXCDD 0177 JBQ 0.0405 | MDL 5.02 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0876 J 0.0312 MDL 5.02 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.121 Ja 0.0441 MDL 5.02 PQL ng/Kg J Zz
1,2,3,7,8-PECDF 0.175 JQ 0.0293 MDL 5.02 PQL ng/Kg J Z
2,3.4,6,7.8-HXCDF 0.164 JB 0.0311 MDL 5.02 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.277 JB 0.0304 | MDL 5.02 PQL ng/Kg J z
2,3,7,8-TCDF 0.0973 J 0.0818 | MDL 1.00 PQL ng/Kg J Z
OCDF 3.38 JB 0.0507 | MDL 10.0 PQL ng/Kg J z
Sample ID: SL-041-5A7-85-0.0-0.5 Collected: 9/13/2011 9:08:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ Resuit Qual DL Type RL Type | Units Qual Code
1,2,3,4,6,7,8-HPCDF 1.72 JB 0.0301 MDL 5.02 PQL ng/Kg J Z
1.2,3,4,7,8,9-HPCDF 0.166 JBQ 0.0467 | MDL 5.02 PaL ng/Kg u B
1.2,3,4,7,8-HxCDD 0.236 JBQ 0.0679 | MDL 5.02 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.556 J 0.0355 | MDL 5.02 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.595 Ja 0.0687 | MDL 5.02 PQL ng/Kg J 4
1.2,3,6.7,8-HXCDF 0.177 Ja 0.0305 | MDL 5.02 PQL ng/Kg J Z
1.2,3,7.8,9-HXCDD 0.434 JBQ 0.0624 | MDL 5.02 PQL ng/Kg J 4
1.2,3,7.8,9-HXCDF 0.0691 Ja 0.0358 | MDL 5.02 PQL ng/Kg J 4
1,2,3,7.8-PECDD 0.242 Ja 0.0461 MDL 5.02 PQL ng/Kg J 4

* denotes a non-repertable result
Project Name and Number: 1203-004-009-AL - SSFL Area |V Collocated Soil Sampling

113/2012 1:50:36 PM ADR varsion 1.4.0.111 Page 4 of 13



Data Qualifier Summary

Lab Reporting Batch ID: DX133 Laboratory: LL
EBD Filename: DX133_wv1 ¢QAPP Name: CDM_SSFL_110509

2

Sampie ID: SL-041-SA7-55-0.0-0.5 Collected: 9/13/2011 9:09:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result Qual DL Type RL Type | Units | Qual Code
1,2.3,7.3—F‘EC.D.F T . 0.166 J 0.0309 | MDL 5.02 PQL ngfKg J . Z
2,3,4,6,7,8-HXCDF 0.159 JB 0.0308 | MOL 5.02 PQL na/iKg U B
2.3,4,7,8-PECDF 0.240 JB 0.0200 | MOL 5.02 PQL nygfKg J z
2,3,7,8-TCDD 0.0719 Ja 0.0601 MDL 1.00 PQL na/iKg J Z
2,3,7,8-TCDF 0.176 Ja 0.0721 MDL 1.00 PQL ng/Kg J Z
OCDF 3.74 JB 0.0512 | MDL 10.0 PQL ngiKg J Z |
Sample ID: SL-050-5A6-SB-1.0-2.0 Collected: 9122011 10:10:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual Code
1,2,3,4,6,7,8-HPCDD 5.02 JB 0.0596 MDL 5.15 PQL ng/Kg J Z
1,2,3,4,6,7,8-HPCDF 0.829 JB 0.0276 MDL 5.15 PQL ng/Kg J Z
1.2,3,4,7,8,9HPCDF 0.108 JBQ 0.0445 MDL 5.15 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0972 JBQ 0.0400 MDL 5.15 PQL ng/Kg U B
1.2,3,4,7,8-HXCDF 0.280 Ja 0.0403 MDL 515 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 0.292 JQ 0.0410 | MDL 5.15 PQL ng/Kg J Z
1.2,3,6,7,8-HXCDF 0.165 JQ 0.0369 | MDL 5.15 PQL ng/Kg J z
1.2,3,7,8,9-HXCDD 0.263 JBQ 0.0400 | MDL 5.15 PQL ng/Kg U B
1.2,3,7,8,9-HXCDF 0.168 J 0.0385 | MDL 5.15 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.216 Ja 0.0423 | MDL 5.15 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.224 Ja 0.0305 | MDL 5.15 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.157 JBQ 0.0364 | MDL 5.15 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.197 JBQ 0.0303 MDL 5.15 PQL ng/Kg u B
2,3,7,8-TCDD 0.112 Ja 0.0637 | MDL 1.03 PQaL ng/Kg J z
2,3,7,8-TCDF 0.102 J 0.0586 | MDL 1.03 PQL ng/Kg J Z
OCDF 2.02 JB 0.0557 MDL 10.3 PQL na/Kg J Z
Sample ID: 5L-051-5A6-5B-3.5-4.5 Collected: 911212011 8:30:00 Analysis Type: RES Dilution; 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type | RL | Type | Units | Qual Code
1.2,3.4,6,7.8-HPCDD 0.348 JB 0.0457 MDL §.15 PQL ng/Kg U B
1.2,3.4,6,7 8-HPCDF 0.121 JBQ 0.0175 | MDL 5.15 PQL ng/Kg U B
1.2,3,4,7,8-HXCDF 0.0528 JQ 0.0231 MDL 5.15 PQL ng/Kg J Z
1.2,3,6,7.8-HXCDD 0.0653 J 0.0328 | MDL 5.15 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.0298 Ja 0.0198 | MDL §.15 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area |V Collocated Soil Sampling

1/3/12012 1:50:36 PM ADR version 1.4.0.111 Page 5of 13



Data Qualifier Summary

Lab Reporting Batch 1D: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509
S0
Sample ID: SL-051-SA6-5B-3.54.5 Collected: 9/112/2011 8:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual DL | Type RL Type | Units | Qual |  Code
1,2,3,7,.8,9-HXCDD 00713 . JB 0.0286 . MDL 5.15 PQL ng/iKg U B
1,2,3,7.8,9-HXCDF 0.0550 JQ 0.0261 MDL 515 PQL ng/Kg J z
1,2,3,7,8-PECCD 0.0700 JGQ 0.0424 MDL 515 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0643 JQ 0.0237 MDL 5.15 PQL ng/Kg J z
2,3.4,6,7.8-HXCDF 0.0432 JBQ 0.0219 MDL 5.15 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.113 JB 0.0243 MDL 5.15 PQL ng/Kg U B
OChD 1.63 JB 0.0309 MDL 10.3 PQL ng/Kg U B
OCDF 0.165 JB 0.0580 MDL 10.3 PQL ng/Kg U B
Sample ID: SL-055-5A6-5B-2.0-3.0 Collected:; 922011 11:40;00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result | Qual | DL Type | RL Type | Units Qual Code
1,2,3,4,6,7,8-HPCDD 3.68 JB 0.0749 | MDL 5.10 PQL ng/Kg J z
1,2,3.4,6,7,8-HPCDF 0.972 JB 0.0329 | MDL 5.10 PQL ng/Kg J Z
1.2,34,7,8,9-HPCDF 0.0835 JB 0.0601 MDL 5.10 PQL ng/Kg u B
1.2,3.4,7,8-HXCDF 0.224 Ja 0.0387 MDL 5.10 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 0.347 J 0.0491 MDL 510 PQL na/Kg J Z
1,2,3,6,7,8-HXCDF 0.114 JQ 0.0329 MDL 510 PQL. ng/Kg J z
1,2,3,7,8,9-HXCDD 0.316 JB 0.0463 MDL 510 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.105 J 0.0464 MDL 510 PQL ngfKg J Z
1,2,3,7,8-PECDD 0.0662 JQ 0.0586 { MDL 5.10 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.328 J 0.0324 MDL 5.10 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.167 JBQ 0.0356 MDL 5.10 PQL ng/Kg U B
2,3,7,8-TCDD 0.0767 J 0.0754 { MDL 1.02 PQL ng/Kg J Z
OCDF 2.37 JB 0.0703 MDL 10.2 PQL ng/Kg J Z
Sample ID: SL-070-SA7-55-0.0-0.5 Collected: 9/13/2011 10:35:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reascon
Analyte _ Result Qual DL Type RL Type | Units | Qual Code
1,2,3,4,7,8,9-HPCDF 0.636 JB 0.0555 | ™MDL 4.90 PQL ng/Kg J Z
1,2,3,4,7,8-HxCDD 0.350 JBQ 0.0737 | MDL 4.90 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 2.14 J 0.0460 MDL 4.90 PQL ng/Kg J z
1.2,3,6,7,8-HXCDD 1.06 J 0.0761 MDL 4.90 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.500 J 0.0506 MDL 4.90 PQL ng/Kg J z
1.2,3,7,8,9-HXCDD 0.682 JB 0.0638 MDL 4.90 PQL ng/kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/3/2012 1:50:36 PM - ADR version 1.4.0.111 Page 6 of 13



Data Qualifier Summary

Lab Reporting Batch ID: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

Matrix: SO
Sample ID: SL-070-SA7-55-0.0-0.5 Collected: 911372011 10:35:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual DL Type RL Type | Units | Qual Code
1 .2,3,7,8.9—HX.CDF. . 0.246‘ J 0.0525 | MDL 4.90 POL ng/Kg J . Zz
1,2,3,7,8-PECDD 0.334 JQ 0.0588 | MDL 4.90 PQL ng/Kg J Zz
1,2,3,7,8-PECDF 1.46 J 0.0679 | MDL 4.90 PQL ng/Kg J Zz
2,3,4,6,7,8-HXCDF 0.630 JB 0.0515 | MDL 4.90 PQL ng/Kg J Zz
2,3,4,7,8-PECDF 1.08 JB 0.0609 | MDL 4.90 PQL ng/Kg J Zz
Sample ID: SL-071-SAT-55-0.0-0.5 Collected: 9/13/2011 9:26:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte _ Resuit Qual DL Type RL Type | Unils Qual Code
1,2,3,4,6,7,8-HPCDF 317 JB 0.0311 | MDL 5.01 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.380 JBQ 0.0544 | MDL 501 PaL ng/Kg J Z
1,2,3,4,7,8-HxCDD 0.590 JBQ 0.0659 | MDL 5.01 PaL na/Kg J Z
1,2,3,4,7,8-HXCDF 0.376 JQ 0.0476 | MDL 5.01 PaL ng/Kg J Z
1,2,3,6,7,8-HXCDD 0.702 JG 0.0676 | MDL 5.01 PQL ng/Kg J z
1.2,3,6,7,8-HXCDF 0.203 J 0.0398 | MDL 5.01 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.575 JBQ 0.0651 | MDL 5.01 PQL ng/Kg J z
1,2,3,7.8,9-HXCDF 0.163 J 0.0308 | MDL 5.01 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.193 J 0.0566 | MDL 5.01 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.157 JG 0.0305 | MDL 5.01 PQL ng/Kg J z
2.3.4,6,7,8-HXCDF 0.241 JBQ 0.0391 | MDL 5.01 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.277 JB 0.0340 | MDL 5.01 PQL ng/Kg J z
2,3,7,8-TCDF 0.0843 JQ 0.0674 | MDL 1.00 PQL ng/Kg J z
OCDF 8.44 JB 0.0588 | MDL 10.0 PQL ng/Kg J z
Sampie ID: SL-073-SA7-55-0.0-0.5 Collected: 9/13/2011 2:30:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Quaf DL Type RL Type | Units | Qual Code
1,2,3,4,7,89-HPCDF 0.588 JBQ 0.0803 | MDL 5.00 PQL ng/kg J z
1,2,3,4,7,8-HxCDD 1.64 JB 0.110 MDL 5,00 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 1.09 JQ 0.0782 | MDL 5.00 PQL ng/Kg J Zz
1,2,3,6,7,8-HXCDD 4.78 J 0.112 MDL 5.00 PaL ng/Kg J Zz
1.2,3,6,7,8-HXCDF 0.724 JQ 0.0641 | MDL 5.00 PQL ng/Kg J Zz
1,2,3,7,8,9-HXCDD 245 JBQ 0.114 MDL 5.00 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.451 JQ 0.0549 [ MDL 5.00 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.554 J 0.101 MDL 5.00 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area |V Collocated Soil Sampling

1/3/2012 1:50:37 PM ADR version 1.4.0.111 N Page 7 of 13



Data Qualifier Summary

Lab Reporting Batch [D: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

S0
Sample ID: SL-0T3-8AT7-85-0.0-0.5 Coflected: 9312011 2:30:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type RL Type | Units | Qual Code
1.2.3.7,.8-PECDF 0859 N J . 0.0568 MDL 5.06 PQL ng/Kg J z
2,3.4,6,7,8-HXCDF 0.599 Je 0.0708 { MDL 5.00 PQL ng/Kg J z
2,3,4,7,8-PECDF 1.03 JB 0.0671 MDL 5.00 PQL ng/Kg N z
2,3,7,8-TCDF 0.316 Ja 0.121 MDL 0.999 PQL ng/Kg N Z
Sample ID: SL-210-8A6-SB4.0-5.0 Collected: 9/9/2011 3:15:00 PM  Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
\Analyte _ Rg_sult Q!_Jal _ DL Type RL Type | Units Qual _Code
1,2,3,4,6,7,83-HPCDD 5.33 JB 0.0568 | MDL 5.37 PQL ng/Kg J Z
1,2,3,4,6,7,83-HPCDF 0,952 JB 0.0289 | MDL 537 PQL ng/Kg J Z
1,2,3.4,7,8,8-HPCDF 0.0518 JB 0.0432 | MDL 537 PQL ng/Kg U B
1,2,3.4,7,8-HxCDD 0.0902 JBQ 0.0449 | MDL 5.37 PQaL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.149 JQ 0.0401 MDL 5.37 PQaL na/kg J Z
1,2,3,6,7,8-HXCDD 0.275 JQ 0.0463 | MDL 5.37 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.118 JQ 0.0345 | MDL 5.37 PQL na/kyg J z
1.2,3,7.8,9-HXCDD 0.426 JBQ 0.0339 | MDL 5.37 PQL ng/kyg J z
1.2,3,7.8,8-HXCDF 0.359 JQ 0.0308 | MDL 5.37 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.0904 JQ 0.0534 MDL 5.37 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.189 J 0.0266 MDL 5.37 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.145 JBQ 0.0317 MDL 5.37 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.202 JB 0.0280 MDL 5.37 PQL ng/Kg U B
2,3,7.8-TCDF 0.105 J 0.0586 MDL 1.07 PQL ng/Kg J z
OCDF 3.75 JB 0.0559 MDL 10.7 PQL ng/Kg J z
Sample ID: SL-210-SA6-5B-9.0-10.0 Coflected: 9i9/2011 3:20:00PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ Result Qual DL Type RL Type | Units Qual _Code
1,2,3,4,6,7,8-HPCDD 0.466 JB 0.0624 MDL 5.50 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.0950 JBQ 0.0252 | MOL 5.50 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0597 JB 0.0450 { MDL 5.50 PQL ng/Kg u B
1,2,34,7,8-HXCDF 0.0584 JQ 0.0265 MOL 5.50 PQL ng/Kg J Z
1.2,3,6,7,8-HXCDD 0.0461 Ja 0.0445 | MOL 5.50 PQL ngfKg J Z
1.2,3,6,7,8-HXCDF 0.0462 JQ 0.0226 | MDL 5.50 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 0.0889 JBQ 0.0298 | MDL 5.50 PQL ng/kKg u B
1.2,3,7,8,9-HXCDF 0.0884 JQ 0.0244 | MDL 5.50 PQL ng/Kg J Z

* denctes a non-reporiable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/3/2012 1:50:37 PM ADR version 1.4.0.111 Page 8 of 13



Data Qualifier Summary
Lab Reporting Batch 1D: DX133 Laboratory: LL

o

T T

3

EDD Filename: DX133_wv1 eQAPP Name: CDM_SSFL_110509

Matrix: SO
Sample ID: SL-210-SA6-5B-9.0-10.0 Collected: 9i9/2011 3:20:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Anal_yte Result Qual Df. _ Type RL Type _ Ur_u'__ts Qual Code
2,3..4.6,7.8-.|-.|XCDF ‘ 0.0619 JB 0.0242 MDL “ 5.50 EQL ng/Kg U B
2,3.4.7,8-PECDF 0.0721 JB 0.0285 | MDL 5.50 PQL ng/Kg U B
oCcDD 1.97 JB 0.0340 MDL 11.0 PQL ng/Kg U B
OCDF 0.283 JBQ 0.0554 | MDL 11.0 PQL ng/Kg U B
Sample ID: SL-217-5AB-SB-4.0-5.0 Collected: 9/9/2011 1:41:00 PM  Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte I _ Result Qual DL Type RL Type | Units | Qual Code
1,2,3,4,6,7 8-HPCDF 1.57 JB 0.0362 | MDL 6.05 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.115 JB 0.0580 MDL 6.05 PQL ng/Kg U B
1.2,3,4,7,8-HxCDD 0.109 JBGQ 0.0498 MDL 6.05 PQOL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.195 JQ 0.0455 MDL 6.05 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 0.602 J 0.0495 MDL 6.05 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.126 Ja 0.0377 MDL 6.05 PQL ng/Kg J z
1.2,3,7,8,9-HXCDD 0.584 JBQ 0.0479 | MDL 6.05 PQL ng/Kg J z
1.2,3,7,8,9-HXCDF 0.498 JQ 0.0535 | MDL 6.05 .| PQL ng/Kg J F4
1,2,3,7,8-PECDD 0.165 JQ 0.0593 MDL 6.05 PGL ng/Kg 4 z
1,2,3,7,8-PECDF 0.193 Ja 0.0383 MDL 6.05 PGL na/Kg 4 z
2,3,4,6,7,8-HXCDF 0.191 JBQ 0.0438 MDL 6.05 PGL na/Kg U B
2,3,7,8-TCDF 0.160 JQ 0.0787 MDL 1.24 PGL na/kg J Z
OCDF 4.10 JB 0.0673 MDL 1241 PQL ng/Kg J Z
Sample ID: SL-217-SA6-SB~7.5-8.5 Collected: 9/9/2011 1:48:00 PM  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual DL Type | RL Type | Units Qual Code
1.2,3,4,6,7,8-HPCDD 0.255 JB 0.05189 MDL 5.46 PQL ng/Kg ) B
1,2,3,4,6,7,8-HPCDF 0.0758 JBQ 0.0186 | MDL 546 PQL ng/Kg B
1,2,3,4,7,8-HXCDF 0.0353 JQ 0.0283 MDL 5.46 PQL ng/Kg J z
1,2,3,6.7,8-HXCDF 0.0431 JQ 0.0243 MDL 5.46 PQL ng/Kg J z
1.2,3,7,8,8-HXCDD 0.0796 JBQ 0.0232 MDL 5.46 PQL ng/Kg U B
1.2,3,7.8,9-HXCDF 0.0353 Ja 0.0233 MDL 5.46 PQL ng/Kg J z
1.2,3,7,8-PECDF 0.0433 Ja 0.0275 | MDL 5.46 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.0877 JB 0.0268 MDL 5.46 PQL ng/Kg U B
2,3,7,.8-TCDF 0.0927 JQ 0.0556 MDL 1.09 PQL ng/Kg J Z
QCDD 0.568 JB 0.0295 | MDL 10.9 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/3/2012 1:50:37 PM ADR version 1.4.0.111 Page 9 of 13



Data Qualifier Summary

Lab Reporting Batch |D: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

TR,

Sample ID: SL-217-8A6-SB-7.58.5 Collected: 9/9/2011 1:48:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte . Result Qual DL Type RL | Type | Units | Qual Code
OCDF o110 | JBQ | 00566 | MDL | 109 | PaL [ nag | u | B
Sample ID: SL-235-5A6-SB-4.0-5.0 Collected: 9/12/2041 9:01:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual DL Type | RL_| Type | Units | Qual Code
1.2,3,4,6,7,8HPCDD 0.324 JB 0.0618 | MDL 541 PQL na/Kg U B
1,2,3,4,6,7,8-HPCDF 0.147 JB 0.0328 | MDL 541 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0793 Ja 0.0341 MDL 541 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.0840 Ja 0.0444 | MDL 5.41 PQL na/Kg J z
1,2,3,7,8,9-HXCDD 0.103 JBQ 0.0448 | MDL 541 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0804 JQ 0.0385 | MDL 5.41 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.0627 JBQ 0.0352 | MDL 5.41 PQL ng/Kg U B
QCchD 0.460 JB 0.0490 | MDL 10.8 PQL ng/Kg U 8
OCDF 0.208 JB 0.0889 | MDL 10.8 PQL ng/Kg U B
Sample ID: SL-269-SA6-SB-1.5-2.5 Collected; 9/12/12011 10:46:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual DL Type RL | Type | Units | Qual Code
1,2,3,4,6,7,8HPCDD . T . 0.214 JB 0.0568 | MDL 5.09 PQL na/Kg ] .B.
1,2,3.4,6,7,8-HPCDF 0.0981 JB 0.0250 MDL 5.09 PQL na/Kg u B
1,2,3,6,7,8-HXCDD 0.0463 JQ 0.0385 | MDL 5.08 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.0432 JBQ 0.0290 MDL 5.08 PQL ngfKg ] B
1.2,3,7,8,9-HXCDF 0.0539 JQ 0.0378 MDL 5.08 PQL ngfKg J z
2,3,4,6,7,8-HXCDF 0.0488 JB 0.0296 MDL 5.08 PQL ngfKg ] B
2,3,4,7,8-PECDF 0.0565 JBQ 0.0285 | MDL 5.09 PQL ng/Kg u B
2,3,7,8-TCDD 0.0792 Ja 0.0764 MDL 1.02 PQL ng/Kg J Z
OCDD 0.740 JBQ 0.0302 MDL 10.2 PQL ng/Kg u B
CCDF 0.345 JBQ 0.0711 MDL 10.2 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

Reason Code Legend

Reason Code Description

Duplicate Sample Count = 0

Duplicate Sample Count > 1

logical Fraction

Laboratory Control Sample Count =0

Laboratory Control Sample Count > 1

Laboratory Triplicate Precision

Matrix Spike Sample Count =0

Matrix Spike Sample Count > 1

Methed Blank Sample Count = 0

Methed Blank Sample Count > 1

Percent Moisture

# Professional Judgment

A ICP Serial Dilution

o)

Calibration Blank Contamination

m

Method Blank Contamination

Continuing Calibration Verification Comrelation Coefficient

Continuing Calibration Verification Percent Difference Lower Estimation

Continuing Calibration Verification Percent Difference Lower Rejection

Continuing Calibration Verification Percent Difference Upper Estimation

Continuing Calibration Verification Percent Difference Upper Rejection

Initial Calibration Comelation Coefficient

Initial Calibration Percent Relative Standard Deviation

Initial Calibration Verification Correlzation Coefficient

Initial Calibration Verification Percent Difference Lower Estimation

Initial Calibration Verification Percent Difference Lower Rejection

Initial Calibration Verification Percent Difference Upper Estimation

Initial Calibration Verification Percent Difference Upper Rejection

mjo|lao]lo]jojojojo]jo]jojo]o] o

Laberatory Controf Precision

m

Laboratory Duplicate Precision

E Matrix Spike Precision

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX133 Laboratory: LL
EDD Filename: DX133_v1 ¢QAPP Name: CDM_SS5FL_110509

F Equipment Blank Contamination

F Field Blank Contamination

FD Field Duplicate Precision

FT Field Triplicate Precision

H Extraction to Analysis Estimation

H Extraction to Analysis Rejection

H Preservation

H Sampling to Analysis Estimation

H Sampling to Analysis Rejection

H Sampling to Extraction Estimation

H Sampling to Extraction Rejection

H Sampling to Leaching Estimation

H Sampling to Leaching Rejection

H Temperature Estimation

H Temperature Rejection

| Internal Standard Estimation

| Internal Standard Rejection

L Laboratery Control Pregision

L Laboratory Control Spike Lower Estimation
L Laboratory Control Spike Lower Rejection
L Laboratory Control Spike Upper Estimation
L Laboratory Control Spike Upper Rejection

Continuing Tune

Initial Tune

Performance Evaluation Mixture

Resolution Check Mixture

Laboratory Duplicate Precision

Matrix Spike Lower Estimation

Matrix Spike Lower Rejection

Matrix Spike Precision

Matrix Spike Upper Estimation

ol Bol BNol BN ol BN ol By o N B B -

Matrix Spike Upper Rejection

* denotes a non-repertable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch 1D: DX133

EDD Filename: DX133_v1

R

Continuing Calibration Verification Percent Recovery Lower Estimation

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Continuing Calibration Verification Percent Recovery Lower Rejection

Continuing Calibration Verification Percent Recovery Upper Estimation

Continuing Calibration Verification Percent Recovery Upper Rejection

Continuing Calibration Verification Relative Response Factor

Initial Calibration Relative Response Factor

Initial Calibration Verification Percent Recovery Lower Estimation

Initial Calibration Verification Percent Recovery Lower Rejection

Initial Calibration Verification Percent Recovery Upper Estimation

Initial Calibration Verification Percent Recovery Upper Rejection

Initial Calibration Verification Relative Response Factor

Surrogate/Tracer Recovery Lower Estimation

@] w[] 0} 0] nm[ W] 0} ) WOy Om] A

Surrogate/Tracer Recovery Lower Rejeclion

Surrogate/Tracer Recovery Upper Estimaticn

Surrogate/Tracer Recovery Upper Rejection

Trip Blank Contamination

N ] o »

Reporting Limit

N

Reporting Limit > Project Maximum Contamination Limit

Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/3/2012 1:50:37 PM

ADR version 1.4.0.111
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Enclosure |

Level lll ADR Outliers
(including Manual Review Outliers)

26850Cov_SSFL.wpd



Quality Control
Outlier Reports

DX133



Lab Reporting Batch ID: DX133
EDD Filename; DX133 vi

Method Blank Outlier Report

eQAPP Name

Laboratory: LL
: CDM_SSFL_110509

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples

BLK2630B370405 9/22/2011 4:06:00 AM 1,2,3,4,6,7,8-HPCDD 0.184 ng/iKg DUP15-3A6-QC-030911

1,2,3,4,6,7,8-HPCDF 0.0934 ngiKg 5L-001-SA6-5B-0.0-1.0

1,2,3,4,7,8,9-HPCDF 0.0817 ng/Kg 5L-030-SA7-55-0.0-0.5

1,2,3,4,7,8-HxCDD 0.0330 ng/Kg SL-034-SA7-S5-0.0-0.5

1,2,3,7,8,9-HXCDD 0.0687 ng/Kg 8L-035-SA7-55-0.0-0.5

2,3,4,8,7,8-HXCDF 0.0706 ng/Kg 5L-037-SA7-550.0-0.5

2,3,4,7,8-PECDF 0.0420 ng/Kg SL-040-SA7-§5+0.0-0.5

OCbD 0.418 ngiKg SL-041-8A7-55-0.0-0.5

OCDF 0,129 ng/Kg 5L-050-SA6-5B-1.0-2.0

SL-051-8A6-5B-3.54.5

SL-055-5A6-SB-2.0-3,0

SL-070-SA7-55-0.0-0.5

SL-071-5A7-§5-0.0-0.5

SL-073-8A7-535-0.0-0.5

5L-210-5A8-SB4.0-5.0
5L.-210-5A8-5B-9.0-10.0
SL-217-5A6-5B-4.0-5.0
SL-217-5A6-SB-7.5-8.5
SL-235-5A6-5B84.0-5.0
SL-269-SA6-SB-1.5-2.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified

Sample ID Analyte Result Final Result
DUP15-SA6-QC-080011(RES) 1.2,3,4,7.8,6-HPCDF 0.241 ng/Kg 0.241UngKg
DUP15-SAB-QC-090911(RES) 1,2,3,4,7,8-HxCDD 0.0836 ng/Kg 0.0836U ng/kg
DUP15-SA8-QC-090911(RES) 1,2,3,7.8,9-HXCDD 0.267 ng/Kg 0.267U ngiKg
DUP15-SA6-QC-090911(RES) 2.3,4,8,7,8-HXCDF 0.157 ng/Kg 0.157U ng/iKg
SL-001-5A6-5B-0.0-1.0(RES) 1,2,3.4,7,8,9-HPCDF 0.176 ng/Kg 0.176U ng/Kg
SL-001-SA6-SB-0.0-1.0{RES) 1,2,3,4,7,8-HxCDD 0.107 ng/Kg 0107V ngiKg
SL-00%-5AB-SB-0.0-1.0(RES) 1,2,3,7.8,8-HXCDD 0.202 ng/Kg 0.202U ngikg
5L-001-8A6-5B-0.0-1.0(RES) 2,3,4,6,7,8-HXCDF 0.161 ng/Kg 0.161U ngikg
SL-001-5A6-5B-0.0-1.O{RES) 2,3,4.7,8-PECDF 0.170 ng/Kg 0.170U ngiKg
SL-040-SA7-55-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDE 0.0922 ng/kg 0.0922U nglKg
SL-040-5A7-55-0.0-0.5(RES) 1,2,3.4,7,8-HxCDD 0.0941 ng/Kg 0.0941U ng/kg
S1-040-SAT7-55-0.0-0.5(RES) 1,2,3.7.8,9-HXCDD 0.177 ng/Kg 0.177U ng/Kg
SL-040-SA7-55-0.0-0.5(RES) 2,3.4,6,7,8-HXCDF 0.164 ng/kg 0.164U ngiKg
SL-041-5A7-55-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.166 ng/Kg 0.166U ng/Kg
SL-041-5A7-55-0.0-0.5(RES) 2,3,4,8,7,8-HXCDF 0.158 ng/Kg 0.159U ng/Kg
SL-050-5A5-3B-1.0-2.0(RES) 1,2,3,4,7,8,8-HPCDF 0.108 ng/kg 0.108U ng/Kg
SL050-SAB-SB-1.0-2.0(RES) 1,2,3.4,7,8-HxCDD 0.0972 ngiKg 0.0972U ng/Kg
SL-050-5A6-5B-1.0-2.0(RES) 1,2,3.7.8.9-HXCDD 0.263 ngiKg 0.263U ng/Kg
SL-050-5A6-5B-1.0-2.0(RES) 2,3,4,6,7,8-HXCDF 0.157 ng/Kg 0.157U ng/Kg
SL-050-SAG-SB-1.0-2.0(RES) 2,3,4,7,8-PECDF 0.197 ng/Kg 0.197U ng/Kg
SL-051-SA6-SB-3.54.5(RES) 1,2,3,4,6,7,8-HPCDD 0.348 ng/ikg 0.348U ng/Kg
5L-051-5A6-5B-3.54 5(RES) 1,2,3.4,6,7,8-HPCDF 0.121 ng/kg 0.121U ng/Kg
5L-051-5A6-5B-3.54.5(RES) 1,2,3,7,8,9-HXCDD 0.0713 ng/Kg 0.0713U ngiKg
SL-051-SA6-5B-3.5-4.5(RES) 23,4,6,7,8-HXCDF 0.0432 ng/Kg 0.0432U ngiidg
SL-051-5AB-SB-3.5-4.5(RES) 2,3.4.7 B-PECDF 0.193 ng/Kg 0.113U ng/kg
SL-051-5A6-5B-3.5-4.5(RES) oCDD 1.63 ngiKg 1.63U ng/kg
SL-051-SA6-SB-3.54.5(RES) OCDF 0.165 ng/Kg 0.165U ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Lab Reporting Batch ID: DX133
EDD Filename: DX133 v1

Method Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_110509

Method Blank
Sample ID

Analysis Date

Analyte

Result

Associated

Samples

The following samples and their listed target analytes were qualified due to contamination reported in this biank

Reported Modified
Sample ID Analyte Result Final Result
SL-055-SAB-SB-2.0-3.0(RES) 1.2,3,4,7,89-HPCDF 0.0835 ng/Kg "~ 0.0835U ngiKg
SL055-5A8-SB-2.0-3.0(RES) 1.2,3.7,8,8-HXCDD 0.316 ng/Kg 0.316U ngig
SL-055-5A6-5B-2.0-3.0(RES) 2,3.46.7 8-HXCDF 0.167 ng/kg 0.167U ng/Kg
SL-071-SA7-55-0.0-0.5(RES) 2,3.4,6.7,8-HXCOF 0.241 ngiKg 0.241U ngiKg
SL-210-5A6-SB-4.0-5.0(RES) 1.23.4,7,8.8-HPCDF 0.0518 ng/Kg 0.0518U ng/Kg
SL-210-SA6-5B-4.0.5.0(RES} 1.2,3,4,7,8-HxCOD 0.0802 ng/kg 0.0902U ng/Kg
SL-210-SA6-5B-4.0-5.0(RES) 2.34,6.7,8-HXCDF 0.145 ng/Kg 0.145U ngiKg
SL-210-SA6-5B-4.0-5.0(RES) 2.3.4,7,8-PECDF 0.202 ng/Kg 02020 ngiKg
SL210-SA6-5B-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0,466 ngiKg 0.466U ng/Kg
SL-210-5A6-SB-9.0-10.0(RES) 1,2.3,4,6,7,8-HPCDF 0.0850 ng/Kg 0,09500 ng/Kg
SL210-SA6-SB-9.0-10.0(RES) 1,2,3,4,7,8-HxCOD 0.0597 ng/Kg 0.0597U ngiKg
SL-210-5A6-5B-9.0-10.0(RES) 1,23.7,8,8-HXCDD 0.0889 ng/kg 0.08830 ng/Kg
SL-210-5A6-SB-9.0-10.0(RES) 2,3,4,6,7,6-HXCDF 0.0619 ng/Kg 0.06190 ng/Kg
SL-210-SA6-SB-9.0-10.0(RES) 2,3,4,7,8PECOF 0.0721 ng/Kg 0.0721U ng/kg
SL-210-SAB-5B-9.0-10.0(RES) ocoD 1.97 nglkg 197U ng/kg
SL-210-SA6-SB-9.0-10.0(RES) OCDF 0.283 ng/Kg 0.283U ng/Kg
SL-217-8A6-5B-4.0-5.0(RES) 1.2,3.4.7 8.9-HPCDF 0.115 ngikg 0.115U ngiKg
SL217-5A6-SB-4.0-5.0(RES) 1,2,3.4.7,8-HXxCDD 0.108 ng/Kg 0.109U ng/Kg
SL-217-SA6-SB4.0-5.0(RES) 2,3.4,6,7,8-HXCDF 0.191 ng/Kg 0.191U ng/Kg
SL-217-5A6-5B-7.5-8.5(RES) 1.2.3.4,6,7,8-HPCDD 0.255 ng/Kg 02550 ngiKg
SL-217-SA6-5B-7.5-8.5(RES) 1,2,3,4,6,7,8-HPCDF 0.0758 ng/Kg 0.0758U ng/Kg
SL217-SA6-SB-7.58 5(RES) 12.3.7,8,9-HXCDD 0.0796 ng/Kg 0,0796U ng/Kg
SL-217-SA6-SB-7.58.5(RES) 2.3,4,7,8-PECDF 0.0877 ng/Kg 0.0877U ng/Kg
SL217-SAB-SB-7.58.5(RES) OCDD 0.568 ng/Kg 0.568U ng/Kg
SL217-SA6-SB-7.5-8 5(RES) OCDF 0.110 ng/Kg 0.110U ngikg
SL-235-SA6-5B4.0-5.0(RES) 1.2.3.4,6,7,8 HPCDD 0.324 ngiKg 0.324U ngikg
SL-235-SA8-SB4.0-5.0(RES) 1,2.3.45.7,8-HPCDF 0.147 ng/Kg 0.1470 ngiKg
SL-235-5A6-5B-4.0-5.0(RES) 1,2.3,7.8,8-HXCDD 0.103 ng/Kg 0.103U ngiKg
SL235-SA6-SB4.0-5.0(RES) 2,3,4,7 8-PECOF 0.0627 ng/Kg 0.0627U ng/Kg
SL-235-5A6-SB4.0-5.0(RES) oCDD 0.460 ngiKg 0.460U ng/Kg
SL235-SA6-SB4.05.0(RES) OCDF 0.208 ng/Kg 0.208U ng/g
SL-269-5A6-5B-1.5-2.5(RES) 1,2,3,4,6,7,8-HPCDD 0.214 ngiKg 0.214U ngKg
SL-260-SAB-SB-1.52 5(RES) 1,2.3.4.6,78-HPCDF 0,0981 ngiKg 0.0981U ng/Kg
SL269-5A6-SB-1.5-2.5(RES) 1.2,3,7,8,8-HXCDD 0.0432 ng/Kg 0.0432U ng/Kg
SL-269-GA6-SB-1.5-2 5(RES) 2,3.4.6,7,6-HXCDF 0.0488 ngKg 0.0488U ng/Kg
SL-269-5A6-58-1.5-2.5(RES) 2,34,7.6-PECDF 0,0865 ngikg 0.0565U ngikg
SL-269-SA6-SB-1.5-25(RES) oCoD 0.740 ng/Kg 0.7400 ng/Kg
SL-269-SAB-SB-1.5-2 5(RES) OCDF 0.345 ng/Kg 0.3450 ng/kg
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Labh Reporting Batch ID: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_11050%

Matrix; SO

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R _| %R | Limits | (Limits) Compounds _Flag

SL-001-SA6-SB-0.0-1.0MS __ [OCDD 3 - [4000-135.00 | 63 (20.00) |OCDD il d
SL-001-SA6-5B-0.0-1,0MSD (all detects)

(SL-001-SAG-SB-0.0-1.0)

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
1/3/2012 1:47:32 PM ADR version 1.4.0.111 Page 1 of 1



Field Duplicate RPD Report

Lab Reporting Batch ID: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

Concentration (%)
Sample | eQAPP
Analyte SL-001-5A6-SB-0.0-1.0:DUP15-SA6-QC-090911 RPD RPD Flag
MOISTURE 4.0 ] 4.9 20 No Qualifiers Applied

Concentration (ng/Kg)
Sample | eQAPP
Analyte SL-001-5A6-5B-0.0-1.0 | DUP15-5A6-QC-090911 RPD RPD Flag
1,2,3,4,6,7,8-HPCDD 14.6 14.9 2 50.00
1,2,3,4,6,7,8-HPCDF 1.49 1.61 8 50.00
1.2,3,4,7,8,9-HPCDF 0.176 0.241 3 50.00
1,2,3,4,7,8-HxCDD 0.107 0.0836 25 50.00
1,2,3,4,7,8-HXCDF 0.269 0.300 11 50.00
1,2,3,6,7,8-HXCDD 0.347 0.355 2 50.00 . .
1,2,3.6.7,8-HXCDF 0.0932 0.155 50 50.00 | No Qualifiers Applied
1,2,3,7,8,9-HXCDD 0.202 0.267 28 50.00
1,2,3,7,8,9-HXCDF 0.0706 0.0685 3 50.00
2,3,4,6,7,8-HXCDF 0.161 0.157 3 50.00
ocpD 219 268 20 50.00
QCDF 4.62 5.30 14 50.00
1,2,3,7,8-PECDD 520U 0.252 200 50.00
1,2,3,7,8-PECDF 0.0490 0.338 149 50.00 J(all detects)
2,3,4,7, 8-PECDF 0170 0.310 58 50.00 UJ{all non-detects)
2,3,7,8-TCDD 1.04 U 0.0868 200 50.00

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Reporting Limit Outliers

Lab Reporting Batch ID: DX133 Lahoratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

50
Lab Reporting| RL
SamplelD Analyfte Qual | Result Limit Type | Units Flag
DUP15-SA6-QC-090911  |1,2,3.4,6.7,8-HPCDF JB 1.61 5.25 PQL | ng/Kg
1,2,34,7.8,9-HPCDF JBQ | 0.241 5.25 PQL | ng/Kg
1,2,3,4.7,8-HxCDD JsQ | 0.0836 5.25 POL | ng/Kg
1,2.3.4.7.8-HXCDF Ja | 0300 5.25 PQL | ngKg
1.2.3,6.7.8-HXCDD J 0.355 5.25 PQL | ngiKg
1.2.3,6,7,8-HXCDF J 0.155 5.25 PQL | ngiKg
1.2.3,7.8,9-HXCDD JBQ | 0.267 5.25 PQL | ngKg
1.2.3.7.8.9-HXCDF Ja | o.068s 5.25 PQL |ngkg |  (@lldetects)
1.2.3.7,8-PECDD Ja | 0252 5.25 PQL | ng/Kg
1,2,3.7.8-PECDF J 0.338 525 PQL | ng/Kg
2.3,4,6,7,8-HXCDF JBQ | 0.157 5.25 PQL | ng/Kg
2.3,4.7.8-PECDF J8 | 0310 5.25 PQL | ng/Kg
2.3,7.8-TCDD Ja | o.0868 1.05 PQL | ng/Kg
OCDF JB 5.30 10.5 PQL | ng/Kg
SL-001-SAB-SB0.01.0  [1,2,3,4,6,7,8-HPCDF JB 149 5.20 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF JBQ | 0.176 5.20 PQL | ngiKg
1.2.3,4.7.8-HXCDD JBQ | 0.107 5.20 PQL | ng/Kg
1,2,3,4.7.8-HXCDF J 0.269 5.20 PQL | ngiKg
1.2,3,6,7.8-HXCDD Ja | o347 5.20 PQL | ngiKg
1,2.3.6,7.8-HXCDF Ja | 00932 5.20 PAL | ngKa [ | eere)
1,2,3,7.8,9-HXCDD JBQ | 0.202 5.20 PAL | ng/Kg
1,2,3.7,8,9-HXCDF Ja | 00706 5.20 PQL | ng/Kg
1,2,3,7,8-PECDF J | 00400 5.20 PQL | ng/Kg
2,3.4.6.7,8-HXCDF JBQ | 0.161 5.20 PaL | ng/Kg
2.3,4.7,8-PECDF JB | 0170 5.20 PaL | ng/Kg
OCDF JB 4.62 10.4 PaL | ngiKg
SL-030-SA7-55-0.005  |1,2,3.4.7.8,9-HPCDF JB | 0452 5.02 PQL | ng/Ka
1.2,3,4.7.8-HXCDD JB 1.01 5.02 PQL | ng/Kg
1.2.3.4.7.8-HXCDF J 1.14 5.02 PQL | ngiKg
1.2.3,6.7,8-HXCDD J 3.08 5.02 PQL | ng/Kg
1,2.3.6.7,8-HXCDF J 0.604 5.02 PQL | ngiKg
1,2.3.7,8,9-HXCDD JB 1.80 5.02 PQL | ngKg
1,2,3.7.8,9-HXCDF J 0.346 5.02 PQL | ngkg | Y @lldetects)
1,2.3,7.8-PECDD J 0.319 5.02 PQL | ng/Kg
1,2.3,7.8-PECDF J 0.494 5.02 POL | ng/Kg
2,3.4,6.7,8-HXCDF J8 | 0.600 5.02 PQL | ng/Ka
2,3,4.7.8.PECDF JB 1.05 5.02 PQL | ng/Kg
2,3.7,8-TCDF Ja | o0.3ss 1.00 PQL | ng/Kg
SL-034-SA7-550.005  |1,2,3.4,7,8.9-HPCDF 8 1.36 4.97 PQL | ng/Kg
1.2,3,4.7.8-HXCDD JB 1.45 4.97 PAL | ngKg
1.2.3,4.7.8-HXCDF J 1.39 4.97 PQL | ng/Kg
1.2.3,6.7.8-HXCDD J 4.58 4.97 POL | ng/Kg
1.2,3,6.7,8-HXCDF J 0.834 4.97 POL | ng/Kg
1,2,3.7,8.9-HXCDD JB 2.95 4.97 POL | ngKg
1,2,3.7.8-PECDD J 0.775 497 PQL |ngkg |  (@lldetects)
1,2.3.7.8-PECDF J 0.686 4.97 POL | ngiKg
2.3,4.6,7,8-HXCDF JB 1.18 497 POL | ng/Kg
2,3,4.7.8-PECDF JB | 0953 497 POL | ng/Kg
2,3,7,8-TCDD J 0.142 0.994 PQL | ngiKg
2,3,7.8-TCDF Jc | 0804 0.994 PaL | ngKg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Reporting Limit Outliers

Lab Reporting Batch ID: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

o e e

SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-035-SA7-55-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 115 4.97 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 1.20 497 PQL | ng/Kg
1,2,3,4,7, 8-HXCDF J 1.51 4.97 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 3.30 4.97 PQL ng/Kg
1,2,3,6,7,8-HXCDF J 0.725 4.97 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 2.29 4.97 PQL ng/Kg
1,2,3,7,8,9-HXCDF Ja 0.225 4.97 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD Ja 0.715 4.97 PQL ng/Kg
1,2,3,7.8-PECDF J 1.83 4,97 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.968 4.97 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.980 497 PQL ng/Kg
2,3,7,8-TCDD J 0.388 0.993 PQL ng/Ky
2,3,7,8-TCDF JC 0.937 0.993 PQL ng/Kg
SL-037-SA7-58-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 0.968 5.03 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.696 5.03 PQL ng/Kg
1,2,3,4,7.8-HXCDF J 277 5.03 PQL ng/Kg
1,2,3,6,7.8-HXCDD J 1.42 5.03 PQL ng/Kg
1,2,3,6,7,.8-HXCDF J 0.992 5.03 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.12 5.03 PaL ng/kg
1,2,3,7,8,9-HXCDF Ja 0.337 5.03 PaL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.476 5.03 POL | ngiKg
1.2,3,7,8-PECDF JQ 0.806 5.03 PaL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.946 5.03 PQL ng/Kg
2.3,4.7,8B-PECDF JB 2.48 5.03 PQOL | ng/Kg
2,3,7,8-TCDD Ja 0.140 1.01 PQL ng/Kg
2,3,7,8-TCDF JC 0.976 1.01 PQL ng/Kg
SL-040-SA7-S8-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 2,25 5.02 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 1.07 5.02 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0922 5.02 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0941 5.02 PQL ng/Kg
1,2,3,4,7,8-HXCDF Ja 0.188 5.02 PQL | ng/Kg
1,2,3,6,7,8-HXCDD Ja 0.207 5.02 PQL ng/Kg
1,2,3,6,7,8-HXCDF J 0.113 5.02 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0177 5.02 PQL ng/Kg J {all detects)
1,2,3,7.8,9-HXCDF J 0.0875 5.02 PQL | ng/Kg
1.2,3,7,8-PECDD Ja 0.121 5.02 PQL ng/Kg
1,2,3,7,8-PECDF JQ 0.175 5.02 PQL ng/Kg
2,3,4,6,7, 8-HXCDF JB 0.164 5.02 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.277 5.02 PQL ng/Kg
2,3,7,8-TCDF J 0.0973 1.00 PQL ng/Kg
OCDF JB 3.38 10.0 PQL ng/Kg
SL-041-SA7-58-0.0-0.5 1,2,3,4,6,7,B-HPCDF JB 1.72 5,02 PQL ng/Kg
1.2,3,4,7,8,9-HPCDF JBQ | 0.166 5.02 PQL | ng/Kg
1,2,3,4,7.8-HxCDD JBQ 0.236 5.02 PQL ng/Kg
1,2,3,4,7,8-HXCDF J 0.556 5.02 PQL ng/Kg
1,2,3,6,7,8-HXCDD JQ 0.595 5.02 PQL ng/Kg
1,2,3,6,7,8-HXCDF JQ 0177 5.02 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.434 5.02 PQL ng/Kg
1,2,3,7,8,9-HXCDF JQ 0.0691 5.02 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JQ 0.242 5.02 PQL ng/Kg
1,2,3,7,8-PECDF J 0.166 5.02 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.159 5.02 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.240 5.02 PQL | ng/Kg
2,3,7.8-TCDD JQ 0.0719 1.00 PQL ng/Kg
2.3,7,8-TCDF JQ 0.176 1.00 PQL ng/Kg
OCDF JB 3.74 10.0 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

SO
Lab Reporting] RL
SamplelD Analyte Qual i Result Limit Type | Units Flag
SL-050-SA6-SB-1.0-2.0 1,2,3,4,6,7,8-HPCDD JB 5.02 5.15 PQL ng/Kg
1,2,3.4,6,7.8-HPCDF JB 0.829 5.15 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.108 5.15 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0972 5.15 PQL ng/Kg
1.2,3,4,7,8-HXCDF JQ 0.280 5.15 PQL ng/Kg
1,2,3,6,7,8-HXCDBD Ja 0.292 5.15 PQL ng/Kg
1,2,3,6,7,8-HXCDF Ja 0.165 5.15 PQL ng/Kg
1.2,3,7,8,9-HXCDD JBQ 0.263 5.15 PQL ng/k
1,2,3.7.8.9-HXCDF J 0.168 5.15 PQL | ngig | @l detects)
1,2,3,7,8-PECDD Ja 0.216 5.15 PQL | ng/Kg
1,2,3,7,8-PECDF Ja 0.224 5.15 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.157 5.15 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ 0.197 5.15 PQL ng/Kg
2,37,8-TCDD Ja 0.112 1.03 PQL ng/Kg
2,3,7,B-TCDF J 0.102 1.03 PQL ng/Kg
OCDF JB 2.02 10.3 PQGL | ngiKg
SL-051-SAB6-5B-3.5-4.5 1,2,3,4,6,7,8-HPCDD JB 0.348 5.15 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0121 5.15 PQL ng/Kg
1,2,3,4,7,8-HXCDF JQ | 00528 5.15 PQL | ng/Kg
1,2,3,6,7,8-HXCDD J 0.0653 5.15 PQL | ng/Kg
1.2,3,6,7,8-HXCDF Ja 0.0296 5.15 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0713 5.15 PQL ng/Kg
1,2,3,7,8,9-HXCDF Ja 0.0550 5.15 POL | ng/Kg J (all detects)
1,2,3,7,8-PECDD Ja 0.0700 5.15 PQL ng/Kg
1,2,3,7,8-PECDF Ja 0.0643 5.15 PQL ng/Kg
2,3,4,8,7,8-HXCDF JBQ 0.0432 615 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.113 5.15 PQL | ng/Kg
OCDD JB 1.63 10.3 PQL ng/Kg
OCDF JB 0.165 10.3 PQL ng/Kg
SL-055-5A6-SB-2.0-3.0 1,2,3,4,6,7,8-HPCDD JB 3.68 5.10 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.972 5.10 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0835 5.10 PQL ng/Kg
1,2,3,4,7 8-HXCDF JQ 0.224 5.10 PaL ng/Kg
1,2,3,6,7,8-HXCDD J 0.347 5.10 PQL | ngiKg
1,2,3,6,7,8-HXCDF Ja 0.114 5.10 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.316 5.10 PAL | ng/Kg J {all detacts)
1,2,3,7,8,9-HXCDF J 0.105 5.10 PQL ng/Kg
1,2,3,7,8-PECDD Ja | 0.0862 5.10 PAL | ng/Kg
1,2,3,7,8-PECDF J 0.328 5.10 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.167 5.10 PQL ng/Kg
2,3,7,8-TCDD J 0.0767 1.02 PQL ng/Kg
OCDF JB 2.37 10.2 PQL ngfky
SL-070-SA7-SS-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 0.636 4.90 PQL ng/Kg
1,2,3,4,7,8-HxCCD JBQ 0.350 4.90 PQL ng/Kg
1,2,3,4,7,8-HXCDF J 2.14 4.90 PQL | ng/Kg
1,2,3,6,7,8-HXCDD J 1.06 4.90 PQL ngfky
1,2,3,6,7,8-HXCDF J 0.500 4.90 PQL ng/Ky
1,2,3,7,8,9-HXCDD JB 0.682 4.90 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF J 0.246 4.90 PQL ng/Kg
1,2,3,7,8-PECDD Ja 0.334 4.90 PQL ng/Kg
1,2,3,7,8-PECDF J 1.46 4.90 PQL ngfky
2,3,4,6,7,8-HXCDF JB 0.630 4.90 PQL | mgiKg
2,3,4,7, 8-PECDF JB . 1.08 4.90 PQL ngfKg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

T 7 T

SO
Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type |Units Flag
SL-071-5A7-85.0.0-05  |1.2,3.4.6.7.8-HPCDF JB 3.47 5.01 PQL | ng/Kg
1.2.3.4.7.8,9-HPCDF JBQ | 0.380 5.01 PaL | ng/Kg
1.2.3.4.7.8-HXCDD JBQ | 0.590 5.01 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JQ | 0376 5.01 PAL | ng/Kg
1.2.3.6.7.8-HXCDD Q | o702 5.01 PQL | ng/Kg
1.2.3.6.7.8-HXCDF J 0.203 5.01 PQL | ng/Kg
1.2.3.7.8.8-HXCDD JBQ | 0575 5.01 PQL | ng/Kg
12.3.7.8.9-HXCDF J 0.163 5.01 PQL | ngikg | ° (@lldetects)
1.2.3.7.8-PECDD J 0.193 5.01 PQL | ng/Kg
1.2.3.7.8-PECDF Q| 0457 5.01 PQL | ng/Kg
2.3.4.6,7,8-HXCDF JBQ | 0.241 5.01 PQL | ngKg
2.3.4.7.8-PECDF B | 0277 5.01 PQL | ng/Kg
2.3.7.8-TCDF Ja | 0.0843 1.00 PAL | ng/Kg
OCDF JB 8.44 10.0 PQL | ng/iKg
SL.073-SA7-58-0.005  11.2,3.4,7.8.9-HPCDF JBQ | 0588 5.00 PAL | ng/Kg
1.2.3.4.7.8-HXCDD JB 1.64 5.00 PAL | ng/Kg
1.2.3.4.7.8-HXCDF Ja 1.09 500 | PQL | ngiKg
1.2.3.6.7.8-HXCDD J 478 5.00 PQL | ng/Kg
1.2.3.6.7.8-HXCDF Ja | o724 5.00 POL | ng/Kg
1.2.3.7.8,8-HXCDD JBQ | 245 5.00 PQL | ng/Kg
1,2,3.7.8,9-HXCDF JQ | 0451 5.00 PQL | ngiKg | ! (@lldetects)
1.2.2.7.6-PECDD J 0.554 5.00 PQL | ngKg
1.2.3,7.8-PECDF J 0,859 5.00 PQL | ng/Kg
2.3.4.6.7 8-HXCDF B | 0599 5.00 PQL | ngKg
2.3.4,7.8-PECDF JB 1.03 5.00 PQL | ng/Kg
2.3.7.8-TCDF Ja | o03ie 0.999 PQL | ng/Kg
SL210-SA6-SB-4.0-50 _ |1,2.3.4,6,7,8-HPCDD JB 5.33 5.37 PQL | ngiKg
1.2.3,46.7.8-HPCDF B | 0952 5.37 PQL | ng/Kg
1.2.3.4.7.8.9-HPCOF JB | o518 5.37 PQL | ng/Kg
1.2.3,4.7.8-HXCDD JBQ | 0.0902 5.37 PQL | ng/Kg
1.2,3.4.7.8-HXCDF JQ | 0.4 5.37 PQL | ngiKg
1.2.3,6.7.8-HXCDD Ja | 0275 5.37 PQL | ng/Kg
1,2.3.6.7.8-HXCDF Ja | o118 5.37 PQL | ng/Kg
1.2.3.7.8.9-HXCDD JBQ | 0426 5.37 POL | ng/Kg | J (all detects)
1,2.3.7.8,9-HXCDF Ja | 0358 5.37 PQL | ng/Kg
1.2.3.7.8-PECDD Ja | 0.0904 5.37 PQL | ng/Kg
1,2.3.7,8-PECDF J 0.189 5.37 PQL | ng/Kg
2.3.4.6.7,8-HXCDF JBQ | 0145 5.37 POL | ng/Kg
2.3.4.7,8-PECDF JB | 0202 537 PQL | ng/Kg
2.3.7.8-TCDF J 0.105 1.07 PQL | ng/Kg
OCDF JB 3.75 10.7 PQL | ng/Kg
SL-210-SA6-SB-0.0-100  1,2,3.4,6.7.8-HPCDD JB | 0466 5.50 PQL | ng/Kg
1.2.3.4.6.7.8-HPCDF JBQ | 0.0950 5.50 PQL | ng/Kg
1.2.3.4.7.8-HxCDD JB | 0.0807 5.50 PQL | ng/Kg
1.2.3.4.7.8-HXCDF Ja | 00584 5.50 PQL | ng/Kg
1.2.3.6.7.8-HXCDD Ja | 00461 5,50 PQL | ngiKg
1.2.3.6.7.8-HXCDF JQ | 00462 5.50 PAL | ngk9 | | i detects)
1.2.3.7.8.8-HXCDD JBQ | 0.0888 5.50 PQL | ng/Kg
1.2,3.7.8.9-HXCDF JQ | 00884 5,50 PQL | ng/Kg
2.3.4.6.7 8-HXCDF JB | 0.0619 5.50 PQL | ng/Kg
2.3,4.7.8-PECDF JB | 00721 5.50 PQL | ng/Kg
OCDD JB 1.97 11.0 PQL | ng/Kg
OCDF JBQ | 0283 11.0 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reperting Batch ID: DX133 Laboratory: LL
EDD Filename: DX133_v1 eQAPP Name: CDM_SSFL_110509

TR e R L e

SO
Lab Reporting| RL
SamplelD Analyte Qual | Resuit Limit Type | Units Flag
S§L-217-SA6-5B-4.0-5.0 1,2,3,4,6,7,8-HPCDF JB 1.57 6.05 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.115 6.05 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.109 6.05 PQL | ng/Kg
1,2,34,7,8-HXCDF JQ 0.195 6.05 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.602 6.05 PQL ng/Kg
1,2,3,6,7,8-HXCDF JQ 0.126 6.05 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.584 6.05 PQL ng/Kg J {all detects)
1,2,3,7,8,9-HXCDF JQ 0.498 6.05 PQL ng/Kg
1,2,3,7,8-PECDD JQ 0.165 6.05 PQL ng/Kg
1,2,3,7,8-PECDF JQ 0.193 6.05 PQL ng/Kg
2,3.4,6,7,8-HXCDF JBQ 0.191 6.05 PQL | ng/Kg
2,3,7,8-TCDF Ja 0.160 1.21 PQL ng/Kg
OCDF JB 4.10 121 PQL ng/Kg
SL-217-SA6-SB-7.5-8.5 1,2,3,4,6,7,8-HPCDD JB 0.255 5.46 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.0758 5.46 PQL ng/Kg
1,2,3,4,7,8-HXCDF JQ 0.0353 5.46 PQL | ng/Kg
1,2,3,6,7,8-HXCDF Ja 0.0431 5.46 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ | 0.0796 5.46 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JQ 0.0353 5.46 PaL ng/Kg J (all detects)
1,2,3,7,8-PECDF Ja 0.0433 5.46 PQL | ng/Kg
2,34,7,8-PECDF JB 0.0877 5.46 PQL ng/Kg
2,37,8-TCDF Ja | 0.0927 1.09 PQL | ng/Kg
ochD JB 0.568 10.9 PQL | ng/Kyg
OCDF JBQ 0.110 10.9 PQL na/Kg
SL-235-5A6-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD Ja 0.324 5.41 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF Js 0.147 5.41 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JQ 0.0793 5.41 PQL ng/kKg
1,2,3,6,7,8-HXCDD Ja 0.0840 5.41 PAL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.103 541 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JQ 0.0804 5.41 PQL ng/Kg
2,34,7 8-PECDF JBQ 0.0627 5.41 PQL ne'Kg
OCcDD JB 0.460 10.8 PQL ngKg
OCDF JB 0.208 10.8 PQL ng/Kg
SL-269-SA6-5B-1.5-2.5 1,2,3,4,6,7,8-HPCDD JB 0.214 5.09 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0981 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDD JQ 0.0463 5.09 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ | 0.0432 5.09 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JQ 0.0539 5.09 PQL | ng/Kg
2.3.4,6,7.8-HXCDF JB | 00488 5.00 PQL | ngiKg | (@l detects)
2,3,4,7,8-PECDF JBQ | 0.0565 5.09 PQL | ng/Kg
2,3,7,8-TCDD JQ 0.0792 1.02 PQL ng/Kg
OCDD JBQ 0.740 102 PQL ng/Kg
OCDF JBQ 0.345 10.2 PQL ng/Kg
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Attachment |

Sample ID Cross Reference and Data Review Level
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Levei
28-5ep-2011  EB-SA5DS-SS-092811 6422610 EB METHOD 16138 I
28-Sep-2011  SL-034-SA5DS-§8-0.0-0.5 6422605 N METHOD 1613B 1
28-Sep-2011  SL-034-SA5DS-55-0.0-0.5MS 5422606 MS METHOD 1613B |
28-Sep-2011  DUP-02-SA5DS-QC-092811 6422609 FD METHOD 16138 n
28-Sep-2011  SL-040-SA5DS-55-0.0-0.5 6422608 N METHOD 1613B ]
30-8ep-2011  SL-132-SA7-8B-8.5-9.5 6426151 N METHCD 1613B n
30-Sep-2011  SL-132-SA7-SB-4.0-5.0 6426150 N METHOD 16138 ]
30-8ep-2011  SL-023-SA85-5$5-0.0-0.5 6426146 N METHOD 16138 [}
30-Sep-2011 SL-022-SA83-58-0.0-0.5 6426145 N METHOD 16138 I
30-Sep-2011  SL-180-SA7-8B-2.0-3.0 6426152 N METHOD 16138 I
30-Sep-2011  SL-084-SA7-SB-0.0-1.0 6426147 N METHOD 1613B n
30-Sep-2011  SL-115-8SA7-SB-0.5-1.5 6426149 N METHOD 1613B m
30-Sep-2011  SL-113-SA7-SB-0.0-1.0 6426148 N METHOD 1613B i
03-0ct-2011  SL-064-SA6-SB-4.0-5.0 6427660 N METHOD 16138 i
03-Oct-2011  SL-084-SA8-SB-9.0-10.0 6427661 N METHCD 1613B fll
04-Oct-2011 SL-037-SA6-SB4.0-5.0 6429939 N METHOD 1613B I
04-Oct-2011 SL-037-5A6-5B-5.0-10.0 6429940 N METHOD 1613B I
04-Oct-2011  SL-225-SAB-5B-3.04.0 6429943 N METHCD 1613B im
04-Oct-2011 SL-007-SA6-SB-1.0-2.0 6429938 N METHCD 1613B I}
04-Oct-2011 SL-206-SA6-5B-4.0-5.0 6429942 N METHOD 1613B 1]
04-Oct-2011  SL-191-8A6-SB-0.0-1.0 6429941 N METHOD 1613B mn
I = EPA Level 3 Data Review N = Normal Sample TB = Trip Blank MS = Malrix Spike

IV = EPA Level 4 Dala Validalion

FD = Field Duplicate

FB = Field Blank

MSD = Malrix Spike Duplicate
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Attachment 1l
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Data Qualifier Summary

Lab Reporting Batch [D: DX146 Laboratory: LL
eQAPP Name: CDM_SSFL_110509

EDD Filename: DX146_v1

Sample ID: EB-SA5DS-55-092811 Collected: 9/28/2011 1:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Anaiyte . _ , _Resuit Qual DL Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 2.89 JB . 0.297 MDL 9.69 PaQL pg/L v) B
1.2,3,4,6,7,8-HPCDF 1.76 JB 0.135 MDL 9.69 PQL pgiL U B
1,2,3,4,7,8,9-HPCDF 0.521 JBQ 0.154 MDL 9.69 PQL pg/L u B
1,2,3,4,7,8-HxCDD 0.360 JB 0,179 MDL 9.69 PQL pg/L u B
1,2,3,4,7,8-HXCDF 0.497 JB 0.112 MDL 9.69 PQL pg/L u B
1,2,3,6,7,8-HXCDD 0.286 JB 0.183 MDL 9.69 PQL pg/L u B
1,2,3,6,7,8-HXCDF 0.497 JB 0.113 MDL 9.69 PQL pgiL u B
1,2,3,7,8,9-HXCDD 0.355 JBQ 0.181 MDL 9.69 PQL pg/L u B
1,2,3,7,8,9-HXCDF 0.562 JB 0.108 | MDL 9.69 PQL pg/L U B
1,2,3,7,8-PECDD 0.594 JBQ 0.214 MDL 9.69 PQL pg/L U B
1,2,3,7,8-PECDF 0.627 JBQ 0.135 MDL 9.69 PQL pgiL U B
2,3,4,6,7,8-HXCDF 0.387 JBQ 0.110 MDL 9.69 PQL pg/L u B
2,3,4,7,8-PECDF 0.712 JB 0.122 MDL 9.69 PQL pg/L U B
OCcDD 5.08 JB 0.321 MDL 194 PQL pgiL U B
OCDF 1.67 JBQ 0.247 MDL 194 PQL pg/L U B

Matrix: 80
Sampie ID; DUP-02-SA5DS-QC-092811 Colfected: 9/28/2011 1:55:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte _ Resuit Qual DL Type | RL | Type | Units | Qual Code
1,2,3,4,6,7 8-HPCLD 0.809 JB 0.0253 | MDL 5.06 PQL ' ng/Kg U B
1,2,3,4,6,7 8-HPCDF 0.571 JB 0.0239 | MDL 5.06 PQL ng/Kg uJ B.FD
1,2,3,4,7,8,9-HPCDF 0.0552 JB 0.0241 MDL 5.086 PQL ng/Kg uJ B,FD
1,2,3,4,7,8-HxCDD 0.0496 JBQ 0.0248 | MDL 5.08 PGL ng/Kg uJ B.FD
1.2,3,4,7,8-HXCDF 0.172 JB 0.0333 | MDL 5.06 PQL ng/Kg uJ B,FD
1,2,3,6,7,8-HXCDD 0.0932 JB 0.0258 | MDL 5.06 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.101 JBQ 0.0285 | MDL 5.08 PGL ng/Kg uJ B,FD
1,2,3,7,8,9-HXCDD 0.192 JBQ 0.0243 | MDL 5.06 PGL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.174 JGQ 0.0196 | MDL 5.06 PGL ng/Kg J Z, FD
1,2,3,7,8-PECDD 0.0619 JB 0.0317 | MDL 5.06 PGL ng/Kg uJd B, FD
1,2,3,7,8-PECDF 0.107 JB 0.0203 | MDL 5.06 PQL ng/Kg uJ B,FD
2,3,4,6,7,8-HXCDF 0.134 JBQ 0.0161 MDL 5.06 PQL ng/Kg uJ B,FD

* denoles a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509

Matrix: S0

Sample ID: DUP-02-SA5DS-QC-092811 Collected: 3/28/2011 1:55:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
lAnalyte _ Result Qual DL Type RL Type | Units Qual Code
2,34,7,8-PECDF 0117 | .JB 0..0‘[93. MDL . 5.08 . PQL nglkg U B
2,3,7,8-TCDF 0.0615 J 0.0275 MDL 1.01 PQL ng/Kg J Z,FD
QCDD 6.37 JB 0.0208 | MDL 10.1 PQL ng/kg J Z
OCDF 0.480 JB 0.0340 | MDL 10.1 PaL ng/Kg u B
Sample ID: SL-007-SA6-SB-1.0-2.0 Collected: 10/4/2011 11:50:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resu!? Quau_’ DL Type | RL | Type | Units Qual Code
1,2,3,4,6,7,8-HPCDD 0.332 JBQ 0.0404 | MDL 5,24 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.133 JB 0.0243 | MDL 5.24 PQL ng/Kg B8
1,2,3,4,7,89-HPCDF 0.0287 JBQ 0.0267 | MDL 5.24 PQL ng/Kg U B
1.2,3,4,7,8-HxCDD 0.0321 Ja 0.0257 MDL 5.24 PQL ng/Kg J Z
1,2,3.4,7,8-HXCDF 0.0604 JBQ 0.0259 MDL 5.24 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0353 JQ 0.0254 MDL 5.24 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.0531 JBQ 0.0229 MDL 5.24 PQL ng/kg U B
1,2,3,7,8,9-HXCDD 0.0556 Ja 0.0255 | MDL 5.24 PQL ng/kg J 4
1,2,3,7,8,9-HXCDF . 0.0307 JBQ 0.0181 MDL 524 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0488 JBQ 0.0176 | MDL 524 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0572 JBQ 0.0166 | MDL 5.24 PQL ng/Kg U B
2,3.4,7,8-PECDF 0.0711 JBQ 0.0169 | MDL 5.24 PaL ng/Kg U B
ocDhD 1.00 JB 0.0289 | MDL 10.5 PQL ngfKg U B
OCDF 0.171 JB 0.0457 | MDL 10.5 PQL ng/Kg U B
Sample ID; 81-022-SA88-S5-0.0-0.5 Collected: 9/30/2011 §:05:00 Analysis Type; RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual DL Type RL Type | Units Qual Code
1.2,3.4,6,7.8-HPCDD 3.60 JB 0.0328 | MDL 5.26 PQL ng/Kg J Z
1,2,3,4,6,7,8-HPCDF 0.777 JB 0.0181 MDL 5.26 PQL ng/Kg J Z
1,2,3,4,7,8 9-HPCDF 0.0858 JB 0.0243 | MDL 5.26 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0991 J 0.0297 MDL 5.26 PQL ng/kg J Z
1,2,3,4.7,8-HXCDF 0.126 JBQ 0.0243 | MDL 5.26 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.182 Ja 0.0327 | MDL 5.26 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.102 JB 0.0223 | -MDL 5.26 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.153 J 0.0283 MDL 5.26 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.112 JB 0.0309 MDL 5.26 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soll Sampling

1/20/2012 11:52:45 AM ADR version 1.4.0.111 Page 2 of 12



Data Qualifier Summary

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL._110509

Sample ID: SL-022-SAB5-55-0.0-0.5 Coflected: 9/30/2011 9:05:00 Analysis Type: RES Dilution; 1
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual | DL | Type RL Type | Units | Qual Code
1,2,3,7,.8-PECDF . 0.0992 JBQ 0.0286 MDL 5.26 PQL ng/Kg J“. T Z
2.3.4,6,7.8-HXCDF 0.130 JBQ 0.0220 MDL 5.26 PQL ngfig U B
2,3,4,7,8-PECDF 0.165 JB 0.0276 MDL 5.26 PQL ng/Kg J Z
2,3,7,8-TCDF 0.128 JQ 0.0559 MOL 1.05 PQL ng/Kg J z
OCDF 1.23 JB 0.0256 MDL 10.5 PQL ng/Kg J 2
Sample ID: 5L-023-5A85-55-0.0-0.5 Collected: 9/30/2011 8:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
WAnalyte e | Result | Qual DL Type RL Type | Units Qua-_( _ Code
1.2,3,4,6,7,8-HPCDF 1.01 JB 0.0312 | MDL 5.25 PAL ng/Kg J
1.2,3,4,7,8,9-HPCDF 0.0811 JBQ 0.0387 | MDL 5.25 PAL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.128 JQ 0.0384 | MDL 5.25 PAL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.188 JBQ 0.0295 | MDL 5.25 PQL n’Kg J z
1,2,3,6,7,8-HXCDD 0.310 J 0.0411 MDL 5.25 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.175 JB 0.0278 | MDL 5.25 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.333 Ja 0.0666 MDL 5.25 PGQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.0383 JBQ 0.0314 MDL 5.25 PQL ng/kg u B
1,2,3,7,8-PECDD 0.0967 JB 0.0377 MDL 5.25 PQL na/Kg u B
1,2,3,7,8-PECDF 0.116 JBQ 0.0368 MDL 5.25 PQL na/Kg J Z
2,3.4,6,7,8-HXCDF 0.183 JBQ 0.0287 MDL 5.25 PQL ng/Kg J 2
2,3,7.8-TCDD 0.0466 JQ 0.0403 MDL 1.05 PQL ng/Kg J Z
2,3,7,8-TCDF 0.474 J 0.0693 MDL 1.05 PaL ng/Kg J 2
OCDF 1.63 JB 0.0310 MDL 10.5 PQL ng/Kg J 2
Sample ID: SL-034-SA5DS-55-0.0-0.5 Collected: 9/28/2011 1:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuilt Qual DL Type | RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDD 0.974 JBQ 0.0306 | MDL 5.13 PQL ng/Kg u B
1.2,3,4,6,7,8-HPCDF 0.301 JB 0.0221 MDL 5.13 PQL ng/Kg uJ B, FD
1,2,3,4,7,8,9-HPCDF 0.0310 JBQ 0.0217 | MDL 5.13 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HxCDD 0.0227 U 0.0227 | MDL 513 PQL ng/Kg UJ FD
1,2,3.4,7,8-HXCDF 0.0775 JBQ 0.0315 | MDL 513 PQL ng/Kg uJ B, FD
1.2,3.6,7,8-HXCDD 0.0828 Ja 0.0233 | MDL 5.13 PQL ng/Kg J Z
1,2,3.6,7,8-HXCDF 0.0507 JBG 0.0302 | MDL 5.13 PQL ng/Kg uJ B, FD
1,2,3,7,8,9-HXCDD 0.133 Ja 0.0244 { MDL 5.13 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509

Method Categor VOR

Sample ID: SL-034-SA5DS5-85-0.0-0.5 Collected: 9/28/2011 1:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lap DL RL Review Reason
Analyte . Result Qual DL Type RL Type | Units | Qual Code
4,2,3,7,8,9-HXCDF 0..1(.)1. JBG 0.0180 | MDL 5.‘i3 PQL ng/Kg uJ .B.. FD
1,2,3,7,8-PECDD 0.0265 U 0.0265 | MDL 513 PQL ng/Kg uJ FD
1,2,3,7.8-PECDF 0.0401 JBQ 0.0176 | MODL 5.13 PaL ng/Kg uJ B, FD
2,3,4,6,7.8-HXCDF 0.0678 JBQ 0.0156 | MDL 513 PQL ng/Kg uJ B, FD
2,3,4.7,8-PECDF 0.0802 JBQ 0.0168 | MDL 5.13 PQL ng/Kg U B
2,3,7,8-TCDF 0.0290 U 0.0250 | MDL 1.03 PQL ng/Kg uJ FD
oCcbD 9.33 JB 0.0295 | MDL 103 PQL ng/Kg J Z,Q,Q
OCDF 0.613 JB 0.0370 | MDL 10.3 PQL ng/Kg J Z
Sample ID: SL-037-SA6-SB-4.0-5.0 Collected: 10/4/2011 8:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\‘Analyte : _Result | Qual | DL Type RL Type | Units Qual __ Code
1,2,3,4,6,7,8-HPCDD 0.987 JB 0.0409 MDL 5.10 PQL ngfKg U
1,2,3,4,6,7,8HPCDF 0.208 JB 0.0159 MDL 5.10 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0559 JBQ 0.0248 MDL 5.10 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0707 Ja 0.0228 | MDL 5.10 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.107 JBQ 0.0207 | MDL 5.10 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0677 J 0.0235 | MDL 5.10 PQL ng/Kg J z
1.2,3,6,7,8-HXCDF 0.0692 JB 0.0177 } MDL 5.10 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0672 Ja 0.0240 | MDL 5.10 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.0594 JBG 0.0211 MDL 5.10 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.121 JBQ 0.0270 | MDL 510 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.131 JBQ 0.0196 | MDL 510 PQL ng/Kg J Z
2,3.4,6,7,8-HXCDF 0.0562 JBQ 0.0177 | MDL 510 PQOL ng/Kg u B
2.3,4,7,8-PECDF 0.181 JB 0.0188 | MDL 5.10 PQL ng/Kg J z
2,3,7,8-TCDD 0.0582 J 0.0358 | MDL 1.02 PQL ng/Kg J z
2,3,7,8-TCDF 0.0640 JQ 0.0320 MDL 1.02 PQL ng/Kg J z
OCDD 5.58 JB 0.0282 MDL 10.2 PQL ng/Kg J z
OCDF 0.386 JBQ 0.0354 MDL 10.2 PQL ng/Kg u B
Sample ID; SL-037-SA6-SB-9.0-10.0 Collected: 10/4/2011 9:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte ' Result Qua! bL Type RL Type | Units Qual Code _
1,2,3,4,6,7,8HPCDD 1.59 JB 0.0633 MDL 5.51 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.153 JB 0.0240 MDL 5.51 PQL ng/Kg U B

* denotes a non-reportable resuit
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509

5

80
Sample ID: SL-037-SA6-5B-9.0-10.0 Colflected: 10/4/2011 9:05:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
1,2,3,4,7,8,9-HPCDF B 0.0818 JBQ 0.0404 | MDL 5.5.1 .P(.)L ngIKg. u B
1,2,3,4,7,8-HxCDD 0.0376 Ja 0.0322 | MDL 5,51 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.140 JBQ 0.0249 { MDL 5.51 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0453 Ja 0.0320 | MDL 5.51 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0326 JBQ 0.0207 | MDL 5.51 PQL ng/Kg u B
1.2,3,7,8,9-HXCDD 0.0781 JQ 0.0332 | MDL 5.51 PGL ng/Kg J z
1,2,3,7.8,5-HXCDF 0.0283 JBQ 0.0237 | MDL 5.51 PQL ng/Kg V] B
1,2,3,7,8-PECDD 0.125 JBQ 0.0400 | MDL 5.51 PaL ng/Kg V] B
1,2,3,7,8-PECDF 0.0902 JBQ 0.0200 | MDL 5.51 PQL ng/Kg J z
2.3,4,6,7,8-HXCDF 0.0541 JB 0.0184 | MDL 5.51 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0634 JBQ 0.0204 | MDL 5.51 PQL ng/Kg u B
2,3,7,8-TCDD 0.0547 JQ 0.0474 | MDL 1.10 PQL ng/Kg J z
OCDF 0.205 JB 0.0632 | MDL 11.0 PQL ng/Kg u B
Samplie ID: SL-040-SA5DS-85-0.0-0.5 Collected: 9/28/2011 3:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte _ R_esu!t _Qual DL Type RL Type | Units Qual _ Code
1.2,34,6,7.8-HPCDF . 1.38 JB 0.0399 | MDL 5.06 ﬁQL ng/Ka J
1.2,3,4,7,8,9-HPCDF 0.128 JBQ 0.0265 | MDL 5.06 PQL ng/Kg J z
1,2,3.4,7,8-HxCDD 0.341 J 0.0439 | MDL 5.06 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.275 JBQ 0.0531 | MDL 5.06 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.696 JQ 0.0486 | MDL 5.06 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.219 JBQ 0.0498 | MDL 5.06 PQL ng/Kg V] B
1,2,3,7,8,9-HXCDD 0.648 J 0.0372 | MDL 5.06 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.585 JB 0.0201 | MDL 5.06 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.154 JB 0.0288 | MDL 5.06 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.201 JBQ 0.0184 | MDL 5.06 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.172 JB 0.0171 | MDL 5.06 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.0854 JB 0.0182 | MDL 5.06 PQL ng/Kg u B
2,3,7,8-TCDF 0.186 J 0.0314 | MDL 1.01 PQL ng/Kg J z
OCDF 4.60 JB 0.0275 | MDL 10.1 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509

S0
Sarnple ID; SL-064-SA6-5B-4.0-5.0 Collected: 10/3/12011 3:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL Type | Units | Qual Cotle
1,2,3,4,7,8,9-HPCDF 2.91 JB 6.0859 MDL. 5.47 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.835 J 0.0629 MDL 5.17 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 1.15 J8 0.0811 MDL 517 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 5.15 J 0.0615 MDL 517 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.790 JB 0.0678 MDL 5.17 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 1.83 J 0.0607 MDL 517 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.170 JBQ 0.0584 MDL 5.17 PQL ng/Kg U 8
1,2,3,7,8-PECDD 1.15 JBQ 0.0433 | MDL 5.17 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.0327 JBG 0.0276 | MDL 5.17 PQL ng/Kg U 8
2,3,4,6,7,8-HXCDF 147 JB 0.0462 | MDL 5.17 PQL ng/Kg J Z
2,3.4,7,8-PECDF 0.346 JB 0.0274 | MDL 517 PQL ng/Kg J z
2,3,7,8-TCDD 0.190 Ja 0.0380 | MDL 1.03 PQL ng/Kg J Z
2,3,7,8-TCDF 0.0770 Ja 0.0381 MDL 1.03 PaL ng/Kg J Z
Sample I1D: SL-064-SA6-5B-9.0-10.0 Collected: 10/3/2011 4:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
A_nal_yte“ _ _ _ _ Result Qual DL Type | RL Type | Units | Qual Code
1,2,34,7,8,5-HPCDF 1.04 J8 0.0717 | MDL 5;64 . PQL ng/Kg J Z
1,2,3,4,7,8-HxCDD 0.457 J 0.0635 MDL 5.64 PQL na/Kg J Z
1,2,3,4,7,8-HXCDF 0.461 J8a 0.0468 | MDL 5.64 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 3.01 J 0.0646 MDL 5.64 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.393 J8 0.0384 MDL 5.64 PQL ng/Kg J z
1,2,3,7,8,8-HXCDD 1.27 J 0.0635 MDL 5.64 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0127 JBQ 0.0458 MDL 5.64 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.299 JBQ 0.0522 MDL 5.64 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0547 JB 0.0263 MDL 5.64 PQL nga/Kg u B
2,3,4,6,7,8-HXCDF 0.606 JB 0.0373 MDL 5.64 PQL na/Kg J z
2,3,4,7,8-PECDF 0.152 JB 0.0264 MDL 5.64 PQL na/Kg u B
2,3,7,8-TCDF 0.0779 J 0.0414 MDL 1.13 PaL na/kg J zZ
Sample ID: SL-084-SA7-5B-0.0-1.0 Collected: 9/30/2011 12:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL | Type | Units | Qual Code
1.2,3,4,6,7, 8-HPCDD 0.374 JB 0.0230 | MDL 5.09 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.144 JBQ 0.0189 | MODL 5.08 PQL ng/Kg U B

" denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Seil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 2QAPP Name: CDM_SSFL 110509

Pl

SO

Sampie ID: SL-084-SA7-5B-0.0-1.0 Collected: 9/30/2011 12:05:00 Analysis Type: RES Difution: 1
l Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL | Type Units Qual Code
1 ,2,3,4,7,8,9—HPCDI.:. . 0.0268 JEQ 0.025.1 . MDL 5.09 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0473 J 0.0235 | MDL 5.09 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0708 JBQ 0.0205 | MDL 5.09 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0561 Ja 0.0265 [ MDL 5.09 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.0683 JBQ 0.0168 | MDL 5.09 PQL ng/Kg u B
1,2,3,7,8,8-HXCDD 0.0453 Ja 0.0407 | MDL 5.09 PQL ng/Kg J Z
1,2,3,7,8,8-HXCDF 0.0466 JBQ 0.0243 MDL 5.09 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0447 JB 0.0271 MDL 5.09 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0527 JB 0.0135 | MDL 5.09 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0603 JBQ 0.0127 | MDL 5.09 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.106 JBQ 0.0138 | MDL 5.09 PQL ng/Kg u B
2,3,7,8-TCDD 0.0390 J 0.0340 | MDL 1.02 PQL ng/Kg J Z
ocpD 244 JB 0.0205 | MDL 10.2 PQL ngfKg J z
QCDF 0.212 JB 0.0345 | MDL 10.2 PQL ng/Kg U B
Sample ID: SL-113-SA7-SB-0.0-1.0 Colfected: 9/30/2011 2:06:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte ' _ _ Result Qual DL | Type RL Type | Units | Qual Code
1.2,3,4,5,7,5-HPCDD .. 0.662 JB 0.0255 MDL 553 PQL ng/Kg u B
1.2,3,4,6,7,8-HPCDF 0.195 JBQ 0.0114 | MDL 5.53 PQL ng/Kg u B
1,2,3,4,7,89-HPCDF 0.0386 JBQ 0.0204 | MDL 5.53 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0587 J 0.0240 | MDL 5.53 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.149 JBQ 0.0185 | MDL 5.53 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.487 J 0.0241 MDL 5.53 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.161 JB 0.0157 | MDL 5.53 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.643 J 0.0234 | MDL 5.53 PQL ng/Kg J z
1.2,3,7,8,9-HXCDF 0.0741 JB 0.0218 | MDL 5.53 PQL ng/Kg U B
1.2,3,7,8-PECDD 0.155 JB 0.0249 | MDL 5.53 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.156 JB 0.0135 | MDL 5.53 PQL ng/Kg J z
2,3,4,6,7,.8-HXCDF 0.0789 JBQ 0.0167 | MDL 553 PQL ng/Kg U B
2,3,4.7.8-PECDF 0.167 JB 0.0142 | MDL 5.53 PQL ng/Kg J z
2,3,7,8-TCDD 0.0643 JQ 0.0266 | MDL 1.1 PQL ng/kg J z
2,3,7,8-TCDF 0.0416 Ja ¢.0197 | MDL 1.11 PQL ng/kg J Zz
OCcDD 4.39 JB ¢.0200 | MDL 111 PQL ng/Kg J z

* denotes a non-reporiable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/20/2012 11:52:45 AM ADR version 1.4.0.111 Page 7 of 12



Data Qualifier Summary
Lab Reporting Batch iD: DX146 Laboratory: LL

EDD Filenam eQAPP Name: CDM_SSFL_110509

Priiiiracs

Sample ID: SL-113-SA7-58-0.0-1.0 Coffected: 9/30/2011 2:06:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuilt Qual DL Type RL Type | Units Qual Code
OCDF i ' 0320 | us Tooast [ moL [ 111 [ par | ngg | U | B
Sample ID: SL-115-5A7-5B-0.5-1.5 Collected: 9/30/2011 12:23:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ Result Qual DL Type RL Type | Units Qual | Code
1,2,3.4,6,7,8-HPCDD 0.395 JB 0.0262 | MDL 5.20 PaQL ng/Kg U B
1,2,3,4,6,7.8-HPCDF 0.130 JB 0.0101 MDL 5.20 PQL ng/Kg U B
1.2,3.4,7,8-HXCDF 0.0320 JBQ 0.0263 MDL 5.20 PQL ng/Kg U B
1.2,3,6,7,8-HXCDD 0.313 J 0.0270 MDL 5.20 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.199 JBQ 0.0192 MDL 5.20 PQL ng/Kg U B
1,2,3,7,8,8-HXCDD 0.434 J 0.0283 MDL 5.20 PQL ng/Kg J Z
1,2,3,7,8,8-HXCDF 0.0431 JBQ 0.0208 MDL 5.20 PQL ngfkg U B
1,2,3,7,8-PECDD 0.0468 JBQ 0.0307 MDL 5.20 PaL na/Kg U B
1,2,3,7,8-PECDF 0.0864 JB 0.0135 | MDL 5.20 PQL na/kKg J Z
2,3,4,6,7,B-HXCDF 0.0565 JB 0.0157 | MDL 5.20 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.110 JBQ 0.0140 | MDL 5.20 PQL ngiKg U B
2,3,7,8-TCDF 0.0243 J 0.0220 j MDL 1.04 PQL ng/Kg J Zz
ochD 313 JB 0.0248 | MDL 10.4 PQL ng/Kg J Zz
OCDF 0.221 JB 0.0380 | MDL 10.4 PQL ng/Kg U B
Sample ID: SL-132-5A7-5§B-4.0-5.0 Collected: 9/30/2011 8:23:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
'Analyte _ _ | _Result Qual DL | Type RL Type | Units | Qual Code
1,2,3,4,6,7 8-HPCDF 0.709 JB (.)..0185 MDL 5.09 PQL ng/Kg J Z
1,2,3,4,7,.8,9-HPCDF 0.0713 JB 0.0251 MDL 5.09 PQL ng/Kg ] B
1,2,3,4,7,8-HxCDD 0.0415 J@Q 0.0316 | MDL 5.08 PQL ng/Kg J Z
1.2,3,4,7,.8-HXCDF 0.0727 JBQ 0.0195 | MDL 5.08 PQL ng/Kg ] B
1,2,3,6,7,8-HXCDD 0.239 J 0.0317 MDL 5.08 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.0644 JBQ | 0.0182 | MDL 5.09 PQL ng/Kg U B
1,2,3,7,8,8-HXCDD 0.187 Ja 0.0310 | MDL 5.09 PGL ng/Kg J Z
1.2,3,7.8,9-HXCDF 0.0498 JBQ 0.0208 | MDL 5.09 PGL ng/Kg U B
1.2,3,7,8-PECDD 0.0449 JBQ 0.0226 | MDL 5.09 PGQL ng/Kg U B
1.2,3,7,8-PECDF 0.0365 JBQ 0.0140 MDL 5.09 PGQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0652 JBQ 0.0175 | MDL 5.09 PGQL ng/Kg U B
2,3.4.7,8-PECDF 0.115 JBG 0.0130 MDL 5.09 PGL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/20/2012 11:52:45 AM ADR version 1.4.0.111 Page 8 of 12



Data Qualifier Summary

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509
80
Sample ID: SL-132-SA7-5B4.0-5.0 Collected: 9/30/2011 B:23:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ Result Qual DL Type RL Type | Units Qual Code
OCDF 177 | 8 [o09] ML | 102 [ PaL [nakg | 4 | Tz
Sample ID: SL-132-SAT-SB-8.5-9.5 Collected: 9/30/2011 8:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Res_qlt | Qual DL Type RL Type | Units _ Qual__ ___Code
1.2,3,4,6,7,8-HPCDD 2.70 JB 0.0493 MDL 5.28 PQL ng/Kg J Z
1,2,3,4,6,7,8-HPCDF 0.364 JB 0.0153 MDL 5.28 PQL ng/Kg U B
1,2,3,4,7,8, 9-HPCDF 0.102 JBQ 0.0267 MDL 5.28 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.0579 JBQ 0.0257 MDL 5.28 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.446 J 0.0332 MDL 5.28 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.182 JB 0.0209 MDL 5.28 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.762 J 0.0307 MDL 528 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.110 JBQ 0.0243 MDL 5.28 PQL ng/Ky U B
1,2,3,7,8-PECDD 0.0489 JBQ 0.0300 MDL 5.28 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0636 JBQ 0.0168 | MDL 5.28 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0422 JB 0.0198 MDL 5.28 PQL ng/kKg U B
2,3,4,7,8-PECDF 0.0637 JB 0.0180 MDL 5.28 PQL ng/Kg U B
QCDF 0.667 JB 0.0484 MDL 10.6 PQL ng/Kg J Z
Sample ID: SL-1B0-SAT-5B-2.0-3.0 Collected: 9/30/2011 9:50:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte __Result Qual DL Type RL Type | Units ‘Qual__ Code
1.2,5,4,6.7,B-HPCDD 0.591 JBQ 0.030;I MI.DIL 512 PQL ng/Kg U B
1.2,3,4,6,7,8-HPCDF 0.191 JB 0.0102 MDL 5.12 PQL ng/Kg U B
1.2,3,4,7,8,9-HPCDF 0.0489 JBQ 0.0182 MDL 512 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0426 JBQ 0.0168 MDL 5.12 PQL ng/Kg U B
1,2,3,6,7,.8-HXCDD 0.0787 JQ 0.0220 MDL 512 PQL ng/Kg J z
1.2,3,6,7,8-HXCDF 0.0179 JBQ 0.0140 MDL 512 PQL na/Kg U B
1,2,3,7,8,3-HXCDD 0.127 JQ 0.0220 MDL 512 PQL ng/Kg J r4
1,2,3,7,8,3-HXCDF 0.0730 JBQ 0.0155 MDL 812 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0278 JB 0.0159 MDL 512 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0712 JBQ 0.0134 MDL 5.12 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0980 JBQ 0.0169 | MDL 5.12 PQL ng/Kg U B
2,3,7,8-TCDD 0.0376 Ja 0.0366 MDL 1.02 PQL ng/Kg J Z
OCDD 278 JB 0.0195 | MDL 10.2 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-Al. - SSFL Area IV Collocated Soil Sampling

1/20/2012 11:52:45 AM ADR version 1.4.0.111 Page 9 of 12



Lab Reporting Batch |D: DX146

EDD Filename: DX146_v1

Data Qualifier Summary

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Sample ID: SL-180-SA7-5B-2.0-3.0 Collected: 9/30/2011 9:50:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual Code
OCDF | o022 | s [ooar7 | MoL | 102 | PaL | ngiKg | u l B
Sample ID; SL-191-5A6-SB-0.0-1.0 Colflected: 10/4/2011 3:15:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units _ Qual_ Code
1.2,3.4.7,8,5HPCDF 1.65 JB 0.0563 MDL 4.91 PQL ng/Kg J Z
1,2,3.4,7.8-HxCDD 1.29 J 0.0506 MDL 4.91 PQL ng/kg J Z
1,2,3.4,7,8-HXCDF 1.38 JB 0.0471 MDL 4.9 PQL ng/kg J Z
1,2,3,6,7,8-HXCDD 4,20 J 0.0542 MDL 4.9 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 1.24 JB 0.0467 | MDL 4.91 PQL ng/Kg J z
1,2,3,7,8,8-HXCDD 2.09 J 0.0527 | MDL 4.91 PQL ng/Ky J z
1,2,3,7,8,9-HXCDF 0.380 JBQ 0.0409 | MDL 4.91 PGL ng/Kg J z
1,2,3,7,8-PECDD 0.822 JB 0.0462 | MDL 4.91 PGQL ng/Kg J z
1.2,3,7,8-PECDF o 0.577 JB 0.0353 | MDL 4.91 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 1.49 JB 0.0357 MDL 4.91 PQL ng/Kg J yd
2,3,4,7,8-PECDF 0.978 JB 0.0329 { MDL 4.91 PQL na/Kg J yd
2,3,7,8-TCDD 0.0615 J 0.0337 MDL 0.983 PQL ng/Kg J Z
2,3,7,8-TCDF 0419 J 0.0566 MDL 0.983 PGL na/Kg J Z
Sample ID: SL-206-SA6-58-4.0-5.0 Colfected: 10/4/2011 3:00:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual | DL Type RL Type | Units | Qual ‘Code
1,2,5,4,6,7,8-HPCDD 3.58 . .J.B. . .0..0481 MDL 5.21 ‘F‘QL ng/Kg J Z —
1,2,3,4,6,7,8-HPCDF 0.642 JB 0.0180 MDL 521 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0703 JBQ 0.0294 MDL 5.21 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0694 JQ 0.0292 MDL 5.21 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.0777 JBQ 0.0215 { MDL 5.21 PQL ng/Kg U B
1.2,3,6,7,8-HXCDD 0.132 JQ 0.0294 { MDL 5.21 PQL ng/Kg J Fd
1,2,3,8,7,8-HXCDF 0.0463 JB 0.0192 § MDL 5.21 PQL ng/Kg U B
1,2,3,7,8,8-HXCDD 0.108 J 0.0296 | MDL 5.21 PQL ng/Kg J Fd
1,2,3,7,8-PECDD 0.0452 JBQ 0.0296 | MDL 5.21 PQL ngiKg U B
1,2,3,7,8-PECDF 0.0328 JBQ 0.0179 | MDL 5.21 PQL ng/kKg U B
2,3,4,6,7,8-HXCDF 0.0648 JB 0.0190 } MDL 5.21 PQL ng/ikg U B
2,3.4,7,8-PECDF 0.121 JBQ 0.0175 | MDL 5.21 PQL ng/kg U B
2,3,7,8-TCDF 0.100 JQ 0.0325 | MDL 1.04 PQL ng/kg J z

* denctes a non-reportable result

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/20/2012 11:52:45 AM

ADR version 1.4.0.111
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Data Qualifier Summary

Lab Reporting Batch ID: DX146 Laboratory; LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_11050¢

Sampie ID: SL-206-5A6-SB-4.0-5.0 Coffected: 10/4/2011 3:00:00 Analysis Type: RES Dilution: 1
i Data

|  Lab Lab DL RL Review |  Reason

Analyte | _Resuit Qual DL Type RL Type | Units | Qual __Code
OCDF 138 | um io.0430 | MDL | 10.4 [ PaL [ ngkg | z
Sample ID: SL-225-5A6-SB-3.04.0 Collected: 10/4/2011 10:00:00 Analysis Type: RES Ditution: 1

Data

Lab Lab DL RL Review Reasan

Ana-_lyte . Resuh‘_ __Qual | DL | Type i RL Type i Units Qual _ dee _
1,2,3,4,6,7,.8-HPCDD 0.663 JB 0.0397 MDL 543 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.257 JB 0.0141 MDL 543 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.0364 JBQ 0.0172 MDL 543 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0694 J 0.0236 MDL 543 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0170 JBQ 0.0150 | MDL 5.43 PQL ng/Kg u B
1.2,3,7.8,9-HXCDD 0.0467 Ja 0.0244 MDL 5.43 PQL ng/Kg J z
1.2,3,7.8-PECDD 0.0309 JBQ 0.0272 | MDL 543 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0426 JB 0.0148 | MDL 543 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0638 JBQ 0.0152 | MDL 543 PaL ng/Kg u B
oCDD 6.16 JB 0.0259 | MDL 10.9 PaL ng/Kg J z
OCDF 0.575 JB 0.0389 { MDL 10.9 PQL ng/Kg ] B

* denotes a non-reportable resuit
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/20/2012 11:52:45 AM ADR version 1.4.0.111 Page 11 of 12



Data Qualifier Summary

Lab Reporting Batch ID: DX146

EDD Filename; DX146_v1

Reasp;:__Code

Reason Code Legend

Description

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

B Method Blank Centamination

E Matrix Spike Precision

FD Field Duplicate Precision

L Laboratory Control Spike Upper Estimation
Q Matrix Spike Precision

Q Matrix Spike Upper Estimation

S Surrogate/Tracer Recovery Lower Estimation
Z Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/20/2012 11:52:45 AM

ADR version 1.4.0.111

Page 12 of 12



Enclosure |

Level lll ADR Outliers
(including Manual Review Outliers)
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Quality Control
Outlier Reports

DX146



Method Blank Outlier Report
Lab Reporting Batch ID: DX146
EDD Filename: DX146_v1

R TR 25

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
BLK2760B370751 10/6/2011 7:51:00 AM 1,2,3,4,6,7,8-HPCDD 2.57 pgiL EB-SAS5DS-S5-092811

1.2,3,4,6,7.8-HPCDF 1.42 pgiL

1,2,3,4,7,8,9-HPCDF 0.763 pgiL

1,2,3,4,7,8-HxCDD 0.388 pgil.

1,2,3,4,7,8-HXCDF 0.522 pgiL

1,2,3,6,7,8-HXCDD 0.421 pgiL

1,2,3,6,7,8-HXCDF 0.553 pgil.

1,2,3,7,8,9-HXCDD 0.543 pgil.

1,2,3,7,8,9-HXCDF 0.770 pgiL

1,2,3,7,8-PECDD 0.712 pglL

1,2,3,7,8-PECDF 0.901 pgiL

2,3,4,6,7,8-HXCDF 0.643 pgiL

2,3,4,7,8-PECDF 0.929 pglL.

2,3,7,8-TCDD 0.373 pglL

2,3,7,8-TCDF 0.261 pglL

OocoD 3.69 pgit

OCDF 1.50 pgit.

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Resulit
EB-SASDS 55-002811(RES) 1.2.3.4,6,7,8-HPCOD 2,69 pgl 289U pgll
EB-SABDS-55-082811(RES} 1,2,:3.4.6,7,8-HPCOF 1.76 polL 1.76U pglt
EB-SABDS-55-092811(RES) 1.2,3.4.7,8,9-HPCDF 0.521 pgiL 0.521U pglL
EB-SABDS-5S-092611(RES) 12.3.4.7,8-HxCDD 0.360 pglL 0.360U pgiL
EB-SASDS-55.092611(RES) 1.2,3.4.7,8-HXCDF 0.497 pglL 0.497U pgiL
EB-SAEDS-55-092611(RES) 1,2,3.6.7,8-HXCDD 0.286 pglL 0.286U pglL
EB-SA5DS-SS-082611(RES) 1.2.3,6,7,8-HXCDF 0,487 polL 0.497U polL
EB-SA5DS-SS-092811(RES) 123,788 HXCDD 0.355 pglL 0.3550 pglL
EB-SA5DS5-55-092811(RES) 1.2.3.7,89-HXCDF 0.562 pgll 0.562U pglL
EB-SA5DS-55-082811{RES) 12,37 8-PECDD 0,594 pglL 0.594U pgil
EB-SASDS-55.092811(RES) 1,2,3.7,8-PECDF 0.627 pglL 0.627U pglL
EB-SASDS-55092811(RES) 2.3.4,6.7 8-HXCDF 0.387 pglL 0.387U pgiL
EB-SA5DS-SS092611(RES) 2.3,4,7 3-PECDF 0.712 pglL 0.712U pglL
EB-SA5DS.S3.092811(RES) OCoD 5.08 pglL 5.08U polL.
EB-SASDS-55-092811(RES) GCOF 1.67 poit 167U paiL

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/20/2012 11:30:10 AM

ADR version 1.4.0.111

Page 1 of 5




Method Blank Outlier Report

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509

Method Blank Associated

Sample ID Analysis Date Analyte Result Samples

BLK2830B371806 10/13/2011 6:06,00 PM  (1,2,3,4,6,7.8-HPCDD 0.268 ng/Kg SL-007-SA6-5B-1.0-2.0
1,2,3,4,6,7,8-HPCDF 0.120 ng/Kg SL-022-8A8S-55-0.0-0.5
1,2,3,4,7,8,9-HPCDF 0.0187 ng/Kg 5L-023-5A85-S5-0.0-0.5
1,2,3,4,7,8-HXCDF 0.0314 ngiKg 5L-034-5A5D5-55-0,00.5
1,2,3,6,7,8-HXCDF 0.0471 ng/Kg S5L-037-5A6-SB-4.0-5.0
1,2,3,7,8,9-HXCOF 0.0484 ng/Kg 5L-037-5A6-5B-8.0-10.0
1,2,3,7,8-PECDD 0.0326 ngig SL-040-5A5D8-55-0,0-0.5
1,2,3,7,8-PECDF 0.0149 ng/Kg 5L-064-5A6-5B-4.0-5.0
2,3,4,6,7,8-HXCDF 0.0274 ngiKg SL-064-SA6-5B-9.0-10.0
2,3,4,7,8-PECDF 0.0319 ng/Kg SL-084-SA7-SB-0,0-1.0
QCDD 0.302 ng/Kg 5L-113-SA7-$8-0.0-1.0
OCDF 0.121 ng/Kg SL-115-SA7-5B-0.5-1.6

SL-132-SA7-5B8-4.05.0
5L-132-SA7-5B-8.5-9.5
SL-180-SA7-5B-2.0-3.0
§1L-191-5A8-5B-0.0-1.0
SL-206-SA6-5B-4.0-5.0

SL-225-SAB6-3B-3.0-4.0
BLK2920B371824 10/20/2011 6:24:00 PM 1.2,3,4,6,7,8-HPCDD 0.305 ng/Kg DUP-02-5A5DS-QC-092811
1,2,3,4,6,7 8-HPCDF 0.370 ng/Kg
1.2,3.4,7,8,9-HPCDF 0.0805 ng/Kg
1,2,3,4,7,8-HxCDD 0.0310 ng/Kg
1,2,3,4,7,8-HXCDF 0.114 ng/Kg
1,2,3,6,7.8-HXCDD 0.0294 ng/Kg
1,2,3,6,7,8-HXCDF 0.0822 ng/Kg
1,2,3,7,8,9-HXCDD 0.0415 ng/Kg
1,2,3,7,8-PECDD 0.0488 ng/Kg
1.2,3,7,8-PECDF 0.0392 ng/Kg
2,3,4,6,7,8-HXCDF 0.0874 ng/Kg
2,3,4,7,8-PECDF 0.0693 ng/Kg
QCcDD 0.653 ng/Kg
OCDF 0.256 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
DUP-02-SA5DS-QC-0928 11(RES) 1,2,3,4,6,7,8-HPCDD 0.809 ng/Kg 0.809U ng/Kg
DUP-02-SA5DS-QC-092811(RES) 1,2,3,4,6,7,8-HPCDF 0.571 ng/Kg 0.571U ng/Kg
DUP-02-SA5DS-QC-092811(RES}) 1,2,3,4,7,8 9-HPCDF 0.0552 ng/Kg 0.0552U ng/g
DUP-02-SA50S5-QC-092811(RES) 1,2,3,4,7.8-HxCDD 0.0496 ng/Kg 0.0496U ng/Kg
DUP-02-SA5DS-QC-092611(RES) 1.2,3,4,7,8-HXCDF 0.172 ng/Kg 0.172U na/Kg
DUP-02-SA5D5-QC-09268114(RES) 1,2,3,6,7,8-HXCDD 0.0932 ng/Kg 0.0932U ng/Kg
DUP-02-SA5DS-QC-092811(RES) 1,2,3,6,7,8-HXCDF 0.101 ngikg 0.101U ng/Kg
DUP-02-5ASD5-QC-092811(RES) 1,2,3,7,8,9-HXCDD 0.192 ng/Kg 0.192U ng/Kg
DUP-02-SA5DS-QC-092811(RES) 1,2,3,7,8-PECDD 0.0619 ng/Kg 0.0619U ng/Kg
DUP-02-SA5DS-QC-092811(RES) 1,2,3,7,8-PECODF 0.107 ng/Kg £.107U ng/g
DUP-02-8A5DS-QC-092811(RES) 2,3,4,6,7,8-HXCDF 0.134 ng/iKg 0.134U ng/Kg
DUP-02-SASDS-QC-092811{RES) 2,3,4,7,8-PECDF 0.117 ng/iKg 0.117U ng/Kg
DUP-02-SA5DS-QC-002811(RES) OCDF 0.480 ng’Kg 0.480U ng/Kg
SL-007-SA6-SB-1.0-2.0(RES) 1,2,3,4,6,7,8-HPCDD 0.332 ng/Kg 0.332U ng’Kg
5L-007-SA6-SB-1.0-2.0(RES) 1,2,3,4,6,7.8-HPCDF 0.133 nglkg 0.133U ng/Kg
5L-007-5A6-5B-1.0-2.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0287 ng/iKg 0.0287U ng/Kg
5L-007-SA6-5B-1.0-2.0(RES) 1,2,3,4,7,8-HXCDE 0.0604 ng/Kg 0.0604U ng/Kg
5L-007-5A6-$8-1.0-2.0(RES) 1,2,3,6,7,8-HXCDF 0.0531 ng/Kg 0.0531U ng/Kg
SL-007-5A6-5B-1.0-2.0(RES) 1,2,3,7,8,9-HXCDF 0.0307 ng/Kg 0.0307U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch 1D: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509

S0

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID Analyte Result Final Result
SL-007-5A6-SB-1.0-2.0(RES) 1,2,3,7,8-PECDF 0.0488 ng/Kg 0.0488U ng/Kg
SL-007-5A8-5B-1.0-2.0(RES) 2.3.4,6,7,8-HXCDF 0.0572 ng/Kg 0.0572U ng/Kg
SL-D07-5A6-SB-1,0-2,0(RES) 2,3,4,7,8-PECDF 0.0711 ng/kg 0.0711U ng/Kg
SL-007-3A8-SB-1.0-2.0(RES) [aTelss) 1,00 ng/Kg 1.00U ng/Kg
SL-007-SA6-5B-1.0-2.0(RES) OCDF 0.171 ng/Kg 0.171U ng/Kg
5L-022-5A85-55-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0858 ng/Kg 0.0858U ng/Kg
5L-022-5A85-55-0.0-0.5(RES) 1,2,3,4,7,8-HXCOF 0.126 ng/Kg 0.126U ng/Kg
SL-022-5A85-55-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.102 ngiKg £.1024 ng/Kg
SL-022-5AB5-55-0.0-0,5(RES) 1,2,3,7,8-PECDD 0.112 ng/Kg 0.112U ng/Kg
SL-022-5A85-53-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.130 ng/Kg 0.130U ng/Kg
SL-023-5A85-55-0.0-0.5(RES) 1,2,3.4,7,8,9-HPCOF 0,0811 ngiKg 0.0811U ng/Kg
SL-023-5A85-55-0.0-0.5(RES) 1,2,3,6,7.8-HXCDF 0.175 ng/Kg 0.175U ng/Kg
5L-023-3AB5-55-0.0-0.5(RES) 1.2,3,7,8,9-HXCDF 0.0383 ng/Kg 0.0383U ng/Kg
5L-023-5A83-55-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0967 ng/Kg 0.0967U ngrikg
SL-034-5A50S-55-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDD 0.974 ng/Kg 0.974U ng/kg
SL-034-5A505-85-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.301 ngiKg 0.301U ngiKg
SL-034-SASDS-55-0.0-0.5(RES) 1,2,3,4,7,8.9-HPCDF 0.0310 ngiKg 0.0310U ngfKg
5L-034-5A5DS-55-0.0-0,5(RES) 1,2,3,4,7,8-HXCDF 0.0775 ngfkg 0.0775U ng/Kg
5L-034-SA5DS-55-0.0-0.5(RES) 1,2,3,6,7.8-HXCOF 0.0507 ng/Kg 0.0507U ng/Kg
SL-034-SA5DS-85-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.101 ng/Kg 0.101U ng/Kg
SL-034-SA5DS-55-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0401 ng/Kg 0.0401U ng/Kg
8L-034-3A5DS-55-0.0-0.5(RES) 2,3,4,6,7,8-HXCOF 0.0678 ng/Kg 0.0678U ng/kg
SL-034-5A5D8-85-0.0-0.5(RES) 2,3,4,7,8-PECDF 0,0902 ng/Kg 0.0902U ngKg
SL-037-SA6-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCOD 0.987 ng/Kg 0,987 ng/Kg
SL-037-5A6-5B-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.208 ng/Kg 0.208U ng/Kg
SL-D37-SA6-5B4.0-5.0(RES) 1,2,3,4,7,8,0-HPCDF 0.0559 ng/Kg 0.0559U ng/Kg
SL-037-5A6-5B4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.107 ng/Kg 0.107U ng/Kg
SL-037-SA6-58-4.0-5,0(RES) 1,2,3,8,7,8-HXCDF 0.0692 ngiKg 0.0692U) ng/Kg
SL-037-8A6-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCOF 0.0594 ngikg 0.0594U ng/Kg
SL-037-5A6-5B-4.0-5.0(RES) 1,2,37,8-PECDD 0,121 ng/Kg 0.121U ng/Kg
SL-037-SAB-5B-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0562 ngiKg 0.0562U ng/Kg
SL-037-5A6-5B-4.0-5,0(RES) OCDF 0.386 ng/Kg 0.386U ng/Kg
SL-037-SA6-SB-9.0-10.0{RES) 1,2,3,4,6,7,8-HPCDF 0.153 ng/Kg 0.153U ng/Kg
5L-037-5A6-SB-9.0-10.0(RES) 1,.2,3,4,7,8,9-HPCDF 0.0818 ng/Kg 0.0818U ngiKg
SL-037-SA6-SB-9.0-10.0(RES) 1,2,3.4,7,8-HXCDF 0.140 ng/Kg 0.140U ng/Kg
5L-037-SA6-SB-9.0-10,0(RES) 1,2,3,6,7,8-HXCDF 0.0326 ng/Kg 0.0326U ngiKg
$L-037-5A6-5B-9.0-10.0(RES) 1,2,3,7,8,9-HXCOF 0.0283 ng/Kg 0.0283U ng/Kg
SL-037-SA8-5B-9.0-10.0(RES) 1,2,3,7,8-PECDD 0.125 ngiKg 0.125U ng/Kg
SL-D37-SA6-SB-9.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0541 ng/Kg 0.0541U ng/Kg
5L-037-SAB-$B-9.0-10.0(RES) 2.3,4,7,8-PECDF 0.0634 ng/Kg 0.0634U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch 1D: DX146
EDD Filename: DX146_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Associated
Analysis Date Analyte B Result Samples

Method Blank
Sample 1D

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-037-SAG-5B-9.0-10.0(RES) Tocor 0.205 ngiKg 0.2050 ng/Kg
SL-040-5A505-55-0.0-0.5(RES) 1,2,3,6,7.6-HXCDF 0.219 ng/Kg 0.219U ng/Kg
SL-040-SA5DS-S5-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.154 ng/Kg 0.154U ng/Kg
SL-040-5A5DS-55-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0854 ng/Kg 0.0854U ng/Kg
SL-064-5A6-SB4.0-5.0(RES) 1,2,3,7,8,0-HXCDF 0.170 ng/Kg 0.170U ng/Kg
SL-064-SAB-SB-4.0-5,0(RES) 1,2,3,7,8-PECDF 0.0327 nglKg 0.0327U ng/Kg
5L-064-SA6-5B-0.0-10.0{RES} 1,2,3,7.8,9-HXCDF 0.127 ngiKg 0.127U ng/Kg
SL-064-5A6-58-9.0-10.0{RES) 1,2,3,7,8-PECDF 0.0547 ngfkg 0.0547U ng/Kg
SL-064-SA6-5B-9,0-10,0{RES) 2,3,4,7,8-PECDF 0.152 ng/Kg 0.152U ng/Kg
51.-084-5A7-5B-0.0-1.0(RES) 1,2,3,4,6,7,8-HPCOD 0.374 ng/Kg 0.374U ng/Kg
SL-084-SA7-SB-0.0-1.0(RES) 1,2,3,4,6,7,8-HPCDF 0.144 ng/Kg 0.144U ng/Kg
SL-084-5A7-58-0.0-1.0(RES) 1,2,3,4,7.8,8-HPCDF 0.0268 ng/Kg 0.0268U ng/Kg

SL-084-SA7-SB-0.0-1.0(RES) 1,2,3,4,7,6-HXCDF 0.0700 ng/Kg 0.0709U ngiKg
SL-0B4-SA7-SB-0.0-1.0(RES) 1,2,3,6,7.8-HXCDF 0.0683 ng/Kg 0.0683U ng/Kg
SL-084-SA7-SB-0.0-1.0(RES) 1,2,3,7,8,8-HXCDF 0.0486 ng/Kg 0.0466U ngiKg
SL-084-8A7-5B-0.0-1.0(RES) 1,2,3,7,8-PECDD 0.0447 ng/Kg 0.0447U ngfKg
SL-084-5A7-SB-0.0-1.0(RES) 1,2,3,7,8-PECDF 0.0527 ng/Kg 0.0527U ng/Kg
SL084-SA7-SB-0.0-1.0(RES) 2,3,4,6,7,8-HXCDF 0.0603 ngiKg ©.0603U ng/Kg
SL-084-SA7-SB-0.0-1.0(RES) 2,3,4,7,8-PECDF 0.106 ng/Kg 0.106U ng/Ky
SL-084-5A7-5B-0.0-1.0(RES) OCDF 0.212 ng/Kg 0.212U ng/Kg
SL-113-5A7-SB-0.0-1.0(RES) 1,2,3,4,6,7,8-HPCDD 0.662 ng/Kg 0.862U ngiKg
SL-113-5A7-SB-0.0-1.0(RES) 1,2,3.4,6,7,8-HPCDF 0.195 ng/Kg 0.195U ng/Kg
SL-113-5A7-SB-0.0-1.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0386 ng/Kg 00386V ng/Kg
51.-113-8A7-5B-0.0-1.0(RES) 1,2,34,7,8-HXCDF 0.149 ng/Kg 0.148U ngiKg
SL-113-8A7-SB-0.0-1.0{RES) 1,2,3,6,7,8-HXCDF 0.161 ng/Kg 0.161U ng/Kg
SL-113-5A7-SB-0.0-1.0(RES) 1,2,3,7,8,8-HXCDF 0.0741 ngiKg 0.0741U ng/Kg
SL-113-SA7-5B-0.0-1.0(RES) 1,2,3,7,.8-PECDD 0.155 ng/Kg 0.155U ng/Kg
SL-113-8A7-5B-0.0-1.0(RES) 2,3,4,6,7,8-HXCDF 0.0789 ng/Kg 0.0788U ng/Kg
SL-113-SA7-SB-0.0-1.0(RES) OCDF 0.329 ng/Kg 0.329U ng/Kg
SL-115-SA7-5B-0.5-1.5(RES) 1,2,3,4,6,7,8-HPCDD 0.395 ng/Kg 0.305U ng/Kg
SL-115-SA7-SB-0.5-1.5(RES) 1,2,3,4,6.7,8-HPCDF 0.130 ng/Kg 0.130U ng/Kg
SL-115-5A7-SB-0.5-1.5(RES) 1,2,3,4,7,8-HXCDF 0.0320 ng/Kg 0.0320U ng/Kg
SL-115-8A7-SB-0.5-1.5(RES) 1,2,3,6,7,8-HXCDF 0.186 ng/Kg 0.199U ng/Kg
$L-115-5A7-5B-0.5-1.5(RES) 1,2,3,7,8,8-HXCDF 0.0431 ng/Kg 0.0431U ng/Kg
SL-115-8A7-8B-0.5-1.5(RES) 1,2,3.7.8-PECDD 0.0468 ng/iKg 0.0468U ng/Kg
SL-115-5A7-5B-0.5-1.5(RES) 2,3,4,6,7,8-HXCDF 0.0565 ngiKg 0.0565U ng/Kg
SL-115-8A7-58-0.5-1.5(RES) 2,34,7,8-PECDF 0.110 ng/Kg 0.110U ng/Ky
SL-115-8A7-58-0.5-1.5(RES) OCDF 0.221 nglKg 0.221U ng/Kg
SL-132-5A7-56-4.0-5.0(RES) 1,2,3,4,7,8,0-HPCDF 0.0713 ng/kg 0.0713U ngiKg
$L132-5A7-5B-4.0-5.0(RES) 1,2,3.4,7 8-HXCDF 0.0727 ng/Kg 0.0727U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: DX146
EDD Filename: DX146_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Matrix: 8O
Method Blank Associated |
Sample ID Analysis Date Analyte Result Samples |
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID Analyte Result Final Result
SL-132-8A7-5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0644 ng/Kg 0.0644U ng/Kg
SL-132-5A7-SB4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0498 ng/Kg 0.0498U ng/Kg
5L-132-5A7-SB-4.0-5.0{RES) 1,2,3,7,8-PECDD 0.0445 ng/Kg 0.0449U ng/Kg
SL-132-SA7-5B-4.0-5.0(RES) 1,2,3,7.8-PECDF 0.0365 ngig 0.0365U ng/ig
$L-132-SA7-5B-4.0-5.0(RES) 2,3,4,6,7,8-HXCOF 0.0652 ngKg 0.0652U ngikg
SL-132-5A7-8B-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.115 ng/Kg 0.115U ng/Kg
SL-132-SA7-SB-8,5-0.5(RES) 1,2,3,4,6,7.8-HPCDF 0.384 ng/Kg 0.364U ng/Kg
SL-132-5A7-5B-8.5-0.5(RES) 1,2,3,4,7,6-HXCDF 00579 ng/Kg 0.0575U ng/kg
5L-132-5A7-SB-8.5-9.5(RES) 1,2,3.6,7,8-HXCDF 0.182 ng/Kg 0.182U ng/Kg
SL-132-5A7-58-8.5-9,.5(RES) 1,2,3,7,8,9-HXCDF 0.110 ngfg 0.110U ng/Kg
SL-132-SA7-5B-8.5-9.5(RES) 1,2,37.8-PECDD 0.0489 ngiKg 0.0489U ng/Kg
SL-132-SA7-5B-8.6-0.5(RES) 1,2,3,7 8-PECDF 0.0626 ng/Kg 0.0636U ng/kg
SL-132-SA7-8B-8.5-9.5(RES) 23.4,6,7,8-HXCDF 0.0422 ng/Kg 0.0422U ng/Kg
SL-132-SA7-SB-8.5-0.5(RES) 2,3,4,7,8-PECDF 0.0837 ng/Kgy 0.0637U ng/Kg
SL-180-5A7-5B-2,0-3,0(RES) 1,2,3,4,6,7,8-HPCDD 0.591 ngiKg 0.591U ngiKg
S1-180-SA7-5B-2.0-3,0(RES) 1,2,3,4,6,7,8-HPCDF 0.191 ng/Kg 0.191U ngiKg
SL-180-SAT-5B-2.0-3.0(RES) 1.2,3,4,7,8,9-HPCDF 0.0489 ng/Kg 0.0489U ng/Kg
SL-180-SA7-5B-2.0-3.0(RES) 1,2,3.4,7.8-HXCDF 0.0426 ng/Kg 0.0426L ng/Kg
SL-180-SAT-SB-2.0-3.0(RES) 1,2,3,6,7,8-HXCDF 0.0179 ng/Kg 0.0179U ng/Kg
SL-180-SA7-SB-2.0-3.0(RES) 1,2,3.7.8,9-HXCDF 0,0730 ng/Kg 0.0730U ng/Kg
SL-180-SA7-5B-2.0-3.0(RES) 1,2,3,7,8-PECDF 0.0278 ng/Kg 0.0278U ng/Kg
SL-180-SA7-5B-2.0-3.0(RES) 2,34,6,7.8-HXCDF 0.0712 ng/g 0.0712U ngfig
SL-180-SA7-SB-2.0-3.0(RES) 2,3,4,7,8-PECDF 0.0980 ngig 0.0980U ng/Kg
$L-180-SA7-5B-2.0-3.0(RES) QCDF 0.252 ng/Kg 0.252U ngiKg
SL-206-SA6-5B-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.642 ng/Kg 0.642U ngiKg
SL-206-5A6-5B-4.0-5,0(RES) 1,2,3,4,7,8,9-HPCDF 0.0703 ngiKg 0.0703U ngKg
SL-206-SA6-SB-4.0-5.0{RES) 1,2,3,4,7,8-HXCDF 0.0777 ngiKg 0.0777U ng/Kg
SL-206-SAB-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0463 ngikg 0.0463U ng/Kg
SL-206-8A6-5B-4.0-5.0{RES) 1,2,3,7,8-PECDD 0.0452 ng/kg 0.0452U ngiKg
SL-206-5A6-58-4,0-5,0(RES) 1,2,3,7,8-PECDF 0.0328 ng/kg 0.0328U ngiKg
SL-206-5A6-5B-4.0-5.0{RES) 2,3,4,6,7,8-HXCDF 00643 ngikg 0.0648U ng/Kg
SL-206-5A6-SB-4.0-6.0(RES) 2,3,4,7,8-PECDF 0.121 ng/Kg 0.121U ng/Kg
51-225-5A6-SB-3.04.0(RES) 1,2,3,4,6,7.8-HPCDD 0.663 ng/Kg 0.663U ng/Kg
SL-225-5A6-5B-3,0-4,0(RES) 1,2,3,4,8,7,8-HPCDF 0.257 ng/Kg 0.257U ng/Kg
S1-225-SAB-SB-3.0-4.0(RES) 1,2,3,4,7.8-HXCDF 0.0364 ng/Kg 0.0364U ng/Kg
SL-225-SA6-5B-3.04.0(RES) 1,2,3,6,7,8-HXCDF 0.0170 ng/Kg 0.0170U ng/Kg
SL-225-5A6-8B-3.0-4.0(RES) 1,2,3,7,8-PECDD 0.0308 ng/Kg 0.0309U ng/Kg
SL-225-SA6-8B-3.04.0{RES) 2,3,4,6,7,8-HXCDF 0.0426 ng/Kg 0.0426U ng/Kg
SL-225-SAB-5B-3.0-4.0(RES) 2.34,7,8-PECDF 0.0838 ng/Kg 0.0838U ng/Kg
SL-225-SA6-5B-3.0-4.0(RES) OCDF 0.575 ng/Kg 0.575U ng/Kg
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Matrix Spike/Matrix Spike Duplicate Qutlier Report

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509
: SO
QC Sample ID
(Associated MsS | MSD %R RPD Affected
Samples) _ _Compound %R | %R | Limits | (Limits) Compounds _ Flag
S1-034.5A5D8-55-0.0-0.5MSD | OCDD - 169 | 40,00-135.00 | 54 (20.00) |OCOD
(SL-034-SA5DS-$S-0.0-0.5) J {all detects)
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Field Duplicate RPD Report

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Fllename DX146 _v1 _ eQAPP Name CDIVI SSFL 110509

Concentration (%)
SE-034.SA5DS-S58-0.0-] DUP-02-5A5DS-QC- | Sample | eQAPP
Analyte 0.5 092811 RPD RPD Flag
MOISTURE 4.0 | 38 5 No Qualifiers Applied
Concentration (ng/Kg)
SL-034-SA5DS-58-0.0-| DUP-02-SA5DS-QC- | Sample | eQAPP
Analyte 0.5 092811 RPD RPD Flag
1,2,3,4,6,7,8-HPCDD 0.574 0.809 19 50.00
1,2,3,6,7,8-HXCDD 0.0828 0.0932 12 50.00
1,2,3,7,8,9-HXCDD 0.133 0.192 36 50.00 ' '
2.3,4.7.6 PECDF 0.0002 0.117 26 so.00 | No Qualifiers Applied
OCDD 9.33 6.37 38 50.00
OCDF 0.613 0.480 24 50.00
1,2,3,4,6,7,8-HPCDF 0.301 0.571 62 50.00
1,2,3,4,7.8,9-HPCDF 0.0310 0.0552 56 50.00
1,2.3,4,7,8-HxCDD 513U 0.0496 200 50.00
1,2,3,4,7,8-HXCDF 0.0775 0.172 76 50.00
1,2,3,6,7,8-HXCDF 0.0507 0.101 66 50.00 J(all detects)
1,2,3,7,8,9-HXCDF 0.101 0.174 53 50.00 | UJ(all non-detects)
1,2,3,7,8-PECDD 513U 0.0619 200 50.00
1,2,3,7,8-PECDF 0.0401 0.107 g1 50.00
2,3,4,6,7,8-HXCDF 0.0678 0.134 66 50.00
2,3,7.8-TCDF 1.03U 0.0615 200 50.00
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Reporting Limit Outliers

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509

AQ

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB-SA5DS-55-092811 1,2,3,4,6,7,8-HPCDD JB 2.89 9.69 PQL pa/L
1,2,3,4,6,7,8-HPCDF JB 1.76 9.69 PQL pa/L
1,2,34,7,8,9-HPCDF JBQ 0.521 9.69 PQL pgiL
1,2,3,4,7,8-HxCDD JB 0.360 9.69 PQL pag/L
1,2,3,4,7,B-HXCDF JB 0.497 9,69 PQL paiL
1.2,3,6,7,8-HXCDD JB 0.286 9.69 PQL pa/L
1,2,3,6,7,8-HXCDF JB 0.497 9.69 PQL pa/L
1,2,3,7,8,0-HXCDD JBa | 0.355 9.69 POL | pglL J (all detects)
1,2,3,7,8,9-HXCDF JB 0.562 9.69 PQL pofl
1,2,3,7,8-PECDD JBQ 0.594 9.69 PQL pg/L
1,2,3,7,8-PECDF JBQ 0.627 9.69 PQL pg/l
2,3,4,6,7,8-HXCDF JBG 0.387 9.69 PQL pg/L
2,3,4,7,8-PECDF JB 0.712 9,69 PQL pg/L
oCcDD JB 5.08 19.4 PQL palL
OCDF . JBQ 1.67 194 PQL pg/L

SO
Lab Reporting] RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

DUP_02-SA5DS-QC-0928111,2,3,4,6,7,8-HPCDD JB | 0.809 5.06 PQL | ng/Kg
1.2.3.4.6.7.8-HPCDF JB | 0571 5.06 PQL | ng/Kg
{1.2.3.4.7.8.9-HPCDF JB | 0.0552 5.06 PaL | ng/Kg
1.2.3.4.7.8-HXCDD JBQ | 0.0496.| 506 POL | ng/Kg
1,2.3.4.7.8-HXCDF B | 0172 5.06 POL | ng/Kg
1.2.3,6.7,8-HXCDD JB | 0.0032 5.06 POL | ng/Kg
1.2,3,6.7.8-HXCDF JBa | 0.101 5.06 POL | ng/Kg
1.2.3.7.8.9-HXCDD JBQ | 0.192 5.06 PQL | ng/Kg
1.2.3.7.8.9-HXCDF Ja | 017a 5.06 POL | ngiKg |  (@lidetects)
1.2,3.7,8-PECDD B | 00619 5.06 PQL | ng/Kg
1.2.3.7.8-PECDF B | o107 5.06 POL | ngiKg
2.3.4.6.7,8-HXCDF JBa | 0134 5.06 PQL | ng/Kg
2.3.4.7.8-PECDF JB | 0117 5.06 PaL | ngiKg
2.3.7.8-TCDF J 0.0615 1.01 PQL | ng/Kg
0CDD JB 6.37 10.1 POL | ng/Kg
OCDF JB | o480 10.1 PQL | ngiKg

SL-007-SAB-SB-1.020  |1.2,3,4.6.7,8-HPCDD JBQ | 0332 5.24 PQL | ng/Kg
1.2.3,4.6.7.8-HPCDF JB | 0133 5.04 PAL | ng/Kg
1.2.3.4.7.8.9-HPCDF JBQ | 00287 524 PQL | ngiKg
1/2.3.4.7.8-HxCDD Ja | 00321 524 PQL | ngiKg
1.2.3.4.7.8-HXCDF JBQ | 0.0604 5.24 PQL | ng/Kg
1.2.3,6.7,8-HXCDD JQ | 00353 5.24 PQL | ngiKg
1.2.3.6.7.8-HXCDF JBQ | 00531 524 POL | ng/Kg
1,2.3.7.8,9-HXCDD JQ | 00556 524 PQL | ngiKg | °(@lldetects)
1.2.3.7.8.9-HXCDF JBQ | 0.0307 524 PQL | ng/Kg
1.2.3.7 8-PECDF JBQ | 0.0488 5.24 PQL | ng/Kg
2.3.4.6.7,8-HXCDF JBQ | 00572 5.24 PQL | ng/Kg
2.3.4.7.6-PECDF JBa | 00711 5.24 PQL | ng/Kg
oCPD JB 1.00 105 PQL | ngiKg
OCDF B | 0171 10.5 PQL | ngiKg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509

80
‘ Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-022-SABS-5S5-0.0-0.5 1.2,3,4,6,7,8-HPCDD JB 3.60 5.26 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.777 5.26 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0858 5.26 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.0991 5.26 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.126 5.26 PQAL ng/Kg
1,2,3,6,7,8-HXCDD Ja 0.182 526 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0,102 5.26 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD J 0.153 5.26 PQL | ng/Kg
1,2,3,7,8-PECDD JB 0.112 526 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0992 5.26 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.130 5.26 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.165 5.26 PQL ng/Kg
2,3,7,8-TCDF JQ 0.128 1.05 PQL ng/Kg
OCDF JB 1.23 10.5 PQL ng/Kg
SL-023-SA85-55-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 1.01 5.25 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0811 5.25 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.128 5.25 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.186 5.25 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.310 5.25 PQL ngfkg
1,2,3,6,7,8-HXCDF JB 0175 5.25 PQL ng/kg
1,2,3,7,8,9-HXCDD Ja 0.333 5.25 PQL ng/Kg
1,2,3.7.8,9-HXCDF JBQ | 0.0383 5.25 PQL |ngkg| @lidetects)
1,2,3,7,8-PECDD JB 0.0967 5.25 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.116 5.25 PQL ngfkg
2,3,4,6,7, 8-HXCDF JBQ 0.183 5,25 PQL ngfkg
2,3,7,8-TCDD JQ 0.0466 1.05 PQL ng/Kg
2,3,7,B-TCDF J 0.474 1.05 PQL ng/Kg
OCDF JB 1.63 10.5 PQL na/Kg
SL-034-SA5DS-88-0.0-0.5 |1,2,3,4,6,7,8-HPCDD JBQ 0.974 5.13 PQL ng/Kyg
1,2,3,4,6,7,8-HPCDF JB 0.301 513 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0310 513 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0775 513 PQL ng/Kg
1,2,3,6,7,8-HXCDD Ja 0.0828 513 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0507 513 PQL ng/Kg
1,2,3,7,8,9-HXCDD JQ 0.133 513 PQL ng/Kg J (all detects)
1.2,3,7,8,9-HXCDF . JBQ 0.101 513 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0401 513 PQL ng/Kg
2,3,4,6,7,8-HXCDF ) JBQ 0.0678 513 PQL ng/Kg
2,3,4,7,8-PECDF JBQ | 0.0902 5.13 PQL | ng/Kg
OCDD JB 9.33 10.3 PQL ng/Kg
OCDF JB 0.613 10.3 PQL ng/Kg
SL-037-SAB8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.987 5.10 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.208 5.10 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0559 5.10 PQL ng/Kg
1,2,3,4,7,.8-HxCDD JQ 0.0707 5.10 PQL ng/Kg
1,2,3,4,7, 8-HXCDF JBQ 0.107 5.10 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.0677 5.10 PQL ng/kKg
1,2,3,6,7 8-HXCDF JB 0.0692 5.10 PQL ng/Kg
1,2,3,7,8,9-HXCDD Ja 0.0672 5.10 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.0594 5.10 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.121 5.10 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.131 5.10 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0562 5.10 PQL | ng/Kg
2,3,4,7,B-PECDF JB 0.181 5.10 PQL ng/Kg
2,3,7,8-TCOD J 0.0582 1.02 PQL ng/Kg
2,3,7,8-TCDF Ja 0.0640 1.02 PQL ng/Kg
OCDD JB 5.58 10.2 PQL ngfKg
QCDF JBQ 0.386 10.2 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509

2{0)
Lab Reporting| RL
SampleiD Analyte Qual | Result Limit Type | Units Fiag
SL-037-SA6-SB-9.0-10.0  |1,2.3.4,6.7,8-HPCDD JB | 159 5.51 PQL | ng/Kg
1.2.3.4,6.7.8-HPCDF JB | 0153 5.51 PQL | ng/Kg
1.2,3.4.7.8,9-HPCDF JBQ | 00818 5.51 PQL | ng/Kg
1.2.3.4,7,8-HxCDD Ja | 00376 5.51 PQL | ng/Kg
1.2,3.4.7.8-HXCDF JBQ | 0.140 5.51 PQL | ng/Kg
1.2,3.6.7.8-HXCDD Ja | 00453 5.51 PQL | ng/Kg
1.2,3.6.7.8-HXCDF JBQ | 00326 5.51 PQL | ngiKg
1.2,3.7.8,9-HXCDD Ja | oo7et 5.51 PQL | ngKa| J (all detects)
1.2.3,7.8,9-HXCDF JBQ | 00283 5.51 PQL | ng/Kg
1.2,3.7.8-PECDD JBQ | 0425 5,51 PQL | ng/Kg
1.2,3.7,8-PECDF JBQ | 0.0902 5.51 PQL | ng/Kg
2,3.4.6,7,8-HXCDF JB | 0.0541 5.51 PQL | ngiKg
2.34,7,8 PECDF JBQ | 0.0634 5.51 PQL | ngiKg
2.3.7,8.TCDD Jo | 00547 1.10 PQL | ng/Kg
OCDF B | 0.205 11.0 PAL | ng/Kg
S1-040-SASDS-58-0.0-0.5 |1,2,3.4,6,7,8-HPCDF B | 138 5.06 PQL | ngKg
1.2,3.4,7.8.9-HPCDF JBQ | 07128 5.06 PQL | ng/Kg
1.2,3.4,7.8-HxCDD J 0.341 5.06 PQL | ngKg
1.2,3.4.7,8-HXCDF JBQ | 0275 5.06 PQL | ng/Kg
1.2,3.6.7.8-HXCDD Ja | o696 5.06 PQL | ng/Kg
1.2,2.6,7.8-HXCDF JBQ | 0218 5.06 PQL | ng/Kg
1.2,3.7.8,9-HXCDD J | 0648 5.06 PQL | ng/Kg
1.2.3,7.8,9-HXCDF JB | 0585 5.06 PQL | ngkg | Y @ldetects)
1.2,3,7.8-PECDD JB | 0154 5.06 PQL | ng/Kg
1.2.3,7.8-PECDF JBQ | 0201 5.06 PQL | ng/Kg
2.3.4,6,7,8-HXCDF JB | 0172 5.06 PQL | ng/Kg
2.3.4.7,8-PECDF JB | 00854 5.06 PQL | ng/Kg
2,3.7,8-TCDF J 0.186 1.01 PQL | ng/Kg
OCDF JB | 460 10.1 PQL | ng/Kg
SL-064-5A6-SB-4.050  [1.2,3.4.7.8.9-HPCDF B | 291 5.17 PQL | ngiKg
1.2.3.4.7.8-HxCDD J 0.835 5.17 PQL | ng/Kg
1.2,3.4.7.8-HXCDF B | 115 517 PQL | ng/Kg
1.2,3.6,7.8-HXCDD J 5.15 5.17 PQL | ng/Kg
1.2,3.6,7.8-HXCDF JB | 0.790 517 PQL | ng/Kg
1.2,3.7.8,9-HXCDD ) 1.83 5.17 PQL | ngKg
1.2,3.7.8,9-HXCDF JBQ | 0170 5.17 PQL | ngKg| J (all detects)
1.2,3.7,8.PECDD Ba| 115 5.17 PQL | ng/Kg
1.2,3.7.8-PECDF JBQ | 00327 517 PQL | ng/Kg
2,3.4,6,7,8-HXCDF B | 117 517 PQL | ngiKg
2,3.4.7,8-PECDF JB | 0346 517 PQL | ng/Kg
23.7.8TCDD Ja | 0190 103 PQL | ngiKg
2.3.7,8-TCDF Ja | oormo 1.03 PQL | ng/Kg
SL-064-SA6-SB-9.0-10.0  |1,2,3.4.7.8.9-HPCDF B | 104 5.64 PQL | ng/Kg
1.2,3,4.7.8-HXCDD J 0.457 5.64 PQL | ng/Kg
1.2,3.4,7.8-HXCDF JB | 0461 5.64 PQL | ng/Kg
1.2.3,6.7,8-HXCDD J 3.01 5.64 PQL | ng/Kg
1.2.3.6,7.8-HXCDF JB | 0393 5.64 PQL | ng/Kg
1.2.3.7.8.9-HXCDD J 1.27 564 PQL | ng/Kg
1.2.3.7.8,9-HXCDF JBQ | 0127 5.64 PQL |ngKg| (8!l detects)
1.2.3,7.8-PECDD JBQ | 0.299 5.64 PQL | ng/Kg
1.2,3.7.8-PECDF JB | 0.0547 5.64 PQL | ng/Kg
2.3.4,6,7,8-HXCDF JB | 0.606 5.64 PQL | ng/Kg
2.3.4.7,8-PECDF B | 0152 564 PQL | ng/Kg
2.3.7.8-TCDF 5| 00779 143 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX 146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name; CDM_SSFL_110509

Lab Reporting| RL
SamplelD Analyte Qual | Resuit Limit Type | Units Flag
SL-084-SA7-SB-0.0-1.0  [1,2.3.4,8,7,8-HPCDD JB | 0374 5.00 PaL | ng/kg
1.2.3.4.6.7.8-HPCDF JBQ | 0144 5.09 PQL | ng/Kg
1.2.3.4.7.8,.9-HPCDF JBQ | 0.0268 5.09 PQL | ngiKg
1.2.3.4.7.8-HxCDD J 0.0473 5.09 PQL | ng/Kg
1.2.3.4.7.8-HXCDF JBQ | 0.0709 5.09 PQL | ng/Kg
1,2.3.6.7.8-HXCDD : Ja | 0.0561 5.0 PQL | ng/Kg
1.2.3.6.7.8-HXCDF JBa | 0.0683 5.00 PQL | ngKg
1.2.3.7.8.9-HXCDD Ja | 00453 5.09 PQL | ng/K
1.2.3.7.8.9-HXCDF JBQ | 0.0466 5.08 PQL ngﬁé J (all detects)
1.2,3.7.8-PECDD JB | 00447 5.09 PQL | ng/Kg
1.2.3.7.8-PECDF JB | oos27 5.09 PQL | ng/Kg
2.3.4.6.7,8-HXCDF JBQ | 00603 5.09 PQL | ng/Kg
2.3.4,7.8-PECDF JBQ | 0.108 5.09 PQL | ng/kg
2.3.7.8-TCOD J | 0.0390 1.02 PaL | ngiKg
OCDD JB 2.44 10.2 PQL | ngiKg
OCDF JB | 0212 10.2 POL | ng/Kg
SL-113-SA7-SB-0.0-1.0  |1,2.3,4.6.7.8-HPCDD B | 0662 5.53 PQL | ng/Kg
1.2.3.4.6.7.8-HPCDF : JBQ | 0195 5.53 PQL | ng/iKg
1.2.3.4.7.8.9-HPCDF JBQ | 0.0386 5.53 PAL | ng/Kg
1,2.3.4.7.8-HxCDD J | o.0s87 5.53 PaL | ng/Kg
1.2.3:4.7.8-HXCDF JBQ | 0.149 553 PQL | ng/kg
1.2,3.6.7.8-HXCDD J 0.487 5.53 PAL | ng/Kg
1.2.3.6.7.8-HXCDF B | 0181 553 PaL | ngKg
1.2.3.7.8.9-HXCDD J 0.643 553 PQL | ng/Kg
1.2.3.7.8.9-HXCDF JB | 0.0741 5.53 PQL |ngKg| Jall detects)
1.2.3.7. 8-PECDD B | 0155 553 PQL | ngiKg
1,2.3.7.8-PECDF B | 0156 | 553 PQL | ng/Kg
2.3.4.6.7,8-HXCDF JBQ | 0.0789 5.53 PQL | ng/Kg
2.3.4.7.8-PECDF JB | 0167 5.53 PQL | ng/Kg
2.3.7.8.TCDD Ja | 00643 1.11 PQL | ng/Kg
2.3.7,.8-TCDF Ja | 00416 1.11 PQL | ng/Kg
ocoD JB 439 11.1 PQL | ng/Kg
OCDF B | 032 111 PQL | ng/Kg
SL-115-SA7-SB-051.5  |1.23,4.67 86HPCOD JB | 0395 5.20 PQL | ngkKg
1,2.3.4.6.7.8-HPCDF JB | 0130 5,20 PQL | ng/Kg
1.2.34.7.8-HXCDF JBQ | 0.0320 5.20 PQL | ngKg
1.2,3.6.7.8-HXCDD J 0.313 5,20 PAL | ng/Kg
1.2,3.6.7.8-HXCDF JBQ | 0.198 5.20 PaL | ng/iKg
1.2,3.7.8.9-HXCDD J 0.434 5.20 PQL | ng/iKg
1.2,3.7.8.9-HXCDF JBQ | 0.0431 5.20 POL | ngKa | | ol detocts)
1.2,3.7.8-PECDD JBQ | 0.0468 5.20 PQL | ng/iKg
1.2.3.7.8-PECDF JB | o0.0864 5.90 PAL | ng/Kg
2.3.4.6.7,8-HXCDF JB | 00565 5.20 PQL | ng/Kg
2.3.4.7.8-PECDF Jga | 0110 5.20 PQL | ng/Kg
2.3.7.8-TCDF J | 0.0243 1.04 PQL | ngiKg
oCcDD JB 3.13 10.4 PQL | ng/Kg
OCDF JB | 0221 10.4 PAL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX146
EDD Filename: DX146_v1

SRR

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Lab Reporting| RL
SamplelD Analyte Qual| Result Limit Type | Units Flag
SL-132-8A7-3B-4,0-5.0 1,2,3,4,6,7,8-HPCDF JB 0.709 5.09 PQL ng/Kg
1.2.3,4,7,8,9-HPCDF JB 0.0713 5.09 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0415 5.09 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0727 5,09 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.239 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0644 5.08 PQL ng/Kg
1,2,3,7,8,9-HXCDD JQ 0.187 5.09 PQL ng/Kg J (2ll detects)
1,2,3,7,8,9-HXCDF JBQ 0.0498 5.09 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.0449 5.08 PAL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0365 5.09 PQL ng/kg
2,3,4,6,7,8-HXCDF JBQ 0.0652 5.09 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.115 5.09 PQL ng/Kg
OCDF JB 177 10.2 PQL ng/Kg
SL-132-5A7-5B-8.5-9.5 1,2,3.4,6,7,8-HPCDD JB 270 528 PQL ng/Kg
1,2,3,4,6,7,.8-HPCDF JB 0.364 5.28 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.102 5.28 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0579 5.28 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.446 5.28 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.182 5.28 PQL ng/Kg
1,2,3,7,8,9-HXCDD J 0.762 5.28 PaL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.110 5.28 PQL ng/Kg
1.2,3,7,8-PECDD JBQ 0.0489 5.28 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0636 5.28 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0422 5.28 PQL ng/Kg
2,3,4,7 8-PECDF JB 0.0637 5.28 PQL ng/Kg
OCDF JB 0.667 10.6 PQL | ng/Kg
SL-180-SA7-SB-2.0-3.0 1.2,3,4,6,7,8-HPCDD JBQ 0.591 5.12 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.191 512 PQL ng/Kg
1,2,3,4,7,8,5-HPCDF JBQ 0.0489 512 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0426 5.12 PAL ng/Kg
1,2,3,6,7,8-HXCDD Ja 0.0787 5.12 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0179 5.12 PQL ng/Kg
1,2,3,7,8,9-HXCDD Ja 0.127 5.12 PQL ng/Kg J (all detects)
1,2,3,7.8,9-HXCDF JBQ 0.0730 5.12 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0278 5.12 PaL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0712 512 PQL ng/Kg
2,3,4,7 8-PECDF JBQ 0.0980 512 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0376 1.02 PQL ng/Kg
OCDD JB 2.78 10.2 PQL | ngiKg
OCDF JBQ 0.252 10.2 PQL ng/Kg
5L-191-8A6-8B-0.0-1.0 1,2,3,4,7,8,9-HPCDF JB 1.65 4.91 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 1.29 4.91 PQL ng/Kg
1,2,3,4,7, 8-HXCDF JB 1.38 4.91 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 4.20 4.91 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 1.24 4.91 PQL ng/Kg
1,2,3,7,8,9-HXCDD J 2.09 491 PQL | ng/Kg
1.2,3,7.8,9-HXCDF JBQ 0.380 4.91 PQL ng/Kg J {all detects)
1,2,3,7,8-PECDD JB 0.822 4.91 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.577 4.91 PQL ng/Kg
2,3,4,6,7.8-HXCDF JB 1.49 4.91 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.978 4.91 PQL ng/Kg
2,3,7,8-TCDD J 0.0615 0.983 PQL ng/Kg
2,3,7,8-TCDF J 0.419 0.983 PQL ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Reporting Limit Outliers

Lab Reporting Batch ID: DX146 Laboratory: LL
EDD Filename: DX146_v1 eQAPP Name: CDM_SSFL_110509

8O
Lab Reportingl RL

SamplelD Analyte Qual | Resuit Limit Type | Units Flag

SL-206-SA6-5B-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 3.58 5.21 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.642 5.21 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0703 5.21 PQL ng/Kg
1,2,3,4,7,8-HxCDD Ja 0.0694 5.21 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0777 5.21 PQL ng/Kg
1,2,3,6,7,8-HXCDD Ja 0.132 5.21 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0463 5.21 PQL ngfKg J {all detects)
1,2,3,7,8,9-HXCDD J 0.108 5.21 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.0452 5.21 PQL ng/Kg
1,2,3,7 8-PECDF JBQ 0.0328 5.21 PQL ng/ikg
2,3,4,6,7,8-HXCDF JB 0.0648 5.21 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.121 5.21 PQL ng/Kg
2,3,7,8-TCDF Ja 0.100 1.04 PQL | ng/Kg
OCDF JB 1.38 104 PQL ng/Kg

SL-225-5A6-SB-3.04.0 1,2,3,4,6,7,8-HPCDD JB 0.663 543 PQL ng/Kg
1,2,3,4,6,7,8B-HPCDF JB 0.257 5.43 PQL ng/Kg
1,2,3,4,7,.8-HXCDF JBQ (.0364 5.43 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.0684 5.43 PQL ng/Kg
1,2.3,6,7,8-HXCDF JBQ 0.0170 5.43 PQL ng/Kg
1,2,3,7,8,9-HXCDD JQ 0.0467 5,43 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ | 0.0309 5.43 PaL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0426 5.43 PaQL ng/Kg
2,34,7,8-PECDF JBQ 0.0638 5.43 PQL ng/Kg
OCDD JB 6.16 10.9 PQL ng/Kg
OCDF JB 0.575 10.9 PQL ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling .
172012012 11:30:18 AM ADR version 1.4.0.111 Page 6 of 6



SAMPLE DELIVERY GROUP

DX147



Attachment |

Sample ID Cross Reference and Data Review Level

26978Cov_SSFL.wpd



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
29-Sep-2011  SL-007-SABS-SS-0.0-0.5 6423878 N METHOD 1613B 1\
29-Sep-2011  SL-005-SABS-55-0.0-0.5 6423877 N METHOD 16138 v
29-Sep-2011  SL-177-SA7-SB-3.04.0 - 6423886 N METHOD 16138 v
29-Sep-2011  SL-003-SA8S-55-0.0-0.5 6423874 N METHCD 16138 v
29-Sep-2011  SL-003-5A88-55-0.0-0.5MS 6423875 MS METHOD 1613B v
29-Sep-2011  SL-003-SA85-55-0.0-0.5MSD 6423876 MSD METHOD 1613B 1\
29-Sep-2011  SL-127-SA7-SB-4.0-5.0 6423885 N METHOD 1613B v
29-Sep-2011 DUP01-5A85-QC-092911 6423883 FD METHOD 16138 v
29-5ep-2011  SL-001-SA83S-55-0.0-0.5 6423873 N METHOD 1613B v
29-Sep-2011  SL-126-SA7-SB-4.0-5.0 6423884 N METHOD 16138 v
29-Sep-2011  SL-024-SA8S-55-0.0-0.5 6423882 N METHOD 1613B v
29-Sep-2011  SL-013-SA85-55-0.0-0.5 6423879 N METHOD 1613B v
29-Sep-2011  SL-014-SA8S-5S-0.0-0.5 6423880 N METHOD 1613B v
29-5ep-2011  S1-015-SA8S-58-0.0-0.5 6423881 N METHOD 1613B v -
06-Oct-2011  S5L-229-5A6-85-0.0-0.5 6431147 N METHOD 16138 v
06-Oct-2011 SL-229-SAB-SB-2.0-3.0 6431152 N METHOD 16138 IV
06-Oct-2011 SL-230-5A6-55-0.0-0.5 6431148 N METHOD 1613B v
06-Oct-2011  SL-230-SA56-SB-4.0-5.0 6431153 N METHOD 1613B v
06-Oct-2011 §L-254-5A8-SB-2.5-3.5 6431154 N METHOD 1613B I\
06-Oct-2011 SL-234-5A8-55-0.0-0.5 6431149 N METHOD 1613B v
06-Oct-2011  SL-232-SA6-55-0.0-0.5 6431150 N METHOD 1613B v
06-Oct-2011 SL-232-5A8-5B-2.5-3.5 6431151 N METHOD 1613B v

I = EPA Leve! 3 Dala Review
IV = EPA Level 4 Dala Validation

N = Normal Sample
FD = Field Duplicate

T8 = Trp Blank
FB = Field Blank

MS = Matrix Spike
MS3D = Malrix Spike Duplicate

Page 1 of 1



Attachment lI

Overall Data Qualification Summary
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Data Qualifier Summary

Lab Reporting Batch ID: DX147 Lahoratory: LL
EDD Filename; eQAPP Name: CDM_SSFL_110509

Matrix: S0
Sample ID:DUP01-SA8S-QC-092911 Collected: 9/29/2011 10:05:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1 ,2,3,4,6,7,8-H.PCDD 3.04 JB 0.0303] MDL 5.15 PaL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.615 JBQ |0.0183| MDL 5.15 PQL ng/Kg J z
1,2,3,4,7,8,5-HPCDF 0.0624 JBQ | 0.0245| MDL 5.15 PQL | ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0704 JQ 0.0271| MDL 5.15 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.361 J 0.0287 | MDL 5.15 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 0.193 JB 0.0260 | MDL 5.15 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.148 JB 0.0233 | MDL 515 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.138 JB 0.0256 | MDL 5.15 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.0609 JB 0.0205| MDL 5.15 PQL ng/Kg uJ B.FD
1,2,3,7,8-PECDD 0.0846 JQ 0.0258 { MDL 5.15 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.0763 JB 0.0215| MDL 5.15 PQL ng/Kg uJ B, FD
2,3,4,6,7,8-HXCDF 0.149 JB 0.0186 ( MDL 515 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.233 JB 0.0220 | MDL 5.15 PQL ng/Kg U B
2.3,7,8-TCDF 0.265 JB 0.0349 | MDL 1.03 PQL ng/Kg J z
OCDF 1.00 JB 0.0284 | MDL 10.3 PQL ng/Kg J z
Sample ID:SL-001-SA88-55-0.0-0.5 Collected: 9/29/2011 11:25:00  Analysis Type: RES Dilition: 1

Lab Lab DL Reason
A | Result | Qual | DL | T L Code
1,2,3,4,6,7,8-HPCDD 277 JB 0.0590 Z
1,2,3,4,6,7,.8-HPCDF 0.592 JB 0.0323| MDL 5.28 ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.118 JBQ 0.0499| MDL 5.28 ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0733 J 0.0329| MDL 5.28 ng/Kg J z
1,2,3,4,7,8-HXCDF 0.288 JQ 0.0388| MDL 5.28 ng/Kg J z
1,2,3,6,7,8-HXCDD 0.152 JB 0.0326 | MDL 5.28 ng/Kg U B
1,2,3,6,7,8-HXCDF 0.133 JBQ 0.0311 | MDL 5.28 ng/Kg J z
1,2,3,7,8,9-HXCDD 0.125 JB 0.0347 | MDL 528 ng/Kg U B
1,2,3,7,8,8-HXCDF 0.0547 JBQ 0.0320 | MDL 5.28 ng/Kg U B
1,2,3,7,8-PECDD 0.0599 J 0.0362 | MDL 5.28 ng/Kg J Z
1,2,3,7,.8-PECDF 0.0941 JBQ 0.0250 | MDL 5.28 ng/Kg U B
2,3,4,6,7,8-HXCDF 0.203 JB 0.0242 | MDL 5.28 ng/Kg U B
2,3,4,7,8-PECDF 0.381 JB 0.0263| MDL 5.28 ng/Kg J z
2,3,7,8-TCDF 0.179 JB 0.0436 | MDL 1.06 ng/Kg U B
OCDF 1.15 JB 0.095201 MDL 10.6 ng/Kg J Z

* denotes a non-reporiable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX147 Laboratory: LL
ED eQAPP Name: CDN_SSFL_110509

Matrix: SO
Sample ID:SL-003-SA85-55-0.0-0.5 Collected: 9/29/2011 9:55:00 Analysis Type: RES Ditution: 1
Data

Lab Lab bL RL Review Reason
Amalyte ) Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 2.7 JB 0.0405| MDL 5.09 PQL ng/Kg J Z
1,2,3,4,6,7,8-HPCDF 0.574 JB 0.0211 | MDL 5.09 PQL ng/Kg J z
1,2,3,4,7,8,8-HPCDF 0.0457 JB 0.0282 | MDL 5.09 PQL ng/Kg U B
1,2,3,4,7 8-HxCDD 0.0682 JQ 0.0320 | MDL 5.00 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.220 J 00352| MDL | 509 | PQL | ng/Kg J b4
1,2,3,6,7,8-HXCDD 0.165 JB 0.0345 | MDL 5.09 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.113 JBQ 0.0268 | MDL 5.09 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.163 JBQ 0.0290{ MDL 5.09 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.0252 U 0.0252 | MDL 5.09 PQL ng/Kg uJ FD
1,2,3,7,8-PECDD 0.0765 J 0.0313| MDL 5.09 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.0217 U 0.0217 | MDL 5.09 PQL ng/Kg uJ FD
2,3,4,6,7,8-HXCDF 0.150 JB 0.0209 | MDL 5.09 PQL ng/Kg u B
2,3,4,7 8-PECDF 0.317 JB 0.0220 | MDL 5.09 PQL ng/Kg J z
2,3,7,8-TCDF 0.196 JB 0.0375 | MDL 1.02 PQL ng/Kg J z
OCDF 0.882 JB 0.0464 1 MDL 10.2 PQL ng/Kg U B
Sample ID:SL-005-5A88-55-0.0-0.5 Cb!!ected: 9/29/2011 8:40:00 Analysis Type: RES Difution: 1

Data

Lab Lab DL RL Review Reason
Analyte e eI e ) | J code
1,2,3,4,6,7,8-HPCDD 0.781 JB 0.0297 | MDL 5.09 PQL ng/Kg U B
1,2,3,4,6,7 8-HPCDF 0.151 JB 0.0191| MDL 5.09 PQL ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0559 JB 0.0189 | MDL 5.09 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0315 J 0.0252 | MDL 5.09 PQL ng/Kg J A
1.2,3,4,7,8-HXCDF 0.0398 Ja 0.0348 | MDL 5.09 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 0.0811 JBQ 0.0273 | MDL 5.09 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0340 JB 0.0326 | MDL 5.09 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0560 JB 0.0238 | MDL 5.09 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0374 JBQ 0.0192 | MDL 5.09 PQL ngfKg u B
1,2,3,7,8-PECDD 0.0587 JQ 0.0286 | MDL 5.09 PQL ng/Kg J A
1,2,3,7,8-PECDF 0.0389 JB 0.0198 | MDL 5.09 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0512 JB 0.0162| MDL | 509 | PQL | ng/Kyg U B
2,3,4,7,8-PECDF 0.0720 JBQ 0.0189 ] MDL 5.09 PQL ng/Kg U B
CCDD 5.28 JB 0.0248 | MDL 10.2 PQL ng/Kg J Z
OCDF 0.353 JB 0.0407 | MDL 10.2 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: BX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

Matrix: SO

Sample ID:SL-007-SA85-55-0.0-0.5 Collected: 9/29/2011 8:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte L Result | Qual | DL | Type | RL | Type | Units | Qual |  Code
1,2,3,4,6,7,8-HPCDD 229 J8 0.0341 | MDL 5.14 PQL ng/Kg J Z
1,2,3,4,6,7,8-HPCDF 0.474 JB 0.0180 |} MDL 5.14 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.0508 JB 0.0211 | MDL 514 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0397 JQ 0.0280 | MDL 5.14 PQL ng/Kg J z
1,2,3,4,7.8-HXCDF 0.0598 JQ 0.0255{ MDL 514 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 0.119 JB 0.0270 | MDL 514 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0674 JB 0.0227 | MDL 5.14 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.118 JBQ 0.0273| MDL 5.14 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0505 JBQ 0.0178 | MDL 5.14 PQL ngfKg u B
1,2,3,7,8-PECDD 0.0474 JQ 0.0270 | MDL 5.14 PQL ngfKy J Z
2,3,4,6,7,8-HXCDF 0.0823 JBQ 0.0153 | MDL 5.14 PQL ngfKg u 8
2,3,4,7,8-PECDF 0.0428 JBQ 0.0171 | MDL 5.14 PQL ng/Kg U 8
2,3,7,8-TCDF 0.0545 JB 0.0312} MDL 1.03 PQL ng/Kg U B
QCDF 0.884 JB 0.0379 [ MDL 10.3 PQL ng/Kg U B
Sample ID:SL-013-SA85-58-0.0-0.5 Collected: 912912011 2:55:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

A e e | ROSUM | Qual | DL | Type | RL 1 Qual | Code
1,2,3,4,6,7,8-HPCDD 2.17 JB 0.0342 DL 5.14 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.756 J8 0.0242 | MDL 5.14 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.211 JBQ 0.0263 | MDL 5.14 PQL ng/Kg J z
1,2,3,4,7 8-HxCDD 0.224 J 0.0317 | MDL 5.14 PQL ng/Kg J z
1,2,3,4,7.8-HXCDF 0.438 J 0.0445| MDL 5.14 PQL ng/Kg J z
1,2,3,6,7.8-HXCDD 0.253 JB 0.0310| MDL 5.14 PQL ng/Kg J z
1,2,3,6,7.8-HXCDF 0.372 JBQ 0.0382 | MDL 5.14 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.289 JB 0.0323 | MDL 5.14 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.222 JBQ 0.0314| MDL 5.14 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.188 J 0.0333 | MDL 5.14 PQL ng/Kg J Z
1,2,3,7,.8-PECDF 0.268 JBQ 0.0288 | MDL 5.14 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.311 JB 0.0265| MDL 5.14 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.601 JB 0.0291 | MDL 5.14 PQL ng/Kg J z
2,3,7,8-TCDF 0.183 JB 0.0618 } MDL 1.03 PQL ng/Kg U 8
OCDF 1.27 JB 0.0324 | MDL 10.3 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collccated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

Wethod: Matrix: SO
Sample ID:SL-014-SA85-585-0.0-0.5 Collected: 9/29/2011 3:10:00 Analysis Type: RES Dilution: 4
Data

Lab Lab DL RL Review Reason
1,2,3,4,6,7,8HPCDF 0.690 JB 0.0225| MDL 5.20 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.0761 JBQ 0.0259 | MDL 5.20 PQL ng/Kg U
1,2,3,4,7,8-HxCDD 0.194 J 0.0411 | MDL 5.20 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.220 J 0.0344 | MDL 5.20 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 0.247 JB 0.0443 | MDL 5,20 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.172 JB 0.0266 | MDL 5.20 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 0.210 JBQ 0.0377 | MDL 5.20 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.164 J 0.0295 | MDL 5.20 PQL ng/Kg J z
1,2,3,7,.8-PECDF 0.220 JB 0.0239 | MDL 5.20 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.184 JB 0.0193 | MDL 5,20 PQL ng/kg u B
2,3,4,7,8-PECDF 0.409 JB 0.0245| MDL 5.20 PQL ng/Kg J Z
2,3,7,8-TCDF 0.0992 JB 0.0421 | MDL 1.04 PQL ng/Kg U B
OCDF 1.33 JB |o0o0312| MDL | 104 | PQL | ng/Kg J z
Sample 1D:5L-015-SA85-55-0.0-0.5 Colfected: 9/29/2011 3:30:00 Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analte e | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 5.08 JB 0.0435| MDL 5.14 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.862 JB 0.0254 | MDL 5.14 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.108 JB 0.0244 | MDL 5.14 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0940 JBQ 0.0360 [ MDL 5.14 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.189 JBQ 0.0463 { MDL 5.14 PQL ng/Kg ) B
1,2,3,6,7,8-HXCDD 0.169 JBQ 0.0345| MDL 5.14 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.129 JBQ 0.0412 | MDL 514 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0999 JB 0.0333 | MDL 5.14 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0687 Ja 0.0240| MDL 5.14 PQL ng/Kg J Z
1,2,3,7, 8-PECDD 0.0439 JB 0.0285 | MDL 5.14 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0687 JB 0.0184 | MDL 5.14 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.178 JB 0.0190 | MDL 5.14 PQL ng/Kg ) B
2,3,4,7,8-PECDF 0.220 JBQ 0.0185| MDL 5.14 PQL ng/Kg U B
2,3,7,8-TCDF 0.0580 Ja 0.0372 | MDL 1.03 PQL ng/Kg J z
OCDF 0.875 JB 0.0367 | MDL 10.3 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/31/2012 8:08:36 AM ADR version 1.4.0.111 Page 4 of 12



Data Qualifier Summary

Lab Reporting Batch ID: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

Matrix: SO
Sample [D:SL-024-SA85-85.0.0-0.5 Collected: 9/129/2011 2:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1,2,3,4,6,7,8-HPCDD 3.94 JB 0.0303 | MDL 5.00 PQL ng/Kg J z
1,2,3,4,6,7, 8-HPCDF 0.772 JB 0.0181} MDL 5.00 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0874 JBQ 0.0267 | MDL 5.00 PQL ngikg U B
1,2,3,4,7, 8-HxCDD 0.137 JBQ 0.0388 | MDL 5.00 PaL ng/Kg U B
1,2,3,4,7.8-HXCDF 0.179 JBQ 0.0242 | MDL 5.00 PQL ng/Kg U B
1,2,3,6,7.8-HXCDD 0.225 JB 0.0417 | MDL 5.00 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.138 JB 0.0222 | MDL 5.00 PQL ng/Kg ] B
1,2,3,7,8,9-HXCDD 0.183 JBQ 0.0314 | MDL 5.00 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0642 JQ 0.0265| MDL 5.00 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.0493 JBQ 0.0288 | MDL 5.00 PQL ng/kg U B
1,2,3,7,8-PECDF 0.150 JB 0.0273 | MDL 5.00 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.150 JBQ 0.0224 | MDL 5.00 PQL ng/Kg U B
2,3,4,7, 8-PECDF 0.0436 JBQ 0.0256 { MDL 5.00 PQL ng/Kg U B
2,3,7,8-TCDD 0.0482 Ja 0.0321 | MDL 1.00 PQL ng/Kg J z
2,3,7,8-TCDF 0.282 J 0.0531 | MDL 1.00 PQL ng/Kg J z
OCDF 1.26 JB 0.0253.] MDL 10.0 PQL ng/Kg U B
Sample ID:SL-126-SA7-SB-4.0-5.0 Coflected: 9/29/2011 11:33:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte — e L RESUI | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 0.211 JBQ 0.0217 | MDL 5.35 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0901 JBQ 0.01701 MDL 535 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0193 JB 0.0156 | MDL 535 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.124 JB 0.0231 | MDL 5.35 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.234 JB 0.0209 | MDL 535 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.210 JBQ 0.0136 | MDL 535 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.0429 JB 0.0155 | MDL 535 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0159 JB 0.0120 | MDL 5.35 PQL ng/Kg U B
2,3,4,7, 8-PECDF 0.0412 JB 0.0145] MDL 5.35 PQL ng/Kg U B
OCDD 0.577 JB 0.0193 | MDL 10.7 PQL ng/Kg U B
OCDF 0.124 JBQ 0.0278 | MDL 10.7 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/131/2012 8:08:36 AM ADR version 1.4.0.111 Page 5 of 12



Data Qualifier Summary

Lab Reporting Batch ID: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

Matrix: SO

Sampfe ID:SL-127-SA7-SB-4.0-5.0 Collected: 9/29/2011 10:00:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1,2,3,4,6,7,8-HPCDD 0.284 JB 0.0175| MDL 5.11 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.163 JB 0.0112| MDL 5.11 PQL ng/Kg U B
1,2,3,4,7 8,9-HPCDF 0.0235 JBQ | 0.0114| MDL 5.11 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0219 J 0.0146 | MDL 511 PQL ng/kg J z
1,2,3,6,7,8-HXCDD 0.0346 JB 0.0158 | MDL 511 PQL na/Kg U B
1,2,3,6,7,8-HXCDF 0.0482 JBQ | 0.0180| MDL 51 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0636 JBQ |0.0146( MDL 511 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0500 JBQ | 0.0119| MDL 5.11 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0360 J 0.0167 | MDL 511 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0254 JBQ (0.00973| MDL 5.11 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0396 JB 0.0104 | MDL 511 PQL ng/Kg u B
2,3,4,7 8-PECDF 0.0610 JBQ [0.00952f MDL 511 PaL ng/Kg u B
oCcDD 0.862 JB 0.0149 | MDL 10.2 PQL ng/Kg u B
OCDF 0.230 JB 0.0225 | MDL 10.2 PQL ng/Kg u B
Sampie iD:SL-177-SA7-SB-3.0-4.0 Colfected: 9/29/2011 8:50:00 Analysis Type: RES Ditution: 1
ot Data
Lab Lab DL RL Review Reason
® e RESUI | Qual | DL | Type | RL | Type | Units | Qual | Code |
1,2,3,4,6,7,8-HPCDD 0.339 JB 0.0214 | MDL 528 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.135 JBQ | 0.0113| MDL 5.28 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0411 JBQ |(0.0186| MDL 5.28 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.0413 JBQ | 0.0161| MDL 528 PQL ng/Ka u B
1,2,3,6,7,8-HXCDD 0.0551 JBQ | 0.0204( MDL 5.28 PQL ng/Ka u B
1,2,3,6,7,8-HXCDF 0.0191 JBQ |[0.0139| MDL 5.28 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0930 JBQ | 0.0202| MDL 5.28 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0556 JQ 0.0176 | MDL 5.28 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.0346 JBQ |0.0234| MDL 5.28 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0291 JBQ |0.0138| MDL 5.28 PQL ngfKg u B
2,3,4,6,7,8-HXCDF 0.0511 JBQ | 0.0147| MDL 5.28 PQL ng/Kg u B
2,3,7,8-TCDD 0.0319 Ja 0.0314 | MDL 1.06 PQL nglKg J z
2,3,7,8-TCDF 0.0344 Ja 0.0252 | MDL 1.06 PQL ng/Kg J z
OCDD 1.15 JB 0.0208 | MDL 10.6 PQL ng/Kg u B
QCDF 0.179 JB 0.0316 | MDL 10.6 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Coliocated Soil Sampling

1/31/2012 8:08:36 AM ADR version 1.4.0.111 Page 6 of 12



Data Qualifier Summary

Lab Reporting Batch ID: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

Matrix: SO
Sample ID:SL-229-5A6-SB-2.0-3.0 Collected: 10/6/2011 9:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
e | Result | Qual | DI | Type | RL | Type | Unifs | Qual | Code
1.2,3,4,7,8,9-HPCDF 351 JB 0.0617 | MDL 5.18 PQL ng/Kg J Z
1,2,3,4,7,8-HxCDD 2.52 JB 0.0622 MDL 5.18 PQL ng/Kg J
1,2,3,4,7,8-HXCDF 1.85 JB 0.0372| MDL 518 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 1.38 JB 0.0337 | MDL 5.18 PQL ng/Kg J Z
1,2,3,7,8,8-HXCDD 392 JB 0.0645| MDL 5.18 PQAL ng/Kg J A
1,2,3,7,8,9-HXCDF 0.432 J 0.0407 | MDL 5.18 PQAL ng/Kg J Z
1,2,3,7,8-PECDD 1.03 JB 0.0556 | MDL 5.18 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.714 JB 0.0280{ MDL 5.18 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 2.20 JB 0.0354 | MDL 5.18 PQL ng/Kg J A
2,3,4,7,8-PECDF 0.834 JB 0.0280| MDL 5.18 PQL ng/Kg J Z
2.3,7,8-TCDD 0.224 J 0.0333 | MDL 1.04 PQL ng/Kg J Z
2,3,7,8-TCDF 0.319 J 0.0443 | MDL 1.04 PQL ng/Kg J Z
Sample ID; SL-229-SA6-85-0.0-0.5 Collected: 10/6/2011 8:30:00 Analysis Type: RES Dilution: 1
: Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,7,8,9-HPCDF 2.79 JB 0.0599 | MDL 5.23 PQL ng/Kg J
1,2,3,4,7,8-HxCDD 1.87 J 0.0542| MDL 5.23 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 1.32 J 0.0740 | MDL 5.23 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 1.06 JB 0.0629 | MDL 5.23 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 2.84 JB 0.0511 | MDL 5.23 PQL ng/Ky J ¥4
1,2,3,7,8,9-HXCDF 0.254 JBQ 0.0378 | MDL 5.23 PQAL ng/Kg J A
1,2,3,7,8-PECDD 2,23 J 0.0451| MDL | 523 | PQL | ng/Kg J 2
1,2,3,7.8-PECDF 0.255 JBQ 0.0214| MDL 5.23 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 1.79 JB 0.0359| MDL 5.23 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.555 JB 0.0214 | MDL 523 PQL ng/Kg J z
2,3,7,8-TCDD 0.151 JBQ 0.0307 | MDL 1.05 PQL ng/Kg u B
2,3,7,8-TCDF 0.184 JBQ 0.0368 | MDL 1.05 PQL ng/Kg u B
Sample ID:SL-230-SA6-SB-4.0-5.0 Coilected: 10/6/2011 10:45:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1,2,3,4,6,7,8-HPCDF 3.22 JB 0.0287 | MDL 5.18 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.398 JBQ 0.0457 | MDL 5.18 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.206 JBQ 0.0591 | MDL 518 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area {V Collocated Soil Sampling

1/31/2012 8:08:36 AM ADR version 1.4.0.111 Page 7 of 12



Data Qualifier Summary

Lab Reporting Batch ID: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110508

Matrix: SO
Sampfle ID:SL-230-SA6-SB-4.0-5.0 Collected: 10/6/2011 10:45:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyee o— | Result | Qual | DL |Type | RL | Type | Units | Qual | Code
1,2,3,4,7,8-HXCDF 0.336 JB 0.0404 | MDL 5.18 PAL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.544 JBQ |0.0581| MDL 518 PQL | ng/Kg J z
1,2,3,6,7,8-HXCDF 0.234 JBQ 0.0346 | MDL 5.18 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.226 JBQ 0.0605 | MDL 5.18 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.0487 Ja 0.0456 | MDL 5.18 PQL | ng/Kg J 2
1,2,3,7,8-PECDD 0.0606 JBQ | 00544 | MDL 5.18 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.110 JBQ | 0.0274| MDL 5.18 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.322 JB 0.0365| MDL 5.18 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0938 JBQ 0.0274 | MDL 5.18 PQL ngfKg U B
2,3,7,8-TCDF 0.0620 Ja 0.0441 | MDL 1.04 PQL | ngl/Kg J z
OCDF 7.59 JB 0.0550 | MDL 10.4 PQL | ng/Kg J z
Sample ID:SL-230-SA6-58-0.0-0.5 Collected: 10/6/2011 10:25:00  Analysis Type: RES Ditution: 1
Data
Lab Lab RL Review Reason
Analyte e L RROSUIE | Qual | DL | Type | RL | Type | Units | Qual | Code
- 1,2,3,4,7,8,9-HPCDF 1.20 JB 0.0490 534 PQL |:ng/Kg J Z
' 1,2,3,4,7,8-HxCDD 0.816 JB 0.0620 5.34 FQL ng/Kg J z
1,2,3,4,7,8-HXCDF 1.95 JB 0.0434 5.34 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 2.49 JB 0.0629 5.34 PQL | ng/Kg J z
1,2,3,6,7,8-HXCDF 1.07 JB 0.0399 534 | PQL | ng/Kg J z
1,2,3,7,8,9-HXCDD 1.51 JB 0.0630 5.34 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.316 J 0.0474 5.34 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.427 JB 0.0702 534 PQL ng/Kg J z
1,2,3,7,8-PECDF 1.45 JB 0.0473 534 FQL | ng/Kg J z
2,3,4,6,7,8-HXCDF 1.09 JB 0.0433 534 PQL ng/Ka J 2
2,3,4,7,8-PECDF 1.35 JB 0.0449 5.34 PQL ng/Kg J Z
2,3,7,8-TCDD 0.0733 J 0.0483 1.07 PQL ng/Kg J F4
2,3,7,8-TCDF 0.939 J 0.0847 1.07 PQL ng/Kg J F4
Sample ID:SL-232-5A6-5B-2.5-3.5 Collected: 10/6/2011 3:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analte e | RESUIL | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 0.308 JBQ 0.0205 | MDL 5.37 PQL ng/Kg U B
1.2,3,4,6,7,8-HPCDF 0.175 JBQ 0.0145| MDL 5.37 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0271 JBQ 0.0270 | MDL 5.37 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/31/2012 8:08:36 AM ADR version 1.4.0.111 Page 8 of 12



Data Qualifier Summary

Lab Reporting Batch ID: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509
Matrix: SO
Sample ID:SL-232-SA6-5B-2.5-3.5 Collected: 10/6/2011 3:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte o | Resull | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,7,8-HxCDD 0.0832 JBQ 0.0237 | MDL 5.37 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.106 JBQ 0.0177 | MDL 5.37 PQL ng/Kg B
1,2,3,6,7,8-HXCDD 0.0730 JB 0.0225 | MDL 5.37 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0607 JB 0.0145 | MDL 5.37 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0963 JB 0.0216 | MDL 5.37 PQL ng/Kg U B
1,2,3,7.8,9-HXCDF 0.08389 JQ 0.0201 | MDL 5.37 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0121 JBQ 00144 | MDL 537 PQL ng/kg U B
2,3,4,6,7,8-HXCDF 0.0858 JB 0.01556| MDL 5.37 PQL ngrKg u B
2,3,4,7,8-PECDF 0.0960 JB 0.0151 | MDL 537 PQL ng/Kg U B
2,3,7,8-TCDF 0.0684 Ja 0.0263 | MDL 1.07 PQL ng/Kg J z
OCDD 1.23 JB 0.0212 | MDL 10.7 PQL ng/Kg U B
QCDF 0.213 JB 0.0310 | MDL 10.7 PQL ng/Kg U B
Sample ID:SL-232-SA6-55-0.0-0.5 Collected: 10/6/2011 3:00:00 Analysis Type: RES Dilution: 4
Data
Lab Lab DL RL , Review Reason

Analyte. _Rosult | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 4.48 JB 0.0399 | MDL 5.61 PQL | ng/Kg J z
1,2,3,4,6,7,8-HPCDF 1.18 JB 0.0246 | MDL 5.61 PQL ng/Kg U B
1,2,3.4,7,8,9-HPCDF 0.131 JBQ 0.0420| MDL 561 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.129 JBQ 0.0366 | MDL 561 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.158 JBQ 0.0292 | MDL 5.61 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.289 JB 0.0324 | MDL 5.61 PQL ng/Kg J z
1,2,3,6,7,.8-HXCDF 0.103 JBQ 0.0255| MDL 5.61 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.2 JB 0.0307 | MDL 5.61 PQL ng/Kg J z
1,2,3,7.8,9-HXCDF 0.0996 Ja 0.0313| MDL 561 PQL ng/Kg J z
1,2,3,7,.8-PECDD 0.104 JBQ 0.0340| MDL 561 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0936 JB 0.0212 | MDL 561 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.175 JB 0.0251 | MDL 5.61 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.209 JB 0.0214 | MDL 5.61 PQL ng/Kg U B
2,3,7,8-TCDF 0.0661 J 0.0364 | MDL 1.12 PQL ng/Kg J z
OCDF 3.55 JB 0.0404 | MDL 11.2 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Seil Sampling
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Data Qualifier Summary

Lab Reporting Batch I1D: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

Matrix: 80O
Sample ID:SL-234-5A6-55-0.0-0.5 Collected: 10/6/2011 12:15:00  Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyee . Result | Qual | DL | Type | RL | Type | Units | Qual | Code |
1,2,3,4,6,7,B-HPCDF 3.56 JB 0.0220} MDL 5.51 PQL | ng/Kg J
1,2,3,4,7,8,9-HPCDF 0.338 JB 0.0372| MDL 5.51 POL | ng/Kg U B
1,2,3,4,7,8-HxCDD 0.200 JB 0.0436 | MDL 5.51 PQL | ng/Kg J z
1,2,3,4,7 8-HXCDF 0.386 JBQ 0.03781 MDL 5.51 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.648 JB 0.0422 | MDL 5.51 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.369 JB 0.0319| MDL 5.51 POL | ng/Kg U B
1,2,3,7,8,9-HXCDD 0.588 JB 0.0420 | MDL 5.51 PQL | ng/Kg J z
1,2,3,7,8,9-HXCDF 0.183 JQ 0.0401 | MDL 551 PQL ngf/Kg J z
1,2,3,7,8-PECDD 0.202 JB 0.0423 | MDL 5.51 PQL ng/kg U B
1,2,3,7,8-PECDF 0.546 JB 0.0320 | MDL 5.51 PQL ng/Kg J Z
2,3,4,6,7,B-HXCDF 0.551 JB 0.0320 | MDL 5.51 PQL | ng/Kg J z
2,3,4,7,8-PECDF 0.783 JBQ | 0.0315| MDL 5.51 PQL | ng/Kg J z
2,3,7,8-TCDF 0.204 J 0.0639 | MDL 1.10 PQL | ng/Kg J z
Sample ID:S5L-254-5A6-5B-2.5-3.5 Collected: 10/6/2011 12:10:00  Analysis Type: RES Dilution: 1
Data
e Lab Lab DL RL Review | K Reason
Anabte e SR | Qual | DL ) Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 2.33 JB 0.0314| MDL 5.089 FOL | ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.913 JB 0.0185| MDL 5.08 POL | ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0826 JB 0.0311| MDL 5.09 POL | ng/Kg U B
1,2,3,4,7 8-HxCDD 0.0357 JBQ 0.0309 | MDL 5.09 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.281 JBQ 0.0277 | MDL 5.09 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.247 JB 0.0313} MDL 5.09 PQL | ng/Kg J z
1,2,3,6,7,8-HXCDF 0172 JBQ | 0.0229 MDL 5.09 PQL | ng/Kg U B
1,2,3,7,8,9-HXCDD 0.198 JBQ | 0.0307 | MDL 5.09 PQL | ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0849 Ja 0.0302 | MDL 5.09 POL | ng/Kg J z
1,2,3,7,8-PECDD 0.0424 JB 0.0276 | MDL 5.09 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.242 JB 0.0225| MDL 5.09 PQL ng/Kg J Zz
2,3,4,6,7,.8-HXCDF 0.133 JB 0.0239 | MDL 5.09 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.472 JB 0.0226 | MDL 5.09 PQL ng/Kg J z
2,3,7,8-TCDF 0.372 Ja 0.0526 | MDL 1.02 PQL | ng/Kg J z
OCDF 1.19 JB 0.0340 | MDL 10.2 PQL | ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID;: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Lab Reporting Batch ID: DX147
EDD Filename: DX147_v1

Reason Code Des

wi

B 7 Method Blank Contamination

Data Qualifier Summary

Reason Code Legend

AL

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

FD Field Duplicate Precision
Z Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/31/2012 8:08:36 AM

ADR version 1.4.0.111
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Level Ill ADR Outliers
(including Manual Review Outliers)

26978Cov_SSFLwpd



Quality Control
Outhier Reports

DX147



Method Blank Outlier Report

Lab Reporting Batch ID: DX147
EDD Filename: DX147_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

1,2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDD

Method Blank Associated
Sample ID Analyszs Date Analyte Result Samples
BLK2860B370829 10115/2011 8:29:00 AM Fa 4, a 7, 3 HPCDD "0.202 ngIKg DUPO- SABS QC-092911

1,2,3.4,6.7.8-HPCDF 0.0913 ng/Kg S1-001-8A85-85-0.0-0.5
1,2,3,4.7.3,9-HPCDF 0.0260 ng/Kg SL-003-8A85-85.0.0-0.5
1,2,3,6,7,8-HXCDD 0.0344 ngiKg SL-0D5-SABS-85-0.0-0.5

0.0263 ny/Kg
0.0271 ng/Kg

SL-007-5A85-55-0.0-0.5
SL-013-5A85-85-0.0-0.5

1,2,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,7,8-HXCDF
1,2,3,8,7,8-HXCDD
1,2,3,6,7 8-HXCDF

1,2,3,7,8,9-HXCDF 0.0293 ng/Kg SL-014-SA85-55-0.0-0.5
1,2,3,7,8-PECDF 0.0281 ng/Kg SL-126-SA7-5B-4.0-5.0
2,3,4,6,7,8-HXCDF 0.0606 ng/Kg SL-127-8A7-SB-4.0-5.0
2,3,4,7,8-PECDF 0.0553 ng/Kg SL-229-8A6-55-0.0-0.5
2,3,7,8-TCDD 0.0626 ng/Kg
2,3,7,8-TCDF 0.03981 ng/Kg
ochD 0.380 ng/Kg
QCDF 0.189 ng/Kg

BLK2920B371824 10/20/2011 6:24:00 PM 1,2,3,4,6,7,8-HPCDD 0,305 ng/Kg SL-015-SA8S8-55-0.0-0.5
1,2,3,4,6,7 8-HPCDF 0.370 ng/Kg SL-024-5A85-58-0.0-0.5

0.0805 ng/Kg
0.0310 ng/Kg
0.114 ng/Kg
0.0294 ny/Kg
0.0822 ng/Kg

1,2,3,7,8,9-BXCDD 0.0415 ng/Kg SL-232-5A6-85-0.0-0.5
1,2,37,8-PECDD 0.0488 ng/Kg 51-234-SA6-55-0.0-0.5
1,2,3,7,8-PECDF 0.0392 ng/Kyg S5L-254-5A6-SB-2,5-3.5
2,3,4,6,7,8-HXCDF 0.0874 ng/Kg
2,3,4,7,8-PECDF 0.0593 ng/Kg
oCoD 0.653 ng/Kg
OCDF 0.256 ng/Kg

SL-177-5A7-8B-3.04.0
§1-229-SA6-SB-2.0-3.0
S5L-230-5A6-8B-4.0-5.0
SL-230-SA6-55-0.0-0.5
5L-232-SA6-SB-2.5-3.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID _ Analyte Result Flnal Result
DUP01-5A85-QC- 092911(RES)A T 1 2 3 4‘7594i-IPCDF T o 652‘4}‘9}@”% T 5150 E;;kémmm
DUP31-SABS-QC-092911(RES) 1,2,3,7,8,9-HXCDF 0.0609 ng/Kg 5.15U ng/Kg
DUP01-$A8S-QC-092811(RES) 1,2,3,7,8-PECDF 0.0763 ng/Kg 5.15U ng/Kg
DUP01-SA8S-QC-092811(RES) 2,3,4,6,7,8-HXCDF 0.149 ng/Kg 5.15U ngfKg
DUPG1-5A85-QC-092911(RES} 2,3,4,7,8-PECDF 0.233 ng/Kg 5.15U ngfKg
SL-001-SA8S-58-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.118 ng/Kg 5.28 ng/Kg
5L-001-5A8S5-55-0.0-0.5(RES) 1,2,3,6,7.8-HXCDD 0.152 ng/Kg 5.28U0 ng/Kg
SL-001-SA85-55-0.0-0.5{(RES) 1,2,3,7,8,9-HXCDD 0.125 ng/Kg 5.28U) ng/Kg
SL-001-5A85-85-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.0347 ngiKg 5.28U ng/Kg
5L-001-SA8S-S5-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0941 ng/Kg 5.28U ng/Kg
SL-001-5A85-55-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.203 ng/Kg 5.28U ng/Kg
SL-001-8A85-55-0.0-0.5(RES) 2,3.7,8-TCDF 0.178 ng/Kg 1.06U ng/Kg
SL-003-SA8S-55-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0457 ng/Kg 5.09U ny/Kg
5L-003-SABS-SS-0.0-0.5(RES) 12,3,6,7,8-HXCDD 0.185 ng/Kg 5.09U ng/Kg
SL-003-SA8S-55-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.113 ng/Kg 5.09U ng/Kg
SL-003-SABS-55-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.150 ng/Kg 5.09U ng/Kg
SL-003-SA8S-S5-0.0-0.5(RES) OCDF 0.882 ng/Kg 10.2U ng/Kg
5L-005-SA8S-55-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDD 0.781 ng/Kg 5.09U ngrKg
5L-005-53A85-55-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.151 ng/Kg 5.09U ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Method Blank Outlier Report

Lab Reporting Batch ID: DX147
EDD Filename: DX147_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Wethod:

Method Blank

Sam ple lD Ana]ysrs Date

Analyte

Result

Associated

Sam ples

The foHowmg samples and their listed target analytes were qua!.-f;ed due to contamination reported in this blank

Reported Modified
Sample ID Analyte N Result Final Result
SL-005-5ABS-$5-0.0-05(RES) 1.23.4.7.8.9HPCDF | 00559 ngiKg | 508UmgKg
SL-005-SA8S-$5-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.0811 ng/iKg 5.00U ng/Kg
5L-D05-5A8S5-55-0.0-0.5(RES) 1,2,3,6,7.8-HXCDF 0.0340 ngiKg 5.00U ng/Kg
SL-005-5A85-55-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.0560 ng/Kg 5.00U ng/Kg
SL-005-SABS-SS-0,0-0.5(RES) 1,2,3,7.8,9-HXCDF 0.0374 ngfkg 5.09U ng/Kg
5L-005-5A85-55-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0389 ng/Kg 5.00U ng/Kg
5L-005-5A85-55-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0512 ng/Kg 5.00U ng/Kg
SL-005-5A85-55-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0720 ng/Kg 5.09U ng/Kg
5L-005-SA8S-55-0.0-0.5(RES) OCDF 0.353 ng/Kg 10.2U ngiKg
SL-D07-5A85-55-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0508 ng/Kg 5.14U ngiKg
SL-007-SABS-55-0.0-0.5(RES) 1,2,3,6,7.8-HXCDD 0.119 ngikg 5.14U ngiKg
5L-007-5A85-55-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0674 ng/Kg 5.14U ngrkg
SL-007-5A85-55-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.118 ng/Kg 5,14U ng/kg
SL-007-SABS-55-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.0505 ngfKg 5.14U ng/Kg
SL-007-SABS-55-0.0-0.5(RES} 2,3,4,6,7,8-HXCDF 0.0823 ng/Kg 5.14U ng/Kg
SL-007-SABS-SS-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0428 ng/Kg 5.14U ng/Kg
SL-007-5ABS-55-0.0-0.5(RES) 2,3,7.8-TCOF 0.0545 ng/Kg 1.03U ng/Kg
SL-007-5A85-55-0.0-0.5(RES) OCDF 0.884 ng/Kg 10.3U ng/Kg
5L-013-5A85-85-0.0-0.5(RES) 2,3,7,8-TCDF 0.183 ng/Kg 1.03U ng/Kg
SL-014-SABS-55-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0761 ng/Kg 5.20U ng/Kg
5L-014-5A85-55-0.0-0.5(RES) 2,3,4,6,7,8-HXCOF 0.184 ng/Kg 5.20U ng/Kg
SL-014-SABS-$5-0.0-0.5(RES) 2,3,7,8-TCOF 0.0992 ng/Kg 1.04U ngiKg
SL-015-5A85-55-0.0-0.5(RES) 1,2,3,4,6,7.8-HPCDF 0.862 ngfKg 5.14U ng/Kg
5L-015-SA8S-85-0.0-0.5(RES) 1,2,3,4,7.8,9-HPCDF 0.108 ng/Kg 5.14U ng/Kg
SL-015-SABS-55-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0940 ng/Kg 5.14U ng/Kg
SL-015-3A85-85-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.189 ng/Kg 5.14U ng/Kg
SL-015-SA8S5-35-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.128 ng/Kg 5.14U ng/Kg
5L-015-5A83-55-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.0999 ng/Kg 5.14U ng/Kg
SL-015-SABS-55-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0439 ngfKg 5.14U ng/Kg
SL-015-SABS-55-0.0-0.5(RES) 1,2,3,7.8-PECDF 0.0687 ng/kg 5.14U ngiKg
5L-015-3A85-58-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF .178 nglKg 5.14U ng/Kg
SL-015-SABS-55-0.0-0.5(RES) 2,3.4,7,8-PECDF 0.220 ng/Kg 5.14U ng/Kg
5L-015-SAB5-55-0.0-0.5(RES) OCDF 0.875 ng/Kg 10.3U ng/Kg
SL-024-SA8S-55-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.772 ng/Kg 5.00U ng/Kg
SL-024-SABS-SS5-0,0-0.5(RES) 1,2,3,4,7.8,9-HPCDF 0.0874 ng/Kg 5.00U ng/Kg
5L-024-5A85-55-0.0-0.5(RES) 1,2,3,4,7,8-HXCDD 0.137 ng/Kg 5.00U ng/Kg
SL-024-5A85-55-0.0-0.5(RES) 1,2,3,4,7.8-HXCOF 0.179 ng/Kg 5.00U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

Method: 1613

Method Blank L Associated
Sample ID Analysis Date Analyte _ Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample 1D __Analyt _ Result 1 Final Result
== gsfks.é-aﬁ:bfé(ﬁésﬂ)w rrr— T i ,,‘6,-1“35,,[,19';@_,& st ”“'5'.650";;4&'(;“ —
SL-024-5A88-858-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.183 ng/Kg 5.00U ng/Kg
SL-024-3ABS-55-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0493 ng/Kg 5.00U ng/Kg
SL-024-5A85-85-0.0-0.5(RES) 1,2,3,7.8-PECDF 0,190 ng/Kg 5.00U ng/Kg
SL-024-5A85-55-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.190 ng/Kg 5.00U ng/i<g
SL-024-SABS-S5-0.0-0.5(RES) 2,3,4,7 8-PECDF 0.0436 ng/Kg 5.00U ng/Kg
5L-024-5A85-55-0.0-0.5(RES) OCDF 1.26 ng/Kg 10.0U ngiiKg
5L-126-8A7-5B-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.211 ng/Kg 5.35U ng/Kg
SL-126-5A7-$B-4,0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0901 ng/Kg 5.35U ng/Kg
5L-126-5A7-5B-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0193 ng/Kg 5.35U ngiKg
SL-126-SA7-5B-4.0-5.0(RES} 1,2,3,6,7,8-HXCDD 0.124 ngiKg 5,354 ng/Kg
SL-126-SA7-5B-4.0-5.0(RES} 1,2,3,7,8-PECDF 0.0429 ng/Kg 5.35U ngiKg
SL-126-SA7-SB-4.0-5.0{RES) 2,3,4,6,7,8-HXCDF 0.0150 ng/Kg 5.35U ng/Kg
5L-126-SA7-5B-4.0-5.0{RES) 2,3,4,7.8-PECDF 0.0412 ngfKg 5.35U ng/Kg
5L-126-SA7-5B-4.0-5.0(RES) oCBD 0.577 ng/Kg 107U ng/Kg
SL-126-SA7-SB-4.0-5.0(RES) OCDF 0.124 ng/Kg 10.7U ng/Kg
SL-127-SA7-5B-4.0-5,0(RES) 1,2,3,4,6,7,8-HPCDD 0.284 ng/Kg + 5.11U ng/Ky
SL-127-SA7-3B-4.0-5.0(RES) 1,2,3,46,7 8-HPCDF 0.163 ng/iKg. =~ 5.11U ng/Kg
SL-127-SA7-5B-4.0-5.0(RES) 1,23,4,7,8,9-HPCDF 0.0235 ng/Kg 5.11U ng/Kg
5L-127-SA7.5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0346 ng/Kg 5.11U ng/Kg
SL-127-SA7-SB-4.0-5.0(RES) ,2,3,6,7,8-HXCDF 0.0482 ng/Kg 5.11U ng/Kg
5L-127-5A7-5B-4.0-5.0(RES) 1,.2,3,7,8,9-HXCDD 0.0836 ng/Kg 5.11U ngiKg
SL-127-8A7-5B-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0500 ngiKg 5.11U ng/Kg
SL-127-SA7-5B-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0254 ng/Kg 5.11U ng/kg
$1.-127-SA7-5B-4.0-5.0(RES) 2,3.4,6,7,8-HXCDF 0.0396 ngiKg 511U ng/Kg
SL-127-5A7-5B-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0610 ngiKg 5.11U ng/Kg
SL-127-5A7-5B-4.0-5.0(RES) oCDD 0.862 ng/Kg 10.2U ng/Kg
SL-127-SA7-SB-4.0-5.0{RES) OCDF 0.230 ng/Kg 10.2U ng/Kg
SL-177-8A7-5B-3.0-1.0(RES) 1,2,3,4,6,7,8-HPCDD 0.338 ng/Kg 5.28U ng/Kg
§L-177-847-SB-3.0-4.0(RES) 1,2,3,4,6,7,8-HPCDF 0.135 ng/Kg 5.28U ngiKg
SL-177-8A7-SB-3.0-4.0(RES) 1,2,3,4,7,8,8-HPCDF 0.0411 ng/Kg 5.28U ng/Kg
SL-177-SA7-$B-3,0-4,0{RES) 1,2,3,4,7,8-HXCDF 0.0413 ng/Kg 5.28U ng/Kg
SL-177-SA7-SB-3.0-4.0(RES) 1,2,3,6,7,8-HXCDD 0.0551 ng/Kg 5.28U ng/Kg
SL-177-8A7-5B-3.0-4.0(RES) 1,2,3,6,7,8-HXCDF 0.0191 ngiKg 5.28U ng/Kg
SL-177-SA7-3B-3.0-4.0(RES) 1,2,3,7,8,9-HXCDD 0.0930 ng/Kg 5.28U ng/Kg
SL-177-5A7-$B-3.04,0(RES) 1,2,3,7,8-PECDD 0.0346 ngiKg 5.28U ng/Kg
SL-177-SA7-5B-3.0-4.0{RES) 1,2,3,7,8-PECDF 0.0291 ng/Kg 5.28U ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Method Blank Outlier Report

Lab Reporting Batch iD: DX147
EDD Filename: DX147_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Wethod: 16138 = T

S0
Method Blank J Associated
Sample ID Analysis Date Analyte Resuit Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID Analyte Resul Final Result
7-SAT- 234878HXCOF " 00stingKg |  528UngKg
SL-177-SA7-SB-3.0-4,0(RES) 0ChD 1.15 ng/Kg 10.6U ngiKg
SL-177-SA7-SB-3.0-4.0(RES) OCDF 0.179 ng/Kg 10.8U ng/Kg
5L-229-5A6-55-0.0-0.5(RES) 2,37,8-TCOD 0.151 ng/Kg 1.05U ng/Kg
SL-229-5A6-55-0.0-0.5(RES) 2,3,7,8.TCDF 0.184 ng/Kg 1.05U ng/Kg
SL-230-SA6-5B-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0,398 ng/Kg 5.18U ng/Kg
5L-230-5A6-58-4.0-5.0{RES) 1,2,3,4,7.8-HXCDF 0.336 ng/Kg 5.18U ng/Kg
5L-230-SA6-SB-4.0-5,0{RES) 1,2,3,6,7,8-HXCDF 0.234 ng/Kg 5.18U ng/Kg
SL-230-3A6-5B-4.0-5.0{RES) 1,2,3,7,8-PECDD 0.0506 ngiKg 5.18U ng/Kg
5L-230-5A6-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.110 ngiKg 5,18U ng/Kg
S5L-230-5A6-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.322 ngiKg 5.18U ng/Kg
5L-230-5A6-5B-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0939 ng/Kg 5.18U ng/Kg
5L-232-5A6-5B-2.5-3.5(RES) 1,2,3,4,6,7,8-HPCDD 0,308 ng/Kg 5.37U ng/Kg
5L-232-5A6-5B-2.5-3.5(RES) 1,2,3,4,68.7.8-HPCDF 0.175 ngiKg 5.37U ng/Kg
51-232-SA6-5B-2.5-3.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0271 ngiKg 5.37U ng/Kg
SL-232-SAB-SB-2.5-3.5(RES) 1,2,3,4,7,8-HxCDD 0.0832 ng/Kg 5.37U ng/Kg
SL-232-8A6-8B-2.5-3.5(RES) 1,2,3,4,7,8-HXCDF 0.106 ngfkg {. 537U ng/Kg
5L-232-5A6-SB-2.5-3.5(RES) 1,2,3,6,7,8-HXCDD 0.0730 ng/Kg %5370 ng/kg
5L-232-5A6-SB-2.5-3.5(RES) 1,2,3,6,7,8-HXCDF 0.0607 ng/Kg 5,37U ng/Kg
SL-232-SA6-SB-2.5-3.5(RES) 1,2,3,7,8,9-HXCDD 0.0963 ng/Kg 5.37U ng/Kg
5L-232-5A6-5B-2.5-3.5(RES) 1,2,3,7,8-PECDF 0.121 ng/Kg 5.37U ng/Kg
5L-232-5A8-5B-2.5-3.5(RES) 2,3,4,6,7,8-HXCDF 0.0858 ng/Kg 5.37U ngiKg
SL-232-SA6-SB-2.5-3,5(RES) 2,3.4,7,8-PECDF 0.0950 ng/Kg 5.37U ng/Kg
5L-232-5A8-5B-2.5-3.5(RES) oCDD 1.23 ngiKg 10.7U ng/Kg
SL-232-5A8-5B-2.5-3.5(RES) OCDF 0.213 ng/Kg 10.7U ng/Kg
SL-232-5A6-S5-0.0-0.5(RES} 1,2,3,4,6,7,8-HPCOF 1.18 ngiKg 5.61U ng/Kg
SL-232-5A8-55-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.131 ng/Kg 5.61U ng/Kg
SL-232-5A6-58-0.0-0.5(RES) 1,2,3,4,7,8-HxCOD 0.129 ng/Kg 5.61U ng/Kg
5L-232-5A6-55-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.158 ng/Kg 5.61U ng/Kg
SL-232-SA6-55-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.103 ng/Kg 5.61U ng/Kg
§L.-232-5A6-55-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.104 ngrKg 5.61U ng/Kg
5L.-232-3A6-35-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0936 ng/Kg 5.51U ngiKg
5L.-232-5A6-55-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.175 ngfKg 5.61U ng/Kg
SL-232-5A6-35-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.209 ng/Kg 5.61U ng/Kg
SL-234-346-55-0.0-0.5(RES) 1,2,3,4,7,8,8-HPCDF 0.338 ngrkg 5.51U ng/Kg
§L-234-8A6-58-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.386 ng/Kg 5.51U ng/Kg
SL-234-5A6-S5-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.369 ng/Kg 5.51U ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/31/2012 8:08:23 AM

ADR version 1.4.0.111

Page 4 of 5



Lab Reporting Batch ID: DX147
EDD Filename: DX147_v1

Method: 16138

SO

Method Blank Outlier Report

Method Blank

Sample ID Analysis Date

Analyte

Result

Laboratory: LL

e¢QAPP Name: CDM_SSFL_11050%

Associated
Samples

I B A T R T

The following samples and their listed target analytes were gqualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
élj.'ééa"ié;i%.'é'é.dﬁdia'.’éfrééé’)‘" T aaa x rrer——— ——————
SL-254-SA6-SB-2.5-3.5(RES) 1,2,3,4,6,7,8-HPCOF 0.913 ng/kg 5.09U ng/Kg
5L-254-5A6-5SB-2.5-3.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0826 ng/Kg 5.09U ng/Kg
51-254-5A6-SB-2.5-3.5(RES) 1,2,3,4,7,8-HxCDD 0.0357 ng/Kg 5.09U ng/Kg
SL-254-SAB-SB-2.5-3.5(RES) 1,2,3.4,7,8-HXCDF 0.281 ngiKg 5.00U ng/Kg
$L-254-SAB-SB-2.5-3.5(RES) 1,2,3,6,7,8-HXCDF 0.172 ngiKg 5.00U ng/Kg
SL-254-SA5-5B-2.5-3.5(RES) 1,2,3,7,8,9-HXCDD 0.198 ng/Kg 5.09U ng/Kg
SL-254-5A6-SB-2,5-3.5(RES) 1,2,3,7,8-PECDD 0.0424 ng/Kg 5.00U ng/Kg
SL-254-5A6-5B-2.5-3.5(RES) 2,3,4,6,78-HXCDF 0.133 ngiKg 5.00U ng/Kg
5L.-254-5A6-5B-2.5-3.5(RES) OCDF 1.19 ngiKg 10.2U ngKg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/31/2012 8:08:23 AM

ADR version 1.4.0.111

Page 5of 5



Field Duplicate RPD Report

Lab Reporting Batch ID: DX147 Laboratory; LL
eQAPP Name: CDM_SSFL_110509

Concentration (%)
SL-003-5A85-55-0.0- DUP0O1-5A85-QC- Sample eQAPP
Analyte 0.5 092911 RPD RPD Flag
MOCISTURE 33 3.1 6 No Qualifiers Applied
Method: 16138
Matrix: SO
Concentration {ng/Kg)
SL-003-8A85-55-0.0- DUP0O1-SA8S8-QC- Sample | eQAPP
Analyte 0.5 092911 RPD RPD Flag

1,2,3,4,6,7,8-HPCDD 271 3.04 11 50.00
1,2,3,4,6,7,8-HPCDF 0.574 0.615 7 50.00
1.2,3,4,7,8,9-HPCDF 0.0457 0.0624 3 £0.00
1,2,3,4,7,8-HxCDD 0.0892 0.0704 2 50.00
1,2,3,4,7, 8-HXCDF 0.220 0.361 49 50.00
1,2,3,6,7,8-HXCDD 0.165 0.193 16 50.00
1,2,3,6,7,8-HXCDF 0.113 0.148 27 50.00 No Qualifiers Applied
1,2,3,7,8,9-HXCDD 0.163 0.138 17 50.00 0 Lualifiers Applie
1,2,3,7,8-PECDD 0.0765 0.0846 10 50.00
2,3,4,6,7,8-HXCDF 0.150 0.149 1 50.00
2,3.4,7,8-PECDF 0.317 0.233 31 50.00
2,3,7, 8-TCDF 0.196 0.265 30 50.00
QCDD 18.7 275 38 50.00
QCDF 0.882 1.00 13 50.00
1,2,3,7,8,9-HXCDF 5090 0.0609 200 50.00 J(all detects)
1,2,3,7,8-PECDF 5090 0.0763 200 50.00 UJ(all non-detects)
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Reporting Limit Outliers

Lab Reporting Batch ID: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

SO
Lab Reporting| RL
SampielD Analyte Qual | Result Limit Type | Units Flag
DUP01-8A88-QC-092911  [1,2,3,4,6,7,8-HPCDD JB 3.04 5.15 PQL ng/Kg
1,2,34,6,7,8-HPCDF JBQ 0.615 5.15 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0624 5.15 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0704 5.15 PaL ng/Kg
1,2,3,4,7,8-HXCDF J 0.361 515 PQL | ngfKg
1,2,3,6,7,8-HXCDD JB 0.193 5.15 PQL ngfKg
1,2,3,6,7,8-HXCDF JB 0.148 5.15 PQAL nalKg
1,2,3,7,8,9-HXCDD JB 0.138 5.15 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.0609 5.15 PQL ng/Kg
1,2,3,7,8-PECDD JQ 0.0846 5.15 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0763 5.15 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.149 5.15 PQL ng/Kg
2,3,4,7 8-PECDF JB 0.233 5.15 PQL ng/Kg
2,3,7,8-TCDF JB 0.265 1.03 PQL ng/Kg
OCDF JB 1.00 10.3 PQL ng/Kg
5L-001-5A85-55-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 2.77 528 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.592 5.28 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.118 528 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.0733 5.28 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JQ 0.288 5.28 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.152 5.28 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.133 5.28 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.125 5.28 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0547 5.28 PQL ng/Kg
1,2,3,7,8-PECDD J 0.0599 5.28 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.6841 5.28 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.203 5.28 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.381 5.28 PQL | naiKg .
2,3,7,8-TCDF JB 0.179 1.06 PQL ng/Kg z
OCDF JB 1.15 10.6 PQL | ngfKg
SL-003-5A88-85-0.0-0.5 1.2,3,4,6,7,8-HPCDD JB 27 5.09 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.574 5.09 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0457 5.09 PQL ng/Kg
1,2,3,4,7,.8-HxCDD Ja 0.0692 5.09 PQL ng/Kg
1,2,3,4,7,8-HXCDF J 0.220 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.165 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.113 5.09 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD JBQ 0.163 5.09 PQL ng/Kg
1,2,3,7,8-PECDD J 0.0765 5.09 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.150 5.09 PQL ng/Kg
2,3,4,7,B-PECDF JB 0.317 5.09 PQL ng/Kg
2,3,7,8-TCDF JB 0.196 1.02 PQL ng/Kg
OCDF JB 0.882 10.2 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX147 Lahoratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-005-5A85-55-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB8 0.781 5.09 PaL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.151 5.09 PQL ng/kg
1,2,3,4,7,8,9-HPCDF J8 0.05659 5.09 PQL ngfKg
1,2,3,4,7,8-HxCDD J 0.0315 5.00 PQL | ng/Kg
1,2,3,4,7,8-HXCDF Ja 0.0398 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0811 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0340 5.09 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0560 5.09 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0374 5.09 PQL ng/Kg
1,2,3,7,8-PECDD Ja 0.0587 5.09 PQL ng/Kyg
1,2,3,7,8-PECDF JB 0.0389 5.09 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0512 5.09 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0720 5,09 PaL ng/Kg
oCcbD JB 5.28 10.2 PaL | ng/Kg
OCDF JB 0.353 10.2 PQL | ng/Kg
SL-007-SABS-85-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 2.29 514 PQL na/Kg
1,2,3,4,6,7,8-HPCDF JB 0.474 5.14 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0508 5.14 PQL ng/Kg
1,2,3,4,7,8-HxCDD Ja 0.0397 5.14 PQL ng/Kg
1,2,3,4,7, 8-HXCDF Ja 0.0598 5.14 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.119 514 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0674 514 PQL ng/Kyg
1,2.3,7,8.9-HXCDD JBa | 0.118 5.14 PQL |ngikg | J(Blldetects)
1,2,3,7,8,9-HXCDF JBQ 0.0505 5.14 PQL ng/Kg
1,2,3,7,8-PECDD JQ 0.0474 5.14 PQL ng/Kg
2,3,4,8,7,8-HXCDF JBQ 0.0823 514 PaL ng/Kg
2,3,4,7 B-PECDF JBQ 0.0428 5.14 PAL ng/Kyg
2378TCDF - - JB 0.0545 1.03 PQL ng/Kg
OCDF : JB 0.884 10.3 PQL | ng/Kg
SL-013-5A85-585-0.0-0.5 1,2,3,4,6,7.8-HPCDD JB 217 5.14 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.756 5.14 PQL ng/Ka
1,2,3.4,7,8,9-HPCDF JBQ 0.211 5.14 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.224 5.14 PQL ng/Kg
1,2,3,4,7,8-HXCDF J 0.438 5.14 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.253 5.14 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.372 5.14 PQL ng/Kg
1.2,3,7,8,9-HXCDD JB 0.289 514 PQL ng/Kg J (all defects)
1,2,3,7.8,9-HXCDF JBQ 0.222 514 PaL ng/Kg
1,2,3,7,8-PECDD J 0.188 5.14 PaAL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.268 5.14 PQL ng/Kg
2,3.4,6,7,8-HXCDF JB 0.311 5.14 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.601 5.14 PQL | na/Kg
2,3,7,8-TCDF JB 0.183 1.03 PaL ng/Kg
OCDF JB 1.27 10.3 PaAL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

S0
Lab Reportingl RL
SamplelD . Analyte Qual | Result Limit Type | Units Flag
SL-014-SABS-5S-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 0.690 5.20 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0761 5.20 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.194 5.20 PQL ng/Kg
1,2,3,4,7,8-HXCDF J 0.220 5.20 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.247 5.20 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.172 5.20 PQL ng/Kg
1,2,3,7,8,8-HXCDD JBQ 0.210 5.20 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.164 5.20 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.220 5.20 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.184 5.20 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.409 5.20 PQL ng/Kg
2,3,7,8-TCDF JB 0.0992 1.04 PQL ng/Kg
OCDF JB 1.33 10.4 PQL { ng/Kg
SL-015-SA85-8S-0.0-0.5 1.2,3,4,6,7,8-HPCDD JB 5.08 5.14 PQL ng/Kg
1,2,3,4,6,7,.8-HPCDF JB 0.862 5.14 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.108 5.14 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0940 5.14 PaL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.189 514 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.169 514 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.129 514 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.099% 514 PQL ng/Kg J (all detects)
1,2,3,7.8,5-HXCDF Ja 0.0887 5.14 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.0439 5.14 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0687 5.14 PQL ng/Kg
2,3,4,6,7, 8-HXCDF JB 0.178 514 PQL ng/Kg
2,3,4,7,8-PECDF . JBQ 0.220 514 PQL ngiKg
2,3,7,8-TCDF . Ja 0.0580 1.03 PQL ng/Kg
OCDF JB 0.875 10.3 PQL ng/Kg
SL-024-SA88-S8-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 3.94 5.00 PQL ng/Kg
1,2,3,4,6,7, 8-HPCDF JB 0.772 5.00 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0874 5.00 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.137 5.00 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.179 5.00 PQL ngfkg
1,2,3,6,7,8-HXCDD JB 0.225 5.00 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.138 5.00 PQL ng/Kg
1,2,3,7,8,8-HXCDD JBQ 0.183 5.00 PQL ng/Kg
1.2,3.7,8.9-HXCDF JQ | 0.0842 5.00 PQL | naikg | (@il detects)
1,2,3,7,8-PECDD JBQ 0.0493 5.00 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.190 5.00 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.190 5.00 PQL ng/Kg
2,3,4,7 8-PECDF JBQ 0.0436 5.00 PQL ng/Kkg
2,3,7,8-TCDD JQ 0.0482 1.00 PQL ng/Kg
2,3,7,8-TCDF J 0.282 1.00 PQL ngikg
OCDF JB 1.26 10.0 PQL | ngiKg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX147 Laboratory: LL
EDD Filename: DX147_v1 ¢QAPP Name: CDM_SSFL_110509

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-126-8A7-SB-4.0-50  |1,2,3,4,6,7,8-HPCDD JBQ | 0.211 535 PQL | ng/Kg
1,2.3,4.6.,7.8-HPCDF JBQ | 0.0901 5.35 POL | ng/Kg
1.23,4.7.8.9-HPCDF JB | 00193 5.35 POL | ng/Kg
1.2.3,6.7,8-HXCDD JB | 0124 5.35 PQL | ng/Kg
1.2,3,7.8,9-HXCDD B | 0234 5.35 PQL | ng/Kg
1,2.3,7.8.9-HXCDF JBQ | 0210 5.35 PQL |ng/Kg | J (all detects)
1.2,3.7.8-PECDF JB | 00420 5.35 PAL | ng/Kg
2.3,4,6,7,8-HXCDF JB | 00159 5.35 PaL | ng/Kg
2,3,4,7,8-PECDF JB | 00412 5.35 PaL | ng/Kg
ochD JB | 0577 10.7 PQL | ng/Kg
OCDF JBQ | 0124 10.7 PaL | ng/Kg
SL-127-SA7-SB-4.050  |1,2,3,4,6,7,8-HPCDD JB | 0284 511 POL | ng/Kg
1.2.3,4.6,7,8-HPCDF B | 0163 5.11 POL | ngiKg
1.2,3,4.7,8,9-HPCDF JBQ | 0.0235 5.11 POL | nafKa
1.2,3,4.7.8-HxCDD J | co0219 5.1 PQL | ngfKg
1,2.3,6.7,8-HXCDD JB | 00346 5.11 PQL | ng/Kg
1,2.3,6,7,8-HXCDF JBQ | 0.0482 5.1 POL | ngiKg
1,2,3.7.8.9-HXCDD JBQ | 0.0636 5.11 POL | na/Kg
1.2,3.7.8,9-HXCDF JBQ | 00500 | 5.11 PQL |ngikg | Y (@alldetects)
1,2,3,7,8-PECDD J | 00380 5.11 PAL | ng/Kg
1.2,3.7,8-PECDF JBa | 0.0254 5.11 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB | 00396 5.11 PQL | ng/Kg
2.3,4.7,8-PECDF JBQ | 00610 5.11 PaL | na/Kg
ocDD JB | 0862 10.2 PQL | ng/Kg
OCDF JB | 0230 102 PQL | ng/Kg
SL-177-8A7-5B-3.040  |1,2,3,4.6,7,8-HPCDD JB | 0339 528 PQL | ng/Kg
1.2.3,4.6,7,8-HPCDF JBQ [ 0135 528 POL | ng/Kg
1.2.3,4.7,8.9-HPCDF JBQ | 0.0411 5.28 POL | na/Ka
1,2.3,4.7,8-HXCDF JBQ | 0.0413 5.28 PQL | ng/Kg
1.2.3,6.7,8-HXCDD JBQ | 0.0551 5.28 PQL | ng/Kg
1.2.3,6.7.8-HXCDF JBQ | 0.0191 5.28 PQL | ngiKg
1.2.3,7.8,.9-HXCDD JBQ | 0.0930 528 PAL | ng/Kg
1,2.3.7,8,9-HXCDF Ja | 0.0556 5.28 POL |ng/Kg | J(alldetects)
1,2,3,7.8-PECDD JBQ | 00346 5.28 PQL | ng/Kg
1,2,3.7,8-PECDF JBQ | 0.0291 5.28 PQL | ng/Kg
2,3.4.6,7,8-HXCDF JBQ | 0.0511 5.8 PaL | ng/Kg
2,3,7,8-TCDD Ja | 00319 1.06 PQL | ng/Kg
2,3.7.8-TCDF Ja | 0.0344 1.06 PaL | ng/Kg
OCbb JB 1.15 10.6 PQL ng/Kg
OCDF B | 0179 106 PaL | ng/Kg
SL229-SA6-SB-2.030  |1,2,3.4,7,8 9-HPCDF JB 3.51 5.18 PQL | ng/Kg
1.2,3,4.7.8-HxCDD JB 2.52 5.18 POL | ng/Kg
1.2.3,4.7.8-HXCDF JB 1.65 5.18 PQL | ng/Kg
1.2,3,6.7,8-HXCDF JB 1.38 5.18 PaL | ng/Kg
1.2,3.7,8,9-HXCDD JB 3.92 5.18 POL | ngfKa
1,2,3.7,8,9-HXCDF J 0.432 5.18 PQL | ngfKg
1.2.3,7,8 PECDD JB 1.03 5.18 PQL | ngkg |  (altdetects)
1,2.,3,7.8-PECDF B | 0714 5.18 POL | ng/Kg
2.3,4.6.7,8-HXCDF JB 2,20 5.18 POL | ngtKg
2.3.4,7,8-PECDF JB | 0834 5.18 POL | ngfKa
2,3.7,8.TCDD J 0.224 1.04 PQL | ngfKg
2.3.7,8-TCDF J 0.319 1.04 PQL | ngfKg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Seil Sampling
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Reporting Limit Outliers

Lab Reporting Batch 1D: DX147
EDD Filename: DX147_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-229-SA6-55-0.005  [1,2,3,4,7,8,9-HPCDF JB 279 5.23 PQL | ngiKg
1,2.3.4.7,8-HxCDD J 1.87 523 PQL | ng/Kg
1.2.3,4.7.8-HXCDF J 1.32 5.23 PQL | ngiKg
1.2.3.6.7.8-HXCDF JB 1.06 5.23 PQL | ngiKg
1.2.3,7,8.9-HXCDD JB 2.84 5.23 PQL | ngikg
1.2.3.7.8.9-HXCDF JBQ | 0.254 523 PQL | ng/Kg
1.2.3,7.8-PECDD J 2.23 5.23 PQL | ngikg | (alldetects)
1,2.3,7.8-PECDF JBQ | 0.255 5.23 POL | ngiKg
2,3,4.6.7,8-HXCOF JB 1.79 5.23 PQL | ng/Kg
2.3.4.7.8-PECDF JB | 0555 523 PaL | ng/kg
2,3,7,8-TCDD JBQ | 0.151 1.05 PQL | ng/Kg
2.3,7.8-TCOF JBQ | 0.184 1.0 PQL | ngiKg
SL-230-SA6-5B-4.050  |1,2,3,4,6,7,8-HPCDF JB 3.22 5.18 PQL | ng/Kg
1.2.3.4,7.8,9-HPCDF JBQ | 0.398 5.18 PQL | ng/Kg
1.2.3.:4.7,8-HxCDD JBa | 0208 5.18 PQL | ngiKg
1,2,3,4.7,8-HXCDF JB | 0336 5.18 PQL | no/Kg
1.2.3.6.7.8-HXCDD JBQ | 0544 5.18 PQL | ngiKg
1.2.3.6.7,8-HXCDF JBQ | 0.234 5.18 PaL | ngikg
1.2.3.7.8.9-HXCDD JBQ | 0226 5.18 PQL | ng/Kg
1.2.3.7.8,9-HXCDF JQ | 0.0487 5.18 PQL | ngiKg | (@l detects)
1,2,3.7,8-PECDD JBQ | 0.0606 5.18 PQL | ng/Kg
1.2.3,7.8-PECDF JBQ | 0110 5.18 PQL | ng/Kg
2.3,4,6.7,8-HXCDF JB | o032 5.18 PaL | ng/Kg
2,3.4,7,8-PECDF JBQ | 0.0939 518 PQL | ng/Kg
2.3,7.8-TCDF JQ | 0.0820 1.04 PQL | ngiKg
OCDF JB 7.59 10.4 PQL | ngiKg
SL-230-5A6-55-0.005  |1,2,3.4.7,8,9-HPCOF JB 1.20 5.34 PQL | ng/Kg
1.2.3,4,7,8-HxCDD B | 0816 5.34 PQL | ng/Kg
1.2.3.4,7,8-HXCDF JB 1.95 5.34 PQL | ng/Kg
1.2.3,6,7,8-HXCOD JB 2.49 5.34 PQL | ngiKg
1.2.3.6,7,8-HXCDF JB 1.07 5.34 PQL | no/Kg
1.2.3,7.8,9-HXCDD JB 1.51 5.34 PQL | ng/Kg
1.2.3.7,8,9-HXCDF J 0.316 5.34 PQL |ng/Kg |  J(alldetects)
1.2,3.7,8-PECOD JB | 0427 5.34 PQL | ngiKg
1.2.3.7.8-PECDF JB 145 5.34 PQL | ng/kg
2.3,4.6.7,8-HXCDF JB 1.09 5.34 PQL | ngiKg
2.3,4.7.8-PECDF JB 1.35 5,34 PQL | ngiKg
2,3,7.8-TCDD J | 00733 1.07 PQL { ngiKg
2,3,7.8-TCDF J 0.939 1.07 PQL | ngiKg
SL-232-5A6-SB-2535  |1,2.3,4,6,7,8-HPCDD JBQ | 0.308 537 PQL | ngiKg
1.2,3.4.6,7,8-HPCDF JBQ | 0175 5.37 POL | ngiKg
1.2.3.4,7.8.9-HPCDF JBQ | 0.0271 5.37 PQL | ngiKg
1.2.3.4.7,8-HXCDD JBQ | 0.0832 5.37 PQL | ngiKg
1.2.3,4.7,8-HXCDF JBQ | 0.108 5.37 PQL | noiKg
1.2.3,6.7,8-HXCDD JB | 00730 5.37 PQL | ngiKg
1.2.3,6.7,8-HXCDF JB | 00807 5.37 PQL | ngiKg
1.2.3,7.8.9-HXCDD JB | 00963 5.37 PQL |ngiKg | J(all detects)
1,2.3,7.8,9-HXCDF Ja | o.08se 5.37 PQL | ngiKg
1.2.3,7.8-PECDF JBQ | 0.121 5.37 PQL | ngiKg
2.3,4,6.7,8-HXCDF JB | 00858 5.37 PQL | ng/Kg
2.3.4.7.8-PECDF JB | 00960 5.37 PQL | ng/Kg
2.3,7.8-TCDF Ja | 00884 1.07 PQL | ngiKg
oCDD JB 1.23 10.7 PQL | noiKg
OCDF JB 0.213 107 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch {D: DX147 Laboratory: LL
EDD Filename: DX147_v1 eQAPP Name: CDM_SSFL_110509

80
Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-232-8A8-55-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 4.46 5.61 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 1.18 5.61 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.131 5.61 PaL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.129 5.61 PaL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.158 5.61 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.289 5.61 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.103 5.61 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.291 5.61 PaL ng/Kg J (all detects)
1.2,3,7,8,9-HXCDF Ja 0.0996 5.61 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.104 5.61 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0935 5.61 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.175 5.61 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.209 561 PQL ng/Kg
2,3,7,8-TCDF J 0.0661 1.12 PQL ng/Kg
OCDF JB 3.55 1.2 PAQL | ng/Kg
SL-234-3A8-85-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 3.56 5.51 PaQL ng/kg
1,2,3,4,7,8,9-HPCDF JB 0.338 5.51 PQL ng/Kg
1,2,3,4,7,8-HxCOD JB 0.200 551 PaL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.386 5.51 PQL na/Kg
1,2,3,6,7,8-HXCDD JB 0.648 5.51 PQL ngrkg
1,2,3,6,7,8-HXCDF JB 0.369 5.51 PQL ng/kg
1,2,3,7,8,9-HXCDBD JB 0.588 5.51 PQL ng/kg J {all detects)
1,2,3,7,8,9-HXCDF Ja 0.183 5.51 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.202 5,51 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.546 5.51 PQL ng/Kg
2.3,4,6,7,8-HXCDF JB 0.551 5.51 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.783 5.51 PQL ng/kg
2,3,7,8-TCDF J 0.294 1.10 PQL ng/Kg
SL-254-5A6-5B-2.5-3.5 1,2,3,4,6,7,8-HPCDD JB 2.33 5.09 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.913 5.09 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0826 5.09 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0357 5.00 PaL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.281 5.00 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.247 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.172 5.09 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.198 5.09 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JQ 0.0849 5.09 PQL na/Kyg
1,2,3,7,8-PECDD JB 0.0424 5.09 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.242 5.09 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.133 5.09 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.472 5.09 PQL ng/Kg
2,3,7,8-TCDF JO 0.372 1.02 PQL ng/Kg
OCDF Jg 1.19 10.2 PaQL | ng/Kg
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SL-001-SA8S-SS-0.0-0.5
SL-003-SA8S-SS-0.0-0.5
SL-005-SA8S-55-0.0-0.5
SL-007-SA8S-S5-0.0-0.5
SL-013-SA8S-8S8-0.0-0.5
SL-014-SA8S-55-0.0-0.5
SL-015-SA8S-58-0.0-0.5
SL-024-SA8S-85-0.0-0.5
DUPO1-SA8S-QC-092911
SL-126-SA7-SB-4.0-5.0
SL-127-SA7-SB-4.0-5.0
SL-177-SA7-SB-3.0-4.0
SL-229-SA6-SS-0.0-0.5
SL-230-SA6-SS-0.0-0.5
SL-234-SA6-SS-0.0-0.5
SL-232-SA6-SS-0.0-0.5
SL-232-SA6-SB-2.5-3.5
SL-229-SA6-SB-2.0-3.0
SL-230-SA6-SB-4.0-5.0
SL-254-SA6-SB-2.5-3.5
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Introduction
This data review covers 22 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA Method 1613B for Polychlorinated
Dioxins/Dibenzofurans.
This review follows the Quality Assurance Project Plan for Santa Susana Field Laboratory
(SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March 2009, Revision
4) and the USEPA Contract Laboratory Program National Functional Guidelines for
Polychlorinated Dioxins/Dibenzofurans Data Review (September 2005).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag is
due to a faboratory deviation from a specified protocol or is of technical advisory nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated [imit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UuJ Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.
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I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met validation criteria.

ll. HRGC/HRMS Instrument Performance Check
Instrument performance was checked at the required daily frequency.

The chromatographic resolution between 2,3,7,8-TCDD and the peaks representing any
other unlabeled TCDD isomers was resolved with a valley of less than or equal to 25%.

PFK and static resolving power were within validation criteria.
lil. Initial Calibration
A five point initial calibration was performed as required by the method.

Percent relative standard deviations (%RSD) were less than or equal to 20.0% for
unlabeled compounds and less than or equal to 35.0% for labeled compounds.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.

The minimum S/N ratio was greater than or equal to 10 for each unlabeled compound and
labeled compound.

IV. Routine Calibration (Continuing)
Routine calibration was performed at the required frequencies.

All of the routine calibration percent differences (%D) between the initial calibration RRF
and the routine calibration RRF were within QC limits.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.
V. Blanks
Method blanks were reviewed for each matrix as applicable. No polychlorinated

dioxin/dibenzofuran contaminants were found in the method blanks with the following
exceptions:
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Extraction
Method Blank ID Date Compound Concentration Associated Samples

BLK286001 10/13/11 2,3,7,8-TCDF 0.0391 ng/Kg SL-001-5A85-58-0.0-0.5
2,3,7,8-TCDD 0.0626 ng/Kg SL-003-5A85-55-0.0-0.5
1,2,3,7,8-PeCDF 0.0281 ng/Kg SL-005-5A88-55-0.0-0.5
2,3,4,7,8-PeCDF 0.0553 ng/Kg SL-007-SA8S-55-0.0-0.5
1.2,3.6,7,8-HxCDF 0.0263 ng/Kg SL-013-SA8S8-55-0.0-0.5
2,3,4,6,7,8-HxCDF 0.0606 ng/Kg 5L-014-SA85-55-0.0-0.5
1,2,3,6,7,8-HxCDD 0.0344 ng/Kg DUPC1-SA85-QC-092911
1,2,3,7.8,9-HxCDD 0.0271 ng/Kg SL-126-5A7-5B4.0-5.0
1.2,3,7,8,9-HxCDF 0.0293 ng/Kg SL-127-SAT-5B-4.0-5.0
1.2,3,4,6,7,8-HpCDF 0.0913 ng/Kg 8L-229-5A6-55-0.0-0.5
1,2,3,4,6,7,8-HpCDD 0.202 ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0260 ng/Kg
OCDD 0.380 ng/Kg
OCDF 0.188 ng/Kg

BLK292003 10/19/11 1,2,3,7,8-PeCDF 0.0292 ng/kg SL-015-8A85-58-0.0-0.5
2,3,4,7,8-PeCDF 0.0693 ng/Kg 5L-024-5A85-55-0.0-0.5
1,2,3,7,8-PeCDD 0.0488 ng/kg SL-177-SA7-5B-3.04.0
1,2,3,4,7,8-HxCDF 0.114 ng/Kg SL-230-SA6-35-0.0-0.5
1,2,3,6.7,8-HxCDF 0.0822 ng/Kg SL-234-5A6-85-0.0-0.5
2,3,4,6,7,8-HxCDF 0.0874 ng/Kg 5L.-232-SA6-55-0.0-0.5
1.2,3,4,7,8-HxCDD 0.0310 ng/Kg SL-232-SA6-5B-2.5-3.5
1,2,3,6,7,8-HxCDD 0.0284 ng/Kg S5L-229-5A6-5B-2.0-3.0
1,2,3,7.8,9-HxCDD 0.0415 ng/Kg 5L-230-5A6-SB-4.0-5.0
1,2,3,4,6,7,8-HpCDF 0.370 ng/Kg S5L-254-5A6-5B-2.5-3.5
1,2,3,4,6,7,8-HpCDD 0.305 ng/Kg
1.2,3,4,7,8,9-HpCDF 0.0805 ng/Kg
OoCcDD 0.653 ng/Kg
OCDF 0.256 ng/Kg

Sample concentrations were compared to concentrations detected in the method blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated method blanks with
the following exceptions:

Reported Modified Final

Sample Compound Concentration Concentrafion
5L-001-SA8S-55-0,0-0.5 2,3.7,8-TCDF 0.179 ng/Kg 0.179U ng/Kg
1,2,3,7,8-PeCDF 0.0941 ng/Kg 0.0941U ngiKg

2,3,4,6,7,8-HxCDF 0.203 ng/Kg 0.203U ng/Kg

1,2,3,6,7,8-HxCDD 0.152 ng/Kg 0.152U ng/Kg

1,2,3,7,.8,9-HxCDD 0.125 ng/Kg 0.125U ng/iKg

1,2,3,7,8,9-HxCDF 0.0547 ng/Kg 0.0547U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.118 ng/Kg 0.118U ng/Kg

SL-003-SA85-85-0.0-0.5 1,2,3,6,7,8-HxCDF 0.113 ng/Kg 0.113U ng/Kg
2,34,6,7,8-HxCDF 0.150 ng/Kg 0.150U ng/Kg

1,2,3,6,7,8-HxCDD 0.165 ng/Kg 0.165U ngiKg

1,2,3,4,7,8,9-HpCDF 0.0457 ng/Kg 0.0457U ng/Kg

OCDF 0.882 ng/Kg 0.882U ng/Kg
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1.2,3,4,7,8,9-HpCDF

0.0761 ng/Kg

Reported Modified Final
Sample Compound Concentration Concentration
SL-005-SA85-53-0.0-0.5 1,2,3,7,8-PeCDF 0.0339 ng/Kg 0.0389U ng/Kg
2,3,4,7,8-PeCDF 0.0720 ng/Kg 0.0720U ng/Kg
1,2,3,6,7,8-HxCDF 0.0340 ng/Kg 0.0340U ng/Kg
2,3,4,6,7,8-HxCDF 0.0512 ng/Kg 0.0512U ng/Kg
1,2,3,6,7,8-HxCDD 0.0811 ng/Kg 0.0811U ng/Kg
1,2,3,7,8,9-HxCDD 0.0560 ng/Kg 0.0560U ng/Kg
1,2,3,7,8,9-HxCDF 0.0374 ng/Kg 0.0374U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.151 ng/Kg 0.151U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.781 ng/Kg 0.781U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0558 ng/Kg 0.05558U ng/Kg
OCDF 0.353 ng/Kg 0.353U ng/Kg
SL-007-5A85-58-0.0-0.5 2,3,7.8-TCDF 0.0545 ng/Kg 0.0545U ng/Kg
2,3,4,7,8-PeCDF 0.0428 ng/Kg 0.0428U ng/Kg
1,2,3,6,7,8-HxCDF 0.0674 ng/Kg 0.0674U ng/Kg
2,34,6,7,8-HxCDF 0.0823 ng/Kg 0.0823U ng/Kg
1,2,3,6,7,8-HxCDD 0.119 ng/Kg 0.119U ng/Kg
1,2,3,7,8,9-HxCDD 0.118 ng/Kg 0.118U ng/Kg
1,2,3,7,8,9-HxCDF 0.0505 ng/Kg 0.0505U ng/Kg
1.2,3.4,7,8,9-HpCDF 0.0508 ng/Kg 0.0508U ng/Kg
OCDF 0.384 ng/Kg 0.884U ng/Kg
SL-013-SA85-55-0.0-0.5 2,3,7.8-TCDF 0.183 ng/Kg 0.183U ng/Kg
SL-014-8A85-55-0.0-0.5 2,3,7.8-TCDF 0.0992 ng/Kg 0.0992U ng/Kg
2,3,4,6,7,8-HxCDF 0.184 ng/Kg 0.184U ng/Kg

0.0761U ng/Kg

DUP01-SA8S-QC-092911 1,2,3,7,8-PeCDF 0.0763 ng/Kg 0.0763U ng/Kg
2,3,4,7,8-PeCDF 0.233 ng/Kg 0.233U ng/Kg
2,3,4,6,7,8-HxCDF 0.148 ngfkg 0.149U ng/Kg
1,2,3,7,8,9-HxCDF 0.0609 ng/Kg 0.0609U ng/Kg
1.2,3,4,7,8,9-HpCDF 0.0624 ng/Kg 0.0624U ng/Kg

SL-126-SA7-5B-4.0-5.0 1,2,3,7,8-PeCDF 0.0429 ng/Kg 0.0428U ng/Kg
2,3,4,7,8-PeCDF 0.0412 ng/Kg 0.0412U ng/Kg
2,3,4,6,7,8-HxCDF 0.0159 ng/Kg 0.0158U ng/Kg
1,2,3,6,7,8-HxCDD 0.124 ng/Kg 0.124U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.0801 ng/Kg 0.0901U ng/Kg
1,2,3,4,6,7.8-HpCDD 0.211 ng/Kg 0.211U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0193 ng/Kg 0.0193U ng/Kg
OCDD 0.577 ng/Kg 0.577U ng/Kg
OCDF 0.124 ng/Kg 0.124U ng/Kg

SL-127-SA7-5B-4.0-5.0 1,2,3,7,8-PeCDF 0.0254 ngfiKg 0.0254U ng/Kg
2,3,4,7,8-PeCDF 0.0610 ngfKg 0.0610U ng/Kg
1,2,3,6,7,8-HxCDF 0.0482 ng/iKg 0.0482U ng/Kg
2,3,4,6,7,8-HxCDF 0.0396 ng/Kg 0.0396U ng/Kg
1,2,3,6,7,8-HxCDD 0.0346 ng/Kg 0.0346U ng/Kg
1,2,3,7,8,9-HxCDD 0.0636 ng/Kg 0.0636U ng/Kg
1,2,3,7,8,9-HxCDF 0.0500 ng/Kg 0.0500U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.163 ng/Kg 0.163U ng/Kg
1,2,3,4,6,7,.8-HpCDD 0.284 ng/Kg 0.284U ng/Kg
1,2,3,4,7,8,8-HpCDF 0.0235 ng/Kg 0.0235U ng/Kg
OCDD 0.862 ngikg 0.862U ng/Kg
OCDF 0.230 ng/Kg 0.230U ng/Kg

SL-229-5A6-55-0.0-0.5 2,3,7,8-TCDF 0.184 ng/Kg 0.184U ng/Kg
2,3,7.8-TCDD 0.151 ng/Kg 0.151U ng/Kg
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Reported

Modified Final

1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF

0.0346 ngfkg
0.0413 ng/Kg

Sample Compound Goncentration Concentration
SL-015-SA85-55-0.0-0.5 1,2,3,7,8-PeCDF 0.0687 na/Kg 0.0687U ng/Kg
SL-024-SA8S-55-0.0-0.5 2,34,7,8-PeCDF 0.220 ng/Kg 0.220U ng/Kg

1,2,3,7,8-PeCDD 0.0439 ng/Kg 0.0439U ng/Kg
1,2,3,4,7,8-HxCDF 0.189 ng/Kg 0.189U ng/Kg
1,2,3,6,7,8-HxCDF 0.129 ng/Kg 0.128U ng/g
2,3,4,6,7,8-HxCDF 0.178 ng/kg 0.178U ng/Kg
1,2,3.4,7,8-HxCDD 0.0940 ng/Kg 0.0940U ngfg
1,2,3,7,8,9-HxCDD 0.0999 ng/Kg 0.0993U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.862 ngiKg 0.862U ngiKg
1,2,3,4,7,8,9-HpCDF 0.108 ng/Kg 0.108U ng/Kg
OCDF 0.875 ng/Kg 0.875U ng/Kg
S5L-024-SA85-58-0.0-0.5 1,2,3,7,8-PeCDF 0.180 ng/Kg 0.190U ng/Kg
2,3,4,7,8PeCDF 0.0436 ng/Kg 0.0436U ng/Kg
1.2,3,7,8-PeCDD 0.0493 ng/Kg 0.0483U ng/Kg
1,2,3.4,7,8-HxCDF 0.179 ngiKg 0.178U ng/Kg
1,2,3,6,7,8-HxCDF 0.138 ngiKg 0.138U ngiKg
2,3,4,6,7 8-HxCDF 0.190 ng/Kg 0.190U ngiKg
1,2,3,4,7.8-HxCDD 0.137 ng/Kg 0.137U ng/Kg
1,2,3,7,8,9-HxCDD 0.183 ng/Kg 0.183U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.772 ngiKg 0.772U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0874 ng/Kg 0.0874U ng/Kg
QCDF 1.26 ng/Kg 1.26U ng/Kg
SL-177-8A7-8B-3.0-4.0 1,2,3,7,.8-PeCDF 0.0291 ng/Kg 0.0291U ng/Kg

0.0346U ng/Kg
0.0413U ng/Kg

1,2,3,6,7,.8-HxCDF 0.0191 ng/Kg 0.0191U ng/Kg
2,3,46,7,8-HxCDF 0.0511 ng/Kg 0.0511U ng/Kg
1,2,3,6,7,8-HxCDD 0.0551 ng/Kg 0.0551U ngiKg
1,2,3,7.8,9-HxCDD 0.0930 ng/Kg 0.0930U ng/Kg
1,2,3.4,6,7,8-HpCDF 0.135 ng/Kg 0.135U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.339 ng/Kg 0.339U ngfKg
1,2,3,4,7,8,9-HpCDF 0.0411 ng/Kg 0.0411U ng/Kg
OCDD 1.15 ng/Kg 1.15U ng/Kg
QCDF 0.179 ng/Kg 0.178U ng/Kg
SL-234-SAB-55-0.0-0.5 1,2,3,7,8-PeCDD 0.202 ngiKg 0.202U ngiKg
1,2,3,4,7,8-HxCDF 0.386 ng/Kg 0.386U ngig
1,2,3,6,7,8-HxCDF 0.369 ng/Kg 0.369U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.338 ng/Kg 0.338U ng/Kg
SL-232-5A6-55-0.0-0.5 1,2,3,7,8-PeCDF 0.0936 ng/Kg 0.0936U ng/Kg
2,3,4,7.8-PeCDF 0.209 ngfKg 0.208U ngfKg
1,2,3,7,8-PeCDD 0.104 ng/Kg 0.104U ng/Kg
1,2,3,4,7,8-HxCDF 0.158 ng/Kg 0.158U ng/Kg
1,2,3,6,7,8-HxCDF 0.103 ng/Kg 0.103U ng/Kg
2,3,4,6,7,8-HxCDF 0.175 ng/Kg 0.175U ng/Kg
1,2,3.4,7,8-HxCDD 0.129 ng/Kg 0.129U ng/Kg
1,2,3,4,6,7,8-HpCDF 1.18 ng/Kg 1.18U ng/Kg
1,2,3,4,7,89-HpCDF 0.131 ng/Kg 0.131U ng/Kg
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Reported Modified Final
Sample Compound Concentration Concentration
SL-232-3A6-8B-2.5-3.5 1,2,3,7,8-PeCDF 0.121 ng/Kg 0.121U ng/Kg
2,347, 8-PeCDF 0.0960 ng/Kg 0.0960U ng/Kg
1,2,3,4,7,8-HxCDF 0.106 ng/Kg 0.106U ng/Kg
1,2,3,6,7,8-HxCDF 0.0607 ng/Kg 0.0607U ng/Kg
2,3,4,6,7,8-HxCDF 0.0858 ng/Kg 0.0858U ng/Kg
1,2,3,4,7,8-HxCDD 0.0832 ng/Kg 0.0832U ng/Kg
1.2,3,6,7,8-HxCDD 0.0730 ng/Kg 0.0730U ng/Kg
1,2,3,7,8,9-HxCDD 0.0963 ng/Kg 0.0963U ng/kg
1,2,3,4,6,7, 8-HpCDF 0.175 ng/Kg 0.175U ng/iKg
1,2,3,4,6,7,8-HpCDD 0.308 ngiKg 0.208U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0271 ng/Kg 0.0271U ng/Kg
QCDD 1.23 ng/Kg 1.23U ng/Kg
OCDF 0.213 ng/Kg 0.213U ng/Kg
SL-230-SA6-SB-4.0-5.0 1,2,3,7,8-PeCDF 0.110 ng/Kg 0.110U ng/Kg
2,3,4,7,8PeCDF 0.0939 ng/Kg 0.0939U ng/Kg
1,2,3,7,8-PeCDD 0.0606 ng/Kg 0.0606U ng/Kg
1,2,3,4,7.8-HxCDF 0.336 ng/Kg 0.336U ng/Kg
1,2,3,6,7,8-HxCDF 0.234 ng/Kg 0.234U ng/Kg
2,3,4,6,7,8-HxCDF 0.322 ng/Kg 0.322U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.398 ng/Kg 0.398U ng/Kg
SL-254-8A8-5B-2.5-3.5 1,2,3,7,8-PeCDD 0.0424 ng/Kg 0.0424U ng/Kg
1,2,3,4,7,8-HxCDF 0.281 ng/Kg 0.281U ng/Kg
1,2,3.6,7,8-HxCDF 0.172 ng/Kg 0.172U ng/Kg
2,3,4,6,7,8-HxCDF 0.133 ng/Kg 0.133U ng/Kg
1,2,3,4,7,8-HxCDD 0.0357 ng/Kg 0.0357U ng/kg
1.2,3,7,8,9-HxCDD 0.198 ng/Kg 0.198U ng/Kg
1,2,3.4,6,7,8-HpCDF 0.913 ng/Kg 0.913U ng/Kg
1.2,3,4,7,8,9-HpCDF 0.0826 ng/Kg 0.0826U ng/Kg
QCDF 1,19 ng/Kg 1.19U ng/Kg

No field blanks were identified in this SDG.

VI. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each matrix
as applicable. Percent recoveries (%R) and relative percent differences (RPD) were within
the QC limits.

VII. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. The percent
recoveries (%R) were within the QC limits.

VIIL. Regional Quality Assurance and Quality Control
Not applicable.
IX. Internal Standards

All internal standard recoveries were within QC limits.
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X. Target Compound Identifications
All target compound identifications were within validation criteria.
Xl. Compound Quantitation and RLs
All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AoarP

All sarnples in SDG DX147 All compounds reported below the RL. J (all detects) A

XIl. System Performance

The system performance was acceptable.

XIil. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

Samples SL-003-SA8S-SS-0.0-0.5 and DUP0O1-SA8S-QC-092911 were identified as field

duplicates. No polychlorinated dioxins/dibenzofurans were detected in any of the samples
with the following exceptions:

Concentration (ng/Kg)
RPD
Compound SL-003-SA85-55-0.0-0.5 | DUP01-SA8S-QC-092911 (Limits) Flags AorP
1,2,3,7,8-PeCDD 0.0765 0.0846 10 {<50) - -
1,2,3,4,7,8-HxCDD 0.0692 0.0704 2 (<50) - -
1,2,3,6,7,8-HxCDD 0.165 0.193 16 (s50) - -
1,2,3,7,8,9-HxCDD 0.163 0.138 17 (<50) - -
1,2,3,4,6,7,8-HpCDD 2.71 3.04 11 (£50) - -
ocDD 187 27.5 38 (<50) - -
2,3,7,6-TCDF 0.196 0.265 30 (<50) - -
8
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Concentration (ng/Ka)
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Compound SL-003-5A85-55-0.0-0.5 | DUP(O1-SABS-QC-092911 (L?I:SS) Flags AorP
1,2,3,7,8-PeCDF 5.00U 0.0763 200 (s50) J (all detects) A
UJ {all non-detects)
2,3,4,7,8-PeCDF 0.317 0.233 31 (s50) - -
1,2,3,4,7,8-HxCDF 0.220 0.361 49 (s50) - .
1,2,3,6,7,8-HxCDF 0.113 0.148 27 (50) - .
1,2,3,7,8,9-HxCDF 5.09U 0.0509 200 (<50) J (all detects) A
UJ (all nen-detects)
2,3,4,6,7,8-HXCDF 0.150 0.149 1 {s50) - -
1,2,3,4,6,7,8-HpCDF 0.574 0.615 7 (£50) - .
1,2,3,4,7,8,9-HpCDF 0.0457 0.0624 31 (£50) - .
OCDF 0.882 1.0 13 (50) - -
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Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Data Qualification Summary - SDG DX147

SDG

Sample

Compound

Flag

AorP

Reason (Code)

DX147

SL-001-SABS-55-0.0-0.5
SL-003-SA85-55-0.0-0.5
51-005-SA85-55-0.0-0.5
SL-007-SA8S-35-0.0-0.5
SL-013-5A88-85-0.0-0.5
SL-014-SABS-58-0.0-0.5
SL-015-SABS-SS-0.0-0.5
SL-024-SA8S-55-0.0-0.5

DUP01-5A88-QC-092911

SL-126-SA7-SB-4.0-5.0
SL-127-SA7-SB4.0-5.0
SL-177-SA7-SB-3.0-4.0
SL-229-SA6-88-0.0-0.5
SL-230-5A6-55-0.0-0.5
SL-234-SA6-85-0.0-0.5
SL-232-3A6-55-0.0-0.5
SL-232-5A6-SB-2.5-3.5
SL-229-SA6-SB-2.0-3.0
SL-230-5A6-5B-4.0-5.0
SL-254-5A6-3B-2.5-3.5

All compounds
reported below the
RL.

J {all detects)

Compound quantitation
and RLs (2)

DX147

SL-003-5A88-55-0.0-0.5
DUPO1-SA8S-QC-09291

1,2,3,7,8-PeCDF
1,2,3,7,8,9-HxCDF

J {all detecls)
UJ (all non-detects)

Field duplicates (RPD}
(FD)

Santa Susana Field Laboratory

Dioxins/Dibenzofurans - Laboratory Blank Data Qualification Summary - SDG DX147

Modified Final
SDG Sample Compound Concentration AorP Code
DX147 SL-001-SA88-55-0.0-0.5 23,7 8-TCDF 0.179U ng/Kg A B
1,2,3,7.8-PeCDF 0.0941U ng/Kg
2,3,4,6,7,8-HxCDF 0.203U ng/Kg
1,2,3,6,7,8-HxCDD 0.152U ng/Kg
1,2,3,7,8,9-HxCDD 0.125U ng/Kg
1,2,3,7,8,9-HxCDF 0.0547U ngiKg
1,2,3,4,7,8,9-HpCDF 0.118U ng/Kg
DX147 SL-003-SABS-$8-0.0-0.5 1,2,3,6,7,8-HxCDF 0.113U ng/Kg A B
2,3,4,6,7,8-HxCDF 0.150U ng/Kg
1,2,3,6,7,8-HxCDD 0.165U ng/kg
1,2,3,4,7,8,9-HpCDF 0.0457U ng/Kg
OCDF 0.882U ng/Kg
DX147 SL-005-SA85-55-0.0-0.5 1,2,3,7,8-PeCDF 0.0389U ng/Kg A B
2,3,4,7,8-PeCDF 0.0720U ngiKg
1,2,3,6,7,8-HxCDF 0.0340U ng/Kg
2,3,4,6,7 8-HxCDF 0.0512U ngfkg
1,2,3,6,7,8-HxCDD 0.0811U ngfKg
1,2,3,7,8,9-HxCDD 0.0580U ng/Kg
1.2,3,7,8,9-HxCDF 0.0374U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.151U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.781U ng/Kg
1,.2,3,4,7,8,9-HpCDF 0.0559U ng/Kg
OCDF 0.353U ng/Kg
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Modified Final

1.2,3.4,7.8,9-HpCDF
OCDF

0.108U ng/Kg
0.875U ng/Kg

SDG Sample Compound Concentration AorP Code
DX147 S1-007-SA8S-55-0.0-0.5 2,3,78-TCDF 0.0545U ng/Kg A B
2,3,4,7,8-PeCDF 0.0428U ng/Kg
1,2,3,6,7,8-HxCDF 0.0674U ng/Kg
2,3,4,6,7,8-HxCDF 0.0823U ng/Kg
1,2,3,6,7,8-HxCDD 0.119U ng/Kg
1,2,3,7,8,9-HxCDD 0.118U ng/Kg
1,2,3,7,8,9-HxCDF 0.0505U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0508U ng/Kg
OCDF 0.884U ng/Kg
DX147 SL-013-SABS-§5-0.0-0.5 2,3,7,8-TCDF 0.183U ngiKg A B
DX147 SL-014-3A85-55-0.0-0.5 2,37,8-TCDF 0.0992U ng/Kg A B
2,3.4,6,7,8-HxCDF 0.184U ng/Kg
1,2,3,4,7.8,9-HpCDF 0.0761U ng/Kg
DX147 DUPQ31-SAB85-QC-092911 1,2,3,7,8-PeCDF 0.0763U ng/Kg A B
2,3,4,7,8-PeCDF 0.233U ng/Kg
2,3,4,6,7,8-HxCDF 0.149U ng/Kg
1,2,3,7,8,9-HxCDF 0.0608U ng/Kg
1.2,3,4,7,8,9-HpCDF 0.0624U ng/Kg
DX147 SL-126-5A7-5B4.0-5.0 1,2,3,7,8-PeCDF 0.0429U ng/Kg A B
2,3.4,7.8-PeCDF 0.0412U ng/Kg
2,3,4,6,7,.8-HxCDF 0.0138U ng/Kg
1,2,3,6,7,8-HxCDD 0.124U ng/Kg
1.2,3,4,6,7,8-HpCDF 0.0901U ng/Kg
1,2,34,6,7,8-HpCDD 0.211U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0193U ng/Kg
OCDD 0.577U ngig
OCDF 0.124U ng/Kg
DX147 SL-127-SA7-5B-4.0-5.0 1,2,3,7,8-PeCDF 0.0254U ng/Kg A B
2,3,4,7,8-PeCDF 0.0610U ng/Kg
1,2,3,6,7,8-HxCDF 0.0482U ng/Kg
2,3,4,6,7,.8-HxCDF 0.0396U ng/Kg
1,2,3,6,7,8-HxCDD 0.0346U ngfKg
1.2,3,7,8,9-HxCDD 0.0638U ng/Kg
1,2,3,7,8,8-HxCDF 0.0500U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.163U ng/Kg
1,2,3.4,6,7,8-HpCDD 0.284U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0235U ng/Kg
OcDD 0.862U ng/Kg
OCDF 0.230U ng/Kg
DX147 5L-229-5A6-55-0.0-0.5 2,3,7,8-TCDF 0.184U ngiKg A B
2,3,7,8-TCDD 0.151U ng/Kg
DX147 SL-015-5A85-55-0.0-0.5 1,2,3,7.8-PeCDF 0.0687U ng/Kg A B
SL-024-SA85-55-0.0-0.5 2,3,4,7,8-PeCDF 0.220U ng/Kg
1,2,3,7,8-PeCDD 0.0433U ng/Kg
1,2,.3,4,7,8-HxCDF 0.189U ng/Kg
1,2,3,6,7,8-HxCDF 0.129U ng/Kg
2,3,4,6,7 8-HxCDF 0.178U ng/Kg
1.2,3,4,7,8-HxCDD 0.0940U ng/Kg
1,2,3,7,8,8-HxCDD 0.0999U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.862U ng/Kg
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Modified Final
SDG Sample Compound Concentration AorP Code
DX147 SL-024-SA85-55-0.0-0.5 1,2,3,7,8-PeCDF 0.180U ng/Ka A B
2,3,4,7,8-PeCDF 0.0436U ng/Kg
1,2,3,7,8-PeCDD 0.0493U ng/Kg
1,2,3,4,7, 8-HxCDF 0.179U ng/Kg
1,2,3,6,7,8-HxCDF 0.138U ng/Kg
2,3,4,6,7,8-HxCDF 0.190U ng/Kg
1,2,3,4,7,8-HxCDD 0.137U ng/Kg
1.2,3,7,8,9-HxCDD 0.183U ng/Kg
1.2,3,4,6,7,8-HpCDF 0.772U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0874U ngiKg
OCDF 1.26U ng/Kg
DX147 SL-177-SA7-SB-3.0-4.0 1,2,3,7,8-PeCDF 0.0291U ng/Kg A B
1,2,3,7,8-PeCDD 0.0346U ng/Kg
1,2,3,4,7,8-HxCDF 0.0413U ng/Kg
1,2,3,6,7,8-HxCDF 0.0191U ng/iKg
2,3,4,6,7,8-HxCDF 0.0511U ng/Kg
1,2,3,6,7,8-HxCDD 0.0551U ng/Kg
1,2,3,7,8,9-H<CDD 0.0930U ngiKg
1,2,3,4,6,7,8-HpCDF 0.135U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.335U ng/Kg
1,2,3.4,7,8,9-HpCDF 0.0411U ng/Kg
OCDD 1.15U ng/Kg
OCDF 0.179U ng/Kg
DX147 SL-234-5A6-35-0.0-0.5 1.2,3,7,8-PeCDD 0.202U ng/Kg A B
1,2,3,4,7,8-HxCDF 0.386U ng/Kg
1.2,3,6,7,8-HxCDF 0.369U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.338U ng/Kg
DX147 SL-232-846-58-0.0-0.5 1.2,3,7,8-PeCDF 0.0936U ng/Kg A B
2,3,4,7,8-PeCDF 0.208U ng/Ka
1.2,3,7,8-PeCDD 0.104U ng/Kg
1,2,3,4,7,8-HxCDF 0.158U ng/Kg
1,2,3,6,7,8-HxCDF 0.103U ng/Kg
2,3,4,6,7,8-HxCDF 0.175U ng/Kg
1,2,3,4,7,8-HxCDD 0.129U ng/Kg
1,2,3,4,6,7,8-HpCDF 1.18U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.131U ng/Kg
DX147 SL-232-5A6-3B-2.5-3.5 1.2,3,7,8-PeCDF 0.121U ng/Kg A B
2,3,4,7,8-PeCDF 0.0960U ng/Kg
1,2,3,4,7,8 HxCDF 0.106U ng/Kg
1,2,3,6,7,8-HxCDF 0.0607U ng/Kg
2,3,4,6,7,8-HxCDF 0.0858U ng/Kg
1.2,3,4,7,8-HxCDD 0.0832U ng/Kg
1,2,3,6,7,8-HxCDD 0.0730U ng/Kg
1,2,3,7,8,9-HxCDD 0.0963U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.175U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.308U ng/Kg
1,2,3,4,7,8,8-HpCDF 0.0271U ng/Kg
OcDD 1.23U ng/iKg
OCDF 0.213U ngiKg
DX147 SL-230-SA6-SB4.0-5.0 1,2,3,7,8-PeCDF 0.110U ng/Kg A B
2,34,7,8-PeCDF 0.0938U ng/Kg
1,2,3,7,8-PeCDD 0.0606U ngfkg
1,2,3,4,7,8-HxCDF 0.336U ng/Kg
1,2,3,6,7,8-HxCDF 0.234U ng/Kg
2,3,4,6,7,8-HxCDF 0.322U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.398U ng/Kg

VALOGINVCOMSSFL\26978221_CD4.doc
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Modifted Final

2,3,4,6,7,8-HxCDF
1,2,3,4,7,8-HxCDD
1,2,3,7,8,9-HxCDD
1,2,3,4,6,7,8-HpCDF
1.2,3,4,7,8,9-HpCDF
OCDF

0.133U ng/Kg
0.0357U ngfiKg
0.198U ng/Kg
0.913U ng/Kg
0.0826U ng/Kg
1.19U ngiKg

SDG Sample Compound Concentration AorP Code
DX147 SL-254-SA6-5B-2.5-3.5 1,2,3,7,8-PeCDD 0.0424U ng/Kg A B
1,2,3,4,7,8-HxCDF 0.281U ng/Kg
1,2,3,6,7.8-BxCDF 0.172U ng/Kg

Santa Susana Field Laboratory

Dioxins/Dibenzofurans - Field Blank Data Qualification Summary - SDG DX147

VALOGINMICDMSSFILA26978a21_CD4.doc

No Sample Data Qualified in this SDG
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LDC #___26978A21

SDG #:__DX147
Laboratory:_Lancaster Laboratories

Level IV

VALIDATION COMPLETENESS WORKSHEET

METHOD: HRGC/HRMS Dioxins/Dibenzofurans {(EPA Method 1613B)

Date:./ /Y //2-——’
Page:_ /of_/

Reviewer:
2nd Reviewer: %

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
l. Technical holding times A, Sampling dates: 61/ 29 / {7
1l HRGC/HRMS Instrument performance check A i
Ml._| Initial calibration A ' A 0 = 20 ag
IV. | Routine calibration/igv- [AN & C  lmids '
V. | Blanks % W
VI. | Matrix spike/Matrix spike duplicates A
VI, | lLahoratory control samples JAN LES
VIIl. | Regional quality assurance and quality control N
IX. | Internal standards A
X. | Target compound identifications A
X1, | Compound guantitation and CRQLs /\
X, § System performance -L\
Xlll. | Overall assessment of data A
XWV. | Field duplicates sw | 9= °)
XV. | Field blanks '\/
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank

Validated Samples:

So1L

1_|| sL-001-5A85-55-0.0-0.5 11 /[sL-127-5A7-5B-4.0-5.0 21)|SL-003-5A85-85-0.0-0.5M5 __ [311 5\."‘11"\4 2% ool
2 !|sL-o03sA8s-55-0005 /| 12 YsL177-sa7.58-3.04.0 29 |sL-003-5A85-55-0.0-0.5MsD |32 | Blank 42003
3 1 s10056A85-55-0.005 13 {|sL-229-5A6-55-0.00.5 23 33

4 Ml sL-007-5A85-55-0.0-0.5 14 #]SL-230-SA6-S5-0.0-0.5 24 34

5 |} s1-013-6A85-55-0.0-0.5 15 2 5L-234-SA6-55-0.0-0.5 25 35

6 1| sL-014-5A85-55-0.0-05 16 #|SL-232-5A6-55-0.0-0.5 26 36

7_¥| SL-015-5A8S-85-0.0-0.5 17 #[SL-232-SA6-SB-2.5-3.5 27 37

8 21 SL-024-5A85-55-0.0-0.5 18 7| SL-229-5A6-SB-2.0-3.0 28 38

9 1| bupo1-sass-ac-092911 /1 19 ?{SL-230-5A6-5B-4.0-5.0 29 39

10 !| sL-126-5A7-5B4.0-5.0 20215L-254-SA6-SB-2.5-3.5 30 40

Notes;

265978A21\W.wpd



LDC #2291 ¥ A2

VALIDATION FINDINGS CHECKLIST

Page: /of 2-
Reviewer: ET

2nd Reviewer: f

Method: Dioxins/Dibenzofurans (EPA SW 846 Method 1613B)

Validation Area

Yes

No

NA

Findings/Comments

I Téchnical-holding ties

All technical holding times were met.

Cooler temperature criteria was met.

Was PFK exact mass 380.9760 verified?

Were the retention time windows estabiished for all homologues?

Was the chromatographic resolution between 2,3,7,8-TCDD and peaks representing
any other untabeled TCDD isomers < 25% 7

Is the static resolving power at least 10,000 (10% valley definition)?

Was the mass resolution adequately check with PFK?

Was the presence of 1,2,8,9-TCDD and 1,3,4,6,8-PeCDF verified?

v

Was the initial calibration performed at 5 concentration levels?

Were all percent refative standard deviations (%RSD) < 20% for unlabeled
compounds and < 35% for labeled compounds ?

Did all calibration standards meet the Jon Abundance Ratio criteria?

Was the signal to noise ratio for each target compound > 2.5 and for each recovery
and internal standard > 107

Was a routine calibration performed at the beginning and end of each 12 hour
period?

Were all the concentrations for the unlabeled compounds and Jabeled compounds
within the QC limits (Method 1613B, Table 6)7

Did all routine calibration standards meet the lon Abundanpe Ratio criteria?

Was a methed blank associated with every sample in this SDG?

Was a methad blank performed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks

validation completeness worksheet?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? i no, indicate which matrix does not have an associated
MS/MSD. Soif / Water.

L~
Were the MS/MSD percent recoveries {%R) and the relative percent differences /

RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per exiraction batch?

Were the LCS percent recoveries (%R} and relaiive percent difference (RPD) within

the QC limits?

DXN-3W13B.wpd versicn 1.0



Loc #_ L 1% P ) VALIDATION FINDINGS CHECKLIST Page:_Zof 2~
Reviewer: FT

2nd Reviewer:; ::::

Validation Area Yes | No | NA Findings/Comments

‘ B
Were inlernal standard recoveries within the #8-4+50% criteria?

Was the minimum S/N ratio of all internal standarg peaks > 107

Fer 2,3,7,8 substituted congeners with associated labeled standards, were the
relention times of the two quantitation peaks within -1 to 3 sec. of the RT of the
labeled standard?

\

For 2,3,7.8 substituted congeners without associated labeled standards, were the
relative retention times of the two quantitation peaks within 0.005 time units of the AT
RRT measured in the routine calibration? v

For non-2,3,7,8 substituted congeners, were the retention times of the two
quantitation peaks within RT established in the performance check solution?

Did compound spectra contain all characteristic ions listed in the table attached?

Was the signal to noise ratio for each target compound and labeled standard >
2.57

A
-

Was the lon Abundance Ratio for the two quantitation jons within criteria? el
-

-~

Does the maximum intensity of each specified characteristic ion coincide within + 2
seconds (includes labeled standards)?

For PCDF identification, was any signal {(S/N > 2.5, at + seconds RT) detected in B
the corresponding PCDPE channel? -

\

YWas an acceptable lock mass recorded and monitored?

XICairipo

Were the cerrect internal standard (1S), quantitation ion and relative response factor
(RRF} used to quantitate the compound?

\

Were compeound quantitation and CRQLs adjusted to reflect all sample dilutions and -
dry weight factors applicable te level IV validation?

\

Field duplicate pairs were identified in this SDG.

el
Target compounds were detected in the field duplicates, L] -

Field blanks were identified in this SDG, T

Target compounds were detected in the field blanks.

DXN-SW13B.wpd version 1.0
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LDC#: 9‘@773//}'”/ VALIDATION FINDINGS WORKSHEET

THOD: Method 16138

Field Duplicates

Y N NA Were field duplicate pairs identified in this SDG?

Y/N NA Were target analyles detected in the field duplicate pairs?

Page: _/of __/
Reviewer: =72

2nd Reviewer: f AT

(44

St T[T (A

Concentration {ng/kg) C < 530‘)
Compound 2 g RPD
B 0.0765 0.0846" 10
c 0.0692" 0.0704* 2
D 0.185 0.193 16
E 0.163* 0.138 17
F 27 3.04 11
G 18.7 27.5 38
H 0.196 0.265 30
| g—e%:‘%lé‘- 0.0763 1-'4‘-:1‘-?
J 0.317 0.233 3
K 0.220 0.361 49
L o113 0.148 27
N Soastu 0.0609 200 A / u\ /f”"!l'
1
M 0.150 0.149 1
0 0.574 0.615* 7
P 0.0457 0.0624* 3
Q 0.882 1.0 13

VAFIELD DUPLICATES\templates\26978A21.wpd
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Dc#_2G778A4x /

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

s S

Page:_“of ~

Reviewer: f 2

2nd reviewer: —L_i

THOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

N/A Were all reported results recalculated and verified for all level IV samples?
N N/A Were all recalculated results for detected target compounds agree within 10.0% of the reported results?
Concentration = (AJ(l.)(DF) Example:
(A)RRFYV)(%S) D
A = Area of the characteristic ion (EICP) for the compound Sampie |.D. £ , oel
to be measured
A = Area of the characteristic ion (EICP) for the specific
internal standard
ls = Ameount of internal standard added in nanograms {ng) Cong. = ( Y ( ) y
{ 3 o H X }
Ve = Volume or weight of sample extract in milliliters (ml) or
grams (g).
RRF = Relative Response Factor (average) from the initial = ‘q, 3 ] }:
calibration V)% ?
Df = Dilution Factor.
%S = Percent solids, applicable to sail and solid matrices
only.
Reported Calculated
Concentration Concentration
# Sample ID Compound { ) { ) Qualification
000 = [gdin 4 uLzstr ) [ bood/
1Y ——
L1150 + 515U Y 1ow1 D) b, oY) e.q4> )
v 7\ N 7 A
= A > ") \\ e

V:WALIDATION WORKSHEETS\DIOXIN16\RECALC16.DOC
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Sample Cross Reference

Date
Collected Field Sample ID Lab Sample ID
05-Oct-2011  SL-301-SA6-SB-4.0-5.0 6430044
05-Oc¢t-2011  SL-319-SA6-SB-4.0-5.0 6430041
05-0Oct-2011  SL-319-SA6-5B-4.0-5.0MS 6430042
05-Oct-2011  SL-319-5A8-SB-4.0-5.0MSD 6430043
05-Oct-2011  DUP16-SA6-QC-100511 6430045
05-Oct-2011  EB-SAB-5B-100511 6430046
08-Oct-2011  SL-268-SA6-SB-4.0-5.0 6431155
06-Oct-2011  EB-SA6-5B-100611 6431156
07-Oct-2011  S5L-138-SA7-SB-1.5-2.5 6432187
07-Oct-2011  SL-046-SA7-SB-2.5-3.5 6432185
07-Oct-2011  SL-137-SA7-5B-0.0-1.0 6432186
10-Oct-2011  3L-169-SA7-SB-3.0-4.0 6433435
10-Oct-2011  SL-112-SA7-SB-0.0-1.0 6433433
10-Oct-2011  SL-158-SA7-$B-3.0-4.0 6433434
11-Oct-2011  SL-265-SA6-SB-4.0-5.0 6434481
11-06t-2011  SL-167-SA7-SB-0.5-1.5 6434488
11-Oct-2011  SL-166-SA7-SB-1.0-2.0 6434487
11-Oct-2011  SL-162-5A7-5B-0.0-1.0 6434486
11-0ct-2011  SL-147-SA7-$B-1.0-2.0 6434482
11-Oct-2011  SL-155-SA7-SB-1.5-2.5 6434483
11-Oct-2011  SL-008-SA3-5B-4.0-5.0 6434484
11-Oct-2011  SL-049-SA7-3B-4.0-5.0 6434485

Sample Prep Analytical Review
Type Method Method Level

) N METHOD 16138 ln
N METHOD 1613B m
MS METHOD 1613B m
MSD METHOD 16138 m
FD METHCD 1613B n
EB METHOD 1613B n
N METHOD 1613B ]|
EB METHOD 1613B I
N METHOD 16138 ]
N METHOD 16138 i
N METHOD 1613B i
N METHOD 1613B n
N METHOD 1613B il
N METHOD 16138 1]
N METHOD 16138 I
N METHOD 16138 m
N METHOD 1613B m
N METHOD 1613B ]
N METHOD 16138 mn
N METHCD 16138 ]
N METHCD 1613B i
N METHCD 1613B ]

It = EPA Leve! 3 Data Review
{V = EPA Level 4 Dafa Validation

N= Normai Semple
FD = Field Duplicate

T8 = Trip Blank
F8 = Field Blank

MS = Matrix Spike
MSD = Malrix Spike Dugficale

Page 1 of 1
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Data Qualifier Summary

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148 v1 eQAPP Name: CDM_SSFL_110509
Matrix: AQ
Sample ID:EB-SA6-SB-100511 Collected: 10/5/2011 2:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
lAnalyte _ Result Qual DL | Type | RL | Type | Units | Qual | Code
1;2,3,4,6,7.8-HPCDD 2.28 JBQ 0.227. M]Z.)L. 10.6 PdL pofL U 7 B
1,2,3,4,6,7,8-HPCDF 1.43 JBQ 0.103 MDL 10.6 PQL pg/L U B
1,2,3,4,7,8,9-HPCDF 0.138 JBQ 0.119 MDL 10.6 PQL pg/L U B
1,2,3,4,7.8-HXCDF 0.367 JB 0.108 | MDL 10.6 PaL pg/L U B
1,2,3,6,7.8-HXCDD 0.198 J 0177 MDL 10.6 PQL poiL J Zz
1,2,3,6,7,8-HXCDF 0.256 JB 0.105 MDL 10.6 PaL po/l U B
1,2,3,7,8,9-HXCDD 0.190 J 0.180 MDL 10.6 PQL pg/L J Z
1,2,3,7,8,9-HXCDF 0.139 JQ 0.0966 { MDL 10.6 PQL pg/L J Z
1,2,3,7,8-PECDD 0.260 JQ 0.241 MDL 10.6 PQL pg/L J z
2,3,4,6,7,8-HXCDF 0.248 JBQ 0.0988 | MDL 10.6 PQL pg/L V] B
2,34,7, 8-PECDF 0.594 JB 0.105 MDL 10.6 PQL pg/L V] B
OCDD 3.86 JB 0.255 MDL 213 PQL pg/L. V] B
CCDF 0.743 JBQ 0.267 MDL 213 PQL pg/L U B
Sample ID:EB-SA6-SB-100611 Collected: 10/6/2011 2:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ _ _ Result Qual _DL Type _ RL Type | Units Quql Code
1,2,3,4,6,7,8-HPCDD 242 . JB 0.249 | MDL 9.55 PQL po/L U B
1,2,3.4,6,7,8-HPCDF 1.19 JB 0.118 MDL 8.55 PaL pa/L U B
1,2,3,4,7,8,9-HPCDF 0.295 JB 0.135 MDL 8.55 PQL pg/L U B
1,2,3,4,7,8-HXCDF 0.274 JB 0.125 MDL 9.55 PQL pg/L U B
1,2,3,6,7,8-HXCDD 0.354 J 0.201 MDL .9.55 PQL pa/L J z
1,2,3,6,7,8-HXCDF 0.279 JBQ 0.125 | MDL 9.55 PQL pall U B
1,2,3,7,8-PECDF 0.157 JB 0.122 | MDL 9.55 PQL pa/l U B
2,3,4,6,7,8-HXCDF 0.259 JBQ 0.116 MDL 9.55 PQL pg/l U B
2,3,4,7,8-PECDF 0.358 JBQ 0.112 MDL 9.55 PQL pg/L U B
COCDD 5.46 JB 0.249 MDL 19.1 PQL pg/L U B
OCDF 1.12 JB 0.309 MDL 19.1 PaL pg/L U B

* denotes a non-reportable resutt
Project Name and Number: 1203-004-003-AL - SSFL Area IV Collocated Soil Sampling

1/20/2012 12:18:47 PM ADR version 1.4.0.111 Page 1 of 12



Data Qualifier Summary

l.ab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_wv1 eQAPP Name: CDM_SSFL._110509
Matrix: 80O
Sample ID:DUP16-SA6-QC-100511 Collected: 10/5/2011 10:35:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type | RL Type | Units | Qual Code
1,2,3,4,6,7,B-HPCDD 143 JB 0.0294 | MDL 5.35 PQL ng/Kg J ) Z .
1,2,3.4,6,7,8-HPCDF 0.319 JB 0.0162 | MDL 5.35 PQL ng/Kg u B
1,2,3.4,7,8,9-HPCDF 0.0604 JB 0.0274 | MDL 5.35 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0870 JB 0.0195{ MDL 5.35 FQL ng/Kg U B, FD
1,2,3,6,7,8HXCDD 0.108 JBQ 0.0252 1 MDL 5.35 PQAL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDF 0.0550 JBQ 0.0168 | MDL 5.35 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0904 JB 0.0257 | MDL 5.35 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0579 JBQ 0.0228 | MDL 5.35 PQL ng/Kg 0X] B, FD
1,.2,3,7,8-PECDD 0.0422 Ja 0.0321 | MDL 5.35 PaQL ng/Kg J Z, FD
1,2,3,7,8-PECDF 0.0608 JBQ 0.0180 { MDL 5.35 PaQL ng/Kg uJ B, FD
2,3,4,8,7,8-HXCDF 0.0648 JB 0.0177 | MDL 5.35 PQL ng/Kg (SN B, FD
2,3,4,7,8-PECDF 0.0451 JB 0.0185 | MDL 5.35 PQL ng/Kg u B
2,3,7,8-TCDF 0.0399 JQ 0.0314 | MDL 1.07 PQL ng/Kg J Z FD
OCDF 0.880 JB 0.0342 { MDL 10.7 PQL ng/Kg J Z
Sample ID:SL-009-SA3-SB4.0-5.0 Coilected: 10/M11/2011 3:05:00  Analysis Type: RES Dilution; 1
Data
Lab Lab DL RL Review Reason
Analyte _| Result | Qual | DL | Type | RL | Type | Units | Qual Code
1,2,3,4,7,8 9-HPCDF 1,29 JB 0.0477 | MDL 5.39 PQL ng/Kg J Z
1.2,3,4,7,8-HxCDD 0.602 J 0.0606 | MDL 5,39 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 2.1 JB 0.0465 ( MDL 5.39 PQL ngikg J Z
1,2,3,6,7,8-HXCOF 2.85 JB 0.0445 ( MDL 5.39 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 2.38 JB 0.0576 | MDL 5.39 FQL ng/Kg J Zz
1,2,3,7,8,9-HXCDF 0.720 JB 0.0501 | MDL 5.39 PQL ng/Kg J z
1,2,3,7,8PECDD 0.560 J 0.0562 | MDL 5.39 PQL ng/Kg J P
1,2,3,7,8-PECDF 1.27 JB 0.0586 | MDL 5.39 PQL ng/Kg J P
2,3,4,6,7,8-HXCDF 5.33 JB 0.0421 [ MDL 5,39 PQL ng/Kg J z
2,3,7.8-TCDD 0.0717 Ja 0.0417 | MDL 1.08 PQL ng/Kg J z
Sample ID:SL-046-SA7-SB-2.5-3.5 Collected: 10/712011 11:15:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDD 0.630 JBQ 0.0241 1 MDL 5.09 PQL ng/Kg U B
1,2,3.4.6,7,8-HPCDF ¢.151 JB 0.0126 | MDL 5.09 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0398 JBQ 0.0213 | MDL 5.09 FQL ng/Kg u B

* denotes a non-reporiable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/20/2012 12:18:47 PM ADR version 1.4.0.111 Page 2 of 12



Data Qualifier Summary

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148 v1 eQAPP Name: CDM_SSFL_110509
Matrix: SO
Sample 1D: SL-046-SAT-8SB-2,5-3.5 Collected: 10f7/12011 11:15:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result | Qual | DL | Type | RL Type | Units | Qual Code
1,2,3,4,7,8-HxCDD | . 0.0313 J 0.0184 | MDL 5.09 . PQL . ng/Kg J Z
1,2,3,4,7,8-HXCDF ‘ 0.0390 JB 0.0139 | MDL 5.09 PQL ng/Kg U B
1.2,3,6,7,8-HXCDD 0.0723 JB 0.0186 | MDL 5.09 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0365 JBQ 0.0122 | MDL 5.09 PQL ng/Ky U B
1,2,3.7,8,9-HXCDD 0.0672 JB 0.0194 [ MDL 5.09 PQL ng/Kg U B
1,2,3,7.8,9-HXCDF 0.0455 JBQ 0.0161 1 MDL 5.09 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0660 JQ 0.0238 { MDL 5.09 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0300 JBQ 0.0130 | MDL 5.09 PQL ng/Kyg U B
2,3,4,6,7,8-HXCDF 0.0671 JB 0.0125| MDL 5.09 PQL ng/Kyg U B
2,3,4,7,8-PECDF 0.0733 JBQ 0.0133  MDL 5.09 PQL ng/Kg U B
OCDD 3.82 JB 0.0234 [ MDL 10.2 PQL ng/Kg J Z
OCDF 0.276 JBQ 0.0285 | MDL 10.2 PGL ng/Kg U B
Sample ID:SL-049-SA7-SB-4.,0-5.0 Colfected: 10/11/2011 3:25:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Anqute . Resu_!t_ Qual DL Type RL Typ_z_e Ur_u'ts _ Qual _Code
1,2,3,4,6,7,8-HPCDF 1.02 JB 0.0186 f MDL 5.14 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.0862 JB 0.0286 | MDL 5.14 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.171 Ja 0.0354 | MDL 5.14 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.186 JB 0.0246 | MDL 5.14 PQL ng/Kg U B
1.2,3,6,7,8-HXCDD 0.352 JB 0.0352 | MDL 5.14 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.167 JB 0.0221 |1 MDL 5.14 PQL ng/Kg J z
1,2,3,7,8,8-HXCDD 0.276 JB 0.0344 | MDL 5.14 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.125 JB 0.0255{ MDL 5.14 PQL ng/Kg U B
1,2,3,7.8-PECDD 0.258 J 0.0320 | MDL 5.14 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.336 JB 0.0170 | MDL 5.14 PQL ng/Kg J z
2,3,4,6,7,.8-HXCDF 0.142 JBQ 0.0217 ; MDL 5.14 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.259 JBQ 0.0166; MDL 5.14 PQL ng/Kg U B
2,3,7,8-TCDD 0.0573 JQ 0.0318 | MDL 1.03 PQL ng/Kg J z
2,3,7,8-TCDF 0.114 J 0.0235} MDL 1.03 PQL ng/Kg J Z
OCDF 2.31 JB 0.0309 | MDL 10.3 PQL ng/Kg J z

* denotfes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/20/2012 12:18:47 PM ADR version 1.4.0.111 Page 3 of 12



Data Qualifier Summary

Lab Reporting Batch I1D: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509
Matrix: SO
Sample 1D:S1-112-SAT-5B-0.0-1.0 Colfected: 10/10/2011 10:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab D1, RL Review Reason
Analyte Resuit Qual DL Type | RL Type | Units | Qual Code
1,2,3,4,6,7,5-HPCDF 4.93 JB 00278 .MDL 530 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.531 JBQ 0.0425)] MDL 5.30 PQL ng/Kg J Z
1,2,3,4,7,8-HxCDD 0.547 J 0.0415| MDL 5.30 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.658 JB 0.0314 ; MDL 5.30 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 1.70 JB 0.0427 | MDL 5.30 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.515 JB 0.0277 | MDL 5.30 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 1.29 JB 0.0427 | MDL 5.30 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.258 JB 0.0516 | MDL 5.30 PaQL ng/Kg J Z
1,2,3,7,8-PECDD 0.525 J 0.0416 | MDL 5.30 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.663 JBQ 0.0410 | MDL 5.30 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.523 JB 0.0270} MDL 5.30 PQL ng/Kg J z
2,34,7,8-PECDF 1.15 JB 0.0407 | MDL 5.30 PQL ng/Kg J z
2,3,7,8-TCDD 0.137 J 0.0365| MDL 1.06 PQL ng/Kg J Z
2,3,7,8-TCDF 0.519 J 0.0687 | MDL 1.06 PQL ng/Kg J Z
OCDF 104 JB 0.0324 | MDL 10.6 PQL ng/Kg J Z
Sample I1D:SL-137-SAT-SB-0.0-1.0 Coflected: 10/7/2011 11:25:00  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte ‘ Result Qual | DL Type RL Type | Units | Qual | Code _
1.2,3,4,7,8,8-HPCDF . 4.861 JB 0.0689 | MDL 5.13 PQL I ng/Kg J Z
1,2,3,4,7,8-HxCDD 3.74 J - | 00796 | MDL 5.13 PQL ng/Kg J Z
1,2,34,7,8-HXCDF 1.95 JB 0.0525 | MDL 5.13 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 2.18 JB 0.0474 | MDL 513 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.559 JB 0.0591 ] MDL 513 PQL ng/Kg J Z
1,2,3,7,8-PECDD 1.94 J 0.0816 § MDL 5.13 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.817 JB 0.0425 | MDL 5.13 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 378 JB 0.0519| MDL 5.13 PQL ng/Kg J Z
2,3,4,7, 8-PECDF 0.925 JB 0.0399 | MDL 5.13 PQL ng/Kg J Z
2,3,7,.8-TCDD 0.241 JQ 0.0378 | MDL 1.03 PQL ng/Kg dJ Z
2,3,7,8-TCDF 0.268 J 0.0511 ¢ MDL 1.03 PaQL ng/Kg J z
Sample 1D:51.-138-SA7-SB-1.5-2.5 Collected: 10/7/2011 10:35:00  Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Reaview Reason
Ana!y;e 7 . 7 _Result | Qual | DL Type RL | Type Units | Qual __Code
1,2,3,4,7,8,9-HPCDF 373 | B [oores| moL | 591 [ PaL [ngKg [ ¢ | z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-Al. - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509

Matrix: SO

Sample ID:SL-138-8A7-SB-1.5-2.5 Collected: 10/7/2011 10:35:00  Analysis Type: RES Dilution: 4
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type | RL Type | Units | Qual Code
1,2,3,4,7,8-HxCDD 3.53 J 0.0747 | MDL 5.91 PQL ng/Kg J . z
1,2,3,4,7, 8-HXCDF 1.62 JB 0.0579 | MDL 5.91 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 1.77 JB 0.0537 | MDL 5.91 PQL ng/iKg J z
1,2,3,7,8,8-HXCDF 0.538 JBQ 0.0577 | MDL 5.91 PQL ng/Kg J Z
1,2,3,7.8-PECDD 1.82 J 0.0815| MDL 5.3 PQL ng/Kg J Z
1,2,3,7.8-PECDF 0.8486 JB 0.0333 | MDL 591 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 3.31 JB 0.0499 | MDL 591 PQL ng/Kg J z
2,3,4,7,8-PECDF 1.07 JB 0.0329 | MDL 591 PQL ng/Kg J z
2,3,7,8-TCDD 0.166 J 0.0473 | MDL 1.18 PQL ng/Kg J Z
2,3,7,8-TCDF 0.244 J 0.0472 | MDL 1.18 PQL ng/Kg J z
Sample ID:SL-147-SA7-SB-1.0-2.0 Collected: 10/11/2011 11:22:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Aqalyte _ _ Result | Qual | DL Type RL Type _ __Um'ts kQuaI Code
1,2,3,4,6;;{;8-HI5CDD . 0.303 JBQ 0.0275 MDL . 5.33 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0737 JB 0.0137} MDL 5.33 PQL ngfKg U e
1,2,34,7,8,9-HPCDF 0.0356 JBQ 0.0247 | MDL 5.33 PQL ng/Kg u B
1.2,3,4,7,8-HXCDF 0.0494 JBQ 0.0162 | MDL 5.33 PaL ng/Kg U B
1,2,3,6,7.8-HXCDD 0.262 JBQ 0.0241 | MDL 5.33 PQL ng/Kg J z
1,2,3,6,7.8-HXCOF 0.187 JB 0.0136 | MDL 5.33 PQL ng/Kg J z
1,2,3,7.8,8-HXCDD 0.377 JB 0.0244 | MDL 5.33 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.122 JBQ 0.0186 | MDL 5.33 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0361 Ja 0.0288 | MDL 533 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.0384 JB 0.0147 ] MDL 5.33 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0351 JB 0.0143; MDL 5.33 PQL ng/Kg U B
2,3,4,7,8-PECOF 0.0496 JB 0.0142 } MDL 5.33 PQL ng/Kg U B
2,3,7,8-TCOF 0.0343 JQ 0.0232 [ MDL 1.07 PQL ng/Kg J Z
OCcDD 0.495 JB 0.0248 | MDL 10.7 PQL ng/Kg U B
CCDF 0.125 JBQ 0.0327 | MDL 10.7 PQL ng/Kg U B
Sample ID:SL-155-SA7-5B-1.5-2.5 Coliected: 10/11/2011 12:32:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ _|__Result Qual DL Type RL | Type | Units | Qual Code
’.I.,2,3,4,6,7.8-HPCDD 0.292 JBQ 0.0217 | MDL .5.1 9 PQL ng!Kg. U B
1.2,3,4,6,7 8B-HPCDF 0.122 JBQ 0.0114 | MDL 5.18 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509

Matrix; SO

Sample ID:SL-155-SAT-5B-1.5-2.5 Collected: 10/11/2011 12:32:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ Resuit Qual DL | Type | RL | Type | Units | Qual Code
1.2,3,4,7,8,9-HPCDF . 0.0326 JBQ 0.0201 | MDL 5.19 PQL ngIKQ U ' B
1,2,3,4,7,8-HxCDD 0.0301 JQ 0.0216 ] MDL 5.19 PQL ng/Kg J z
1,2,3.6,7,8-HXCDD 0.0334 JB 0.0220 [ MDL 5.19 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0272 JBQ 0.0129 [ MDL 5.18 PQL ng/Kg U B
1,2,3,7.8 9-HXCDD 0.0465 JBQ 0.0216 | MDL 5.19 PaQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0355 JBQ 0.0160{ MDL 5.19 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0395 JBQ 0.0158 | MDL 5.19 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0447 JBQ 0.0130 | MDL 519 PQL ng/Kyg U B
2,3,4,7,8-PECDF 0.0634 JBQ 0.0168 | MDL 519 PQL ng/Kg U B
2,3,7,8-TCDF 0.0419 JQ 0.0332 | MDL 1.04 PQL ng/Kg J Z
OCDD 1.1 JB 0.0215 | MDL 104 PQL ng/Kg v B
OCDF 0.173 JBQ 0.0278 | MDL 10.4 PQL ng/Kg U B
Sample ID:SL-159-SAT-SB-3.0-4.0 Collected: 10/10/2011 2:15:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte _ _ ‘ Result Qual | DL Type | RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDD 0.334 JB 0.0248 | MDL 5.20 PQL ng/Kg U B
1,2,3,4,6,7, 8-HPCDF 0.101 JB 0.0136 | MDL 5.20 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0416 JBQ 0.0240 | MDL 5.20 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0672 Ja 0.0273| MDL 5.20 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.0590 JBQ 0.0181| MDL 5.20 PaQL ng/Kg U B
1.2,3,6,7,8-HXCDF 0.0497 JB 0.0155] MDL 5.20 PQL ng/Kg U B
1.2,3,7,8,9-HXCDD 0.0741 JBQ 0.0189 | MDL 5.20 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0671 JBQ 0.0188 | MDL 5.20 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0643 JQ 0.0279 | MDL 5.20 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0892 JBQ 0.0155 | MDL 5.20 PQL ng/Kg v B
2,3,4,6,7,8-HXCDF 0.0419 JBQ 0.0148 | MDL 5.20 PQL ng/Kg v B
2,3,4,7,.8-PECDF 0.123 JB 0.0157 | MDL 5.20 PQL ng/Kg U B
2,3,7,8-TCDF 0.0296 JQ 0.0280 | MDL 1.04 PQL ng/Kg J Z
OCDD 0.615 JB 0.0223 | MDL 10.4 PQL ng/Kg U B
OCDF 0.0980 JB 0.0323 | MDL 10.4 PQL ng/Kg U B

* denctes a non-reportable resuit
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch |ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509
Matrix: SO
Sample 1D: SL-162-5A7-SB-0.0-1.0 Collected: 10/11/2011 14:15:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ Result Qual DL Type RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDF 4.04 JB 0.0239 | MDL 5.05 PQL ngikg J Z
1,2,3,4,7,8,9-HPCDF 0.375 JB 0.0333 ] MDL 5.05 PQL ng/kg J Z
1,2,3,4,7,8-HxCDD 0.392 Ja 0.0438| MDL 5.05 PQL ng/Kg J Z
1,2,3.4,7,8-HXCDF 0.301 JB 0.0288 | MDL 5.05 PQL ng/kg J Z
1,2,3,6,7,8-HXCDD 1.02 JBQ 0.0452 | MDL 5.05 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.209 JBQ 0.0263 | MDL 5.05 PQL ng/kKg J Z
1,2,3,7,8,9-HXCDD 0.697 JB 0.0408 | MDL 5.05 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.126 JBQ 0.0279| MDL 5.05 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.385 JQ 0.0332 | MDL 5.05 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.308 JB 0.0183 | MDL 5.05 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.307 JBQ 0.0246 | MDL 5.05 PQL ngiKg J Z
2,3,4,7,8-PECDF 0.328 JBQ 0.0178 | MDL 5.05 PQL ng/Kg U B
2,3,7,8-TCDF 0.0823 J 0.0234 | MDL 1.01 PQL ng/Kg J Z
OCDF 9.98 JB 0.0310 | MDL 1041 PQL ng/Kg J Z
Sample ID: SL-166-SA7-5B-1.0-2.0 Coflected: 10/11/2011 10:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ Result Qual DL Type RL | Type | Units | Qual ‘ Co_de
1,2,3,4,7,8-HxCDD 4.14 J 0.0740 | MDL 5.09 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 2.06 JB 0.0599 | MDL 5.09 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 2,41 JB 0.0495 | MDL 5.09 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.544 JB 0.0706 | MDL 5.09 PQL ng/Kg J z
1,2,3,7,8-PECDD 1.76 J 0.0703 { MDL 5.08 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.645 JB 0.0307 | MDL 5.09 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 4.65 JB 0.0527 | MDL 5.09 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.861 JB 0.0328| MDL 5.09 PQL ng/Kg J Z
2,3,7,8-TCDD 0.118 J 0.0338 | MDL 1.02 PQL ng/Kg J Z
2,3,7,.8-TCDF 0.250 JQ 0.0443 | MDL 1.02 PQL ng/Kg J Z
Sample ID:SL-167-SA7-SB-0.5-1.5 Collected: 10/11/2011 9:25:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL | Type | Units | Qual Codg_
1,2,3,4,7,8,9-HPCDF 0.779 JB 0.0365 | MDL 513 PQL ng/Kg J Z
1,2,3,4,7,8-HxCDD 0.765 J 0.0452 | MDL 5.13 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.645 JB 0.0320 ] MDL 513 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509
Matrix: SO
Sample ID:SL-167-SA7-SB-0.5-1.5 Collected: 10/11/2011 9:25:00  Analysis Type: RES Dilution: 1
Data
Lah Lahb DL RL Review Reason
Analyte _ _Result Qual DL | Type | RL | Type Units | Qual Code
1 ,2,3,6,T,B-HXCDD 2.70 JB 0.0459 | MDL 5.13 PQL ng/Kg J Z
1,2,3.6,7,8-HXCDF 0.447 JBQ 0.0304 | MDL 5.13 PQL ng/Kg J
1,2,3,7,8,8-HXCDD 1.50 JB 0.0484 [ MDL 5.13 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.169 JB 0.0340 | MDL 5.13 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.450 JQ 0.0356 { MDL 5.13 PQL ng/Kg J A
1,2,3,7,8-PECDF 0.199 JBQ | 0.0351; MDL 5.13 PQL ng/Kg J Z
2,3,4,6,7,.8-HXCDF 0.655 JB 0.0293 | MOL 5.13 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.439 JBQ 0.0333 | MOL 5.13 PQL ng/Kg J z
2,3,7,8-TCDF 0.138 Ja 0.0376 | MDL 1.03 PQL ng/Kg J A
Sample D:SL-169-SA7-5B-3.0-4.0 Colfected: 10/10/2011 9:55:00  Analysis Type: RES Dilution: 1
Data
Lab Labp DL RL Review Reason
Analyte _ _Resu_lt | _Qual DL Type RL_ Type Unilt_s_ Q_ua_l Code
1,2,3,4,6,7,8-HPCDD 0.749 JB 0.0308 | MDL 517 PQL ng/Kg ) B
1,2,3,4,6,7,8-HPCDF 0.270 JB 0.0175 | MDL 517 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0638 JBQ 0.0311} MDL 517 PQL ngfKg u B
1,2,3,4,7,8-HxCDD 0.0331 JQ 0.0255 | MDL 5.17 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.130 JBQ 0.0236 | MDL 5.17 PQL ng/kg U B
1,2,3,6,7,8-HXCDD 0.124 JBQ 0.0269 | MDL 5.17 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0708 JB 0.0200 | MDL 517 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.139 JBQ 0.0256{ MDL 5.17 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0908 JBQ 0.0281 | MDL 517 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0522 J 0.0273 | MDL 517 PQL ng/Kg J A
1,2,3,7,8-PECDF 0.240 JBQ 0.0193 | MDL 5.17 PQL ng/Kg J A
2,3,4,6,7,8-HXCDF 0.0784 JBQ 0.0210 | MDL 5.17 PQL ng/Kg U B
2,3,4,7, B-PECDF 0.138 JB 0.0197 | MODL 517 PQL ng/Kg U B
2,3,7,8-TCOF 0.0809 J 0.0331 | MDL 1.03 PQL ng/Kg J z
OCDD 4.64 JB 0.0280 | MDL 10.3 PQL ng/Kg J z
OCDF 0.471 JB 0.0353 | MDL 10.3 PQL ng/Kg U B
Sampfle ID:SL-265-SAB6-SB-4.0-5.0 Collected: 10/11/2011 8:47:00  Analysis Type: RES Difution: 4
Data
Lab Lab DL RL Review Reason
Analyte , Resuit Qual DL | Type | RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDD . d.836 JB 0.0292 | MDL 5.22 PQL ng/Kg U B
1.2,3,4,6,7,8-HPCDF 0.170 JB 0.0167 | MDL 522 PGL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509

Matrix: SO

Sample ID:51.-265-SA8-SB-4.0-5.0 Collected: 10/11/2011 8:47:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL Type Rl Type | Units i Qual Code
1,2,3,4,7,8,9-HPCDF T 0.0550 JB 0.0256 | MDL 522 PQL ng/Kg U. B l
1,2,3,4,7,8-HxCDD 0.0246 Ja 0.0228 | MDL 5.22 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0509 JBQ 0.0173 | MDL 522 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0662 JB 0.0211§ MDL 5.22 PQL ng/Kg ) B
1,2,3,6,7,8-HXCDF 0.0370 JBQ 0.0154 | MDL 5.22 PQL ng/Kg U B
1,2,3,7,8.9-HXCDD 0.0835 JBQ 0.0211 ] MDL 5.22 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0336 JB 0.0130 | MDL 5.22 PQL ng/Kg U B
2,3,4,6,7.8-HXCDF 0.0898 JBQ 00153 | MDL 5.22 PQL ng/kg u B
2,3,7,8-TCDF 0.0481 J 0.0230 | MDL 1.04 PQL ng/Kg J Z
OCDbD 6.83 JB 0.0256 | MDL 104 PQL ng/Kg J Z
OCDF 0.322 JB 0.0272 | MDL 10.4 PaQL ng/Kg U B
Sample ID:SL-268-5A6-5B-4.0-5.0 Coflected: 10/6/2011 10:30:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte . __Result | Qual | DL | Type | RL | Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDD 1.93 JB 0.0257 | MDL 5.02 PQL ng/Kg J
1,2,3,4,6,7,8-HPCDF 0.467 JBQ 0.0151 | MDL 5.02 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.0839 JBQ 0.0221 | MDL 5.02 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0497 Ja 0.02551 MDL 5.02 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.150 JB 0.0225| MDL 5.02 PQL ng/kg u B
1,2,3,6,7,8-HXCDD 0.146 JB 0.0264 | MDL 5.02 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0979 JBQ 0.0207 | MDL 5.02 PQL ngfiKg U B
1,2,3,7,8,9-HXCDD 0.134 JB 0.0263 | MDL 5.02 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0445 JBQ 0.0236 f MDL 5.02 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0873 Ja 0.0280 } MDL 5.02 PQL ng/Kg J Z
1,2,3,7,8-PECDF 0.222 JBQ 0.0175 | MDL 5.02 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0871 JB 0.0206 | MDL 5.02 PQL na/kKg u B
2,3,4,7,8-PECDF 0.177 JB 0.0171 | MDL 5.02 PQL na/kKg u B
2,3,7,8-TCDF 0.0933 J 0.0346 | MDL 1.00 PQL na/kKg J z
CCDF 0.703 JB 0.0277 | MDL 10.0 PQL ng/Kg J z
Sample ID:SL-301-SA6-5B-4.0-5.0 Collected: 10/5/2011 8:25:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
|Ana_lyte _ Result | Q_ua-_l_ DL Type | RL_| Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDD 0892 | uB Joozes| MDL | 527 | PQL ngig | U | B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509
Matrix: S0
Sample ID:SL-301-5A6-5B-4.0-5.0 Colfected: 10/5/2011 8:25:00 Analysis Type: RES Dilution: 1
' Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type | RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDF T 0.188. . JB 0.0102. MDL 5.27 PGL ng/Kg U B
1,2,3,4,7,.8,9-HPCDF 0.0539 JBQ 0.0170| MDL 5.27 PGL ng/Kg U B
1,2,3,4,7,.8-HxCDD 0.0432 JQ 0.0211 | MDL 5.27 PQL ng/Kg J Zz
1,2,3,4,7,8-HXCDF 0.0840 JB 0.0163 | MDL 5.27 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0924 JBG 0.0220 | MDL 5.27 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0680 JBQ 0.0144 | MDL 5.27 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.136 JBQ 0.0224 | MDL 5.27 PaL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.102 JB 0.0177 | MDL 5.27 PQL ng/Kg U B
1,2,3,7 8-PECDD 0.0784 Ja 0.0261 | MDL 527 PQL ng/Kg J Zz
1,2,3,7,8-PECDF 0.0946 JBQ 0.0156 | MDL 5.27 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0748 JBQ 0.0149 | MDL 527 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0757 JB 0.0158 | MDL 527 PQL ng/Kg U B
2.3,7,8-TCDF 0.0408 Ja 0.0254 | MDL 1.05 PQL ng/Kg J Z
OCDD 8.34 JB 0.0211 | MDL 10.5 PQL ng/Kg J Z
OCDF 0.455 JB 0.0260 | MDL 10.5 PQL ng/Kg U B
Sample ID:SL-319-5A6-5B-4.0-5.0 Collected: 10/5/2011 10:15:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ . Result Qual DL Type | RL Type | Units | Qual Code
1,2,3,4,6,7,.8-HPCDD 0.977 JB .0.023.0. ] MDL ”5..35. PQL ng/Kg U B
1,2,3,4,6,7.8-HPCDF 0.243 JB 0.00992{ MDL 5.35 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0384 JB 0.01581 MDL 5.35 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0511 JB 0.0148 ) MDL 5.35 PGL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDD 0.0541 JBQ 0.0194 | MDL 5.35 PGL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDF 0.0518 JBQ 0.0125 | MDL 5.35 PGL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0619 JB 0.0188 | MDL 5.35 PGL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0153 U 0.0153 | MDL 5.35 PQL ng/Kg uJ FD
1,2,3,7,8-PECDD 0.0242 U 0.0242 | MDL 535 PQL ng/Kg uJ FD
1,2,3,7,8-PECDF 0.0286 JBQ 0.0138 | MDL 5.35 PQL ng/Kg ulJ B, FD
2,3,4,6,7,8-HXCDF 0.0333 JB 0.0130 | MDL 5.35 PQL ng/Kg ulJ B, FD
2,3,4,7 8-PECDF 0.0606 JBG 0.0138 | MDL 5.35 PGL ng/Kg U B
2,3,7,8-TCDF 0.0224 U 0.0224 | MDL 1.07 PGL ng/Kg uJ FD
OCDD 9.80 JB  |0.0245] MDL | 107 | PQL | ng/Kg J Z
OCDF 0.535 JB 0.0276 | MDL 10.7 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area |V Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX148

EDD Filename: DX148_wv1

Reason Code

Reason Code Legend

Description

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

B Method Blank Contamination
FD Field Duplicate Precision
Z

Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

1/20/2012 12:18:47 PM
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Outlier Reports

DX148



Method Blank Outlier Report

Lab Reporting Batch ID: DX148

EDD Filename: DX148_v1

AQ

eQAPP Name: CDM_SSFL_110509

! 28

Laboratory: LL

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
BLK2830B371902 10/13/2011 7:0200 PM  |1,2,3,4,6,7,8-HPCDD 2.73 pgiL EB-5A6-5B-100511

1,2,3,4,6,7,8-HPCDF 1.80 pgiL EB-5A6-5B-100611

1,2,3,4,7,8,9-HPCDF 0.278 pglL

1,2,3,4,7,8-HXCDF 0.167 pgiL

1,2,3,6,7,8-HXCDF 0.270 pglL

1,2,3,7,8-PECOF 0.312 pglL

2,3,4,6,7,8-HXCDF 0.518 pglL

2,3,4,7,8-PECOF 0.562 pa/L

QCDD 5.02 pgiL

OCDF 1.34 pg/lL

The following samples and their listed targef analytes were qualified due fo contamination reported in this blank
Reported Modified

Sample ID Analyte Result Final Result
EB-5A6-5B-100511{RES) 1,2,3,4,6,7,8-HPCOD 2.28 pgll 2.28U pglL
EB-5A6-5B-100511{RES) 1,2,3,4,6,7,8-HPCDF 1.43 pglL 1.43U pgiL
EB-SA6-SB-100511(RES) 1,2,3,4,7,8,9-HPCDF 0.138 pgiL. 0.138U pplL
EB-SAG-SB-100511(RES) 1,2.3,4,7.8-HXCDF 0.367 pgiL 0.367U pglL.
EB-SAB-SB-100511(RES) 1,2,3,6,7,8-HXCDF 0.256 pglL 0.256U pgiL
EB-SA8-5B-100511(RES) 2,3,4,6,7,8-HXCDF 0.248 pgilL 0.248U pglL
EB-SA6-5B-100511(RES) 2,3.4,7,8-PECDF 0.594 pog/L. 0.594U pgiL.
EB-SA6-S8-100511(RES) OCDD 3.86 pg/L 3.86U pg/L
EB-SA6-5B-100511(RES) OCDF 0.743 pgiL 0.743U pgiL
EB-SA6-5B-100611{RES) 1,2,3,4,6,7,8-HPCDD 2.42pglL 2.42U pgiL
EB-SA6-58-100611(RES) 1,2,3,4,6,7.8-HPCDF 1.19 pglL 1.19U pgiL
EB-SA6-5B-100611{RES) 1,23,4,7,8,9-HPCDF 0.295 pg/L. 0.295U pgi.
EB-SAG-SB-100611{RES) 1,2,3,4,7,8-HXCDF 0.274 pglL 0.274U pgiL
EB-8AB-5B-100611(RES) 1,2,3,6,7,8-HXCDF 0.279 pg/L 0.279U pgiL
EB-5AB-5B-100611(RES) 1,2,3,7,8-PECDF 0.157 pgiL 0.157U pgiL
EB-SA6-SB-100611(RES}) 2,3,4.8,7,8-HXCDF 0.259 pg/L 0.2590 pgit,
EB-SA6-SB-100611{RES) 2,3,4,7,8-PECDF 0.358 pglL 0.358U pgiL
EB-5A6-5B-100611(RES) OCDD 5.46 pgiL 5.48U pg/L
EB-SAG-SB-100611(RES) OCDF 1.12pgiL 1.12U pgiL

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Method Blank Outlier Report

Lab Reporting Batch ID: DX148
EDD Filename: DX148_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

S0

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
BLK2930B370500 10/22/2011 5:00:00 AM  [1,2,3,4,6,7,8-HPCDD 0.244 ng/Kg DUP16-8A6-QC-100511
1,2,3,4,6,7,8-HPCDF 0.0886 ny/Kg SL-009-5A3-SB-4.0-5,0
1,2,3,4,7,8,9-HPCDF 0.0364 ng/Kg SL46-SA7-SB-2.53.5
1,2,3,4,7,8-HXCDF 0.0412 ng/Kg SL-049.5A7-58-4.0-5.0
1,2,3.6,7,8-HXCDD 0.0373 ng/Kg 5L-112-SA7-58-0.0-1.0
1,2,3,6,7,8-HXCDF 0.0308 ng/Kg 8L-137-5A7-SB-0.0-1.0
1,2,3,7,8,8-HXCDD 0.0323 ng/Kg SL-138-SA7-5B-1.5-25
1,2,3,7,8,8-HXCDF 0.0261 ng/Kg SL-147-5A7-5B-1.0-2,0
1,2,3,7,8-PECDF 0.0371 ng/Kg SL-155-SA7-3B-1.5-2.5
2,3,4,6,7,8-HXCDF 0.0373 ng/Kg SL-159-SAT-5B-3.0-4.0
2,3,4,7,8-PECDF 0.0800 ng/Kg 5L-162-SA7-5B-0.0-1.0
OCDD £.356 ng/Kg 5L-166-5A7-5B-1.0-2.0
OCDF 0.107 ng/Kg SL-167-8A7-5B-0.5-1.5
5L-169-SA7-SB-3.04.0
5L-265-5A6-SB-4,0-5.0
SL-268-SA6-5B-4.0-5.0
SL-301-5A6-5B-4.0-5.0
5L-319-5A6-5B-4.0-5.0
The following samples and their listed target analytes were qualified due to confamination reported in this blank
Reported Modified
Sample ID Analyte Result Final Result
DUP16-SA8-QC-100511{RES}) 1,2,3,4,6,7,8-HPCDF £.319 ng/Kg 0.319U ng/Kg
DUP16-SA6-QC-100511(RES) 1,2,3,4,7,8,9-HPCDF 0.0604 ng/Kg 0.0604U ng/g
DUP16-3A6-QC-100511(RES) 1,2,3,4,7,8-HXCOF 0.0870 ng/Kg 0.0870U ng/Xg
DUP16-SA6-QC-100511(RES) 1,2,3,6,7,8-HXCDD 0.108 ng/Kg 0.108U ng/Kg
DUP16-SAB-QC-100511(RES) 1,2,3,6,7,8-HXCDF 0.0550 ng/Kg 0.0550U ng/Kg
DUP16-SA6-QC-100511(RES) 1,2,3,7,8,9-HXCDD 0.0904 ng/Kg 0.0904U ng/Kg
DUP16-8A6-QC-100511(RES) 1,2,3,7,8,9-HXCDF 0.0579 ng/Kg 0.0579U ng/Kg
DUP16-8A8-QC-100511(RES) 1,2,3,7.8-PECDF 0.0608 ng/Kg 0.0608U ng/Kg
DUP16-SA6-QC-100511(RES) 2,3.4,6,7,8-HXCDF 0.0648 ng/ig 0.0648U ng/Kg
DUP18-5A6-QC-100511(RES) 2,3.4,7,8-PECDF 0.0451 ng/Kg 0.0451U ng/Kg
SL-046-SA7-5B-2.5-3.5(RES) 1,2,3,4,6,7,8-HPCDD 0.630 ng/Kg 0.630U ng/Kg
SL-046-8A7-5B-2.5-3.5(RES) 1,2,3,4,6,7,8-HPCDF 0.151 ng/Kg 0.151U ngiKg
5L-046-SA7-SB-2.5-3.5(RES) 1,23,4.7,8,9-HPCDF 0.0398 ngiKg 0.0398U ng/Kg
5L-046-5A7-5B-2.5-3 5(RES) 1,2,3,4,7,8-HXCDF 0.0390 ng/Kg 0.0390U ng/Kg
5L-048-5A7-5B-2.5-3.5(RES) 1,2,3,6,7,8-HXCDD 0.0723 ng/Kg 0.0723U ng/Kg
SL046-SA7-8B-2.5-3.5(RES) 1,2,3,6,7.8-HXCDF 0.0365 ng/Kg 0.0365U ng/Kg
5L-046-5A7-5B-2.5-3.5(RES) 1,2,3,7.8,8-HXCOD 0.0672 ng/Kg 0.0672U ng/Kg
5L-046-SA7-58-2.5-3 5(RES) 1,2,3,7.8.9-HXCDF 0.0455 ng/Kg 0.0455U ng/Kg
5L-046-SA7-3B-2.5-3.5(RES) 1,2,3,7,8-PECDF 0.0300 ng/Kg 0.0300U ng/Kg
5L-046-SA7-SB-2,5-3.5(RES) 2,3,4,6,7,8-HXCDF 0.0671 ng/Kg 0.0671U ng/Kg
SL-046-SA7-5B-2.5-3.5(RES) 2,3,4,7,8-PECDF 0.0733 ng/Ka 0.0733U ng/Kg
8L-046-3A7-3B-2.5-3.5(RES) OCDF 0.276 ng/Kg 0.276U ng/Kg
SL-049-SA7-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0862 ng/Kg 0.0862U ng/Kg
SL-049-3A7-8B-4,0-5.0{RES}) 1,2,3,4,7,8-HXCDF 0.186 ng/Kg 0.186U ng/Kg
$L.-049-5A7-5B-4.0-5.0(RES}) 1,2,3,7,8,9-HXCDF 0.125 ng/Kg 0.125U ng/Kg
SL-049-5A7-5B-4.0-5.0(RES) 2,3,4,6,7,6-HXCDF 0.142 ng/Kg 0.142U ng/Kg
SL-049-SA7-SB-4.0-5,0(RES) 2,3,4,7,8-PECDF 0.259 ng/Kg 0.259U ng/Kg
SL-147-SA7-3B-1.0-2.0(RES) 1,2,3,4,6,7,8-HPCDD 0.303 ng/Kg 0.303U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: DX148
EDD Filename: DX148_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

0]

Method Blank
Sample ID

Analysis Date

Analyte

Result

Associated
Samples

3

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-147-SA7-5B-1.0-2.0(RES) 1.2,3,4,6,7.8-HPCOF 0.0737 ng/Kg 0.0737U ngiKg
SL-147-SA7-SB-1.0-2.0(RES) 12.3.4,7.8.9-HPCOF 0.0356 ngiKg 0.0356U ng/Kg
SL-147-5A7-5B-1.0-2.0(RES) 1,2,3.4.7 8-HXCDF 0.0494 ng/Kg 0.0494U ngiKg
SL-147-SA7-SB-1.0-2.0(RES) 1.2,3,7,8.9-HXCDF 0.122 ngiKg 0.1220 ng/Kg
SL-147-SA7-SB-1.0-2.0{RES) 1.2,3,7.8-PECDF 0.0394 ng/Kg 0.0394U ngiKg
SL-147-SA7-SB-1.0-2.0{RES) 2,3,4,6.7,8-HXCOF 0.0351 ng/Kg 0.0351U ng/Kg
SL-147-5A7-SB-1.0-2.0(RES} 2.3.4,7,8-PECDF 0.0496 ng/Kg 0.0496U ng/Kg
SL-147-SA7-SB-1.0-2.0(RES) oCDD 0.495 ng/Kg 0.495U ng/Kg
SL-147-SA7-SB-1.0-20(RES) OCDF 0.125 ng/iKg 0.125U ngiKg
SL-155-5A7-5B1.5-2.5(RES) 1.2,3,4,6,7,8-HPCOD 0.292 ng/Kg 0.292U ng/Kg
SL-155-5A7-5B-1.5-2 5(RES) 1.2.3.4,6,7,8- HPCDF 0.122 ng/kg 0.122U ng/Kg
SL-155-SA7-SB-1.5-2,5(RES) 12,3,4.7.8,9-HPCDF 0.0326 ng/Kg 0.0326U ng/Kg
SL-155-5A7-SB-1.5-2.5(RES) 1,2,3.6,7,8-HXCOD 0.0334 ngiKg £.0334U ngiKg
SL-155-5A7-5B-1.5-2.5(RES) 1,2,3,6,7,8-HXCOF 0.0272 nglig £.0272U ngikg
SL-155-SA7-6B-1.5-2.5(RES) 1.2,3.7.8,8 HXCDD 0.0465 ngiKg 0.0465U ng/Kg
SL-155-5A7-SB-1.5.2.6(RES) 1.2,3.7.8.8 HXCDF 0.0355 ngiKg 0.0355U ng/kg
SL-155-SA7-SB1,5-2.5(RES) 1.2,3,7,8-PECDF 0.0395 ngiKg 0.0395U ngiKg
SL-155-SA7-SB-1.5-2.5(RES) 2.3.4,6,7,8-HXCOF 0.0447 ngg 0.0447U ngiKg
SL-155 SA7-SB-1.5-2.5(RES) 2,3,4,7,8-PECDF 0.0634 ng/Kg 0.0634U ngiKg
SL-155-SA7-SB-1.5-2.5(RES) OCDD 1.1 ngiKg 1.11U ngiKg
SL-155-SA7-SB-1.5-2 5(RES) OCOF 0.173 ng/Kg 0.173U ng/Kg
SL-159-SA7-SB-2.04 O{RES) 1,2,3,4,6,7,8-HPCDD 0.334 ng/Kg 0.334U ng/Kg
SL-159-SA7-SB-3.04 O(RES) 1.2.3.4.6,7,8-HPCDF 0.101 ngiKg 0.101U ngig
SL-159-SA7-SB-3.04,0(RES) 1.2,34,7.8,9-HPCDF 0.0416 ng/Kg 0.0416U ng/Kg
SL-159-SA7-SB-3.04.0(RES) 1,2,3,4,7.8-HXCDF 0.0590 ng/Kg 0.0590U ng/Kg
SL-159-SA7-SB-3.04.0(RES) 12,3,6.7.8-HXCDF 0.0497 ngiKg 0.0497U ng/Kg
SL-159-5A7-SB-3.0-4.0(RES) 1.2,3,7.8,0-HXCDD 0.0741 ng/Kg 0.0741U ng/Kg
SL-159-SA7-5B-3.0-4.0(RES) 1,2.3.7.8.9-HXCOF 0.0671 ng/Kg 0.0671U ng/Kg
SL159-SA7-5B-3.04.0(RES) 1,2,3,7,8-PECDF 0.0892 ng/Kg 0.0892U ng/Kg
SL-159-SA7-5B-3.04.0(RES) 2.3.4.6.7.8-HXCDE 0.0418 ng/Kg 0.0419U ng/Kg
SL-159-5A7-5B-3.0-4.0(RES) 2.3,4.7.8-PECDF 0.123 ng/Kg 0.123U ngiKg
SL-150-SA7-5B-3.04.0(RES) 0CDD 0.615 ng/Kg 0.615U ngiKg
SL-159-SA7-SB-3.04.0(RES) OCDF 0.0980 ng/Kg 0.0980U ng/Kg
5L-162-SA7-5B-0.0-1.0(RES) 1.2.3.7.8,8 HXCDF 0.126 ng/Kg 0.126U ng/Kg
SL-162-5A7-5B-0.0-1.0(RES) 2,3,4.7.8-PECDF 0.328 ng/Kg 0.328 ng/Kg
SL-169-SA7-5B-3.04.0(RES) 1,2,3.4,6.7,8-HPCDD 0.749 ng/Kg 0.7490 ng/Kg
SL-169-SA7-SB-3.04.0(RES) 1.2,3,4,6,7,8-HPCDF 0.270 ng/Kg 0.270U ng/Kg
SL-169-SA7-SB-3,04.0(RES) 1.2.3,47,8,6-HPCDF 0.0638 ng/Kg 0.0638U ng/Kg
SL-169-SA7-SB-3.04.0(RES) 1.2,3,4.7.8-HXCDF 0.130 ng/Kg 0.130U ngig
SL-169-SA7-5B-3.04.0(RES) 1.2,3.6.7,8-HXCDD 0.124 ngiKg 0.124U ng/ig
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Lab Reporting Batch ID: DX148
EDD Filename: DX148_v1

Method Blank Outlier Report

eQAPP Name: CDM_SSFL_110509

3 oy g

Laboratory: LL

Method Blank
Sample ID

Analysis Date

Analyte

Result

Associated
Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
SampleiD Analyte Result Final Result
SL-169-SA7-SB-3.04.0(RES) 1,23,6,7,8-HXCDF "0.0708 nglKg 0.0708U ng/Kg
SL-169-5A7-SB-3.0-4.0{RES) 1,2,3,7,8,9-HXCOD 0.139 ng/Kg 0.139U ng/Kg
SL-169-SA7-5B-3.0-4.0{RES) 1,2,3,7,8,9-HXCDF 0.0908 ng/Kg 0.0908U) ngiKg
5L-169-5A7-5B-3,0-4.0(RES) 2,3,4,6,7,8-HXCDF 0.0784 ng/Kg 0.0784U ng/Kg
5L-169-SA7-5B-3.0-4.0(RES) 2,3,4,7,6-PECDF 0.138 ng/Kg 0.138U ng/Kg
SL-169-SA7-5B-3.04.0(RES) OCDF 0.471 ng/Kg 0.471U ngiKg
SL-265-SA6-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.836 ng/Kg 0.836U ngiKg
SL-265-3A6-5B-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.170 ng/Kg 0.170U ngiKg
SL-265-5A6-SB-4.0-5.0(RES) 1,2,3.4,7,8,8-HPCDF 0.0550 ng/Kg 0.0550U) ngfKg
5L-265-5A6-SB-4.0-5.0(RES) 1,23.4,7,8-HXCDF 0.0509 ng/Kg 0.0509U ng/Kg
S5L-265-5A6-5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0662 ng/Kg 0.0662U ng/Kg
5L-265-5A6-5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0370 ng/Kg 0.0370U ng/Kg
SL-265-5A6-5B-4.0-5.0(RES) 1,2,3,7.8,.9-HXCDD 0.0835 ng/Kg 0.0835U ng/Kg
SL-265-SA6-5B-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0338 ngfkg 0.0336U ng/Kg
$L-265-SAB-SB-4.0-5.0{RES) 2,34.6,7,8-HXCDF 0.0898 ng/Kg 0.0898U ng/Kg
$L-265-5AB-SB-4.0-5.0(RES) OCDF 0.322 ng/Kg 0.322U ng/Kg
5L-268-5A6-5B-4.0-5.0(RES) 1.2,34,7,88-HPCDF 0.0839 ngiKg 0.0833U ng/Kg
SL-268-SA6-5B-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.150 ng/Kg 0.150U ng/Kg
SL-268-5A6-5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.148 ng/Kg 0.146U ng/kg
5L-268-SA6-5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0979 ng/Kg 0.0975U ng/Kg
SL-268-5A6-56-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.134 ngfKg 0.134U ngiKg
SL-268-5A6-5B-4.0-5,0(RES) 1,2,3,7,8,9-HXCDF 0.0445 ng/Kg 0.0445U ng/Kg
SL-268-5AB-SB-4.0-5.0(RES) 2,3.4,8,7,8-HXCDF 0.0871 ng/Kg 0.0871U ng/kg
SL-268-5A6-5B-4.0-5.0(RES) 2,3,4,7,8-PECOF 0.177 ng/kg 0.177U ng/kg
SL-301-5A6-5B-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.892 ng/Kg 0.892U ng/Kg
5L-301-SA6-5B-4.0-5.0(RES) 1,2,3,4,6,7.8-HPCDF 0,188 ng/Kg 0.185U ng/Kg
5L-301-5A6-5B-4.0-5.0(RES) 1,23,4,7,8,9-HPCDF 0.0538 ng/Kg 0.0539U ngiKg
SL-301-5A6-5B-4.0-5.0{RES) 1.2,3,4.7.8-HXCDF 0.0840 ng/Kg 0.0840U ngiKg
SL-301-5A6-5B-4.0-5.0(RES) 1,23,6,7,8-HXCDD 0.0924 ng/Kg 0.0924U ngiKg
S$L-301-SAG-SB-4.0-5.0{RES) 1,2,3,6,7.8-HXCDF 0.0680 ng/Kg 0.0880U ng/Kg
$L-301-5A6-5B-4.0-5.0{RES) 12,3,7,8,8-HXCOD 0.136 ng/Kg 0.136U ngiKg
5L-301-8A6-5B-4.0-5.0(RES) 1,.2,3.7.8,9-HXCDF 0.102 ng/Kg 0.102U ng/Kg
SL-301-SA6-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0946 ng/Kg 0.0946U ng/Kg
5L-301-5A6-5B-4.0-5.0(RES) 2,3,4,6,7,8-HXCOF 0.0748 ng/kg 0.0743U ng/Kg
SL-301-SAB-5B-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0757 ng/Kg 0.0757U ng/Kg
SL-301-5A6-5B-4.0-5.0(RES} OCDF 0.455 ng/Kg 0.455U ng/ig
5L-319-SA6-SB-4.0-5.0(RES) 1,2,3,4.,6,7,8-HPCDD 0.977 ng/kg 0.977U ng/Kg
8L-319-SA6-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCOF 0.243 ng/Kg 0.243U ng/g
SL-319-5A6-58-4.0-5.0(RES) 1,2,3,4,7.8,9-HPCDF 0.0384 ng/Kg 0.0384U ng/Kg
SL-319-5A8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0511 ng/Kg 0.0511U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples

t

The following samples and their listed target analytes were qualified due to confamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-319-5A6-5B-4.0-5.0(RES) T 1,23678HXCOD 0.0541 ng/Kg 0.0541U ng/Kg
SL-319-SA6-5B-4.0-5.0(RES) 1.2,3.6.7.8-HXCDF 0.0518 ng/Kg 0.0518U ng/Kg
SL-319-5A6-5B-4.0-5.0(RES) 1,2.3,7,8,9-HXCDD 0.0619 ng/Kg 0.0619U ng/Kg
SL-319-5A6-SB-4.0-5.0(RES) 1,2,3,7,8-PECOF 0.0286 ngiKg 0.0285U ng/Kg
SL-319-5A6-SB4.0-6.0(RES) 2,3,46,7.8-HXCDF 0.0333 ngig 0.0333U ng/Kg
SL-319-SA6-SB-4.0-6.0(RES) 2,3.4.7,3-PECDF 0.0606 ng/Kg 0.0606U ng/Kg
SL-319-5A6-S5.4.0-5.0(RES) OCDF 0.535 ng/Kg 0.535U ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
1/20/2012 12:06:48 PM ADR version 1.4.0.111 Page 5 of 5



Field Duplicate RPD Report

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509
Matrix: SO

Concentration (%)
Sample | eQAPP
Analyte $L-319-5A6-5B-4.0-5.0 DUP16-SA6-QC-100511, RPD RPD Flag
MOISTURE 8.3 | 8.5 2 I No Qualifiers Applied
Concentration (ng/Kg)
Sample | eQAPP
Analyte SL-319-5A6-SB-4.0-5.0 | DUP16-8A6-QC-100511) RPD RPD Flag
1,2,3,4,6,7,8-HPCDD 0.977 1.43 38 50.00
1.2,3,4,6,7,8-HPCDF 0.243 0.319 27 50.00
1,2,3,4,7,8,9-HPCDF 0.0384 0.0604 45 50.00
1,2,3,6,7,8-HXCDF 0.0518 0.0550 B 50.00 ' .
1,2.3.7,8.9-HXCDD 0.0619 0.0904 37 50.00 | Mo Qualifiers Applied
2,3,4.7,8-PECDF 0.0606 0.0451 29 50.00
ocoD 9.80 15.7 48 50.00
OCDF 0.535. 0.880 49 50.00
1,2,3,4,7,8-HXCDF 0.0511 0.0870 52 50.00
1,2,3,6,7,8-HXCDD 0.0541 0.108 67 50.00
1,2,3,7.8,0-HXCDF 535U 0.0579 200 50.00 J(all detect
1,2,3,7,8-PECDD 5.35U 0.0422 200 5000 | ) e gcts)t
1,2.3.7.8-PECDF 0.0286 0.0608 72 50.00 (all non-detects)
2,3,4,6,7,8-HXCDF 0.0333 0.0648 64 50.00
2,3,7,8-TCDF 1.07U 0.0399 200 50.00

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
1/20/2012 12:17:06 PM ADR version 1.4.0.111 Page 1 of 1



Reporting Limit Outliers

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509

AQ

Lab Reporting| RL
SamplelD Analyte Qual{ Result Limit Type | Units Flag
EB-S5A6-SB-100511 1,2,3.4,6,7,8-HPCDD JBQ 2.28 10.6 PQL pg/L
1,2,3,4,6,7,8-HPCDF JBQ 1.43 10.6 PQL pa/L
1,2,3,4,7,8,9-HPCDF JBQ 0.138 10.6 PQL pg/L
1,2,34,7,8-HXCDF JB 0.367 10.6 PQL pgfL
1,2,3,6,7,8-HXCDD J 0.198 10.6 PGQL pg/L
1,2,3,6,7,8-HXCDF JB 0.256 10.6 PQL pa/L
1,2,3,7,8,9-HXCDD J 0.190 10.6 PQL pg/L J (all detecls)
1,2,3,7,8,9-HXCDF Ja 0.139 10.6 PQL pg/L
1,2,3,7,8-PECDD JQ 0.260 10.6 PQL pg/L
2,3,4,6,7,8-HXCDF JBQ 0.248 10.6 PQL pg/L
2,3,4,7,8-PECDF JB 0.594 106 PQL pg/L
OCDD JB 3.86 21.3 PQL pa/L
OCDF JBQ 0.743 21.3 PQL pg/L
EB-SA6-SB-100611 1,2,3,4,6,7,8-HPCDD JB 2.42 9.55 PQL pg/L
1,2,3,4,6,7,8-HPCDF JB 1.19 9.55 PQL pg/L
1,2,3.4,7,8,.9-HPCDF JB 0.295 9.55 PQL pg/L
1,2,3,4,7,8-HXCDF JB 0274 9.55 PQL pg/L
1,2,3,6,7,8-HXCDD J 0.354 9.55 PQL pg/L
1,2,3,6,7,8-HXCDF JBQ 0.279 9.55 PQL pg/L J {all detects)
1,2,3,7,8-PECDF JB 0.157 9.55 PQL pg/L
2,3,4,6,7,8-HXCDF JBQ 0.259 9.55 PQL pg/L
2,3,4,7,8-PECDF JBQ 0.358 9.55 PQL pg/L
OCDD JB 5.46 191 PQL pg/L
OCDF JB 1.12 19.1 PQL pg/L

: Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

DUP16-SA6-QC-100511  |1,2,3,4,6,7,8-HPCDD JB 143 5.35 POL | ng/Kg
1.2.3,4,6.7,8-HPCDF B | 0319 5.35 PQL | ng/Kg
1.2.3,4.7.8,9-HPCDF JB | 0.0604 5.35 PQL | ngiKg
1.2,3:4,7,8-HXCDF B | 00870 5.35 PQL | ng/Kg
1,2,3.6,7.8-HXCDD JBQ ! 07108 5.35 PQL | ng/Kg
1,2.3.6,7,8-HXCDF JBQ | 0.0550 5.35 PQL | ngiKg
1.2.3.7.8.9-HXCDD JB | 0.0904 5.35 PQL | ngiKg
1:2,3.7,8,9-HXCDF JBQ | 0.0579 5.35 PQL | ngiKg | (@l detects)
1.2.3,7.8 PECDD JQ | 00422 5.35 PQL | ng/Kg
1.2.3.7,6-PECDF JBQ | 0.0608 5.35 POL | ng/Kg
2.3,4.6.7,8-HXCDF JB | 00648 5.35 PQL | ngiKg
2.3.4.7.8.PECDF JB | 0.0451 5.35 PQL | ngiKg
2.3,7.8-TCDF Ja | 00399 1.07 PQL | ng/Kg
OCDF JB | 0.880 10.7 PQL | ng/Kg

SL-009-SA3-SB-4.050  |1.2,3.4.7.8,0-HPCDF JB 1.29 5.39 PQL | ng/Kg
1.2.3.4.7,8-HXCDD J 0.602 5.39 PQL | ngiKg
1.2.3,4.7,8-HXCDF JB 211 5.39 POL | ng/Kg
1.2.3.6.7.8-HXCDF JB 2.85 5.39 PQL | ng/Kg
1.2,3,7,8.9-HXCDD JB 2.38 5.39 PQL | ngiKg
1,2.3.7.8,9-HXCDF B | 0720 5.39 PaL | ngiKg | (Bifdetects)
1.2.3,7.8.PECDD J 0.560 5.39 PQL | ngiKg
1.2.3,7,8-PECDF JB 1.27 5.39 PQL | ngiKg
2.3,4.,6,7,8-HXCDF JB 5.33 5.39 PQL | ngiKg
2.3,7.8.TCDD Ja | ooriz 1.08 PQL | ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Reporting Limit Outliers

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509

SO
Lab Reportingl RL
SamplelD Analyte Qual| Result Limit Type | Units Flag
SL-046-SA7-8B-2.5-3.5 1,2,3,4,6,7,8-HPCDD JBQ 0.630 5.09 PQL ng/Kg
1.2,3,4,6,7,8-HPCDF JB 0.151 5.09 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0398 5.09 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.0313 5.00 PQL | ng/Kg
1,2,34,7,8-HXCDF JB 0.0380 5.09 PQL ng/Kg
1.2,3,6,7,8-HXCDD JB 0.0723 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0365 5.09 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0672 5.09 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0455 5.09 PQL ng/Kg
1,2,3,7,8-PECDD JQ 0.0660 5.09 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0300 5.09 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0671 5.09 PQL ng/Kg
2,34,7,8-PECDF JBQ 0.0733 5.08 PQL ng/Kg
OoCDD JB 3.82 10.2 PQL ng/Kg
OCDF JBQ 0.276 10.2 PQL na/Kg
SL-049-5A7-5B-4,0-5.0 1,2,34,6,7,8-HPCDF JB 1.02 5.14 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0862 5.14 PQL ng/Kg
1,2,3,4,7.8-HxCDD JQ 0.171 5.14 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.186 5.14 PQL ng/Kg
1,2,3,6,7.8-HXCDD JB 0.352 5.14 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.167 5.14 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.276 5.14 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.125 5.14 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.258 5.14 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.336 5.14 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.142 5.14 PQL ng/Kg
2,3,4,7 8-PECDF JBQ 0.259 5.14 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0573 1.03 PaL ng/Kg
2,3,7,8-TCDF J 0.114 1.03 PQL ng/Kg
QOCDF JB 2.31 10.3 PAL | ngKg
SL-112-8A7-8B-0.0-1.0 1,2,3,4,6,7,8-HPCDF JB 4,93 5.30 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.531 5.30 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.547 5.30 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.658 5.30 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.70 5.30 PQL ng/Kg
1,2,3,6,7.8-HXCDF JB 0.515 5.30 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.29 5.30 PQL ng/iKg
1,2,3,7,8,9-HXCDF JB 0.258 5.30 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.525 5.30 PQL ng/Kg
1,2,3,7,8-PECDF JBG 0.663 5.30 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.523 5.30 PQL ng/Kg
2,3,4,7,8-PECDF JB 1.15 5.30 PQL na/Kg
2,3,7,8-TCbb J 0.137 1.06 PQL ng/Kg
2,3,7,8-TCDF J 0.519 1.06 PQL ng/Kg
OCDF JB 104 10.6 PQL ng/Kg
S1-137-8A7-8B-0.0-1.0 1,2,3,4,7,8,9-HPCDF JB 461 5.13 PaQL ng/Kg
1,2,3,4,7,8-HxCbBD J 3.74 5.13 PaL ng/Kg
1,2,34,7,8-HXCDF JB 1.95 5.13 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 2,18 513 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.559 513 PQL na/Ky
1,2,3,7,8-PECDD J 1.94 5.13 PQL ng/Kg J (all detecls)
1,2,3,7,8-PECDF JB 0.817 5.13 PQL ng/Kg
2,3.4,6,7,8-HXCDF JB 3.78 5.13 PQL ng/Kg
2,34,7,8-PECDF JB 0.925 5.13 PQL ng/Kg
2,3,7,8-TCDD Ja 0.241 1.03 PQL ng/kg
2,3,7,8-TCDF J 0.268 1.03 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509

SO
Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-138-SA7-5B-1.5-2.5 1,2,3,4,7,8,9-HPCDF JB 3.73 5.91 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 3.53 5.91 PQL ng/Kg
1,2,3.4,7.8-HXCDF JB 1.62 5.91 PQL ng’/Kg
1,2,3,6,7,8-HXCDF JB 1.77 5.91 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBOQ 0.538 5.91 PQL ng/Kg
1,2,3,7,8-PECDD J 1.82 5.91 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDF JB 0.846 591 POL | ngKg
2,3,4,6,7,8-HXCDF JB 3.31 591 PQL ng/Kg
2,3,4,7,8-PECDF JB 1.07 5.91 PQL ng/Kg
2,3,7,8-TCDD J 0.166 1.18 PQL ng/Kg
2,3,7,8-TCDF J 0.244 1.18 PQL ng/Kg
SL-147-5A7-5B-1.0-2.0 1,2,3,4,6,7,8-HPCDD JBQ 0.303 5.33 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0737 5.33 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0356 533 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0494 5.33 PQL ng/Kg
1,2,3,6,7,.8-HXCDD JBQ 0.262 5.33 PQL ng/Kg
1.2,3,6,7,8-HXCDF JB 0.187 5.33 PQL ng/g
1.2,3,7,8,9-HXCDD JB 0.377 5.33 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.122 5.33 PQL ng/Kg J {all detects)
1,2,3,7,8-PECDD JQ 0.0361 5.33 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.03%4 5.33 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0351 5.33 PQL ngfg
2,3,4,7,8-PECDF JB 0.0496 5.33 PQL ngfi<g
2,3,7,8-TCDF Ja | 0.0343 1.07 PQL | na/Kg
OoCbD JB 0.485 10.7 PQL ngfkg
OCDF JBQ 0.125 10.7 PQL ng/Kg
S1-155-5A7-8B-1.5-2.5 1,2,3,4,6,7,8-HPCDD JBQ 0.292 519 PQL ngfg
1,2,3,4,6,7,8-HPCDF JBQ 0.122 519 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0326 5.1% PQL nafkg
1,2,3,4,7,8-HxCDD JQ 0.0301 5.19 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0334 5.1% PQL ng/kg
1,2,3,6,7,8-HXCDF JBQ 0.0272 5.19 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0465 5.19 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0355 5.19 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0395 5.19 PQL ng/Kg
2,3,4,6,7,B-HXCDF JBQ 0.0447 8.19 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0634 519 PQL ng/Kg
2,3,7,8-TCDF Ja 0.0419 1.04 PQL ng/Kg
OCDD JB 1.1 10.4 PQL ng/Kg
OCDF JBQ 0.173 10.4 PQL ng/Kg
SL-159-SA7-5B-3.0-4.0 1,2,3,4,6,7,8-HPCDD JB 0.334 5.20 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.101 5.20 PQL ng/Kg
1.2,3,4,7,8,9-HPCDF JBQ 0.0416 5.20 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0672 5.20 PQL ng/Kg
1,2,3,4,7,.8-HXCDF JBQ 0.0580 5.20 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0407 5.20 PaL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0741 5.20 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.0671 5.20 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JQ 0.0643 5.20 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0892 5.20 PQL ng/Kg
2,3.4,6,7,8-HXCDF JBQ | 0.0419 5.20 POL | ngiKg
2,3,4,7,8-PECDF JB 0.123 5.20 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0296 1.04 PQL ng/Kg
OCDD JB 0.615 104 PQL ng/Kg
OCDF JB 0.0980 104 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL_110509

S0

! Lab Reporting| RL

SamplelD Analyte Qual| Result Limit Type | Units Flag

SL-162-SA7-SB-0.01.0  |1,2,3.4,6.7,.8-HPCDF JB 4.04 5.05 PQL | ngkKg
1,2,3,4,7,8,9-HPCDF JB 0.375 5.05 PaL | ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.392 5.05 PQL ng/Kg
1.2.34,7.8-HXCDF B | 0301 5.05 PQL | ng/Kg
1.2.3.6,7.8-HXCDD JBa | 1.02 5.05 PQL | ng/Kg
1.2,3.6,7,8-HXCDF JBQ | 0.200 5.05 PaL | ng/Kg
1.2.3.7.8,9-HXCDD B | 0697 5.05 PaL | ng/Kg
1,2.3.7.8,9-HXCDF JBQ | 0.126 5.05 PQL |ngikg| {@lldetects)
1.2,3.7,8-PECDD JQ | 0385 5.05 PAL | ng/iKg
1.2,3.7.8-PECDF JB | 0308 5.05 PAL | ng/Kg
2.3.4.6.7,8-HXCDF JBQ | 0307 5.05 PaL | ngKg
2.3.4,7.8-PECDF JBQ | 0328 5.05 PQL | ng/Kg
2,3.7.8-TCDF J | 00823 1.01 PaL | ng/Kg
OCDF JB 9.98 10.1 PQL | ngiKg

SL-166-SA7-5B-1.020  |1.2,3,4.7,8-HxCDD J 414 5.09 POL | ng/Kg
1.2,3.4,7.8-HXCDF JB 2.06 5.09 PQL | ng/Kg
1.2,3.6.7.8-HXCDF JB 2.41 5.09 PQL | ng/Kg
112:3.7.8,9-HXCDF JB | 0544 5.09 PQL | ng/Kg
1,2.3.7,8-PECDD J 1.76 5.09 PQL | ng/Kg
1.2,3.7,8-PECDF B | 0645 5.09 PQL |ngKg | (Al detects)
2,3.4,6,7,8-HXCDF JB 4.65 5.09 PQL | ng/Kg
2.3,4.7,8-PECDF JB | 0861 5.09 PQL | ng/Kg
2.3.7,8-TCDD J 0.116 1.02 PQL | ng/Kg
2,3.7.8-TCDF Ja | 0250 1.02 PAL | ng/Kg

SL-167-SA7-SB-0.515  |1,2.3,4,7,8.9-HPCOF JB | 0779 513 PQL | ng/Kg
1.2,3.4.7,8-HxCDD J 0.765 5.13 PQL | ng/Kg
1.2,3.4,7,8-HXCDF JB | 0645 5.43 PQL | ng/Kg
1.2,3.6.7,8-HXCDD JB 2.70 5.13 PQL | ng/Kg
1.2.3,6.7,8-HXCDF JBQ | 0447 5.13 PQL | ng/Kg
1.2,3,7.8,9-HXCDD JB 1.50 5.13 PQL | ng/Kg
1.2,3.7.8,9-HXCDF JB | o0.169 5.13 PQL | ngikg| J(@ldetects)
1.2,3.7.8-PECDD Ja | 0450 5.13 PQL | ng/Kg
1.2,3.7.8-PECDF JBQ | 0.199 513 PQL | ng/Kg
2,3:4.6.7,8-HXCDF JB | 0855 5.13 PQL | ng/Kg
2.3.4,7.8 PECDF JBQ | 0.439 5.13 PQL | ng/Kg
2,3.7,8-TCDF Jo | 04138 1.03 PQL | ng/Kg

SL-169-SA7-SB-3.04.0  1,2.3,4,6,7,8-HPCDD JB | 0749 5.17 PQL | ng/Kg
1.2,3,4.6.7,8-HPCDF B | 0270 5.47 PQL | ng/Kg
1,2,3.4,7.8,8-HPCDF JBQ | 0.0638 5.7 PQL | ng/Ka
1.2,3.4,7.8-HxCDD Ja | 00331 5.17 PQL | ng/Kg
1.2,3,4.7.8-HXCDF JBQ | 0.130 5.17 PQL | ng/Kg
1.2.3,6,7,8-HXCDD JBQ | 0.124 517 PQL | ng/Kg
1.2.3,6.7,8-HXCDF JB | 00708 5.17 PQL | ng/Kg
1.2.3.7.8,9-HXCDD JBQ | 0139 517 PQL | ng/Kg
1.2,3.7,8,9-HXCDF JBQ | 0.0008 517 PQL |ngig | (@l detects)
1,2.3.7,8-PECDD J | oo0s22 5.47 PQL | ng/Kg
1.2.3.7,8-PECDF JBQ | 0240 5.17 PQL | ng/kg
2,3.4,6.7,8-HXCDF JBQ | 0.0784 5.17 PQL | ng/Kg
2,3.4.7,8-PECDF JB | 0138 5.17 PQL | ng/Kg
2,3.7,8-TCDF J | 0.0809 1.03 PaL | ng/Kg
ochD JB 4.64 10.3 PQL | ng/Kg
OCDF JB | 0471 10.3 PQL | ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Gollocated Soil Sampling
1/20/2012 12:06:57 PM ADR version 1.4.0.111 Page 4 of 5



Reporting Limit Outliers

Lab Reporting Batch ID: DX148 Laboratory: LL
EDD Filename: DX148_v1 eQAPP Name: CDM_SSFL 110509

80
Lab Reporting] RL ;
SamplelD Analyte Qual | Resuit Limit Type | Units Flag
SL-265-5A6-5B-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.836 522 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.170 5.22 PQL no/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0550 5.22 PQL ng/Kg
1,2,3,4,7,8-HxCDD Ja 0.0246 5.22 PQL na/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0509 5.22 PQL na/Kg
1,2,3,6,7.8-HXCDD JB 0.0662 5.22 PQL no/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0370 5,22 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD JBQ 0.0835 5.22 PQL ng/Kg
1.2,3,7,8-PECDF JB 0.0336 5.22 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0898 5.22 PQL ng'Kg
2,3,7,8-TCDF J 0.0481 1.04 PQL | ng/Kg
OCDD JB 6.83 10.4 PQL na/Kg
OCDF JB 0.322 10.4 PQL ng/Kg
SL-268-SA6-3B-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 1.93 5.02 PaL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.467 5.02 PQL na/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0839 5.02 PQL ng/Kg
1,2,3,4,7,8-HxCDD Ja 0.0497 5.02 PQL ng'Kyg
1,2,3,4,7,8-HXCDF JB 0.150 5.02 PQL ng/Kyg
1,2,3,6,7,8-HXCDD JB 0.148 5.02 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0979 5.02 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.134 5.02 PQL ng/Kg J {all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0445 5.02 PQL ng/Kg
1,2,3,7,8-PECDD Ja 0.0873 5.02 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.222 5.02 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0871 5.02 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.177 5.02 PQL ng/Kg
2,3,7.8-TCDF J 0.0933 1.00 PaL | ng/Kg
OCDF J8 0.703 10.0 PQL ng/Kg
SL-301-SA6-SB4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.892 5.27 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.188 5.27 PQL ng/Kg
1,2,3.4,7.8,9-HPCDF JBQ 0.0539 5.27 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0432 5.27 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0840 5.27 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0924 5.27 PQL ng/Kg
1,2,3,6,7,8-HXCDF . JBQ | 0.0680 5.27 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.136 5.27 PQL ng/K
1.2.3.7.8.9-HXCDF | TuB | o002 5.27 POL | ngkg| (el detects)
1,2,3,7,8-PECDD JQ 0.0784 5.27 PQL ng/Kg
1,2,3,7,8-PECDF JBQ | 0.0046 5.27 POL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0749 5.27 PQL ng/Kg
2,34,7,8-PECDF JB 0.0757 5.27 PQL ng/Kg
2,3,7,86-TCDF JaQ 0.0408 1.05 PQL ng/Kg
OCDD | JB 8.34 10.5 PAL | ng/Kg
OCDF JB 0.455 10.5 PQL | no/Kg
SL-3189-5A6-5B4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.977 5.35 PQL ng/Kyg
1,2,3,4,6,7,8-HPCDF JB 0.243 5.35 PQL ng/Kg
1,2,3,4,7.8,9-HPCDF JB 0.0384 5.35 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0511 5.35 PQL | na/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0541 5.35 PQL ng/Kg
1,2,3,6,7,.8-HXCDF JBQ 0.0518 5.35 PQL ng/Kyg J (all detects)
1,2,3,7,8,9-HXCDD JB 0.0619 5.35 PQL ng/Kyg
1,2,3,7,8-PECDF JBQ 0.0286 5.35 PQL ng/kKg
2,3,4,6,7,8-HXCDF JB 0.0333 5.35 PQL ng/Kg
2,34,7,8-PECDF JBQ 0.0606 5.35 PQL nge/Kg
OCDD JB 9.80 10.7 PQL | ng/Kg
OCDF JB 0.535 10.7 PQL | naKg

Project Name and Number; 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Sample ID Cross Reference and Data Review Level
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
29-Nov-2011  SL-285-5A6-55-0.0-0.5 6487664 N METHOD 1613B 1]
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 6487665 N METHOD 1613B I
29-Nov-2011  S1-285-SA6-SB-6.0-7.0 6487666 N METHOD 1613B n
30-Nov-2011  SL-284-SA6-55-0.0-0.5 6487676 N METHOD 1613B it
30-Nov-2011  SL-283-SA6-5§5-0.0-0.5 6487669 N METHOD 1613B It
30-Nov-2011  SL-283-5A6-33-0.0-0.5MS 6487670 M3 METHOD 1613B 1l
30-Nov-2011  SL-283-5A6-55-0.0-0.5MSD 6487671 M3D METHOD 1613B 1l
30-Nov-2011  SL-284-SA6-SB4.0-5.0 6487677 N METHOD 1613B 1l
30-Nov-2011  SL-284-5A6-5B-9.0-10.0 6487678 N METHOD 1613B 1l
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 6487679 N METHOD 1613B 1
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 6487680 N METHOD 1613B n
30-Nov-2011  SL-282-5A6-55-0.0-0.5 6487667 N METHOD 1613B [H
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 6487672 N METHOD 1613B ]l
30-Nov-2011  SL-283-SA6-3B-9.0-10.0 6487673 N METHOD 1613B mn
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 6487674 N METHOD 1613B i
30-Nov-2011  SL-283-5A6-5B-18.0-19.0 6487675 N METHOD 1613B i
30-Nov-2011  SL-282-5A6-SB-2.5-3.5 6487668 N METHOD 1613B 1
01-Dec-2011  DUP17-5A6-QC-120111 6487694 FD METHOD 1613B I
01-Dec-2011  S$L-023-5A8S-SB-4.0-5.0 6487695 N METHOD 1613B i
01-Dec-2011  SL-023-SA8S-SB-9.0-10.0 6487696 N METHOD 1613B i
01-Dec-2011  EB-SAB-SB-120111 6487699 EB METHOD 1613B I
01-Dec-2011  SL-022-SABS-SB-4.0-5.0 6487697 N METHOD 1613B n
01-Dec-2011  SL-022-SA8S-SB-8.0-9.0 6487698 N METHOD 1613B i
Il = EPA Level 3 Data Review N = Normal Sample  TB = Trip Blank MS = Malrx Spike

IV = EPA Level 4 Data Validation

FD = Field Duplicate

FB = Field Blank

MSD = Malrix Spike Duplicate
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Attachment [l

Overall Data Qualification Summary
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Data Qualifier Summary

Lab Reparting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Matrix: AQ

Sample ID: EB-SA6-5B-120111 Collected: 1211/2011 2:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1,2,3,4,6,7,8-HPCDD 4.07 JB 0.439 MDL 11.3 T PQL pa/L U B
1,2,3,4,6,7,8-HPCDF 2.74 JB 0.223 MDL 11.3 PQL pa/L. U B
1.2,3,4,7,8,9-HPCDF 0.318 JBQ 0.259 MDL 1.3 PQL pg/L U B
1,2,3,4,7,8-HXCDF 1.01 JBQ 0.274 MDL 11.3 PQL pg/L U B
1,2,3,6,7,8-HXCDD 0.534 JBG 0.388 MDL 11.3 PQL pa/L U B
1,2,3,6,7,8-HXCDF 0.475 JB 0.261 MDL 113 PQL paiL U B
2,3,4,6,7,8-HXCDF 0.834 JBQ 0.256 MDL 11.3 PQL pgiL U B
2,3,4,7,8-PECDF 0.883 JBQ 0.222 MDL 11.3 PQL pa/l. U B
QCDD 5.86 JB 0.382 MDL 225 PQL pgiL U B
QCDF 2.46 JB 0.579 MDL 225 PQL pgiL U B

Method Category:  SVOA

Wethod: 1613B g0
Sample ID: DUP17-5A8-QC-120111 Colfected: 12112011 8:25:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
A Qual | DL | Type | RL | Type | Units | Qual | Code |

‘ JB 0.0237 | MDL 5.25 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.857 B 0.0387 | MDL 5.25 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.783 JB 0.0298 | MDL 5.25 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 2.87 JB 0.0412 | MDL 5.25 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.551 JB 0.0296 | MDL 5.25 PaL ng/Kg J Z
1,2,3,7,8,9-HXCDD 1.06 JB 0.0411 | MDL 5.25 PaL na/Kg J Z
1,2,3,7,8,9-HXCDF 0.249 JB 0.0298 | MDL 5.25 PQL na/Kg u B
1,2,3,7,8-PECDD 0.299 JB 0.0263 | MDL 5.25 PaL ng/Kg u B
1,2,3,7,8-PECDF 1.44 JB 0.0254 | MDL 525 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.684 JB 0.0292 | MDL 5.25 PQL ng/Kg J z
2,3,4,7 8-PECDF 0.313 JBQ 0.0231 | MDL 5.25 PQL ng/Kg u B
2,3,7.8-TCDD 0.124 JBQ 0.0125 | MDL 1.05 PQL ng/Kg u B
2,3,7,8-TCDF 0.159 JBQ 0.0338 | MDL 1.05 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch iD: DX156 Laboratory: LL
EDD Filename: DX156_v1 ¢QAPP Name: CDM_SSFL_110509

Matrix: SO

Sample ID: SL-022-SABS-5B4.0-5.0 Collected: 1211/2011 2:40:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,6-HPCDD 0.276 JB 0.0107 | MDL 5.51 PaL ng/Kg u B.
1,2,3,4,6,7,8-HPCDF 0.0888 JBQ (0.00439| MOL 5.51 PQL ng/Kg U B
1,2,3,4,7.8,9-HPCDF 0.0318 JBQ |0.00664 | MDL 5.51 PQL ng/Kg U B
1.2,3,4,7,8-HxCDD 0.0181 JB 0.00877 | MDL 5.51 PQL ng/Kg U B
1.2,3,4,7.8-HXCDF 0.0318 JB 0.00619 | MDL 5.51 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0272 JB 0.00911 | MDL 5.51 PaL ng/Kg U B
1.2,3,6,7,8-HXCDF 0.0284 JB 0.00517 | MDL 5.51 PQL ng/Kg U B
1,2,3,7.8,9-HXCDD 0.0329 JBQ (0.00855 | MDL 551 PQL ng/Kg U B
1,2,3,7.8,9-HXCDF 0.0344 JB 0.00641 | MDL 5.51 PaL ng/Kg U B
1,2,3,7,8-PECDD 0.0331 JeQ 0.0103 | MDL 5.51 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0343 JBQ [0.00517 | MDL 5.51 PaL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0370 JB 0.00551 | MDL 5.51 PQL ng/Kg V] B
2,3,4,7,8-PECDF 0.0748 JB 0.00506 [ MDL 5.51 PQL na/Kg U B
2,3,7,8-TCDD 0.0172 JBQ ;0.00911 ] MDL 1.10 PQL ng/Kg U B
2,3,7,8-TCOF 0.0185 JBG [ 0.0124 | MDL 1.10 PQL ng/Kg U B
OCDD 0.745 JB 0.00979 | MDL 11.0 PQL ng/Kg U B
QOCDF 0.133 JB 0.0105 | MDL 11.0 PQL ng/Kg U B
Sample ID: SL-022-5A85-5B-8.0-9.0 Collected: 121112011 3:30:00 Analysis Type: RES Difution: 1

Data
Lab Lab DL RL Review Reason
ettt | Qual | Df ! Type | RL | Type | Units | Qual | Code

0.242 JB 0.0107 | MDL 5.41 PQL ng/Kg u B
1.2,3,4,6,7,8-HPCDF 0.0857 JB 0.00511 | MDL 5.41 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0319 JB 0.00761| MDL 5.41 PQL ngfKg U B
1,2,3,4,7,8-HxCDD 0.0147 JBQ  [0.00966 | MDL 5.41 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0391 JBQ  (0.00591| MDL 5.41 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0316 JB 0.00977 | MDL 5.41 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0263 JB 0.00500 [ MDL 5.41 PQL ng/Kg V] B
1,2,3,7,8,9-HXCDD 0.0302 JBQ [0.00855 | MDL 5.41 PQL ng/Kg V] B
1,2,3,7,8,9-HXCDF 0.0255 JBQ (0.00602| MDL 5.41 PQL ng/Kg V] B
1,2,3,7,8-PECDD 0.0244 JBQ (0.00852 | MDL 5.41 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0201 JB 0.00557 ([ MDL 5.41 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0367 JB 0.00557 ([ MOL 541 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0569 JB 0.00523 ( MOL 5.41 PQL ng/kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - S5FL Area IV Collocated Soil Sampling

2/9/2012 3:06:42 PM ADR version 1.4.0.111 Page 2 of 13



Data Qualifier Summary

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Method Category.
80
Sample ID: SL-022-SABS5-SB-8.0-8.0 Collected: 1211/2011 3:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte e ) Result | Qual | DL | Type | RL | Type | Units | Qual |  Code
2,3,7.8-TCDD 0.0113 JB 0.0106 | MDL 1.08 PQL ng/Kg u B
2,3,7,8-TCDF 0.0201 JBQ 0.0108 | MDL 1.08 PQL ng/Kg u B
QoCDD 0.519 JB 0.0103 | MDL 10.8 PQL ng/Kg u B
OCDF 0.125 JB 0.0101 | MDL 10.8 PQL ng/Kg u B
Sample ID: SL-023-SA85-5B4.0-5.0 Collected: 12/1/2011 14:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte e ReSUIt | Qual | DL ) Type | RL | Type | Units | Qual | Code
;t.2.3.4.6.7.8-HPCDD 0.363 JB 0.0113 | MDL 5.60 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.0967 JBQ [0.00682 | MDL 5.60 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0504 JBQ 0.0105 | MDL 5.60 PQL ng/Kg U B
1.2,3,4,7,8-HxCDD 0.0201 JB 0.0103 | MDL 5.60 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0444 JB 0.00625 | MDL 5.60 PQL na/Kg U B
1,2,3,6,7,8-HXCDD 0.0349 JB 0.0111 | MDL 5.60 PaL ng/Kg U B
1,.2,3,6,7,8-HXCDF 0.0306 JB 0.00523 | MDL 5.60 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0346 JBQ 0.0100 [ MDL | 5.60 PQL ng/Kg u B
1,2,3,7.8,9-HXCDF 0.0357 JB 0.00614 | MDL 5.60 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0222 JBQ 10.00875| MDL 5.60 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0333 JBQ }0.00466 [ MDL 5.60 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0396 JB 0.00557 | MDL 5.60 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0701 JB 0.00477{ MDL 5.60 PQL ng/Kg V] B
2,3,7,8-TCDD 0.0118 JB 0.00955 | MOL 1.12 PQL ng/Kg u B
2,3,7,8-TCDF 0.0156 JBQ 0.0106 | MDL 1.12 PQL ng/Kg U B
OCDD 1.37 JB 0.0103 | MDL 11.2 PQL ng/Kg u B
CCDF 0.150 JB 0.0115 | MDL 11.2 PQL ngfKg U B
Sample ID: 5L-023-SA85-5B-9.0-10.0 Collected: 12/1/2011 11:55:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
| RESUR | Qual | DL | Type | RL | Type | Units | Qual | _ Code
0.277 JB 0.00997 | MDL 5.48 PQL ng/Kg u B
1,2,3.4,6,7,8-HPCDF 0.0988 JB 0.00598 | MDL 5.48 PQL ng/Kg u B
1,2,3.4,7.8,9-HPCDF 0.0371 JBQ  (0.00797 | MDL 5.48 PQL ng/Kg u B
1,2,3,4,7.8-HxCDD 0.0140 JBQ 0.0104 | MDL 5.48 PQL ng/Kg u B
1,2,3,4,7 8-HXCDF 0.0386 JB 0.00653 | MDL 5.48 PQL ng/Kg u B
1.2,3,6.7.8-HXCDD 0.0308 JBQ 0.0105 | MDL 5.48 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch |D: DX156 Laboratory: LL
EDD Fitename: DX156_v1 eQAPP Name: CDM_SSFL_110509

1613B Matrix: SO
Sample iD; SL-023-SA85-5B-9.0-10.0 Collected: 12/1/2011 11:55:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1,2,3,6,7,8-HXCDF 0.0327 JBQ [0.00554 | MDL 5.48 PQL ng/Kg u "B
1,2,3,7,8 9-HXCDD 0.0336 JBQ 0.0103 { MDL 5.48 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0419 JB 0.00598 | MDL 5.48 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0272 JBQ 0.0106 | MDL 5.48 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0271 JBQ |0.00609 | MDL 5.48 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0394 JB 0.00554 | MDL 5.48 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0637 JBQ |06.00520| MDL 548 PQL ng/Kg U B
2,3,7,8-TCDD 0.0266 JBQ 0.0111 | MDL 1.10 PQL ng/Kg U B
2,3,7,8-TCDF 0.0227 JB 0.0123 | MDL 1.10 PQL ng/Kg U B
oCDD 0.609 JB 0.00997 | MDL 11.0 PQL ng/Kg U B
OCDF 0.118 JBQ |0.00885 | MDL 11.0 PaL ng/Kg U B
Sample ID: SL-282-SA6-5B-2.5-3.5 Colfected: 11/30/2011 3:45:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
| Result | Qual | DL TR | Units | Qual | Code

JB 0.0155 | MDL 5.42 PQL ng/Kg U B
1,2,3,4,6,7,8HPCDF 0.134 JB 0.0140 | MDL 542 PQL ng/Kg B
1.2,3,4,7,8,9-HPCDF 0.0942 JBQ 0.0218 | MDL 542 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0329 JBQ 0.0105 | MDL 5.42 PQL ng/Kg U B
1,2,3,4,7,8-HXCODF 0.102 JB 0.0116 | MDL 542 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0472 JBQ 0.0103 | MDL 5.42 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0499 JB 0.00983 | MDL 5.42 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0486 JBQ 0.0108 | MDL 5.42 PQL ng/Kg U B
1,2,3,7.8,9-HXCDF 0.0830 JB 0.0114 | MDL 542 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0501 JBQ 0.0115 | MDL 542 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0826 JBQ [0.00667 | MDL 5.42 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0500 JBQ 0.0106 | MDL 542 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0682 JB 0.00723 [ MDL 5.42 PQL ng/Kg U B
2,3,7,6-TCDD 0.0160 JBQ 0.0118 | MDL 1.08 PQL ng/Kg U B
2,3,7,8-TCDF 0.0125 JB 0.0101 | MDL 1.08 PQL ng/Kg U B
oCDD 3.43 JB 0.0127 | MDL 10.8 PQL ng/Kg J Z
OQCDF 0.237 JBQ 0.0139 | MDL 10.8 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

2/9/2012 3:06:43 PM ADR version 1.4.0.111 Page 4 of 13



Data Qualifier Summary

Lab Reporting Batch I1D: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Method Category. : :
Matrix: SO
Sample ID: SL-282-SAB-5§5-0.0-0.5 Collected: 11/30/2011 12:35:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Result | Qual | DL | Type | RL | Type | Units | Qual |  Code

R RATa % R AN AT Ry T

1,2,3,4,7.8,9-HPCDF 1.01 JB 0.0254 | MDL 523 PQL ng/Kg J z

1,2,3,4,7,8-HxCDD 0.419 JB 0.0296 | MDL 5.23 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.949 JB 0.0282 | MDL 523 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 1.45 JB 0.0304 | MDL 5.23 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.312 JB 0.0261 | MDL 5.23 PQL ng/Kg U B
1,2,3,7.8,9-HXCDD 0.594 JB 0.0299 | MDL 523 PQL ng/Kg J z
1,2,3,7.8,9-HXCDF 0.158 JB 0.0251 [ MDL 523 PQL ng/Kg U B
1,2,3,7.8-PECDD 0.170 JBQ 0.0176 | MDL 5.23 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.579 JB 0.0244 | MDL 5.23 PQL ng/Kg J z
2.3,4,6,7,8-HXCDF 0.425 JB 0.0269 { MDL 523 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.193 "B 0.0220 | MDL 5.23 PQL ng/Kg U B
2,3,7,8-TCDD 0.0763 JB 0.0115 | MDL 1.05 PGL ng/kg U B
2,3,7,8-TCOF 0.173 JB 0.0441 | MDL 1.05 PGL ng/Kg N z
Sample ID; SL-283-SA6-5SB-14.0-15.0 Collected: 11/30/2011 1:20:00 Analysis Type: RES Difution: 1
} Data
Lab ‘Lab DL RL Review Reason
| Result | Qual | DI | Type | RL | Type | Units | Qual |  Code |
0.256 JB 00133 | MDL 542 PQL ng/Kg .
1,2,3.4,6,7,8-HPCDF 0.0998 JB 0.00582 | MDL 542 PQL ng/kg u B
1,2,3,4,7,8,9-HPCDF 0.0408 JB 0.00900{ MDL 542 PQL ng/kKg U B
1,2,3,4,7,8-HxCDD 0.0202 JB 0.0108 | MDL 542 PQL ng/kKg U B
1,2,3.4,7,8-HXCDF 0.0551 JBGQ  |0.00966 | MDL 5.42 PQL ngfiKg u B
1,2,3,6,7,8-HXCDD 0.0415 JB 0.0108 | MDL 5.42 PQL ngiKg u B
1,2,3.,6,7,8-HXCDF 0.0429 JBQ  |0.00790 | MDL 5.42 PQL ngikg U B
1,2,3,7,8,9-HXCDD 0.0404 JB 0.0105 | MDL 5.42 PQL ngfiKg u B
1,2,3,7.8,9-HXCDF 0.0611 JBQ (0.00856 | MDL 5.42 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0359 JBQ 0.0125 | MDL 5.42 PQL ng/kKg U B
1,2,3,7,8-PECDF 0.0367 JB 0.00681 | MODL 5.42 PQL ng/kKg U B
2,3,4,6,7,8-HXCOF 0.0499 JBQ |0.00779| MDL 5.42 PQL ng/kg u B
2,3,4,7,8-PECDF 0.0687 JBQ {0.00703| MDL 542 PQL ngfKg u B
2,3,7,8-TCDD 0.0322 JBQ 0.0138 | MDL 1.08 PQL ngfKg U B
2,3,7,8-TCDF 0.0184 JBQ 0.0120 | MDL 1.08 PQL ngfKg U B
OCDD 0.540 JB 0.0157 | MDL 10.8 PQL ng/kg U B
OCDF 0.160 JBQ 0.0179 | MDL 10.8 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL. - SSFL Area |V Coliocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: BX156_v1 eQAPP Name: CDM_SSFL_110509

S0
Sampie ID; SL-283-SA6-5B-18.0-19.0 Colfected: 11/30/2011 1:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab oL RL Review Reason
Analyte Resuit | Qual | DL | Type | RL | Type | Units | Qual | Code

R R RN R TR A e S A

TR S Y

1,2,3,4,6,7.8-HPCDD 0.274 JBQ 0.0139 | MDL 5.51 PQL ng/Kg U B

1,2,3.4,6,7,8-HPCDF 0.105 JB 0.00586 | MDL 5.51 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0433 JB 0.00906 | MDL 5.51 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0221 JBQ 0.0107 | MDL 5.51 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.0551 JBQ [0.00895| MDL 5.51 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0417 JB 0.0114 | MDL 5.51 PQL ng/Kg V] B
1,2,3,6,7,8-HXCDF 0.0422 JB 0.00773 | MDL 5.51 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0363 JB 0.0108 | MDL 5.51 PQL ng/Kg V] B
1.2,3,7,8,9-HXCDF 0.0554 JBQ [0.00828 | MDL 5.51 PaL ng/Kg V] B
1,2,3,7,8-PECDD 0.0362 JBQ 0.0127 | MDL 6.51 PaL ng/Kg u B
1,2,3,7,8-PECDF 0.0347 JB 0.00751 | MDL 5.51 PQL ngfkKg u B
2,3,4,6,7,8-HXCDF 0.0438 JBQ {0.00751 | MDL 5.51 PQL ngfKg u B
2,3,4,7,8-PECDF 0.0728 JBQ  |0.00740| MDL 5.51 PaL ng/Kg u B
2,3,7,8-TCDD 0.0186 JBQ 0.0151 | MDL 1.10 PQL ng/Kg u B
2,3,7,8-TCDF 0.0216 JB 0.0127 | MDL 1.10 PQL ng/Kg u B
OCDD 0.675 JB 0.0148 | MDL 11.0 PQL ng/Kg U B
OCDF 0.139 JB .0.0166 | MDL 11.0 PQL ng/kKg u B
Sample ID: SL-283-SA6-584.0-5.0 Collected: 11/30/2011 1:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
e L RESUIL | Qual )/ AN /. L Qual | ¢
0.463 JB 0.0164 | MDL 5.31 PQ |
1,2,3,4,6,7.8-HPCDF 0.239 JB 0.00720 ( MDL 5.31 PAL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.111 JB 0.0119 | MDL 5.31 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.219 JB 0.0153 | MDL 531 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.318 JB 0.0112 | MDL 531 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.253 JB 0.0150 | MDL 5.3t PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.302 JB 0.0101 | MDL 5.31 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.325 JB 0.0151 | MDL 5.31 PaQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.330 JB 0.0112 | MDL 5.3t PQL ng/Kg U B
1,2,3,7,8-PECDD 0.386 JB 0.0177 | MDL 5,31 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.461 JB 0.00924 | MDL 5.31 PQL ng/Kg J Zz
2,3,4,6,7,8-HXCDF 0.222 JB 0.0104 | MDL 5.31 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.401 JB 0.00924 | MDL 5.31 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soit Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Method Categ
Matrix: SO
Sample ID: SL-283-5A6-SB-4.0-5.0 Collected: 11/30/2011 1:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analte e L ReSUI | Qual | DL | Type | RL | Type | Units | Qual |  Code
2,3,7,8-TCOD o 0.106 JB 0.0132 | MDL 1.06 PQL ng/Kg U B
2,3,7,8-TCDF 0.114 JB 0.0132 MDL 1.06 PQL ng/Kg U B
OCDD 0.690 JB 0.0130 | MDL 10.6 PQL ng/Kg u B
OCDF 0.213 JB 0.0201 MDL 10.6 PQL ng/Kg U B
Sample ID; S5L-283-SA6-5B-9.0-10.0 Coffected: 11/30/2011 1:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
14.5.“3.4,6.?.8-HPCDD 0.321 JB 0.0166 MDL 5.42 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.156 JB 0.00700 | MDL 5.42 PQL ngiKg U B
1,2,3,4,7,8,9-HPCDF 0.0508 JB 0.0115 MDL 542 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0499 JBGQ 0.0138 | MDL 542 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0678 JB 0.0105 | MDL 5.42 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0542 JB 0.0144 | MDL 542 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0659 JBQ 0.00919 | MDL 542 PQL ng/Kg U B
1.2,3,7,8,9-HXCDD 0.0654 JBQ 0.0136 | -MDL 542 PQL ng/Kg U B
1,2,3,7,8,8-HXCDF 0.0800 JB 0.0107 | MDL 5.42 PQL ng/Kg U B
1.2,3,7,8-PECDD 0.0944 JBQ 0.0153 | MDL 5.42 PQL ng/Kg U B
1.2,3,7,8-PECDF 0.0747 JBQ 0.00864 | MDL 5.42 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0745 JB 0.0103 MDL 5.42 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.103 JB 0.00853 | MDL 5.42 PQL ng/Kg U B
2,3,7,8-TCDF 0.0345 JB 0.0137 MDL 1.08 PQL ng/Kg U B
OCDD 0.837 JB 0.0167 MDL 10.8 PQL ng/Kg U B
OCDF 0.178 JBQ 0.0190 MDL i0.8 PQL ng/Kg U B
Sample ID: SL-283-SA6-55-0.0-0.5 Collected: 11/30/2011 10:00:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte L Result | Qual
1.2,3,4,7,8,9-HPCDF 1.22 JB
1.2,3.4,7,8-HxCDD 0.899 JB
1.2,3,4,7 8-HXCDF 1.32 JB
1,2,3,6,7,8-HXCDD 3.33 JB
1,2,3,6,7,8-HXCDF 0.816 JB
1,2,3,7,8,9-HXCDD 1.63 JB
1.2,3,7,8,8-HXCDF 0.299 JB

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch 1D: DX156 Laboratory: LL
EDD Filename: DX156_wv1 eQAPP Name: CDM_SSFL_110509

SO

Sample ID: SL-283-8A6-55-0.0-0.5 Collected: 11/30/2011 10:00:00  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
A e ReSUI | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,7,8-PECDD 0.491 JB 0.0223 { MDL 510 PQL ng/Kg J Z
1,2,3,7,8-PECDF 1.24 JB 0.0276 | MDL 5.10 PQL ng/Kg z
2,3,4,6,7,8-HXCDF 0.913 - JB 0.0239 | MDL 510 PaL ng/Kg J Z
2,3,4,7,86-PECDF 0.462 JB 0.0246 | MDL 510 PQL ng/Kg u B
2,3,7,6-TCDD 0.100 JB 0.00990 [ MDL 1.02 PQL ng/Kg u B
2,3,7.8-TCDF 0.335 B 0.0469 | MDL 1.02 PQL ng/Kg J z
Sample ID: SL-284-SA6-5B-14.0-15.0 Coflected: 11/30i201110:50:00  Analysis Type: RES Ditution: 4
Data
Lab Lab DL RL Review Reason
e fRESUl | Qual | DL i Type | RL | Type | Units | Qual | Code
0.391 JB 0.0128 | MDL 542 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.157 JB 0.00573 | MDL 542 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0607 JB 0.00854 | MDL 542 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0423 JB 0.0131 | MDL 542 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0922 JBQ 0.0111 | MDL 542 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0759 JBQ 00138 | MDL, | 542 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0859 JB 000899 | MDL -| 5.42 PAL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0633 JBQ 0.0134 | MDL 5.42 PQL ng/Kg U B
1,2,3,7,6,9-HXCDF 0.0919 JB 0.0100 ( MDL 5.42 PQL ng/Kg U B
1,2,3,7,6-PECDD 0.0904 JBQ 0.0133 | MDL 5.42 PQL ng/Kg V] B
1,2,3,7,6-PECDF 0.108 JB 0.00708 | MDL 5.42 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0756 JB 0.00844 [ MDL 5.42 PQL ng/Kg V] B
2,3,4,7,6-PECDF 0.117 JB 0.00674 ([ MDL 5.42 PaL ng/Kg V] B
2,3,7,8-TCDD 0.0376 JBQ 0.0129 | MDL 1.08 PQL ng/Kg V] B
2,3,7,8-TCDF 0.0155 JBQ 0.0119 | MDL 1.08 PQL ng/Kg V] B
oCDD 1.12 JB 0.0116 | MDL 10.8 PQL ng/Kg V] B
QCDF 0.189 JBQ 0.0122 | MDL 10.8 PaL ng/Kg u B
Sample ID; SL-284-SA6-SB-15.5-16.5 Collected: 11/30/2011 10:55:00  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte e RESUE | Qual | DL | Type | RE | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 0.418 JB 0.0143 | MDL 5.54 PaL ng/Kg u B
1,2,3,4,6,7,86-HPCDF 0.202 JB 0.00543 | MDL 5.54 PaL ng/Kg u B
1,2,3.4,7,8,9-HPCDF 0.0668 JB 0.00769 | MDL 5.54 PaL ng/Kg u B
1,2,3.4,7,8-HxCDD 0.115 JB 0.0145 | MDL 5.54 PaL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - 8SFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Method Category
S0
Sample ID: SL-284-5A6-8B-15.5-16.5 Collected: 11/30/2011 10:55:00  Analfysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte e Resulf | Qual | DL | Type | RL | Type | Units | Qual | Code
i \2,3,4,7,8-HXCDF 0.176 JB 0.0110 | MDL 5.54 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.132 JB 0.0149 | MDL 5.54 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.191 JB 0.00995| MDL 5.54 PaL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.121 JB 0.0145 | MDL 5.54 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.139 JB 0.0105 { MDL 5.54 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.222 JB 0.0133 { MDL 5.54 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.247 JB 0.00724 | MDL 5.54 PaL ng/Kg u B
2,3,4,6,7.8-HXCDF 0.123 JBQ 0.0106 | MDL 5.54 PQL no/Kg u B
2,3,4,7,8-PECDF 0.239 JB 0.00679 | MDL 5.54 PQL ng/Kg u B
2,3,7,8-TCDF 0.0458 JB 0.00973 | MDL 1.1 PQL ng/Kg u B
OCDD 1.99 JB 0.0123 | MDL 1114 PQL ng/Kg u B
OCDF 0.183 JBQ 0.0136 | MDL 11.1 PQL ng/Kg u B
Sample iD: S5L-284-5A6-5B-4.0-5.0 Collected: 11/30/2011 10:40:00  Analysis Type: RES Dilution: 1
- Data
Lab Lab DL RL Review Reason
Analyee —— e | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 0.458 JB 0.0137 | MDL 5.36 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.114 JBQ [0.00613| MDL 5.36 PQL ng/Kg u B
1.2,3,4,7,8,9-HPCDF 0.0430 JBQ [0.00997 | MDL 5.36 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0227 JBQ 0.0133 | MDL 5.36 PQL ng/Kg u B
1.2,3,4,7,8-HXCDF 0.0456 JBQ  |0.00909 | MDL 5.36 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0955 JB 0.0141 | MDL 5.36 PQL ngiKg u B
1,2,3,6,7,8-HXCDF 0.0644 JB 0.00767 | MDL 5.36 PQL ng/Kg u B
1.2,3,7,8,9-HXCDD 0.0922 JB 0.0129 | MDL 5.36 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0628 JBQ }0.00909| MDL 5.36 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0300 JB 0.0117 | MDL 5.36 PQL ngfKg u B
1,2,3,7,8-PECDF 0.0477 JBQ |0.00690{ MDL 5.36 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0555 JB 0.00811| MDL 5.36 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0811 JB 0.00679| MDL 5.36 PQL ng/Kg u B
2,3,7,8-TCDF 0.0251 JB 0.0114 | MDL 1.07 PQL ng/Kg u B
oCDD 1.06 JB 0.0153 | MDL 10.7 PQL ng/Kg u B
OCDF 0.181 JB 0.0140 | MDL 10.7 PaL ng/Kg u B

* denctes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 ¢QAPP Name: CDM_SSFL_110509

Method Category:
Matrix: SO
Sample ID: S5L-284-SA6-SB-9.0-10.0 Collected: 11/30/2011 10:45:00  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte — | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
i,2.3,4.6.7.8-HPCDD 0.364 JB 0.0125 MDL 5.29 PaL ngiKg U B
1.2,3,4,6,7,8-HPCDF 0.1186 JB 0.00478 | MDL 5.29 PQL ng/Kg U B
1.2,3.4,7,8,9-HPCDF 0.0423 JB 0.00871 | MDL 5.29 PQL ng/Kg U B
1,2,3.4,7,8-HxCDD 0.0267 JBQ 0.0113 MDL 5.29 PQL ng/Kg U B
1.2,3,4,7,8-HXCDF 0.0449 JBQ 0.00797 | MDL 5.29 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0582 JBQ 0.0115 MDL 5.29 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0374 JB 0.00691 | MDL 5.29 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0434 JB 0.0115 MDL 5.29 PQL ng/Kg U B
1,2,3,7,8,5-HXCDF 0.0370 JB 0.00786 | MDL 5.29 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0448 JBQ 0.0101 MDL 5.29 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0359 JBQ 0.00595 | MDL 5.29 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0552 JBG 0.00744 | MDL 5.29 PQL ng/Kg U B
2,3.4,7,8-PECDF 0.0716 JBQ 0.00595| MDL 5.29 PQL na/Kg U B
2,3,7,8-TCDD 0.0160 JBQ 0.0114 | MDL 1.06 PQL ng/Kg ] B
2,3,7,8-TCDF 0.0150 JB 0.00978 | MDL 1.06 PQL ng/Kg ] B
ochD 1.21 JB 00137 | MDL | 10.6 PQL [-ngfKg u B
locoF 0.217 JB 0.0152 | MDL 10.6 PQL | ngiKg U B
Sample ID: SL-284-8A6-55-0.0-0.5 Collected: 11/30/2011 8:25:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Wnalyte Resuit Qual DL Type RL Type | Units Qual Code
1.2,3,4,7,8,9-HPCDF 1.52 JB 0.0272 MDL 5.38 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.930 JB 0.0362 | MDL 5.38 PQIL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.500 JB 0.0239 MDL 5.38 PQIL ng/Kg J z
1.2,3,6,7,8-HXCDD 3.38 JB 0.0386 MDL 5.38 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.583 JB 0.0234 MDL 5.38 PQL ngfKg J z
1.2,3,7,8,9-HXCDD 1.28 JB 0.0353 MDL 5.38 PQL ngfkg J z
1,2,3,7,8,9-HXCDF 0.354 JB 0.0234 MDL 5.38 PQL ngikg U B
1,2,3,7,8-PECDD } 0.275 JB 0.0235 MDL 5.38 PQL ng/Ky U B
1,2,3,7,8-PECDF 1.01 JB 0.0216 MDL 5.38 PQL ngfig J z
2,3,4,6,7,8-HXCDF 0.772 JB 0.0230 MDL 5.38 PQL ngfkg J z
2,3,4,7,8-PECDF 0.268 JB 0.0204 MDL 5.38 PQL ng/Ky U B
2,3,7,.8-TCDD 0.0985 JB 0.0118 MDL 1.08 PQL ng/Kg U B
2,3,7,8-TCDF 0.117 JB 0.0302 MDL 1.08 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

2/9/2012 3:06:43 PM ADR version 1.4.0.111 Page 10 of 13



Data Qualifier Summary

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Method Category.
S0
Sample ID: SL-285-SA6-5B-4.0-5.0 Coffected: 11/29/2011 3:25:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
1,2,3,4,6,7,8-HPCDD 0.2%6 JB 0.0114 | MDL 5.05 PaL ng/Kg U B
1,2,3.4,6,7,8-HPCDF 0.118 JB 0.00697 { MDL 5.05 PQL ng/Kg U B
1,2,3.4,7,8,9-HPCDF 0.0499 JB 0.0124 | MDL 5.05 PQL ng/Kg U B
1.2,3,4,7,8-HxCDD 0.0254 JB 0.0101 | MDL 5.05 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0563 JB 0.00843 | MDL 5.05 PQL ng/Kg U B
1.2,3,6,7,8-HXCOD 0.0392 JB 0.0102 | MDL 5.05 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0314 JB 0.00697 | MDL 5.05 PGL ng/Kg U B
1.2,3,7.8,9-HXCDD 0.0511 JBQ  [0.00957 | MDL 5.05 PQL ng/Kg U B
1,2,3,7.8,9-HXCDF 0.0496 JB 0.00874 | MDL 5.05 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0503 JBQ 0.0119 | MDL 5.05 PaQL ng/Kg U B
1,2,3,7,8-PECDF 0.0599 JBQ |0.00656 | MDL 5.05 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0521 JB 0.00770 [ MDL 5.05 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0700 JBQ |0.00645| MDL 5.05 PQL ng/Kg U ]
2,3,7,8-TCDD 0.0272 JBQ 0.0128 | MDL 1.01 PaL ngfKg V] ]
2,3,7,8-TCDF 0.0209 JBQ 00122 | MDL 1.01 PaL ng/Kg U B
QOCDD . 0.860 JB 0.0130 | MDL 10.1 PQL ngfKg U B
OCDF 0.171 JB 0.0131 | MDL 10.1 PQL ng/Kg U B
Sample ID: SL-285-5A6-SB-6.0-7.0 Collected: 11/29/2011 3:35:00 Analysis Type: RES Ditution: 1
Data
Lab Lab RL Review Reason
panalyte — oot | Qual | DL =L TYPe |

O e e N A T T T X S AR A B A S T RS0

1.2,3,4,6,7,8-HPCD|

D 0.553 JB 0.0103

1,2,3.4,6,7,8-HPCDF 0.160 JB 0.00521| MDL 516 PQL ng/Kg U B
1.2,3.4,7,8,9-HPCDF ¢.0413 JB 0.00808 | ™MDL 516 PQL ngfKg U B
1,2,3,4,7,8-HxCDD 0.0295 JBQ 0.0131 MDL 5.16 PGQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.123 JB 0.0116 | MDL 5.16 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.159 JB 0.0135 | MDL 5.16 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0582 JBQ 0.0101 MDL 5.16 PQL ng/Kg U B
1.2,3,7,8,9-HXCDD 0.227 JB 0.0130 | MDL 5.16 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0674 JBQ 0015 | MDL 5.16 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0425 JB ¢.0117 | MDL 5.16 PQL ng/Kg U B
1.2,3,7,8-PECDF 0.110 JB ¢.0109 | MDL 5.16 PQL ng/Kg U B
2,3.4,6,7,8-HXCDF 0.0436 JB 0.0109 | MDL 5.16 PQL no/Kg U B
2,3.4,7 8-PECDF 0.0631 JB ¢.0107 | MDL 5.16 PQL ng/Kg U B

* denotes a nen-repertable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Data Qualifier Summary

Lab Reporting Batch iD: DX156 Laboratory: LL
EDD Filename: DX156 v eQAPP Name: CDM_SSFL_110509

Wethod: S0
Sample ID: SL.-285-SA6-SB-6.0-7.0 Collected: 11/29/2011 3:35:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Amalyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code _
2,3,7.8-TCDF 0.0147 JBQ 0.0128 | MDL T 1.03 PQL ng/Kg u B
OCcDD 3.35 JB 0.00956 | MDL 10.3 PGL ng/Kg J z
OCDF 0.276 JB 0.0121 | MDL 10.3 PQL ng/Kg u B
Sample ID: SL-285-SA6-85-0,0-0.5 Collected: 11/29/2011 1:35:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL Review Reason

Analte — L Result | Qual | DL | Type | { Units | Qual | Code
1,2,3,4,7,8,9-HPCDOF . 1.03 JB 0.0210 | MDL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.400 JB 0.0337 | MDL ng/Kg J z
1,2,3,4,7,8-HXCDF 2,26 JB 0.0419 | MDL ng/Kg J z
1,2,3,6,7,8-HXCDD 1.41 JB 0.0350 | MDL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.622 JB 0.0405 | MDL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.634 JB 0.0336 | MDL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.292 JB 0.0389 | MEL ng/Kg v B
1,2,3,7,8-PECDD 0.217 JB 0.0284 | MDL ng/Kg v B
2,3.4,6,7,8-HXCDF 0.826 JB 0.0397 | MDL ng/Kg J Zz
2,3,4,7,8-PECDF 0.398 JB 0.0516 | MDL ng/Kg U B
2,3,7,8-TCDD 0.0387 JB 0.0142 | MDL ng/Kg U B
2,3,7,8-TCDF 0.325 JB 0.0881 | MDL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

21912012 3:06:43 PM ADR version 1.4.0.111 Page 12 of 13



Data Qualifier Summary

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Reason Code Legend

Reason Code Description S A e et
a R e El,a:* ch‘tan:ma?gn>m A T R S R T : T
Q Matrix Spike Lower Rejection

Z Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling

2/9/2012 3:06:43 PM ADR version 1.4.0.111 Page 13 of 13
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Method Blank Outlier Report

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Method Blank Associated
Sample ID Analysns Date Analyte Resuit Samples
BLK33908370451 121912011 4-51:00 AM 12,3467, o HPCDD 379 pg.fL EB-SAG-SB-120111

1.2,3,46,7,8-HPCDF 3.73 pgiL.

1,2,3,4,7,8,9-HPCDF 0.384 pg/l.

1,2,3,4,7,8-HXCDF 0.975 pg/l.

1,2,3,6,7,8-HXCDD 0.498 pg/L

1,2,3,6,7,8-HXCDF 0.664 pgfL

1,2,3,7,8,9-HXCDD 0.726 pgfl

1,2,3,7,8,9-HXCDF 0.327 pgiL

1,2,3,7,8-PECDF 0.230 pgiL

2,3,4,6,7.8-HXCDF 1.06 pgiL.

2,3,4,7,8-PECDF 0.598 pg/L

0CcDD 6.83 pg/L

QCDF 2.25 pg/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sarple ID Analyte Result Fmal Result
EB-5A6-SB-120111(RES) T [12346.78HPCDD | 4.07 pgiL 407Upgll
EB-5A6-5B-120111(RES) 1,2,3,4,8,7,8-HPCDF 2.74 pgiL. 2.74U polL
EB-SAB-SB-120111(RES} 1,2,3,4,7,8,9-HPCDF 0.318 pg/L 0.318U pgil.
EB-SAB-SB-120111{RES} 1,2,3,4,7 8-HXCDF 1.01 pgiL 1.01U pgiL.
EB-SAB-SB-120111(RES) 1,2,3,6,7,8-HXCDD 0.534 pg/L 0.534U pg/L
EB-5A6-3B-120111{RES) 1,2,3,8,7,8-HXCDF 0.475 pg/L 0.475U poil.
EB-5A6-5B-120111(RES) 2,3,4,6,7,8-HXCDF 0,834 pgil, 0.834U pgil
EB-SA6-SB-120111(RES) 2,3,4,7.8-PECDF 0.883 pyiL 0,883U pgiL
EB-SA6-5B-120111(RES) QocDD 5.86 pg/L 586U pg/L
EB-SA6-SB-120111(RES) OCDF 2,46 pg/L 2.4BU pg/L
16138
N — 1
Method Blank Associated
Samp]e ID Analysis Date Analyte Result Samples
BLK34205370528 12/15/2011 5:28:00 AM  [1,2,3,4,6,7 8- HPCDD 0.248 ng/Kg DUP17-SA6-QC-1201 "
1.2,3.4,6,7.8-HPCDF 0.117 ng/Kg 5L-022-5A85-5SB-4.0-5,0
1,2,3,4,7,8,9-HPCDF 0.0904 ng/Kg 5L-022-SA8S-SB-8.0-9.0
1,2,3,4,7,8-HxCDD 0.0576 ng/Xg SL-023-SA8S-SB-4.0-5.0
1,2,3,4,7,8-HXCDF 0.0750 ng/Kg SL-023-SA85-58-9.0-10.0
1,2,3,6,7,8-HXCDD 0.0571 ng/Kg SL-282-SA6-5B-2.5-3.5
1,2,3,6,7,8-HXCDF 0.0647 ngfKg 5L-282-5A6-55-0.0-0.5
1,2,3,7,8,9-HXCDD 0.0703 ng/Kg 5L-283-SAB-SB-14.0-15,0
1,2,3,7,8,9-HXCDF 0.111 ngfKg SL-2683-SA6-SB-18.0-18.0
1,2,3,7,8-PECDD 0.0899 ng/Kg SL-283-SA6-58-4.0-5.0
1,2,3,7,8-PECDF 0.0765 ng/Kg 5L-283-SA6-5B-2.0-10.0
2,3,4,6,7,8-HXCDF 0.0820 ng/Kg S5L-283-SA6-55-0.0-0,5
2,3,4,7,8-PECDF 0.118 ng/Kg SL-284-SA6-SB-14.0-15.0
2,3,7.8-TCDD 0.0313 ng/Kg SL-284-SAB-SB-15.5-16.5
2,3,7.8-TCDF 0.0290 ng/Kg SL-284-5A8-5B8-4.0-5.0
ocDD 0.403 ng/Kg 5L-284-5A6-5B-2.0-10.0
OCDF 0.207 ng/Kg 5L-284-5A6-85-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SE-285-5A6-5B-6.0-7.0
5L-285-5A6-S5-0.0-0.5

Project Name and Number: 1203-004-009-AL. - SSFL Area IV Collocated Scil Sampling
219/2012 2:57:24 PM ADR version 1.4.0.111 Page 1of 9



Method Blank Outlier Report

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Method Blank Associated
Sample ID Analysis Date Anaiyte Result Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
e ;5_6{{;(;;&55" s 4;5;5..7;:5.; e .,na.;é4.§,6é,’,k§.,. —— A'g}k;,"”
DUP17-SAG-QC-120111(RES) 1,2,3,7,8-PECDD 0.299 ng/Kg ¢.299U ng/Kg
DUP17-SA6-QC-120111(RES) 2,3,4,7,8-PECDF 0.313 ng/Kg 0.313L) ng/Kg
DUP17-SA8-QC-120111(RES) 2,3,7,8-TCDD 0.124 ng/Kg 0.124U ngiKg
§L-022-SABS-SB-4.0-6.0(RES) 1,2,3,4,6,7,8-HPCDD 0.276 ng/Kg 0.276U ng/Kg
SL-022-SA8S-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCOF 0.0888 ng/Kg 0.0888U ng/Kg
SL-022-SABS-SB-4.0-5.0(RES) 1,2,3,4,7,89-HPCDF 0.0318 ng/Kg 0.0318U ng/Kg
SL-022-SA85-5B-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0181 ng/Kg 0.0181U ng/kg
SL-022-SA85-5B-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0318 ng/Kg 0.0318U ng/Kg
SL-022-5A85-SB-4.0-5.0{RES) 1,2,3,6,7,8-HXCDD 0.0272 ng/Kg 0.0272U ng/Kg
$L-022-5A85-5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0284 ng/Kg 0.0284U ng/Kg
5L-022-5A85-5B-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.0329 ng/Kg 0.0320U ng/Kg
SL-022-SABS-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0344 ng/Kg 0.0344U ng/Kg
SL-022-SABS-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.0331 ng/Kg 0.0331U ng/Kg
SL-022-SABS-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0343 ng/Kg 0.0343U ng/Kg
SL-022-SABS-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0370 ng/Kg ©.0370U ng/Kg
S1.-022-5A85-5B-4.0-5.0{RES) 2,3,4,7,8-PECDF 0.0748 ng/Kg 0.0748U ng/Kg
SL-022-SA8S-5B-4.0-5.0{RES) 23,7,8-TCDD 0.0172 ng/Kg 0.0172U ng/Kg
5L-022-SA8S-SB-4.0-5.0{RES) 2,3,7,8-TCDF 0.0185 ng/Kg 0.0185U ng/Kg
§L-022-SA8S-5B4.0-5.0(RES) OCoD 0.745 ng/Kg 0.745U na/Kg
SL-022-SA8S-SB-4.0-5.0{RES) OCDF 0.133 ng/Kg 0.133U ng/Kg
SL-022-SA8S-SB-8.0-0.0(RES) 1,2,3,4,6,7,8-HPCDD 0.242 ng/Kg 0.242U ngiKg
SL-022-SA8S-SB-8.0-9.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0857 ng/Kg 0.0857U ngiKg
5L-022-5A85-5B-8.0-9.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0319 ng/Kg 0.0319U ng/Kg
SL-022-5A85-SB-8.0-9.0(RES) 1,2,3,4,7,8-HxCDD 0.0147 ng/Kg 0.0147U ng/Kg
SL-022-8A85-SB-8.0-9.0(RES) 1,2,3,4,7,8-HXCDF 0.0391 ng/Kg 0.0391U ngiKg
51.022-8A85-SB-8.0-9.0(RES) 1,2,3,6,7,8-HXCDD 0.0316 ng/Kg 0.0316U ngiKg
SL-022-5A85-SB-8.0-9.0(RES) 1,2,3,6,7,8-HXCDF 0.0263 ng/Kg 0.0263U ng/Kg
SL-022-SA8S-SB-8.0-9.0({RES) 1,2,3,7,8,9-HXCDD 0.0302 ng/Kg 0.0302U ng/Kg
SL-022-SA85-5B-8.0-9.0(RES) 1,2,3,7,8,9-HXCDF 0.0255 ng/Kg 0.0255U ng/Kg
SL-022-SA85-5B-8.0-9.0(RES) 1,2,3,7,8-PECDD 0.0244 ng/Kg 0.0244U ng/Kg
SI-022-5A85-5B-8.0-9.0(RES) 1,2,3,7,8-PECDF 0.0201 ng/Kg 0.0201U ng/Kg
SL-022-SA85-5B-8.0-9.0(RES) 2,3,4,6,7,8-HXCDF 0.0367 ng/Kg 0.0367U ng/Kg
51-022-SABS-5B-8.0-9.0(RES) 2,3,4,7,8-PECDF 0.0569 ng/Kg 0.0569U ng/Kg
SL-022-5ABS-5B-8.0-9.0(RES) 2,3,7.8-TCDD 0.0113 ng/Kg 0.0113U ng/Kg
SL-022-SABS-SB-8.0-9.0(RES) 2,3,7,8-TCDF 0.0201 ng/Kg 0.0201U ng/Kg
SL-022-SAB8S-SB-8.0-9.0(RES) QCDD 0.519 ng/Ka 0.519U ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
2/8/2012 2:57:24 PM ADR version 1.4.0.111 Page 2 of 9



Method Blank Outlier Report

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Method: © G138 T T
SO

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this biank
Reported Modified
Sample [D Analyte _ Result Final Regult
ST T P I IS ———————— ——
SL-023-SA8S-SB-4.0-5.0{RES) 1,23,4,6,7,8-HPCDD 0.363 ng/Kg 0.363U ng/Kg
SL-023-SABS-SB-4.0-5.0{RES) 1,23,4,6,7.8-HPCDF 0.0967 ng/Kg 0.0967U ng/Kg
5L-023-5A85-SB-4.0-5.0(RES) 1,2,3,4.7,8,9-HPCDF 0.0504 ng/Kg 0.0504U ng/Kg
SL-023-SA85-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0201 ng/Kg 0.0201U ng/Kg
SL-023-5A85-5B-4.0-5.0(RES) 1,2,34,7,8-HXCDF 0.0444 ngiKg 0.0444U ngiKg
5L-023-5A85-5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0349 ng/Kg 0.0340U ng/Kg
5L-023-SA85-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0306 ng/Kg 0.0306U ng/Kg
SL.-023-5A85-5B-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.0346 ng/Kg 0.0348U ng/Kg
§L-023-5A8S-5B-4.0-5,0(RES) 1,2,3,7,8,0-HXCDF 0.0357 ng/Kg 0.0357U ng/Kg
SL-023-SA85-58-4.0-5.0(RES) 1,2,3,7.8-PECDD 0.0222 ng/Kg 0.0222U ng/Kg
5L-023-5A85-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0333 ngiKg 0.0333U ngiKg
SL-023-3485-5B-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0396 ngiKyg 0.0396U ng/Kg
SL-023-SA85-SB—4.0-5.0(RES) 2,3.4,7,8-PECDF 0.0701 ng/Kg 0.0701U ng/Kg
SL-023-5A85-SB-4.0-5.0(RES) 2,3,7,8-TCOD 0.0118 ng/Kg 0.0118U ng/Kg
SL-023-SA8S-SB-4.0-5.0{RES) 2,3,7,8-TCDF 0.0156 ngiKg 0.0156U ng/Kg
SL-023-SA85-SB-4.0-5.0{RES) oCoD 1.37 ngiKg 1.37U ng/Kg
5L-023-5A85-5B-4.0-5.0{RES) OCDF 0.150 ng/Kg 0.150U ngiKg
5L-023-5A85-SB-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.277 ngiKg 0.277U ngiKg
SL-023-5A85-SB-9.0-10.0{RES) ,2,3,4,6,7,8-HPCDF 0.0898 ng/Kg 0.0998U ng/Kg
5L-023-5A85-5B-9.0-10.0{RES) 1,2,3,4,7,8,9-HPCDF 0.0371 ngiKg 0.0371U ng/Kg
5L.-023-5A85-5B-9.0-10.0{RES) 1,2,3,4,7,8-HxCDD 0.0140 ng/Kg 0.0140U ng/Kg
5L-023-5A85-5B-9.0-10.0{RES) 1,2,3,4,7,8-HXCDF 0.0386 ng/Kg 0.0385U ng/Kg
§L.-023-SA8S-SB-9.0-10.0{RES) 1,2,3,6,7,8-HXCDD 0.0308 ngiKg 0.0308U ng/Kg
SL-023-5A85-5B-9.0-10.0{RES) 1,2,3,8,7,8-HXCDF 0.0327 ng/Kg 0.0327U ng/Kg
SL-023-5A85-5B-8.0-10.0(RES) 1,2,3,7,8,9-HXCDD 0.0336 ng/Kg 0.0336U ng/Kg
SL-023-5A85-SB-9,0-10.0(RES) 1,2,3,7,8,9-HXCOF 0.0419 ng/Kg 0.0419U ng/Kg
5L-023-5A85-58-9.0-10.0(RES) 1,2,3,7,8-PECDD 0.0272 ngiKy 0.0272U ng/Kg
8L-023-5A85-SB-9.0-10.0(RES) 1,2,3,7,8-PECDF 0.0271 ngiKg 0.0271U ng/Kg
SL-023-5A85-SB-8.0-10.0(RES) 2,3,4,6,7,8-HXCDF 0.0394 ngiKg 0.0394U ng/Kg
SL-023-SA8S-SB-9.0-10.0(RES) 2,3,4,7,8-PECDF 0.0637 ngiKg 0.0637U ng/Kg
SL-023-SABS-SB-9.0-10.0(RES) 2,3,7,8-TCDD 0.0266 ng/Kg 0.0266U ng/Kg
SL-023-3A88-8B-9.0-10.0(RES) 2,3,78-TCDF 0.0227 ngiKg 0.0227U ng/Kg
5L-023-5A85-5B-9.0-10.0(RES) 0CbDh 0.509 ng/Kg 0.609U ng/Kg
SL-023-SA8S-5B-9.0-10.0(RES) OCDF 0,118 nglKg 0.118U ng/Kg
SL-282-SA8-SB-2.5-3.5(RES) 1,2,3,4,6,7,8-HPCDD 0.588 ngiKg 0.588U ng/Kg
SL-282-SA6-§B-2.5-3.5(RES) 1,2,3,4,6,7,8-HPCDF 0.134 ng/Kg 0.134U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: DX156 Laboratory: LL
DD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Method Blank Associated
Sample ID Analysis Date __|Analyte Result Samples
The following samples and their listed target analytes were gqualified due to contamination reported in this blank
Reported Modified
Sample iD Analyte Result } Final Result
_—_ISC'L-EQE.MSHAG:SE-{ T R e Ty T 63&0_}1.5&;,. —
SL-282-5A6-SB-2.5.3.5(RES) 1,2,3,4,7,8-HxCDD 0.032% ng/Kg 0.0320U ng/Kg
SL-282-SA6-SB-2.5-3.5(RES) 1,2,3,4,7,8-HXCDF 0.102 ngiKg 0.102U ngiKg
81-282-5A6-5B-2.5-3.5(RES}) 1,2,3,6,7,8-HXCDD 0.0472 ng/Kg 0.0472U ng/Kg
SL-282-5A6-5B-2.5-3.5(RES) 1,2,3,6,7,8-HXCDF £.0499 ng/Kg 0.0499U ng/Kg
5L-262-SA6-SB-2.5-3.5(RES) 1,2,3,7,8,9-HXCDD 0.0486 ng/Kg 0.0486U ng/Kg
SL-282-5A5-5B-2.5-3.5(RES) 1,2,3,7,8,9-HXCDF 0.0830 ng/Kg 0.0830U ng/Kg
SL-282-5A6-5B-2.5-3.5(RES) 1,2,3,7,8-PECDD 0.0501 ng/Kg 0.0501U ng/Kg
SL-282-SA6-SB-2.5-3.5(RES) 1,2,3,7,8-PECDF 0.0926 ng/Kg 0.0926U ng/Kg
SL-282-5A6-5B-2.5-3.5(RES) 2,3.4,6,7,8-HXCDF 0.0500 ng/Kg 0.0500U ng/Kg
8L-282-SA6-58-2.5-3.5(RES) 2,3,4,7,8-PECDF 0.0682 ng/Kg 0.0682U ng/kg
SL-282-5A6-5B-2.5-3.5(RES) 2,3,7,8-TCDD 0.0160 ng/Kg 0.0160U ng/Kg
SL-282-5A6-SB-2,5-3.5(RES) 2,3,7,8-TCOF 0.0125 ng/Kg 0.0125U ngiKg
§L-282-5A6-SB-2.5-3.5(RES) OCOF 0.237 ng/Kg 0.237U ngfKg
§L-282-5A6-58-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.312 ng/Kg 0.312U ngiKg
§L-282-5A6-55-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.158 ng/Kg 0.158U ng/Kg
§1-282-5A6-§5-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.170 ng/Kg 0.170U ng/Kg
§L-282-5A6-55-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.193 ng/Kg 0.193U ng/Kg
8L-282-5A6-55-0.0-0.5(RES) 2,3,7,8-TCDD 0.0763 ng/Kg 0.0763U ng/Kg
5L-283-5A6-5B-14.0-15.0(RES) 1,2,3,4,6,7,8-HPCDD 0.256 ng/Kg 0.256U ng/Kg
SL-283-SA6-SB-14.0-15,0(RES) 1,2,3,4,6,7,8-HPCDF 0.0998 ng/Kg 0.08988U ng/Kg
5L-283-5A6-SB-14.0-15.0(RES) 1,23,4,7,8,9-HPCDF 0.0408 ng/Kg 0.0408U ng/Kg
$L-283-SA6-5B-14.0-15.0(RES) 1,2,3,4,7,8-HxCDD 0.0202 ng/Kg 0.0202U ng/Kg
SL-283-SA6-SB-14.0-15.0(RES) 1,2,3,4,7,8-HXCDF 0.0551 ng/Kg 0.0551U ng/Kg
5L-283-5A6-SB-14.0-15.0(RES) 1,2,3,6,7,8-HXCDD 0.0415 ng/Kg 0.0415U ng/Kg
5L-283-5A6-5B-14.0-15.0(RES) 1,2,3,6,7,8-HXCDF 0.0429 ng/Kg 0.0423U ng/Kg
SL-283-5A6-5B-14.0-15.0(RES) 1,2,3,7,8,9-HXCDD 0.0404 ng/Kg 0.0404U ng/Kg
SL-283-SAB-SB-14.0-15.0{RES) 1,2,3,7,8,9-HXCDF 0.0611 ng/Kg 0.0611U ng/Kg
SL-283-SA6-58-14.0-15.0(RES) 1,2,3,7,8-PECDD 0.0359 ng/Kg 0.0358U ng/Kg
5L..283-5A6-SB-14.0-15.0(RES) 1,2,3,7,8-PECDF 0.0367 ng/Kg 0.0367U ng/Kg
SL-283-5A6-5B-14.0-15.0(RES) 2,3,4,6,7,8-HXCDF 0.0499 ng/Kg 0.0499U ng/Kg
SL-283-SA6-SB-14.0-15.0(RES) 2,3,4,7,8-PECDF 00687 ng/Kg 0.0687U ng/Kg
$L-283-SA6-SB-14.0-15.0(RES) 2,3,7,8-TCDD 0.0322 ng/Kg 0.0322U ng/Kg
§L-283-8A6-38-14.0-15.0(RES) 2,37,8-TCDF 0.0184 ng/Kg 0.0184U ng/Kg
5L-283-5A6-SB-14.0-15.0(RES) 0cDD 0.540 ng/Kg 0.540U ng/Kg
SL-283-SA6-SB-14.0-15,0(RES) OCDF 0.160 ng/Kg 0.160U ng/Kg
5L-283-5A6-5B-18.0-19.0(RES) 1,2,3,4,6,7,8-HPCDD 0.274 ngiKg 0.274U ngiKg
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Method Blank Outlier Report

Lab Reporting Batch ID: DX 156

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Matrix: 0]
Method Blank Associated
Sample ID Analysis Date Analyte - L Result |  Samples
The following samples and their listed target analytes were gualified due to contamination reported in this biank
Reported Modified
Sample ID _ Analyte _ Result Final Result
SL-263-5A6-5B-18.0-19.0(RES) 1234678HPCDF T0105ngKg | 0105UngKg
SL-283-SA6-SB-18.0-19.0(RES) 1.2,3,4,7,8.9-HPCDF 0.0433 ng/Kg 0.0433U ng/Kg
§L-283-5A6-SB-18.0-19.0(RES) 1,2,3,4,7,8-HxCDD 0.0221 ng/Kg 0.0221U) ng/Kg
SL-283-5A8-SB-18.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0551 ng/Kg 0.0551U ng/Kg
SL-283-SA6-SB-18,0-19.0(RES) 1,2,3,6,7,8-HXCDD 0.0417 ng/Kg 0.0417U ng/Kg
$L-283-5A6-SB-18.0-19.0(RES) 1,2,3,6,7,8-HXCDF £.0422 ng/Kg 0.0422U ng/Kg
5L-283-SAB-SB-18.0-19.0(RES) 1,2,3,7,8,9-HXCDD 0.0368 ng/Kg 0.0368U ng/Kg
SL-283-SAB-SB-18.0-19.0(RES) 1,2,3,7,8,9-HXCDF 0.0554 ng/Kg 0.0554U ng/Kg
S1.-283-5A6-5B-18.0-19.0(RES) 1,2,3,7,8-PECDD 0.0362 ng/Kg 0.0362U ngiKg
SL-283-SA6-SB-18.0-19.0{RES) 1,2,3,7 8-PECDF 0.0347 ng/Kg 0.0347U ngrKg
SL-283-5A6-5B-18.0-19.0(RES) 2,3,4,8,7,8-HXCDF 0.0488 ng/Kg 0.0488U ngiKg
SL-283-SA6-SB-18,0-19.0(RES) 2,3.4,7.8-PECDF 0.0728 ng/Kg 0.0728U ng/Kg
$L-283-5A6-5B-18.0-19.0(RES) 2,3,7,8-TCDD 0.0186 ng/Kg 0.0188U ngiKg
5L-283-5A6.5B-18.0-19.0(RES) 2,3,7,8-TCDF 0.0216 ng/Kg 0.0218U ng/Kg
5L-283-5A8-5B-18.0-19.0(RES) ocDD 0.675 ng/kg 0.675U ng/Kg
SL-283-SA6-SB-18,0-19.0(RES) QCDF 0.139 ng/Kg ©.139U ng/Kg
5L-283-5A6-SB-4.0-5.0{RES) 1,2,3,4,6,7,8-HPCDD 0.463 ng/Ky 0.463U ng/kg
5L-283-5A6-5B-4.0-5.0{RES) 1,2,3,4,6,7,8-HPCDF 0.239 ng/Kg 0.239U ng/Kg
5L-283-5A6-5B-4.0-5.0(RES) 1,2,3,4,7,8,3-HPCDF 0.111 ng/kg 0.111U ng/Kg
SL-283-5A6-SB-4,0-5,0(RES) 1,2,3,4,7,8-HxCDD 0.219 ngiKg 0.218U ng/Kg
SL-283-5A6-5B-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.318 ng/Kg 0.318U ng/Kg
SL-283-SAB-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.253 ngig 0.253U ngiKg
5L-283-SAB-5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0,302 ng/Kg 0.302U ng/Kg
SL-283-SAG-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.325 ng/Kg 0.325U ng/Kg
5L-283-5A6-83B-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.330 ng/Kg 0.330U ng/Kg
5L-283-SAB-5B-4.0-5.0(RES) 1,2,3,7,8-PECDD 0,386 ng/Kg 0.386U ng/Kg
5L-283-5A6-SB-4.0-5.0(RES) 2,3,4,8,7,8-HXCDF 0.222 ng/Kg 0.222U ng/Kg
SL-283-SAG-5B-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.401 ng/Kg 0.401U ng/Kg
5L-283-SA6-$B-4.0-5.0(RES) 2,3,7,8-TCDD 0.108 ng/iKg 0.106U ng/Kg
5L-283-5A6-SB-4.0-5.0(RES) 2,3,7,8-TCDF 0.114 ng/ig 0.114U ngikg
S5L-283-5A6-SB-4.0-5.0(RES) OCDD 0.690 ng/Kg 0.690U ng/Kg
SL-263-SAG6-SB-4.0-5.0(RES) QCDF 0.213 ng/Kg 0.213U ng/Kg
8L-283-5A6-5B-9.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.321 ng/Kg 0.321U ng/Kg
5L-283-5A6-5B-9.0-10.0(RES) 1,2,3,4,8,7.8-HPCDF 0.156 ng/Kg 0.156U ng/Kg
SL-283-5A6-5B-9.0-10.0(RES) 1,2,3.4.7,89-HPCDF 0.0508 ng/Kg 0.0509U ng/Kg
SL-283-SA6-SB-9.0-10.0(RES) 1,2,3,4,7,8-HxCDD 0.0498 ng/Kg 0.0499U ng/Kg
§L-283-SA6-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0678 ng/Kg 0.0578U ng/Kg
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Lab Reporting Batch ID: DX156
EDD Filename: DX156_v1

Method:" 1613B
Method Blank
§_ample 1D

Analysis Date

Method Blank Outlier Report

Analyte

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Result

Associated
Samples

T T

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sample ID

Analyte

Reported Modified
Result Final Result

.SL-283-SA6-SB-9.D-1 0.{RES}

1,2,3,6,7.8-HXCDD

s |

70.0542 ng/Kg

0.0542U ng/Kg

SL-283-5A6-5B-9.0-10.0{RES) 1,2,3,6,7,8-HXCDF 0.0659 ngfKg 0.0655U ng/Kg
SL-283-SAG-SB-9.0-10.0{RES) 1,2,3,7.8,9-HXCDD 0.0654 ng/Kg 0.0654U ngiKg
SL-283-SA6-5B-9.0-10.0{RES) 1,2,3,7,8,9-HXCDF 0.0800 ng/Kg 0.0800U ng#Kg
SL-283-SA6-5B-9.0-10.0(RES) 1,2,3,7.8-PECDD 0.0944 ng/Kg 0.0944U ng/Kg
SL-283-SAB-5B-9.0-10.0(RES) 1,2,3,7.8-PECDF 0.0747 ng/Kg 0.0747U ngiKg
$1-283-SA6-5B-9.0-10.0(RES) 2,3,4,6,7 8-HXCDF 0.0745 ng/Kg 0.0745U ngiKg
51.-283-5A6-5B-9.0-10.0{RES) 2,34.7,8-PECDF 0.103 ng/Kg 0.103U ng/Kg
SL-283-SA6-SB-8,0-10,0(RES) 2,3,7.8-TCDF 0.0345 ng/Kg 0.0345U ngiKg
5L-283-5A6-5B-9.0-10.0(RES) 0CDD " 0.837 ng/Kg 0.837U ng/Kg
SL-263-SA6-SB-9.0-10.0(RES) OCDF 0.178 ng/Kg 0.178U ng/Kg
SL-283-5A6-55-0.0-0.5(RES) 1,2,3.7,8,9-HXCDF 0.299 ng/Kg 0.298U ng/Kg
SL-283-5A6-55-0.0-0.5(RES) 2,3.4,7,8-PECDF 0.462 ng/Kg 0.462U ng/Kg
5L-283-5A6-S8-0.0-0.5(RES) 2,3,7,8-TCOD 0.100 ng/Kg 0.100U ng/Kg
SL-284-5A6-5B-14.0-15.0(RES) 1,2,3,4,6,7,8-HPGDD 0.391 ngiKg 0.3291U ngiKg
SL-264-5AB-SB-14.0-15.0(RES) 1,2,3,4,6,7,.8-HPCDF 0.157 ng/Kg 0.157U ng/kg
SL-284-SAB-SB-14.0-15.0(RES) 1,2,3,4,7,8,9-HPCDF 006807 ng/Kg " 0.0607U ng/Kg
SL-284-SAG-SB-14.0-15.0{RES) 1,2,3,4,7,8-HxCDD 0.0423 ngKg '0,0423U ng/Kg
SL-284-SAB-5B-14.0-15.0{RES) 1,2,3,4,7 8-HXCDF 0.0922 ng/Kg 0.0922U ng/Kg
5L-284.5A6-5B-14.0-15.0(RES) 1,2,3,6,7.8-HXCDD 0.0759 nafKg 0.0755U ng/Kg
SL-284-SA6-SB-14.0-15.0{RES) 1,2,3,6,7.8-HXCOF 0.0859 ng/Kg 0.0855U ng/Kg
5L-284-5A6-5B-14.0-15.0(RES) 1,2,3,7,8,9-HXCDD 0.0633 ng/Kg 0.0633U ng/Kg
5L.-284-5A6-5B-14.0-15.0(RES) 1,2,3.7,8,8-HXCDF 0.0919 ng/Kg 0.0019U ngiKg
SL-284-5A6-5B-14.0-15.0(RES) 1,2,3.7,8-PECDD 0.0904 ng/Kg 0.0904U ngiKg
S5L-284-SA6-SB-14.0-15.0(RES) 1,2,3,7,8-PECDF 0.108 ng/Kg 0.108U ng/Kg
5L-284-5A6-5B-14.0-15.0(RES) 2,3.4,6.7,8-HXCDF 0.0756 ngfKg 0.0756U ng/Kg
SL-264-5A6-5B-14.0-15.0(RES) 2,3,4,7,8-PECDF 0.117 ngiKg 0.117U ngiKg
SL-284-5A6-SB-14.0-15.0(RES) 2,3.7.6-TCDD 0.0376 ng/Kg 0.0376U ngiKg
$L-284-5A6-58-14.0-15.0(RES) 2,3,7,8-TGDF 0.0155 ngiKg 0.01551) ngfKg
5L-284-5A6-5B-14.0-15.0(RES) OCDD 1.12 ng/Kg 1.12U na/Kg
5L-284-5A6-58-14.0-15.0(RES) OCDF 0.189 ngfKg 0.189U ng/Kg
SL-284-5A6-SB-15.5-16 5(RES) 1,2,3,4,6,7,8-HPCDD 0.418 ng/Kg 0.418U ng/Kg
SL-284-SA6-SB-15.5-18.5(RES) 1,2,3,4,6,7,8-HPCDF 0.202 ng/Kg 0.202U nafKg
SL-284-GAB-SB-15.5-16.5(RES) 1,2,3.4.7,8,8-HPCDF 0.0668 ng/Kg 0.0668U ng/Kg
SL-284-5A6-SB-15.5-16.5(RES) 1,2,3.4.7,8-HxCDD 0.115 ngiKg 0.115U ng/Kg
SL-284-SAG-SB-15.5-16 5(RES) 1,2,3.4,7,8-HXCDF 0.176 ng/Kg 0.176U ng/Kg
$L-284-SA6-SB-15.5-16.5(RES) 1,2,3,6.7,8-HXCDD 0.132 ng/Kg 0.132U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: DX156
EDD Filename: DX156_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Method: 16138

Matrix: SO
Method Blank Associated
Sample 1D Analysis Date Analyte Result Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID _ Anal_yte _ _R‘_esu]t ‘Final Result
SL-284-5A6-SB-15.5-16.5(RES) 12267 8RXCOF T019TngKg | 0.491UngiKg
SL-284-5A6-5B-15.5-16.5(RES) 1,2,3,7,8,9-HXCDD ©.121 ng/Kg 0.121U ng/Kg
SL-284-SA6-5B-15.5-16.5(RES) 1,2,3,7,8,9-HXCDF 0.138 ng/Kg 0.139U ng/Kg
S1-284-5A6-5B-15.5-16.5(RES) 1,2,3,7,8-PECOD 0.222 ng/kg 0.222U ng/Kg
5L-284-5A6-5B-15,5-16.5(RES) 1,2,3,7,8-PECDF 0.247 ng/Kg 0.247U ng/Kg
SL-284-SA6-5B-15,5-16,5(RES) 2,3,4,6,7,8-HXCDF 0.123 ng/Kg ©.123U ng/Kg
5L-284-SA6-SB-15.5-16.5(RES) 2,3,4,7,8-PECDF 0.239 ng/Kg 0.239U ng/Kg
SL-284-SAB-5B-15.5-16.5(RES) 2,3,7,8-TCDF 0.0458 ng/Kg 0.0458U ng/Kg
SL-284-SA8-SB-15.5-16.5(RES) oCcDhD 1.99 ng/Kg 1.99U ngiKg
5L-284-SA6-5B-15.5-16.5(RES) QCDF 0.183 ng/Kg 0.183U ng/Kg
5L-284-SA6-5B-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.408 ng/Kg 0.408U ng/Kg
5L.-284-SA6-5B-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.114 ng/Kg 0.114U ngikg
SL-284-SA6-SB-4.0-5,0(RES) 1,2,3,4,7,8,9-HPCDF 0.0430 ng/Kg 0.0430L) ng/Kg
51-284-8A6-5B-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0227 ng/Kg 0.0227U ng/Kg
5L-284-8A6-5B-4.0-5.0{RES) 1,23,4,7,8-HXCDF 0.0456 ng/Kg 0.0456U ng/Kg
SL-284-5A6-5B-4.0-5.0{RES) 1,2,3,6,7,8-HXCDD 0.0955 ng/Kg 0.09550) ng/Kg
SL-284-SA6-5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0644 ng/Kg 0.0644U ng/Kg
5L-284-5A8-5SB-4.0-5.0(RES) 1,23,7,8,9-HXCOD 0.0922 ng/Kg 0.0922U ng/Kg
$L-284-5A6-5B-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0628 ng/Kg 0.0628U ng/Kg
5L-284-SA6-5B-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.0300 ng/Kg 0.0300U) ng/Kg
SL-284-SA6-SB-4,0-5,0(RES) 1,2,3,7,8-PECDF 0.0477 ng/Kg 0.0477U ng/Kg
5L-284-SAB-58-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0555 ng/Kg 0.0555U ng/Kg

SL-284-5A6-SB-4.0-5.0(RES)

2,3,4,7.8-PECDF

0.0811 ng/Kg

0.0811U ng/Kg

SL-284-SA6-5B-4.0-5.0(RES) 2,3,7,8-TCDF 0.0251 ng/Kg 0.0251U ng/Kg
SL-284-5A6-5B-4.0-5.0(RES) OCDD 1.06 ng/kg 1.06U ng/Kg

SL-284-SA6-SB-4.0-5.0(RES) OCDF 0.181 ng/Kg 0.181U ng/Kg
SL-284-SA6-5B-0.0-10.0(RES) 1,2,3,4,6,7,8-HPCDD 0.364 ng/Ka 0.384U ng/Kg
SL-284-SA6-SB-9,0-10,0(RES) 1,2,3,4,6,7 8-HPCDF 0.116 ng/Kg 0.116U ng/Ka
5L-284-5A6-5B-9.0-10.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0423 ngiKg 0.0423U ngiKg
SL-284-SAB-SB-9,0-10.0(RES) 1,2,3,4,7,8-HxCDD 0.0267 ng/Kg 0.0267U ngiKg
SL-284-5A6-SB-9.0-10.0(RES) 1,2,3,4,7,8-HXCDF 0.0449 ng/Kg 0.0449U ngiKg
$L-284-SAB-SB-9.0-10.0(RES) 1,2,3,6,7,8-HXCDD 0.0562 ng/Kg 0.0582U ng/Kg
SL-284-SA6-5B-9.0-10.0(RES) 1,2,3,6,7.8-HXCDF 00374 ngiKg 0.0374U ng/Kg
$1-284-SA6-5B-9.0-10.0(RES) 1,2,3,7,8,9-HXCDD 0.0434 ng/Kg 0.0434U ng/Kg
$1.-284-SA6-SB-9.0-10.0(RES) 1,2,3,7,8,9-HXCDF 0.0370 ngiKg 0.0370U ng/Kg
SL-284-SA6-5B-9.0-10,0(RES) 1,2,3,7,8-PECDD 0.0448 ng/Kg 0.0448U ng/Kg

8L-284-5A8-5B-9.0-10.0{RES)

1,2,3,7,8-PECDF

.0359 ng/Kg

0.0359U ngiKg
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Method Blank Outlier Report

Lab Reporting Batch iD: DX156
EDD Filename: DX156_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_110509

Method: 1613B

Method Blank Associated
Sample ID Analysis Date Analyte . Resuit Samples
- The following samples and their listed target analytes were qualified due to contamination reported in this biank
Reported Modified

Sample ID Analyte Resuit Final Resuit
——————— ffd.ﬁ( = T e S, ——— mud.désléu'ng}‘kg””"m
SL-284-8A6-SB-9.0-10,0{RES) 2,3,4,7,8-PECDF 0.0716 ngiKg 0.0716U ng/Kg
5L-284-SA6-SB-9.0-10.0(RES) 2,3,7,6-TCDD 0.0160 ng/Kg 0.0160U ng/Kg
§L.-284-5A6-SB-9.0-10.0(RES) 2,37,8-TCDF 0.0150 ng/Kg 0.0150U ngiKg
SL-284-SA6-SB-9.0-10.0(RES) ocDD 1.21 ngiKg 1.21U ngikg
SL-284-5A6-5B-9.0-10.0(RES) OCDF 0.217 ng/Kg 0.217U ng/Kg
SL-284-5A6-85-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.354 ag/Kg 0.354U ng/Kg
SL-284-5A6-35-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.275 nglKg 0.275U ng/Kg
S5L-284-5AB-§5-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.268 ngiKg 0.268U ng/Kg
5L-284-3A6-8S-0.0-0.5(RES) 2,3,7,8-TCDD £.0985 ng/Kg 0.0985U ng/Kg
5L-284-5A8-55-0.0-0.5(RES) 2,3,7,8-TCDF 0.117 ngikg 0.117U ng/Kg
SL-285-SA8-5B-4.0-5.0(RES) 12,34,6,7.8-HPCOD 0.296 ng/Kg 0.286U ng/Kg
SL-285-5A6-5B-4.0-5.0(RES) 1,2,3,4,6,7.8-HPCDF 0.118 ng/Kg 0.118U ng/Kg
5L.-285.5A6-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0499 ng/Kg 0.0499U ng/Kg
SL-285-5A6-5B-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0254 ng/Kg 0.0254U ng/Kg
S1-285-SA6-SB-4.0-5.0{RES) 1,2,3,4,7,8.HXCDF 0.0563 ng/Kg 0.0563U ng/Kg
S5L-285-5A6-SB-4.0-5.0{RES) 1,2,3,6,7,8-HXCDD 0.0392 ng/Kg 0.0392U ng/Kg
SL-285-SA6-SB-4.0-5.0{RES) 1,2,3,6,7,8-HXCDF 0.0314 ng/Kg 0.0314U ng/Kg
5L-285-5A6-5B-4.0-5.0(RES) 1,2,3,7,8,8-HXCOD 0.0511 ng/Kg 0.0511U ng/Kg
SL-285-5A6-3B-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 00496 ngiKg 0.0496U ng/Kg
SL-285-5A6-5B-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.0503 ng/Kg 0.0503U ng/Kg
SL-285-5A6-5B-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0599 ngfKg 0.0599U ng/Kg
5L-285-5A8-5B-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF .0521 ng/Kg 0.0521U ng/Kg
SL-285-3A6-SB-4.0-5.0(RES) 2,3,4,7 8-PECDF 0.0700 ng/Kg 0.0700U ng/Kg
SL-285-5A6-5B-4.0-5.0(RES) 2,3,7,8-TCDD 0.0272 ng/Kg 0.0272U ng/Kg
S5L.-285-5A6-5B-4.0-5.0(RES) 23,7,8-TCDF 0.,0209 ng/Kg 0.0209U ng/Kg
SL-285-5A6-5B-4.0-5.0(RES) ocDD 0,860 ng/Kg 0.860U ngikg
SL-285-5A6-SB-4.0-5.0(RES) OCDF 0.171 ng/Kg 0.171U ng/Kg
SL-285-SA6-SB-6.0-7.0(RES) 1,2,3,4,6,7,8-HPCDD 0.553 ng/Kg 0.553U ng/Kg
51-285-5A6-5B-6.0-7.0(RES) 1,2,3,4,6,7.8-HPCDF 0.160 ng/Kg 0.160U ngiKg
SL-285-SA6-SB-6.0-7.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0413 ng/Kg 0.0413U ng/Kg
SL-285-5A6-SB-6.0-7.0(RES) 1,2,3,4,7,8-HxCDD 0.0295 ngiKg 0.0295U ng/Kg
8L-285-SA6-5B-6.0-7.0(RES) 1,2,3,4,7,8-HXCDF 0.123 ng/Kg 0.123U ngiKg
5L-285-SA6-SB-6.0-7.0(RES) 1,2,3,6,7.8-HXCDD 0.159 ng/Kg 0.159U ngiKg
SL-285-5A6-5B-6.0-7.0{RES) 1,2,3,6,7,8-HXCDF 0.0582 ngikg £.0582U ng/Kg
S5L-285-5A6-5B-6.0-7.0(RES) 1,2,3,7,8,9-HXCDD 0.227 ng/Kg 0.227U ngiKg
SL-285-SA6-$B-6.0-7.0(RES) 1,2,3,7,8,9-HXCDF 0.0674 ngiKg 0.0674U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Method: 1 =

SO
Method Blank Associated
Sample ID Analysis Date Analyte Resul Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sample ID

SL-285-SA6-5B-6.0-7.0(RES)

Analyte

Reported
Result

1,2,3,7,8-PECDD

0.0425 ng/Kg

Modified
Final Result

0.0425U ng;fkg o

SL-285-5A6-5B-6.0-7.0{RES)

1.2,3,7,8-PECDF

0.110 ng/Kg

0.110U ng/Kg

81-285-SAB6-5B-6.0-7.0{RES)

2,3,4,6,7,8-HXCDF

0.0436 ngiKg

0.0438U ng/Kg

S5L-285-5A6-SB-6.0-7.0{RES)

2,3,.4,7,8-PECDF

0.0631 ng/Kg

0.0831U ng/Kg

SL-285-SA6-5B-6.0-7.0(RES) 2,3,7,8-TCDF 0.0147 na/Kg 0.0147U ngiKg
SL-285-SA6-5B-6.0-7.0(RES) OCDF 0.278 ng/Kg 0.276U ngiKg
51.-285-SA6-55-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.202 ng/Kg 0.292U ng/Kg
SL-285-8A6-55-0.0-0,5(RES) 1,2,3,7.8-PECDD 0.217 ng/Kg 0.217U nalKg
SL-285-SA6-55-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.398 ng/Kg 0.398U ng/Kg
SL-285-SA6-55-0.0-0.5(RES) 2,3.7,8-TCDD 0,0387 ng/Kg 0.0337U ng/Kg

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch |D: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

: 80

QC Sample ID
(Associated MsS | MSD %R RPD Affected
. Samples) | __ Compound | %R | %R | Limits | (Limits) Compounds | _ Flag
5L-283-5A6-55.0.0-0.5MS OCDD -135 33 | 40.00-135.00 - oCcDD No Qual, >4
SL-283-SA6.55-0.0-0.6MSD 0 Lual, >4x
{SL-283-5A6-58-0.0-0.5)

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
2/9/2012 3:02:07 PM _ ADR version 1.4.0.111 Page 1 of 1



Field Duplicate RPD Report

Lab Reporting Batch ID: DX156 Laboratory: LL
eQAPP Name: CDM_SSFL._110509

Concentration (%)

Analyte 5L-284-5A6-55-0.0-0.5 DUP17-SA6-QC-120111 RPD RPD Flag
MOISTURE 8.7 { 75 15 No Qualifiers Applied
Wethod- 16138 . T
Matrix: SO
Concentration (ng/Kg)
Sample | eQAPP
Analyte SL-284-SA6-88-0.0-0.5 |DUP17-SA6-QC-120111 RFPD RPD Flag
1,2,3,4,6,7,8-HPCDD 145 125 15 50.00
1,2,3,4,6,7,8-HPCDF 15.0 12.5 18 50.00
1,2,3,4,7,8,9-HPCDF 1.52 1.24 20 50.00
1,2,3,4,7,8-HxCDD 0.930 0.857 8 50.00
1,2,3,4,7,8-HXCDF 0.900 0.783 14 50.00
1,2,3,6,7,8-HXCDD 3.38 2.87 16 50.00
1,2,3,6,7,8-HXCDF 0.583 0.551 6 50.00
1.2,3,7,8,9-HXCDD 1.28 1.06 19 50.00
1,2,3,7,8,9-HXCDF 0.354 0.249 35 50.00 No Qualifiers Applied
1,2,3,7,8-PECDD 0.275 0.299 8 50.00
1,2,3,7,8-PECDF 1.01 1.44 35 50.00
2,3,46,7,8-HXCDF 0.772 0.684 12 50.00
2,3,4,7, 8-PECDF 0.268 0.313 15 50.00
2,3,7,8-TCDD 0.0985 0.124 23 50.00
2,3,7,8-TCDF 0.117 0.159 30 50.00
OCDD 1820 1990 9 50.00
OCDF 44.0 372 17 50.00

Project Name and Number: 1203-004-009-AL - SSFL Area IV Collocated Soil Sampling
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Reporting Limit Outliers

Lab Reporting Batch ID: DX156 Laboratory; LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Lab Reporting| RL
SamplelD Analyte Qual| Result Limit Type | Units | Flag
EB-SA6-5B-120111 1,2,3,4,6,7,8-HPCDD JB 4.07 11.3 PQL pg/L
1,2,3,4,6,7,8-HPCDF JB 2.74 11.3 PQL po/L
1,2,3,4,7,8,9-HPCDF ‘ JBa | 0.318 11.3 PQL | palL
1,2,3,4,7,8-HXCDF JBQ 1.01 11.3 PQL pa/L
1,2,3,6,7,8-HXCDD JBQ 0.534 11.3 PQL /L
1.2.3.6,7.8-HXCDF B | 0475 113 PQL SS;L J (all detects)
2,3,4,6,7,8-HXCDF JBQ | 0834 11.3 PaL | pail
2,3,4,7,8-PECDF JBQ 0.883 1.3 PaL pa/L
OCDD JB 5.86 225 PQL pg/L
OCDF JB 2,46 225 PQL pa/L

Lab Reporting)] RL
SamplelD Analyte ‘ Qual | Result Limif Type | Units Flag
DUP17-SA6-QC-120111  [1,2,3,4,7,8,9-HPCDF JB 1.24 5.25 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.857 5.25 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.783 5.25 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 2.87 525 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.551 525 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.06 525 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB 0.249 5.25 PQL ng/Kg J {all detects)
1,2,3,7,8-PECDD JB 0.299 5.25 PQL | ng/Kg
1,2,3,7,8-PECDF JB 1.44 525 PQL ng/Kg
2,3,4,6,7,8-HXCDF - JB 0.684 5.25 PQL ng/Kg
2,3,4,7, 8-PECDF JBQ 0.313 5.25 PaL ng/Kg
2,3,7,8-TCDD JBQ 0.124 1.05 PQL ngfKg
2,3,7,8-TCDF JBGQ 0.159 1.05 PaL ngfkg
SL-022-SA85-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.276 5.51 PaL ng/Kg
1,2,3,4.6,7,8-HPCDF JBQ 0.0888 5.51 PaL ng/Kg
1.2,3,4,7,8,9-HPCDF JBQ 0.0318 551 PQL ng/Ka
1,2,3,4,7,8-HxCDD JB 0.0181 551 PQL ng/Kg
1,2,34,7,8-HXCDF JB 0.0318 5.51 POL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0272 5.51 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0284 5.51 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0329 5.51 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0344 5.51 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.0331 5.51 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0343 5.51 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0370 5.51 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0748 5.51 PQL | ng/Kg
2,3,7,8-TCDD JBQ 0.0172 1.10 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0185 1.10 PQL ng/Kg
OCDD JB 0.745 11.0 PQL ng/Kg
OCDF JB 0.133 11.0 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name; CDM_SSFL_110509
Kieth
Matrix: SO
Lab Reportingi RL
SamplelD Analyte Qual | Result Limit Type |Units Flag
8§L-022-SA85-5B-8.0-9.0 1,2,3,4,6,7,8-HPCDD JB 0.242 5.41 PQL ng/Kg
1,2,3,4,6,7, 8-HPCDF JB 0.0857 541 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0319 541 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0147 5.41 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0391 541 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0316 541 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0263 541 PQL ng/Kg
1,2,3,7,8,8-HXCDD JBQ 0.0302 5.41 PQL ng/Kg
1.2,3,7,8,9-HXCDF JBQ 0.0255 5.41 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.0244 5.41 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0201 541 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0367 5.41 PQL ng/Kg
234,7,8-PECDF JB 0.0569 5.41 PQL ng/Kg
23,7,8-TCDD JB 0.0113 1.08 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0201 1.08 PQL ng/Kg
QCDD JB 0.519 10.8 PQL ng/kg
OCDF JB 0.125 10.8 PQL | ng/Kg
SL-023-SA85-3B-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.363 560 PQL ngfikg
1,2,3,4,6,7,8-HPCDF JBQ 0.0967 5,60 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0504 560 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0201 5.60 PQL ng/Kg
1,2,3,4,7 8-HXCDF JB 0.0444 5.60 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0349 560 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0306 560 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0346 560 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0357 560 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.0222 5.60 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0333 5.60 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0396 5.60 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0701 5.60 PQL ng/Kg
2,3,7,8-TCDD JB 0.0118 112 PQL ng/Kg
2,3,7.8-TCDF JBQ 0.0156 112 PQL ng/Kg
OCDbD JB 137 11.2 PQL ng/Kg
OCBF JB 0.150 11.2 PQL ng/Kg
SL-023-SA85-SB-3.0-10.0 [1,2,3,4,6,7,8-HPCDD JB 0.277 548 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0998 5.48 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0371 5.48 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0140 548 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0386 548 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0308 5.48 PQL ng/Kg
1,2,3,6,7 8-HXCDF JBQ 0.0327 5.48 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ | 0.0336 5.48 PQL | ng/Kg
1,2,3,7.8,9-HXCDF JB 0.0419 5.48 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ | 0.0272 5.48 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.0271 5.48 PQL ngiKg
2,3,4,6,7 8-HXCDF JB 0.0394 5.48 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0637 5.48 PQL ng/Kg
2,3,7,8-TCDD JBQ 0.0266 1.10 PQL ng/Kg
2,3,7,8-TCDF JB 0.0227 1.10 PQL ng/Kg
OCDD JB 0.609 1.0 PQL | ng/Kg
OCDF JBQ 0.118 11.0 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX156
EDD Filename: DX156_v1

Laboratory: LL

eQAPP Name: CDM_SSFL_110509

Lab Reportingt RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
5L-282-SA6-SB-2.5-3.5 1,2,3,4,6,7,8-HPCDD JB 0.588 5.42 PQL ng/Kg
1,2,3.4,6,7,8-HPCDF JB 0.134 5.42 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0942 542 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.0329 5.42 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.102 5.42 PQL ng/Kg
1,2,3,6,7,8-HXCDD JEQ 0.0472 5.42 PQL ng/Kg
1.2,3,6,7,8-HXCDF JB 0.0499 5.42 PQL ng/Kg
1,2,3,7.8,9-HXCDD JBQ | 0.0486 5.42 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0830 542 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.0501 5.42 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0926 5.42 PQL na/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0500 542 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0882 5.42 PQL ng/Kg
2,3,7,8-TCDD JBQ 0.0180 1.08 PQL ng/Kg
2,3,7,8-TCDF JB 0.0125 1.08 PQL ng/Kg
OCDD JB 3.43 10.8 PQL ngf/Kg
OCDF JBQ 0.237 10.8 PQL ng/Kg
SL-282-SA6-85-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 1.01 5.23 PQL na/Kg
1,2,3.4,7,8-HxCDD JB 0.419 5.23 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.949 523 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.45 5.23 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.312 5.23 PQL ng/Kg
1.2,3,7,8,9-HXCDD JB 0.594 523 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.158 523 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.170 523 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.579 5.23 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.425 523 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.193 5.23 PQL ng/Kg
2,3,7,8-TCDD JB 0.0763 1.05 PQL ng/Kg
2,3,7,8-TCDF JB 0.173 1.05 PQL ng/Kg
5L-283-5A8-5B-14.0-15.0 [1,2,3,4,6,7,8-HPCDD JB 0.256 5.42 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0998 5.42 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0408 5.42 PQL ng/Kg
1.2,3,4,7,8-HxCDD JB 0.0202 5.42 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0551 5.42 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0415 5.42 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0429 5.42 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0404 5.42 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.0811 5.42 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.0359 5.42 PQL ng/Kg
1,2,3,7.8-PECDF JB 0.0367 5.42 POL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0499 542 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0887 5.42 PQL na/Kg
2,3,7,8-TCDD JBQ 0.0322 1.08 PQL ng/Kg
2,3,7,8-TCDF JBQ | 0.0184 1.08 PQL | ng/Kg
OCDD JB 0.540 10.8 PQL ng/Ka
OCDF JBQ 0.180 10.8 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 ¢QAPP Name: CDM_SSFL_110509

50
Lab Reporting| RL
SamplelD Analyte Qual | Resulit Limit Type | Units Flag
SL-283-5A6-5B-18.0-19.0  |1,2,3,4,6,7,8-HPCDD JBQ 0.274 5.51 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.105 5.51 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB | 0.0433 5.51 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.0221 5.51 PQL | na/Kg
1,2,3,4,7,8-HXCDF JBQ | 0.0551 5.51 PQL | ng/Kg
1,2,3,6,7,8-H%CDD JB 0.0417 5.51 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB | 00422 5.51 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0368 551 PQL | ngiKg
1,2,3,7,8,9-HXCDF JBQ | 0.0554 5.51 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.0362 5.51 PQL ngfiKg
1,2,3,7,8-PECDF JB | 0.0347 5.51 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0488 5.51 PaQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0728 5.51 PQL ngfkg
2,3,7,8-TCDD JBQ 0.0186 1.10 PQL ng/Kg
2,3,7,8-TCDF JB 0.0216 1.10 POL | ng/Kg
OCDD JB 0.675 11.0 POL | ng/Kg
OCDF JB 0.139 11.0 PQL ng/Kg
$L-283-SA6-5B-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.463 5.31 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.239 5.31 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.111 5.31 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.219 5.31 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.318 531 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB .253 5,31 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.302 5.31 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.325 5.31 PQL ng/Kg
1,2,3,7,8 8-HXCDF JB 0.330 5.3 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.386 5.31 PQL | ng/Kg
1.2,3,7,8-PECDF JB 0.461 5.31 PQL ng/Kg
2,3,4,8,7,8-HXCDF JB 0.222 5.31 PQL | ng/Kg
2,3,4,7,8-PECDF JB | 0.401 5.31 PQL ng/Kg
2,3,7,8-TCOD JB 0.106 1.06 POL | ng/Kg
2,3,7,8-TCDF JB 0.114 1.06 PQL | ng/Kg
OCDD JB 0.690 106 PGQL ng/Kg
QCDF JB 0.213 10.6 PQL ng/Kg
S1-283-SA6-SB-9.0-10.0 1,2,3,4,6,7,8-HPCDD JB 0.321 5.42 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.156 5.42 PQL | ng/iKg
1,2,34,7,8,9-HPCDF JB 0.0509 5.42 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.0499 5.42 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0678 5.42 PQL | ng/Kg
1,2,3,8,7,8-HXCDD JB 0.0542 5.42 PQL | ngiKg
1,2,3,6,7,8-HXCDF JBQ 0.0659 5.42 PGQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0654 542 PGQL ng/Kg
1,2,3.7.8,9-HXCDF JB | 0.0800 5.42 PQL |ngiKg | o (alldetects)
1,2,3,7,8-PECDD JBQ | 0.0944 5.42 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ | 0.0747 5.42 PQL | ng/iKg
2,3,4,6,7,8-HXCDF JB 0.0745 5.42 PQL | ng/Kg
2,3,4,7, 8-PECDF JB 0.103 542 PQL ng/Kg
2,3,7,8-TCOF JB 0.0345 1.08 PQL ng/Kg
OoCDD JB 0.837 10.8 PQL | ngiKg
OCDF JBQ 0.178 10.8 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

O PR R I = = oy

SO
Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-283-SA6-55-0.0-0.5 1,2,3,4,7,89-HPCDF JB 1.22 5.10 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.899 5.10 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 1,32 5.10 PQL ng/kg
1,2,3,6,7,8-HXCDD JB 3.33 5.10 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.816 5.10 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.63 5.10 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.299 510 PQL | ng/Kg J (all detects)
1.2,3,7,.8-PECDD JB 0.491 5.10 PQL ng/Kg
1,2,3,7 8-PECDF JB 1.24 5.10 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.913 5.10 PQL ng/Kg
2,3.4,7 8-PECDF JB 0.462 5.10 PQL | ngiKg
2,3,7,8-TCDD JB 0.100 1.02 PQL ng/Kg
2,3,7.8-TCDF JB 0.335 1.02 PQL ng/Kg
5L-284-SA6-SB-14.0-150 {1.2,3,4,6,7,8-HPCDD JB 0.391 5.42 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.157 5.42 PQL ng/Kg
1,2,3,4,7.8,9-HPCDF JB 0.0607 5.42 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0423 5.42 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0922 542 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0759 5.42 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0859 5.42 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0633 542 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0919 5.42 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.0904 542 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.108 5,42 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0756 542 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.117 5.42 PQL | ng/Kg
2,3,7.8-TCDD JBQ 0.0376 1.08 PAL ng/Kg
2,3,7,8-TCDF JBQ 0.0155 | % 1.08 PQL ng/Kg
OCDD JB 112 10.8 PQL ngKg
OCDF JBQ 0.189 10.8 PQL na/kKg
SL-284-5A6-5B-15.5-16.5 (1,2,3,4,6,7,8-HPCDD JB 0.418 554 PAL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.202 5.54 PAL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0668 554 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.115 5.54 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.176 5.54 PaL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.132 5.54 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.191 5.54 PQL ng/Ky
1,2,3,7,8,9-HXCDD JB 0121 5.54 PQL ng/Kg
1.2,3.7.8.9-HXCDF B | o013 5.54 POL |ngiKg | ! (alldetects)
1,2,3,7,8-PECDD JB 0.222 5.54 POL ng/Kg
1,2,3,7,8-PECDF JB 0.247 5.54 PQL ng/Kg
2,3,4,6,7 8-HXCDF JBQ 0.123 5.54 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.239 5.54 PAL ng/Kg
2,3,7,8-TCDF JB 0.0458 1.11 PaL | ng/Kg
oCcDD JB 1.99 11.1 PQL ng/Kg
OCDF JBQ 0.183 111 POL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 e¢QAPP Name: CDM_SSFL_110509

Lab Reporting| RL
SamplelD Analyte Qual | Resuit Limit Type | Units Flag
SL-284-SA8-SB4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.408 5,36 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.114 5.36 PGL ng/Kg
1,2,3,4,7.8,9-HPCDF JBQ 0.0430 5.36 PQL ng/Kg
1,2,3,4,7,.8-HxCDD JBQ 0.0227 5.36 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0456 5,36 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB | 0.0955 5.36 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0644 5.36 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0922 5.35 PQL ng/Kg
1.2.3.7.8,9-HXCDF JBQ | 0.0628 5.36 PQL |ngikg | o (efidetects)
1.2,3,7,8-PECDD JB 0.0300 5.36 PQL ngfKg
1,2,3,7 8-PECDF JBQ 0.0477 5.36 PQL ngfKg
2,3,4,6,7,8-HXCDF JB 0.0555 5.36 PQL ngfKg
2,3,4,7 8-PECDF JB 0.0811 5.36 PQL ng/Kg
2,3,7,8-TCDF JB | 0.0251 1.07 POL | ng/Kg
QCDD JB 1.06 10.7 PQL ng/Kg
OCDF JB 0.181 10.7 PQL ng/Kg
SL-284-SA6-SB-0.0-10.0 1,2,3,4,6,7,8-HPCDD JB 0.364 5.29 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.116 5.29 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0423 5.29 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBG 0.0267 5.29 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0449 5.29 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0582 5.29 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0374 529 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0434 529 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0370 5.29 PGL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.0448 5.29 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0359 5.29 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0552 529 PQL ngiKg
2,3,4,7 B-PECDF JBQ 0.0716 529 PQL ng/Kg
2,3,7,8-TCDD JBQ | 0.0160 1.06 PQL | ng/Kg
2,3,7,8-TCDF JB 0.0150 1.06 PQL ng/Kg
OCDD JB 1.21 106 PQL ng/Kg
OCDF JB 0.217 10.6 PQL ng/Kg
SL-284-SA6-55-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 1.52 5.38 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.930 5.38 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.900 5.38 PQL ng/Kg
1,2,3,6,7 8-HXCDD JB 3.38 5.38 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.583 5.38 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.28 5.38 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.354 5.38 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.275 5.38 PQL ng/Kg
1,2,3,7,8-PECDF JB 1.01 5.38 PQL ng/Kg
2,3,4,6,7, 8-HXCDF JB 0.772 5.38 PQL ng/Kg
2,3.4,7,8-PECDF JB 0.288 5.38 PQL | ng/Kg
2,3,7,8-TCDD JB 0.0985 1.08 PQL ng/Kg
2,3,7,8-TCDF JB 0.117 1.08 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: DX156 Laboratory: LL
EDD Filename: DX156_v1 eQAPP Name: CDM_SSFL_110509

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-285-SA8-5B-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.296 505 PQL na/Kg
1,2,3,4,6,7,8-HPCDF JB 0.118 5.05 PQL ng/Kg
1,2,3,4,7,8 9-HPCDF JB 0.0499 5.05 PQL ng/Kg
1,2,3,4,7,8-HxCOD JB 0.0254 5.05 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0563 5.05 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0392 5.05 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0314 5.05 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0511 5.05 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0496 5.05 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ | 0.0503 5.05 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.0599 5,05 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0521 5.05 PQL ng/Kg
2,3,4,7 8-PECDF JBQ 0.0700 5.05 PQL ng/Kg
2,3,7,8-TCDD JBQ 0.0272 1.01 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0209 1.01 PQL ng/Kg
OCDD JB 0.860 10.1 PAL | ng/Kg
OCDF JB 0.171 10.1 PQL | ng/Kg
SL-285-3A6-SB-6.0-7.0 1,2,3,4,6,7,8-HPCDD JB 0.553 5.16 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.160 5.16 PQL ng/Kg
1,2,3,4,7,.8,9-HPCDF JB 0.0413 5.16 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0295 5.16 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.123 5.16 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.159 516 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0582 516 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0,227 516 PQL ng/Kg
1.2.3,7.8,9-HXCDF JBQ | 00674 | 516 PQL | ngikg | (Al detects)
. 1,2,3,7,8-PECDD JB 0.0425 5.16 PQL ngfKg
o 1,2,3,7,8-PECDF JB 0.110 5.16 PQL ng/Kkg
2,3,4,6,7,8-HXCDF JB 0.0436 5.16 PQL | ng/Kg
2,3,4,7 8-PECDF JB 0.0631 5.16 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0147 1.03 PQL ng/Kg
OCDD JB 3.35 10.3 PQL ng/Kg
OCDF JB 0.276 10.3 PQL ng/Kg
SL-285-SA6-55-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 1.03 5.30 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.400 5.30 PGL | na/Kg
1,2,3,4,7,8-HXCDF JB 2.26 5.30 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.41 5.30 PQL ng/Kg
1,2,3,6,7.8-HXCDF JB 0,622 5.30 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.634 5.30 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.292 5.30 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.217 5.30 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.826 5.30 PQL ng/Kg
2,34,7,8-PECDF JB 0.398 5.30 PQL ng/Kg
2,3,7,8-TCDD JB 0.0387 1.06 PQL ng/Kg
2,3,7,8-TCDF JB 0.325 1.06 PQL ng/Kg
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SAMPLE DELIVERY GROUP

11L003



| Attachment |

Sample ID Cross Reference and Data Review Level

27103Cov_SSFL.wpd



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 L003-01 N 3550B 8081A 1\
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 L003-01 N 3550B 8082 v
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 L003-01 N 7471A 7471A v
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 L003-01 N GEN PREP 300.0 1\
29-Nov-2011  SL-285-SA6-5S5-0.0-0.5 L003-01 N GEN PREP 314.0 v
29-Nov-2011  SL-285-SA6-5S5-0.0-0.5 L003-01 N GEN PREP 6020 v
29-Nov-2011  SL-285-SA6-5S-0.0-0.5 L003-01 N GEN PREP 7199 v
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 L003-01 N GEN PREP 8015B v
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 L003-01 N GEN PREP 8015M 1\
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 L003-01 N GEN PREP 8151A v
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 L003-01 N GEN PREP 9014 v
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 L003-01R N GEN PREP 7199 1\
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 LO03-01T N 3550B 8015B EFH v
29-Nov-2011  SL-285-SA6-5S5-0.0-0.5 LO03-01T N 3550B 8081A v
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 L0O03-01W N 3550B 8270C I\
29-Nov-2011  SL-285-SA6-SS-0.0-0.5 L003-01W N 3550B 8270C SIM v
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N 3550B 8015B EFH v
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N 3550B 8082 v
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N 3550B 8270C v
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N 3550B 8270C SIM v
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N 7471A 7471A v
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N GEN PREP 300.0 v
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N GEN PREP 314.0 v
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N GEN PREP 6020 1\
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N GEN PREP 7199 1\
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N GEN PREP 8015B v

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N GEN PREP 8015M 1\
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N GEN PREP 8330A v
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N GEN PREP 8332 v
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03 N GEN PREP 9014 v
29-Nov-2011  SL-285-SA6-SB-4.0-5.0 L003-03R N GEN PREP 7199 v
29-Nov-2011  SL-285-SA6-SB-4.5 L003-02 N 5035 8015B GRO Y
29-Nov-2011  SL-285-SA6-SB4.5 L003-02 N 5035 8260B v
29-Nov-2011  SL-285-SA6-SB-4.5 L003-02 N 5035 8260B SIM v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L003-05 N 3550B 8015B EFH v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L003-05 N 3550B 8082 v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L003-05 N 3550B 8270C v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L003-05 N 3550B 8270C SIM v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L0O03-05 N 7471A 7471A v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L003-05 N GEN PREP 300.0 \Y)
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L0O03-05 N GEN PREP 314.0 v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L003-05 N GEN PREP 6020 v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L0O03-05 N GEN PREP 7199 1\
29-Nov-2011 . SL-285-SA6-SB-6.0-7.0 L0O03-05 N GEN PREP 8015B v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L003-05 N GEN PREP 8015M v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L0O03-05 N GEN PREP 8330A v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L003-05 N GEN PREP 8332 v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 LO03-05 N GEN PREP 9014 v
29-Nov-2011  SL-285-SA6-SB-6.0-7.0 L003-05R N GEN PREP 7199 v
29-Nov-2011  SL-285-SA6-SB-7.5 L0O03-04 N 5035 8015B GRO v
29-Nov-2011  SL-285-SA6-SB-7.5 L003-04 N 5035 8260B v
29-Nov-2011 = SL-285-SA6-SB-7.5 L003-04 N 5035 8260B SIM \Y)

Il = EPA Level 3 Data Review N = Normal Sample T8 = Trip Blank MS = Matrix Spike

1V = EPA Level 4 Data Validation FD = Field Duplicate  FB = Field Blank MSD = Matrix Spike Duplicate Page 2 of 12



Sample Cross Reference

Date Sample Prep Analytical Review
Collected . Field Sample ID Lab Sample ID Type Method Method Level
30-Nov-2011  TB-113011 L003-27 B 5030B 8015B GRO \Y
30-Nov-2011  TB-113011 L003-27 B 5030B 8260B \Y
30-Nov-2011  TB-113011 L003-27 B 5030B 8260B SIM \Y
30-Nov-2011  SL-284-SA6-SS5-0.0-0.5 L003-18 N 3550B 8081A \Y
30-Nov-2011  SL-284-SA6-5S5-0.0-0.5 L003-18 N 3550B 8082 \Y
30-Nov-2011  SL-284-SA6-5S-0.0-0.5 L003-18 N 3550B 8270C \Y
30-Nov-2011  SL-284-SA6-SS-0.0-0.5 L003-18 N 3550B 8270C SIM \Y
30-Nov-2011  SL-284-SA6-SS5-0.0-0.5 L003-18 N GEN PREP 300.0 \Y
30-Nov-2011  SL-284-SA86-SS-0.0-0.5 L003-18 N GEN PREP 314.0 \Y
30-Nov-2011  SL-284-SA6-SS5-0.0-0.5 L003-18 N GEN PREP 6020 \Y
30-Nov-2011  SL-284-SA6-5S5-0.0-0.5 L003-18 N GEN PREP 7199 \%
30-Nov-2011  SL-284-SA6-SS5-0.0-0.5 L003-18 N GEN PREP 8015B \Y)
30-Nov-2011  SL-284-SA6-5S5-0.0-0.5 L003-18 N GEN PREP 8015M I\
30-Nov-2011  SL-284-SA6-SS-0.0-0.5 L003-18 N GEN PREP 8151A v
30-Nov-2011  SL-284-SA6-SS-0.0-0.5 L003-18 N GEN PREP 9014 Y
30-Nov-2011  SL-284-SA6-SS-0.0-0.5 L003-18R N GEN PREP 7199 \%
30-Nov-2011  SL-284-SA6-SS-0.0-0.5 L003-18T N 3550B 8015B EFH \Y
30-Nov-2011  SL-284-SA6-SS-0.0-0.5 L003-18T N 3550B 8081A v
30-Nov-2011  SL-284-SA6-SS-0.0-0.5 LO03-18T N 7471A 7471A \Y
30-Nov-2011  SL-283-SAB-SS-0.0-0.5 L003-09 N 3550B 8081A v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09 N 3550B 8082 \Y
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09 N 3550B 8270C SIM \Y
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09 N 7471A 7471A v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09 N GEN PREP 300.0 v
30-Nov-2011  SL-283-SAB-SS-0.0-0.5 L003-09 N GEN PREP 314.0 \Y
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09 N GEN PREP 6020 \Y

Il = EPA Level 3 Data Review N = Normal Sample TB = Trip Blank MS = Matrix Spike

IV = EPA Level 4 Data Validation FD = Field Duplicate =~ FB = Field Blank MSD = Matrix Spike Duplicate
Page 3 of 12



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09 N GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09 N GEN PREP 8015B v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09 N GEN PREP 8015M I\
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09 N GEN PREP 8151A \%
30-Nov-2011  SL-283-SA6-8S-0.0-0.5 L003-09 N GEN PREP 9014 i\
30-Nov-2011  SL-283-SA6-5S-0.0-0.5DUP L003-09D DUP GEN PREP 300.0 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5DUP L003-08D DUP GEN PREP 9014 I\
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-09G MS GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-09G1 MS GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09H MSD GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09H1 MSD GEN PREP 7199 \%
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-09M MS 3550B 8015B EFH v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-09M MS 3550B 8081A vV
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-0SM MS 35508 8082 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-0SM MS 3550B 8270C v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-09M MS 3550B 8270C SIM v
30-Nov-2011  SL-283-SA6-S$S-0.0-0.5MS LO03-0SM MS 7471A 7471A v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-09M MsS GEN PREP 300.0 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS LO03-0SM MS GEN PREP 314.0 1\
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS LO03-08M MS GEN PREP 6020 vV
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-09M MS GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-09M MS GEN PREP 8015B v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-09M MS GEN PREP 8015M v
30-Nov-2011  SL-283-SA6-5S-0.0-0.5MS L003-09M MS GEN PREP 8151A I\
30-Nov-2011  SL-283-SA6-5S-0.0-0.5MS L003-09M MS GEN PREP 9014 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MS L003-09M1 MS GEN PREP 7199 1\

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09R N 3550B 8270C v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 LO03-09R N GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD 3550B 8015B EFH v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD 3550B 8081A v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD 3550B 8082 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD 3550B 8270C v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD 3550B 8270C SIM v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD 7471A 7471A v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD GEN PREP 300.0 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD GEN PREP 314.0 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD GEN PREP 6020 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD GEN PREP 8015B v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD GEN PREP 8015M v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD GEN PREP 8151A v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S MSD GEN PREP 9014 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5MSD L003-09S1 MSD GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09T N 3550B 8015B EFH v
30-Nov-2011  SL-283-SA6-SS-0.0-0.5 L003-09T N 3550B 8081A v
30-Nov-2011  SL-284-SA6-SB-4.5 L003-19 N 5035 8015B GRO v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N 3550B 8015B EFH v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N 3550B 8082 v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N 3550B 8270C v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N 3550B 8270C SIM v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N 7471A 7471A v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N GEN PREP 300.0 v

il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N GEN PREP 314.0 v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N GEN PREP 6020 v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N GEN PREP 7199 v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N GEN PREP 8015B v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N GEN PREP 8015M v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 L003-20 N GEN PREP 9014 v
30-Nov-2011  SL-284-SA6-SB-4.0-5.0 LO03-20R N GEN PREP 7199 v
30-Nov-2011  SL-284-SA6-SB-9.5 L003-21 N 5035 8015B GRO v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22 N 3550B 8082 v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22 N 35508 8270C Y
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22 N 3550B 8270C SIM v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22 N T7471A 7471A v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22 N GEN PREP 300.0 v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22 N GEN PREP 314.0 v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22 N GEN PREP 6020 v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22 N GEN PREP 7199 v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22 N GEN PREP 8015B v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22 N GEN PREP 8015M v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22 N GEN PREP 9014 v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22R N 3550B 80158 EFH v
30-Nov-2011  SL-284-SA6-SB-9.0-10.0 L003-22R N GEN PREP 7199 v
30-Nov-2011  SL-284-SA6-SB-14.5 L003-23 N 5035 8015B GRO v
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24 N 3550B 8082 v
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24 N 3550B 8270C \Y
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24 N 3550B 8270C SIM v
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24 N 7471A 7471A v

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

T8 = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date V Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24 N GEN PREP 300.0 v
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24 N GEN PREP 314.0 v
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24 N | GEN PREP 6;')20 v
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24 N GEN PREP 7199 v
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24 N GEN PREP 8015B v
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24 N GEN PREP 8015M v
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24 N GEN PREP 9014 v
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24R N 3550B 8015B EFH v
30-Nov-2011  SL-284-SA6-SB-14.0-15.0 L003-24R N GEN PREP 7199 v
30-Nov-2011  SL-284-SA6-SB-16.0 L003-25 N 5035 8015B GRO v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N 3550B 8081A v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N 3550B 8082 v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N 3550B 8270C v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N 3550B 8270C SIM v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N 7471A 7471A v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N GEN PREP 300.0 v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N GEN PREP 314.0 v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N GEN PREP 6020 v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N GEN PREP 7199 v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N GEN PREP 8015B v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N GEN PREP 8015M v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N GEN PREP 8151A v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26 N GEN PREP 9014 v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26R N 3550B 8015B EFH v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26R N GEN PREP 7199 v
30-Nov-2011  SL-284-SA6-SB-15.5-16.5 L003-26T N 3550B 8081A v

Il = EPA Level 3 Data Review N = Normal Sample  TB = Trip Blank MS = Matrix Spike

IV = EPA Level 4 Data Validation =~ FD = Field Duplicate ~ FB = Field Blank MSD = Matrix Spike Duplicate Page 7 of 12



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N 3550B 8081A v
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N 3550B 8082 1\
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N 3550B 8270C v
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N 3550B 8270C SIM \Y
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N 7471A 7471A v
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N GEN PREP 300.0 1\
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N GEN PREP 314.0 1\
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N GEN PREP 6020 v
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N GEN PREP 7199 v
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N GEN PREP 8015B v
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N GEN PREP 8015M v
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 LO03-06 N GEN PREP 8151A 1\
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06 N GEN PREP 9014 v
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06R N GEN PREP 7199 v
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 LO03-06T N 3550B 8015B EFH v
30-Nov-2011  SL-282-SA6-SS-0.0-0.5 L003-06T N 3550B 8081A 1\
30-Nov-2011  SL-283-SA6-SB-4.5 L003-10 N 5035 8015B GRO v
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11 N 3550B 8015B EFH v
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11 N 3550B 8082 v
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11 N 3550B 8270C 1\
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11 N 3550B 8270C SIM 1\
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11 N 7471A 7471A i\
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11 N GEN PREP 300.0 vV
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11 N GEN PREP 314.0 \Y
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11 N GEN PREP 6020 \Y
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11 N GEN PREP 7199 i\

Il = EPA Level 3 Data Review N = Normal Sample TB = Trip Blank MS = Matrix Spike

IV = EPA Level 4 Data Validation =~ FD = Field Duplicate  FB = Field Blank MSD = Matrix Spike Duplicate Page 8 of 12



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11 N GEN PREP 8015B v
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11 N GEN PREP 9014 v
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 L003-11R N GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SB-4.0-5.0 LOO3-11W N GEN PREP 8015M \
30-Nov-2011  SL-283-SA6-SB-9.5 L003-12 N 5035 8015B GRO v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13 N 3550B 8015B EFH v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13 N 3550B 8082 v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13 N 7471A 7471A v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13 N GEN PREP 300.0 v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13 N GEN PREP 314.0 v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13 N GEN PREP 6020 v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13 N GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13 N GEN PREP 8015B v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13 N GEN PREP 8015M v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13 N GEN PREP 9014 Y
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13R N 35508 8270C v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13R N 3550B 8270C SIM v
30-Nov-2011  SL-283-SA6-SB-9.0-10.0 L003-13R N GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SB-14.5 L003-14 N 5035 8015B GRO v
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 L003-15 N 35508 8082 v
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 L003-15 N 35508 8270C v
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 L003-15 N 3550B 8270C SIM v
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 L003-15 N 7471A 7471A v
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 L003-15 N GEN PREP 300.0 v
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 L003-15 N GEN PREP 6020 1\
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 L003-15 N GEN PREP 7199 v

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

T8 = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate

Page 9 of 12



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 L003-15 N GEN PREP 8015B v
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 L003-15 N GEN PREP 8015M v
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 L003-15 N GEN PREP 9014 v
30-Nov-2011  SL-283-SA6-SB-14.0-15.0 L003-15R N 3550B 8015B EFH v
30-Nov-2011  SL-283-SA8-SB-14.0-15.0 L003-15R N GEN PREP 314.0 v
30-Nov-2011  SL-283-SA8-SB-14.0-15.0 L003-15R N GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SB-18.5 L003-16 N 5035 8015B GRO v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N 35508 8082 v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N 3550B 8270C v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N 3550B 8270C SIM v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N 5035 8015B GRO v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N 7471A 7471A v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N GEN PREP 300.0 v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N GEN PREP 314.0 v
30-Nov-2011  SL-283-SA8-SB-18.0-19.0 L003-17 N GEN PREP 6020 v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N GEN PREP 7199 v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N GEN PREP 8015B v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N GEN PREP 8015M v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N GEN PREP 8330A 1\
30-Nov-2011  SL-283-SA8-SB-18.0-19.0 L003-17 N GEN PREP 8332 v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17 N GEN PREP 9014 I\
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17R N 3550B 8015B EFH v
30-Nov-2011  SL-283-SA6-SB-18.0-19.0 L003-17R N GEN PREP 7199 v
30-Nov-2011  SL-282-SA6-SB-3.0 L003-07 N 5035 8015B GRO v
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08 N 35508 8082 v
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08 N 3550B 8270C v

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate

Page 10 of 12



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08 N 3550B 8270C SIM I\
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08 N 7471A 7471A v
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08 N GEN PREP 300.0 I\
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08 N GEN PREP 314.0 vV
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08 N GEN PREP 6020 v
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08 N GEN PREP 7199 v
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08 N GEN PREP 8015B v
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08 N GEN PREP 8015M v
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08 N GEN PREP 9014 v
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08R N 3550B 8015B EFH v
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08R N GEN PREP 7199 '
30-Nov-2011  SL-282-SA6-SB-2.5-3.5 L003-08T N GEN PREP 6020 | v
01-Dec-2011 DUP17-SA6-QC-120111 L011-02 FD 35508 8081A v
01-Dec-2011 DUP17-SA6-QC-120111 L011-02 FD 3550B 8082 v
01-Dec-2011 DUP17-SA6-QC-120111 L011-02 FD 3550B 8270C v
01-Dec-2011 DUP17-SA6-QC-120111 L011-02 FD 3550B 8270C SIM v
01-Dec-2011 DUP17-SA6-QC-120111 L011-02 FD 7471A 7471A v
01-Dec-2011 DUP17-SA6-QC-120111 L011-02 FD GEN PREP 300.0 v
01-Dec-2011 . DUP17-SA6-QC-120111 L011-02 FD GEN PREP 314.0 v
01-Dec-2011  DUP17-SA6-QC-120111 L011-02 FD GEN PREP 6020 v
01-Dec-2011  DUP17-SA6-QC-120111 L011-02 FD GEN PREP 7199 v
01-Dec-2011 DUP17-SA6-QC-120111 L011-02 FD GEN PREP 8015B v
01-Dec-2011  DUP17-SA6-QC-120111 L011-02 FD GEN PREP 8015M v
01-Dec-2011  DUP17-SA6-QC-120111 L011-02 FD GEN PREP 8151A v
01-Dec-2011  DUP17-SA6-QC-120111 L011-02 FD GEN PREP 9014 v
01-Dec-2011 DUP17-SA6-QC-120111 L011-02R FD GEN PREP 7199 v

Il = EPA Level 3 Data Review N = Normal Sample TB = Trip Blank MS = Matrix Spike

IV = EPA Level 4 Data Validation = FD = Field Duplicate = FB = Field Blank MSD = Matrix Spike Duplicate Page 11 of 12



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
01-Dec-2011  DUP17-SA6-QC-120111 L011-02T FD 3550B 8015B EFH v
01-Dec-2011  DUP17-SA6-QC-120111 L011-02T FD 3550B 8081A v
01-Dec-2011  EB-SA6-SB-120111 L011-01 EB 3520C 8015B EFH v
01-Dec-2011  EB-SA6-SB-120111 L011-01 EB 3520C 8081A v
01-Dec-2011  EB-SA6-SB-120111 L011-01 EB 3520C 8082 v
01-Dec-2011  EB-SA8-SB-120111 L011-01 EB 3520C 8270C \Y
01-Dec-2011  EB-SA6-SB-120111 LO11-01 EB 5030B 8015B GRO v
01-Dec-2011  EB-SA6-SB-120111 L011-01 EB 5030B 8260B v
01-Dec-2011  EB-SA6-SB-120111 L011-01 EB 7470A 7470A Y
01-Dec-2011  EB-SA6-SB-120111 L011-01 EB GEN PREP 300.0 v
01-Dec-2011  EB-SA8-SB-120111 L011-01 EB GEN PREP 314.0 v
01-Dec-2011  EB-SA8-SB-120111 L011-01 EB GEN PREP 6020 v
01-Dec-2011  EB-SA6-SB-120111 L011-01 EB GEN PREP 7199 \Y
01-Dec-2011  EB-SA6-SB-120111 L011-01 EB GEN PREP 8015B v
01-Dec-2011  EB-SA6-SB-120111 LO11-01 EB GEN PREP 8015M v
01-Dec-2011  EB-SA8-SB-120111 LO11-01 EB GEN PREP 8151A v
01-Dec-2011  EB-SA6-SB-120111 L011-01 EB GEN PREP 8330A v
01-Dec-2011  EB-SA6-SB-120111 L011-01 EB GEN PREP 8332 v
01-Dec-2011  EB-SA6-SB-120111 L011-01 EB GEN PREP 9014 v
01-Dec-2011  EB-SA6-SB-120111 L011-01R EB 5030B 8260B SIM v
01-Dec-2011  EB-SA6-SB-120111 L011-01R EB GEN PREP 7199 v

il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample  TB = Trip Blank
FD = Field Duplicate  FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 12 of 12



Attachment Il

Overall Data Qualification Summary

27103Cov_SSFL.wpd



Data Qualifier Summary

Lab Reporting Batch ID: 11L003 Laboratory: EMXT
EDD Filename: 11L003 eQAPP Name: CDM_SSFL_111101

sthod: 3000

Sample ID: EB-SA6-SB-120111 Collected: 12/1/12011 2:00:00 Analysis Type: RES Dilution: 1

Data
Review

Sample ID: SL-282-SA6-5B-2.5-3.5 Collected: 11/30/2011 3:45:00 Analysis Type: RES Dilution: 1

Sample ID: SL-283-SA6-SB-14.0-15.0 Collected: 11/30/2011 1:20:00 Analysis Type: RES Dilution: 1

Sample ID: SL-283-SA6-SB4.0-5.0 Collected: 11/30/2011 1:10:00 Analysis Type: RES Dilution: 1

Sample ID: SL-283-SA6-SB-9.0-10.0 Collected: 11/30/2011 1:15:00 Analysis Type: RES Dilution: 1

Sample ID: SL-284-SA6-SB-15.5-16.5 Collected: 11/30/2011 10:55:00  Analysis Type: RES Dilution: 1

Sample ID: SL-285-SA6-SB-4.0-5.0 Collected: 11/29/2011 3:25:00 Analysis Type: RES Dilution: 1

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:53 AM ADR version 1.4.0.111 Page 1 of 16



Lab Reporting Batch ID: 11L003
EDD Filename: 11L003

Collected: 11/29/2011 3:35:0

0

Data Qualifier Summary

Analysis Type: RES

Laboratory: EMXT
eQAPP Name: CDM_SSFL_111101

Dilution: 1

Data
Review
Qual

Sample ID: EB-SA6-SB-120111 Collected: 12/1/2011 2:00:00 Analysis Type: RESITOT Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte ‘ _ - Result \anl DL , T e RL ,TV pe Units HQual‘ 1 Code
ALUMINUM 0.0254 J 0.0200 | MDL | 0100 | PQL | MGIL J z
COPPER 0.000858 g (00050 Mol |oo0t00| PaL | Mo J z

Collected: 12/1/2011 8:25:00

Analysis Type: RES/TOT

Dilution: 0.971

ANTIMONY

Lab Lab

SRS

0.211

Data
Review
Q

Reason

0.201 J 0.106 MDL J
BARIUM 75.3 0.211 MDL 0.422 PQL J Q
CHROMIUM 14.7 0.211 MDL 0.422 PQL J QE
NICKEL 9.28 0.211 MDL 0.422 PQL J QE
THALLIUM 0.248 0.0528 MDL 0.106 PQL U B
Sample ID; SL-282-SA6-SB-2.5-3.5 Collected: 11/30/2011 3:45:00 Analysis Type: RES/TOT Dilution: 0.971

Data

Lab Lab DL RL Review Reason
Analyte e RESUI | Qual | DL | Type | RL L Type | Units | Qual _Code
ANTIMONY 0.337 0.109 MDL 0.218 PQL MG/KG J Q
BARIUM 105 0.218 MDL 0.437 PQL MG/KG J Q
CALCIUM 3950 10.9 MDL 21.8 PQL MG/KG J I
CHROMIUM 240 0.218 MDL 0.437 PQL MG/KG J QE I
COPPER 10.8 0.218 MDL 0.437 PQL MG/KG J |
IRON 36200 10.9 MDL 21.8 PQL MG/KG J |
NICKEL 13.8 0.218 MDL 0.437 PQL MG/KG J Q,E, I
POTASSIUM 2800 32.8 MDL 65.5 PQL MG/KG J l

* denotes a non-reportable result

Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

212912012 11:17:53 AM

ADR version 1.4.0.111

Page 2 of 16



Data Qualifier Summary

Lab Reporting Batch ID: 11L003 Laboratory: EMXT
EDD Filename: 11L003 eQAPP Name: CDM_SSFL_111101

020

Sample ID: SL-282-SA6-SB-2.5-3.5 Collected: 11/30/2011 3:45:00 Analysis Type: RES/TOT Dilution: 0.971
Data
Lab Lab DL RL Review Reason
Analyte RL Units Qual
S R T e R S T T 5 % R & i R R T R
SODIUM 170 54.6 MDL 109 PQL | MG/KG J 1
THALLIUM 0.528 0.0546 MDL 0.109 PQL MG/KG U B
TITANIUM 1760 2.73 MDL 5.46 PQL | MG/KG Z
VANADIUM 53.3 0.0546 | MDL 0.109 PQL | MG/KG J |
Sample ID: SL-282-SA6-SS-0.0-0.5 Collected: 11/30/2011 12:35:00  Analysis Type: RES/TOT Dilution: 0.980
Data
Lab Lab DL RL Review Reason
Analyte Result i
aLAASLY A T T e e ool
ANTIMONY 0.219 0.104 MDL 0.208 PQL | MG/KG J Q
BARIUM 86.8 0.208 MDL 0.415 PQL | MG/IKG J Q
CALCIUM 6530 10.4 MDL 20.8 PQL | MG/KG J 1
CHROMIUM 16.1 0.208 MDL 0.415 PQL | MG/KG J Q,E
IRON 20400 10.4 MDL 20.8 PQL | MG/KG J 1
NICKEL 10.0 0.208 MDL 0.415 PQL | MG/KG J QE
SILVER 0.0842 J 0.0519 | MDL 0.104 PQL | MG/KG J z
SODIUM 127 51.9 MDL 104 PQL | MG/KG J |
THALLIUM 0.210 0.0519 | MDL 0.104 PQL [ MG/KG u B
Zirconium 3.19 J 2.60 MDL 5.19 PQL MG/KG J Z
Sample ID: SL-283-SA6-SB-14.0-15.0 Collected: 11/30/2011 1:20:00 Analysis Type: RES/TOT Dilution: 0.943
Data
Lab Lab DL RL Review Reason

e oo Result | Qual | DL | Type ype | Units | Qual |
ANﬁMéN - .144w T \J T 015 DL 0.21 PQL | MG/KG - J . \Z. Q
BARIUM 78.3 0.210 MDL 0.419 PQL | MG/KG J Q
CHROMIUM 17.8 0.210 MDL 0.419 PQL | MG/KG J Q,E
NICKEL 9.42 0.210 MDL 0.419 PQL | MG/KG J QE
SODIUM 101 J 52.4 MDL 105 PQL | MG/KG J z
THALLIUM 0.241 0.0524 | MDL 0.105 PQL [ MG/KG u B
Sample ID: SL-283-SA6-SB-18.0-19.0 Collected: 11/30/2011 1:25:00 Analysis Type: RES/TOT Dilution: 0.985

Data
Lab Lab DL RL Review Reason
e | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 0.150 J 0.112 MDL 0.224 PQL | MG/KG J Z,Q
BARIUM 68.1 0.224 MDL 0.448 PQL | MG/KG J Q
CALCIUM 2380 11.2 MDL 22.4 PQL | MG/KG J I

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA |V COLLOCATED SAMPLING

2/29/2012 11:17:54 AM ADR version 1.4.0.111 Page 3 of 16



Data Qualifier Summary

Lab Reporting Batch ID: 11L003 Laboratory: EMXT
EDD Filename: 11L003 " eQAPP Name: CDM_SSFL_111101

Sample ID: SL-283-SA6-SB-18.0-19.0 Collected: 11/30/2011 1:25:00 Analysis Type: RES/TOT Dilution: 0.985

Data
Lab Lab RL Review Reason

Result Qual Units Code
CHROMIUM 16.7 0.224 MDL 0.448 PQL | MG/KG J Q El
COPPER 6.32 0.224 MDL 0.448 PQL | MG/KG J |
IRON 20300 11.2 MDL 22,4 PQL | MG/KG J |
NICKEL 7.86 0.224 MDL 0.448 PQL MG/KG J QE I
POTASSIUM 1580 33.6 MDL 67.2 PQL | MG/KG J |
SODIUM 159 56.0 MDL 112 PQL | MG/KG J |
THALLIUM 0.218 0.0560 | MDL 0.112 PQL | MG/KG u B
VANADIUM 35.1 0.0560 | MDL 0.112 PQL | MG/KG J |
Sample ID: SL-283-SA6-SB-4.0-5.0 Collected: 11/30/2011 1:10:00 Dilution: 0.971

Lab Review Reason

TR

ANTIMONY 0.105 MDL

BARIUM 96.3 0.210 MDL J Q
CALCIUM 1520 10.5 MDL J I
CHROMIUM 18.4 0.210 MDL J QE
IRON 20500 10.5 MDL J |
NICKEL 9.90 0.210 MDL J QE
SODIUM 137 52.4 MDL J |
THALLIUM 0.253 0.0524 MDL U B
Sample ID: SL-283-SA6-SB-9.0-10.0 Collected: 11/30/2011 1:15:00 Dilution: 0,935
Data
Lab Lab DL RL Review Reason
Code

BARIUM 100 0.206 MDL 0.411 PQL MG/KG J Q
CALCIUM 2020 10.3 MDL 20.6 PQL MG/KG J |
CHROMIUM 18.9 0.206 MDL 0.411 PQL MG/KG J QE
IRON 21400 10.3 MDL 20.6 PQL MG/KG J |
NICKEL 10.9 0.206 MDL 0.411 PQL MG/KG J QE
SODIUM 95.0 J 51.4 MDL 103 PQL MG/KG J Z 1
THALLIUM 0.255 0.0514 MDL 0.103 PQL MG/KG U B

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM ADR version 1.4.0.111 Page 4 of 16



Data Qualifier Summary

Lab Reporting Batch ID: 11L003 Laboratory: EMXT
" EDD Filename: 11L003 eQAPP Name: CDM_SSFL_111101

Collected: 11/30/2011 10:00:00  Analysis Type: RES/TOT Dilution: 0,980

Data
Lab Lab Review Reason
Result Qual DL 1) Units Qual Code

; T
0.257 0.105 MDL 0.210 PQL MG/KG J Q

BARIUM 87.3 0.210 MDL 0.419 PQL MG/KG J Q
CHROMIUM 17.5 0.210 MDL 0.419 PQL | MG/KG J QE
NICKEL 11.1 0.210 MDL 0.419 PQL | MG/KG J QE
THALLIUM 0.388 0.0524 | MDL 0.105 PQL | MG/KG u B
Sample ID: SL-284-SA6-SB-14.0-15.0 Collected: 11/30/2011 10:50:00  Analysis Type: RES/TOT Dilution: 0.957
Data
Lab Lab DL RL Review Reason
Result Qual Type i
R = 2% T T 3 SRR 2 T T T 2 T
ANTIMONY 0.116 J 0.108 MDL 0.217 PQL | MG/KG J Z,Q
BARIUM 101 0.217 MDL 0.434 PQL | MG/KG J Q
CHROMIUM 15.6 0.217 MDL 0434 | PQL |MG/KG J QE
NICKEL 7.85 0.217 MDL 0.434 PQL | MG/KG J QE
SILVER 0.0552 J 0.0542 | MDL 0.108 PQL | MG/KG J V4
THALLIUM 0.247 0.0542 | MDL 0.108 PQL | MG/KG u B
Sample ID: SL-284-SA6-SB-15.5-16.5 Collected: 11/30/2011 10:55:00 Analysis Type: RESITOT Dilution: 0.966
Data
Lab Lab DL RL Review Reason
Result Units | Qual Code
R S R e S S T 7 S S N
ANTIMONY 0.112 J 0.110 MDL 0.220 PQL | MG/KG J Z,Q
BARIUM 81.6 0.220 MDL 0.439 PQL | MG/KG J Q
CHROMIUM 15.9 0.220 MDL 0.439 PQL | MG/KG J QE
NICKEL 7.89 0.220 MDL 0.439 PQL | MG/KG J QE
THALLIUM 0.217 0.0549 | MDL 0.110 PQL | MG/KG u B
Sample ID: SL-284-SA6-SB-4.0-5.0 Collected: 11/30/2011 10:40:00  Analysis Type: RES/TOT Dilution: 0.952
Data

Lab
£ _ “Result

ANTIMONY 0.134 J

DL RL Review Reason

MDL 0.208 PQL [ MG/KG J Z,Q

BARIUM 71.0 MDL 0.417 PQL [ MG/KG J Q
CALCIUM 2350 MDL 20.8 PQL [ MG/KG J |
CHROMIUM 15.1 MDL 0.417 PQL [ MG/KG J Q. E
IRON 18800 MDL 20.8 PQL [ MG/KG J |
NICKEL 8.79 MDL 0.417 PQL | MG/KG J Q,E
SODIUM 154 MDL 104 PQL [ MG/KG J |

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM ADR version 1.4.0.111 ' Page 5 of 16



Data Qualifier Summary

Lab Reporting Batch 1D: 11L003 Laboratory: EMXT
EDD Filename: 11L003 eQAPP Name: CDM_SSFL_111101

G G028

Sample ID: SL-284-SA6-SB-4.0-5.0 Collected: 11/30/2011 10:40:00  Analysis Type: RES/TOT Dilution: 0.952

Data
Review
Qual
SRS

Sample ID: SL-284-SA6-SB-9.0-10.0 Collected: 11/30/2011 10:45:00 Analysis Type: RES/TOT Dilution: 0.971

Data
Lab Lab DL RL Review Reason

alyte | Result | Q DL i Type | RL | Type | Units | Qual |
ANTIMdN; \ - \ B 0.268 \ U 0.104 A MDL O.éOB P\Q\L MG/KG uJ Q
BARIUM 63.8 0.208 MDL 0.415 PQL MG/KG J Q
CALCIUM 6180 10.4 MDL 20.8 PQL MG/KG J |
CHROMIUM 11.5 0.208 MDL 0.415 PQL MG/KG J QE
IRON 16900 10.4 MDL 20.8 PQL MG/KG J 1
NICKEL 6.40 0.208 MDL 0.415 PQL MG/KG J QE
SODIUM 105 51.9 MDL 104 PQL MG/KG J |
THALLIUM 0.204 0.0519 MDL 0.104 PQL MG/KG U B
Sample ID: SL-284-SA6-SS-0.0-0.5 Collected: 11/30/2011 8:25:00 Analysis Type: RES/TOT Dilution: 0.948
Data
Lab Lab DL RL Review Reason

Result | Qual | DL | T Units | Qual | ¢

0.271 0.104 MDL 0.208 PQL | MG/KG J Q

BARIUM 87.1 0.208 MDL 0.416 PQL MG/KG J Q
CALCIUM 5000 104 MDL 20.8 PQL MG/KG J |
CHROMIUM 16.5 0.208 MDL 0.416 PQL MG/KG J QE
IRON 18300 10.4 MDL 20.8 PQL MG/KG J |
NICKEL 9.60 0.208 MDL 0.416 PQL MG/KG J QE
SODIUM 179 52.0 MDL 104 PQL MG/KG J |
THALLIUM 0.215 0.0520 MDL 0.104 PQL MG/KG U B
Sample ID; SL-285-SA6-SB-4.0-5.0 Collected: 11/29/2011 3:25:00 Analysis Type: RES/TOT Dilution: 0.957
Data

Lab DL RL Review Reason
Qual

BARIUM 0.200 MDL 0.401 PQL [ MG/KG J Q
CALCIUM 10.0 MDL 20.0 PQL [ MG/KG J |
CHROMIUM 0.200 MDL 0.401 PQL [ MG/KG J QE
IRON 10.0 MDL 20.0 PQL [ MG/KG J |
NICKEL 0.200 MDL 0.401 PQL | MG/KG J QE

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM * ADR version 1.4.0.111 Page 6 of 16



Data Qualifier Summary

LLab Reporting Batch ID: 11,003 Laboratory: EMXT
EDD Filename: 11L003 ‘ eQAPP Name: CDM_SSFL_111101

Sample ID; SL-285-SA6-SB-4.0-5.0 Collected: 11/29/2011 3:25:00 Analysis Type: RESITOT Dilution: 0.957
Data
Lab Lab DL RL Review Reason
Result Qual DL T Qual Code
R = 5 E S o SN SR L R i e SN ]
SODIUM 86.2 J 50.1 MDL 10 J zZ, 1
THALLIUM 0.221 0.0501 MDL 0.100 PQL MG/KG U B
Sample ID: SL-285-SA6-SB-6.0-7.0 Collected: 11/29/2011 3:35:00 Analysis Type: RES/TOT Dilution: 0.948
Data
Lab Lab DL RL Review Reason

L — | Qual | DL | Tvp Qual g
ANTIMOI\] A T T 0.107 ) J 0101 MDL 0.202 PQ!: [ MG/KG J Z,
BARIUM 49.2 0.202 MDL 0.404 PQL MG/KG J Q
CADMIUM 0.0976 J 0.0505 MDL 0.101 PQL MG/KG J z
CALCIUM 3160 101 MDL 20.2 PQL MG/KG J |
CHROMIUM 11.4 0.202 MDL 0.404 PQL MG/KG J QE
IRON 156800 10.1 MDL 20.2 PQL MG/KG J |
NICKEL 5.54 0.202 MDL 0.404 PQL MG/KG J QE
SELENIUM . 0.209 J 0.202 MDL 0.404 PQL MG/KG J z
SODIUM 161 50.5 MDL 101 PQL MG/KG J |
THALLIUM 0.222 0.0505 MDL 0.101 PQL MG/KG U B
Sample ID: SL-285-SA6-SS5-0.0-0.5 Collected: 11/29/2011 1:35:00 Analysis Type: RESITOT Dilution: 0.962

Data
Lab Lab DL RL Review Reason

Analyte ——— i Qual | DL | Type | RL Units | Qual | Code
NIMONY T 0.281 0.103 MDL 0.205 PQL MG/KG J Q
BARIUM 74.9 0.205 MDL 0.411 PQL MG/KG J Q
CALCIUM 5460 10.3 MDL 20.5 PQL MG/KG J |
CHROMIUM 55.6 0.205 MDL 0.411 PQL MG/KG J QE
IRON 18700 10.3 MDL 20.5 PQL MG/KG J |
NICKEL 29.8 0.205 MDL 0.411 PQL MG/KG J QE
SODIUM 165 51.3 MDL 103 PQL MG/KG J I
THALLIUM 0.234 0.0513 MDL 0.103 PQL MG/KG U B

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM ADR version 1.4.0.111 Page 7 of 16



Lab Reporting Batch ID: 11L003
EDD Filename: 11L003

Data Qualifier Summary

Laboratory: EMXT

eQAPP Name: CDM_SSFL 111101

Sample ID: SL-282-SA6-SB-2.5-3.5 Collected: 11/30/2011 3:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual Units Qual
EFH(C8-C11) 0.85 J 0.56 MDL 1.1 PQL | MGIKG J z
TOTAL EFH(C8-C40) 0.85 J 0.56 MDL 11 PQL | MGIKG J z
Sample ID: SL-283-SA6-SB-14.0-15.0 Collected: 11/30/2011 1:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Qual £ L_| Typ Qual
EFH(C8-C11) 0.70 J 0.56 MDL 1.1 PQL | MGIKG J z
TOTAL EFH(C8-C40) 0.70 J 0.56 MDL 1.1 PQL | MGIKG J z
Sample ID: SL-283-SA6-SB-18.0-19.0 Collected: 11/30/2011 1:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Result Qual Qual Code
e T e T A S s T S i A
EFH(C8-C11) 0.63 J 0.57 MDL 1.1 PQL MG/KG J z
TOTAL EFH(C8-C40) 0.63 J 0.57 MDL 1.1 PQL MG/KG J z
Sample ID: SL-283-SA6-SB-9.0-10.0 Collected: 11/30/2011 1:15:00 Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason

‘ WResult

DL T

Qual _
0.89 J 0.57 MDL

S T

EFH(C30-C40) 0.63 J 0.55 MDL 1.1 PQL
EFH(C8-C11) 0.98 J 0.55 MDL 1.1 PQL J
Sample ID: SL-284-SA6-SB-14.0-15.0 Collected: 11/30/2011 10:50:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Code

Analyte
EFH(C21-C30)

EFH(C8-C11) z
TOTAL EFH(C8-C40) 0.89 J 0.57 MDL 1.1 PQL | MG/KG J z
Sample ID: SL-284-SA6-SB-15.5-16.5 Collected: 11/30/2011 10:55:00  Analysis Type: RES Dilution: 1
Data
Review Reason

EFH(C8-C11)

1.1

PQL

* denotes a non-reportable result

Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM

ADR version 1.4.0.111

Page 8 of 16



Data Qualifier Summary
Lab Reporting Batch ID: 11L003 Laboratory: EMXT
EDD Filename: 11L003 ‘ eQAPP Name: CDM_SSFL_111101

Sample ID: SL-284-SA6-SB-4.0-5.0 Collected: 11/30/2011 10:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Qual Code
T T, T T T T T T T T e e T
EFH(C21-C30) 0.60 J 0.55 MDL 1.1 PQL MGIKG J VA
TOTAL EFH(C8-C40) 0.60 J 0.55 MDL 1.1 PQL | MGIKG J VA
Sample ID: SL-284-SA6-SB-9.0-10.0 Collected: 11/30/2011 10:45:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Qual DA

Sample ID: SL-285-SA6-SB-4.0-5.0 Collected: 11/29/2011 3:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Result Qual Qual Code
R R % T TE e T 7 T T TS 5 = T AR A
EFH(C8-C11) 0.78 J 0.52 MDL 1.0 PQL MGIKG J Z
TOTAL EFH(C8-C40) 0.78 J 0.52 MDL 1.0 PQL MG/IKG J Z

Sample ID: EB-SA6-SB-120111 Collected: 12/1/2011 2:00:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1.12
Data
Lab Lab DL RL Review Reason
% e 5 20 T o = Qual consor T T = = % _ = TR
4,4'-DDT 0.11 U 0.011 MDL 0.11 PQL UGIL uJ o]
METHOXYCHLOR 1.1 U 0.11 MDL 1.1 PQL UG/L UJ o]

Sample ID: DUP17-SA6-QC-120111 Collected: 12/1/2011 8:25:00 Analysis Type: DL1-BASE/NEUTRAL  Dilution: 5

Data
Review Reason

Sample ID: DUP17-SA6-QC-120111 Collected: 12/1/2011 8:25:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1

Data
Review Reason

Code

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM ADR version 1.4.0.111 Page 9 of 16



Data Qualifier Summary

Lab Reporting Batch 1D: 11.003 Laboratory: EMXT
EDD Filename: 11.003 eQAPP Name: CDM_SSFL_111101

Sample ID;: DUP17-SA6-QC-120111 Collected: 12/1/2011 8:25:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
| __Result Qual ‘_ _
4,4'-DDE 0.37 U 0.8 MDL 0.37 PQL . UG/KG uJ
ALDRIN 0.18 U 0.092 MDL 0.18 PQL | UG/IKG uJ C
ALPHA-BHC 0.18 U 0.092 MDL 0.18 PQL | UG/KG uJ o
BETA-BHC 0.18 U 0.092 MDL 0.18 PQL | UG/KG uJ Cc
DELTA-BHC 0.18 U 0.092 MDL 0.18 PQL | UG/KG uJ Cc
DIELDRIN 0.37 U 0.18 MDL 0.37 PQL | UG/KG uJ Cc
ENDRIN 0.37 U 0.18 MDL 0.37 PQL | UG/KG uJ Cc
gamma-BHC (Lindane) 0.18 U 0.092 MDL 0.18 PQL | UG/KG uJ Cc
HEPTACHLOR 0.18 U 0.092 MDL 0.18 PQL | UG/KG uJ C
HEPTACHLOR EPOXIDE 0.18 U 0.092 MDL 0.18 PQL | UG/KG uJ Cc
METHOXYCHLOR 1.8 U 0.92 MDL 1.8 PQL | UG/KG uJ Cc
Sample ID: SL-282-SA6-SS-0.0-0.5 Collected: 11/30/2011 12:35:00  Analysis Type: DL1-BASEINEUTRAL  Dilution: 2
Data
Lab DL Review Reason
Qual

Sample ID: SL-282-SA6-SS-0.0-0.5 Collected: 11/30/2011 12:35:00  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL L Type | Units | Qual Code
4,4’-DD o 0.36 U 0.18 MDL 0.36 PQL | UG/KG uJ o
4,4'-DDE 0.36 U 0.18 MDL 0.36 PQL | UG/KG uJ
ALDRIN 0.18 U 0.090 MDL 0.18 PQL | UG/KG uJ o
ALPHA-BHC 0.18 U 0.090 MDL 0.18 PQL | UG/KG uJ C
BETA-BHC 0.18 U 0.090 MDL 0.18 PQL | UG/KG uJ o
DELTA-BHC 0.18 U 0.090 MDL 0.18 PQL | UG/KG uJ o
DIELDRIN 0.36 U 0.18 MDL 0.36 PQL | UG/KG uJ Cc
ENDRIN 0.36 U 0.18 MDL 0.36 PQL | UG/KG uJ Cc
gamma-BHC (Lindane) 0.18 U 0.090 MDL 0.18 PQL | UG/KG uJ Cc
HEPTACHLOR 0.18 U 0.090 MDL 0.18 PQL | UG/KG uJ Cc
HEPTACHLOR EPOXIDE 0.18 V] 0.090 MDL 0.18 PQL | UG/KG uJ Cc
METHOXYCHLOR 1.8 U 0.90 MDL 1.8 PQL | UG/KG uJ Cc

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM ’ ADR version 1.4.0.111 Page 10 of 16



Data Qualifier Summary

Lab Reporting Batch ID: 11L003 Laboratory: EMXT
EDD Filename: 11L003 e¢QAPP Name: CDM_SSFL_111101

hod: 0 BOBIA

Sample ID: SL-283-SA6-SS-0.0-0.5 Collected: 11/30/2011 10:00:00  Analysis Type: DL1-BASE/NEUTRAL  Dilution: 2

Data
Review

Sample ID: SL-283-SA6-SS-0.0-0.5 Collected: 11/30/2011 10:00:00 Analysis Type: RES-BASE/NEUTRAL  Dijution: 1
Data
Lab Lab DL RL Review Reason
4,4'-DDD 0.36 U 0.18 MDL 0.36 PQL UG/KG ud - Cc
4,4'-DDE 0.36 U 0.18 MDL 0.36 PQL UG/KG ud Cc
ALDRIN 0.18 U 0.091 MDL 0.18 PQL UG/KG ud C
ALPHA-BHC 0.18 U 0.091 MDL 0.18 PQL UG/KG ud C
BETA-BHC 0.18 U 0.091 MDL 0.18 PQL UG/KG ud C
DELTA-BHC 0.18 U 0.091 MDL 0.18 PQL UG/KG ud C
DIELDRIN 0.36 U 0.18 MDL 0.36 PQL UG/KG uJ C
ENDRIN 0.36 U 0.18 MDL 0.36 PQL UG/KG ud C
gamma-BHC (Lindane) 0.18 U 0.091 MDL 0.18 PQL UG/KG ud C
HEPTACHLOR 0.18 ] 0.091 MDL 0.18 PQL UG/KG ud C
HEPTACHLOR EPOXIDE 0.18 U 0.091 MDL 0.18 PQL UG/KG ud C
METHOXYCHLOR 1.8 ] 0.91 MDL 18 PQL UG/KG ud C
Sample ID: SL-284-SA6-SB-15.5-16.5 Collected: 11/30/2011 10:55:00 Analysis Type: DL1-BASE/NEUTRAL  Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Units | Qual | Code

ALPHA-BHC
DELTA-BHC 0.39 U 0.19 MDL 0.39 PQL UG/KG ud C
gamma-BHC (Lindane) 0.39 U 0.19 MDL 0.39 PQL UG/KG ud Cc
METHOXYCHLOR 3.9 U 1.9 MDL 3.9 PQL UG/KG ud Cc
Sample ID: SL-284-SA6-SB-15.5-16.5 Collected: 11/30/2011 10:55:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyee e Result | Qual | DL _Type | Units | Qual
ALPHA-BH ‘ 0.19 U 0.097 MDL 0.19 PQL UG/KG ud Cc
BETA-BHC 0.19 U 0.097 MDL 0.19 PQL UG/KG ud Cc
DELTA-BHC 0.19 U 0.097 MDL 0.19 PQL UG/KG ud Cc
gamma-BHC (Lindane) 0.19 U 0.097 MDL 0.19 PQL UG/KG ud C
METHOXYCHLOR 1.9 U 0.97 MDL 1.9 PQL UG/KG ud C

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM ADR version 1.4.0.111 Page 11 of 16



Data Qualifier Summary

Lab Reporting Batch ID: 11L003 Laboratory: EMXT
EDD Filename: 11L003 ' eQAPP Name: CDM_SSFL_111101

Sample ID: SL-284-SA6-S5-0.0-0.5 Collected: 11/30/2011 8:25:00 Analysis Type: DL1-BASE/NEUTRAL  Dilution: 5

Data
Review Reason

Code

Sample ID: SL-284-SA6-SS-0.0-0.5 Collected: 11/30/2011 8:25:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Result Units Qual
4,4'-DDD 0.37 U 0.19 MDL 0.37 PQL UG/KG uJ C
4,4'-DDE 0.37 U 0.19 MDL 0.37 PQL UG/KG uJ C
ALDRIN 0.19 U 0.093 MDL 0.19 PQL UG/KG uJ C
ALPHA-BHC 0.19 U 0.093 MDL 0.19 PQL UG/KG uJ C
BETA-BHC 0.19 U 0.093 MDL 0.19 PQL UG/KG uJ C
DELTA-BHC 0.19 U 0.093 MDL 0.19 PQL UG/KG uJ C
DIELDRIN 0.37 U 0.19 MDL 0.37 PQL UG/KG uJ C
ENDRIN 0.37 U 0.19 MDL 0.37 PQL UG/KG uJ C
gamma-BHC (Lindane) 0.19 U 0.093 MDL 0.19 PQL UG/KG uJ C
HEPTACHLOR 0.19 U 0.093 MDL 0.19 PQL UG/KG uJ C
HEPTACHLOR EPOXIDE 0.19 U 0.093 MDL 0.19 PQL UG/KG uJ C
METHOXYCHLOR 1.9 U 0.93 MDL 1.9 PQL UG/KG uJ C
Sample ID: SL-285-SA6-SS-0.0-0.5 Collected: 11/29/2011 1:35:00 Analysis Type: DL1-BASE/NEUTRAL  Dilution: 5
Data
Lab Lab DL RL Review Reason
R T TE TS T e R T R Qua’ = T COde
4,4'—DDT ¢ 16 0.9 MD 1.8 PQL UG/KG J Il
DIELDRIN 4.1 0.91 MDL 1.8 PQL UG/KG J *Xil, Z
Sample ID; SL-285-SA6-SS-0.0-0.5 Collected: 11/29/2011 1:35:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
4,4'-DDD 0.36 U 0.18 MDL 0.36 PQL UG/KG uJ C
4,4'-DDE 0.36 U 0.18 MDL 0.36 PQL UG/IKG uJ
ALDRIN 0.18 U 0.091 MDL 0.18 PQL UG/KG uJ C
ALPHA-BHC 0.18 U 0.091 MDL 0.18 PQL UG/KG uJ C
BETA-BHC 0.18 U 0.091 MDL 0.18 PQL UG/KG uJ C
DELTA-BHC 0.18 U 0.091 MDL 0.18 PQL UG/KG uJ C
ENDRIN 2.2 0.18 MDL 0.36 PQL UG/KG J S,C
gamma-BHC (Lindane) 0.18 U 0.091 MDL 0.18 PQL UG/KG uJ C

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM ADR version 1.4.0.111 Page 12 of 16



Data Qualifier Summary

Lab Reporting Batch ID: 11L003 Laboratory: EMXT
EDD Filename: 11L003 €QAPP Name: CDM_SSFL_111101

Collected: 1112912011 1:35:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1

Data
Lab Lab DL RL Review Reason
Resuit Qual Type Qual

0.18 U 0.091 MDL 0.18 PQL UG/KG uJ c

HEPTACHLOR EPOXIDE 1.1 0.091 MDL 0.18 PQL UG/KG J S, C, *Xlll
METHOXYCHLOR 1.8 U 0.91 MDL 1.8 PQL UG/KG uJ c
MIREX 24 0.18 MDL 0.36 PQL UG/KG J S, *Xlll

Sample ID: DUP17-SA6-QC-120111 Collected: 12/1/2011 8:25:00 Analysis Type: RES-BASE/INEUTRAL  Dilution: 1

Data
Review

Sample ID: SL-284-SA6-SS-0.0-0.5 Collected: 11130/2011 8:25:00 Analysis Type: RES-BASE/INEUTRAL  Dijlution: 1

Sample ID: EB-SA6-SB-120111 Collected: 12/112011 2:00:00 Analysis Type: RES-BASE/INEUTRAL  Dijjution: 1.08

Lab
Result

FLUORANTHENE

Sample ID: SL-283-SA6-SS-0.0-0.5 Collected: 11/130/2011 10:00:00  Analysis Type: RES-BASE/INEUTRAL Dilution: 1

Data
Review

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM ADR version 1.4.0.111 Page 13 of 16



Data Qualifier Summary

Lab Reporting Batch 1D: 11L003 Laboratory: EMXT
EDD Filename: 11L003 eQAPP Name: CDM_SSFL_111101

Matric:

Collected: 12112011 8:25:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 2
Data
Lab Lab DL RL Review Reason
Re RL i Qual Code
BENZO(A)ANTHRACENE 4.7 1.8 MDL 3.7 PQL UG/KG J FD
BENZO(A)PYRENE 5.1 1.8 MDL 3.7 PQL UG/KG J FD
BENZO(B)FLUORANTHENE 9.7 1.8 MDL 3.7 PQL UG/KG J FD
BENZO(G,H,)PERYLENE 14 1.8 MDL 3.7 PQL UG/KG J FD
BENZO(K)FLUORANTHENE 2.0 J 1.8 MDL 3.7 PQL UG/KG J Z,FD
BIS(2-ETHYLHEXYL)PHTHALATE 47 18 MDL 36 PQL UG/KG J FD
CHRYSENE 3.1 J 1.8 MDL 3.7 PQL UG/KG J Z,FD
DIBENZO(A,H)ANTHRACENE 4.6 1.8 MDL 3.7 PQL UG/KG J FD
Di-n-butylphthalate 79 18 MDL 36 PQL UG/KG J FD
FLUORANTHENE 5.4 1.8 MDL 3.7 PQL UG/KG J FD
INDENO(1,2,3-CD)PYRENE 3.9 1.8 MDL 3.7 PQL UG/KG J FD
PYRENE 55 1.8 MDL 3.7 PQL UG/KG J FD
Sample ID: SL-283-SA6-SB-4.0-5.0 Collected: 11/30/2011 1:10:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL Review Reason
Result _ Qual ‘ | ry i Qual | Code
BIS(2 ETHYLHEXYL)PHTHALATE 11 J 9.1 MDL 18 J Z
Di-n-butylphthalate 9.4 J 9.1 MDL 18 J Z
Sample ID: SL-284-SA6-SB-14.0-15.0 Collected: 11/30/2011 10:50:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Result\ | _Qual

NAP HTHALENE

Sample ID: SL-284-SA6-SB-9.0-10.0 Collected: 11/30/2011 10:45:00  Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Data
Review

BIS(Z-ETHYLHEXYL)PHTHALATE

Sample ID: SL-284-SA6-SS-0.0-0.5 Collected: 11/30/2011 8:25:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 2
Data
Lab Lab DL RL Review Reason

Code

Anal e
BENZO(A)ANTHRACENE

Qual ‘

BENZO(A)PYRENE 3.7 U 1.9 MDL 3.7 uJ FD
BENZO(B)FLUORANTHENE 3.7 U 1.9 MDL 3.7 uJ FD

* denotes a non-reportable result
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM : ADR version 1.4.0.111 Page 14 of 16



Data Qualifier Summary

Lab Reporting Batch 1D: 11L003 Laboratory: EMXT
EDD Filename: 11L003 eQAPP Name: CDM_SSFL_111101

Sample ID: SL-284-SA6-SS-0.0-0.5 Collected: 11/30/2011 8:25:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 2
Data
Lab Lab DL RL Review Reason
Result Qual
BENZO(G H I)PERYLENE 3.7 U 1.9 MDL 3.7 PQL UG/KG UJ FD
BENZO(K)FLUORANTHENE 3.7 U 1.9 MDL 3.7 PQL UG/KG UJ FD
BIS(2-ETHYLHEXYL)PHTHALATE 37 U 18 MDL 37 PQL UG/KG UJ FD
CHRYSENE 3.7 U 1.9 MDL 3.7 PQL UG/KG uJ FD
DIBENZO(A,H)ANTHRACENE 3.7 U 1.9 MDL 3.7 PQL UGIKG uJ FD
Di-n-butylphthalate 37 U 18 MDL 37 PQL UG/KG uJ FD
FLUORANTHENE 3.7 U 1.9 MDL 3.7 PQL UG/KG uJ FD
INDENO(1,2,3-CD)PYRENE 3.7 U 1.9 MDL 3.7 PQL UG/KG uJ FD
PYRENE 3.7 U 1.9 MDL 3.7 PQL UG/KG uJ FD
Sample ID: SL-285-SA6-SB-6.0-7.0 Collected: 1112912011 3:35:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab DL RL Review Reason
Analyte R ! . _|_Uni

Sample ID: EB-SA6-SB-120111 Collected: 12/1/12011 2:00:00 Analysis Type: RES . Dilution: 1

Data
Review

Sample ID: SL-285-SA6-SB-7.5 Collected: 11/29/2011 3:40:00 Analysis Type: RES Dilution: 0.94

Data
Lab Review
Y\Result

2~ BUTANONE (MEK)

* denotes a non-reportable resuit
Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING
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Data Qualifier Summary

Lab Reporting Batch ID: 11L003

EDD Filename: 11L003

Reason Code

Reason Code Legend

Description

Laboratory: EMXT
eQAPP Name: CDM_SSFL_111101

XNl RPD between Columns

A ICP Serial Dilution

B Calibration Blank Contamination

B Method Biank Contamination

C Continuing Calibration Verification Percent Difference Lower Estimation
E Matrix Spike Precision

FD Field Duplicate Precision

| Internal Standard Estimation

L Laboratory Control Precision

E Laboratory Control Precision

Q Matrix Spike Lower Estimation

Q Matrix Spike Lower Rejection

Q Matrix Spike Precision

Q Matrix Spike Upper Estimation

S Surrogate/Tracer Recovery Lower Estimation
S Surrogate/Tracer Recovery Upper Estimation
Z Reporting Limit

A Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING

2/29/2012 11:17:54 AM

ADR version 1.4.0.111
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Enclosure |

Level lll ADR Outliers
(including Manual Review Outliers)

27103Cov_SSFL.wpd



Quality Control
Outlier Reports

110003



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: 11L003
EDD Filename: 11003

Laboratory: EMXT
eQAPP Name: CDM_SSFL_111101

QC Sample ID
(Associated
_Samples)

(TOT)
SL-283-SA6.S5-0.0-0.5MSD
(Tom

(DUP17 -SA6-QC-120111

SL -282-SA6-SB-2.5-3.5

SL -282-5A6-88-0.0-0.5

SL -283-SA6-SB-14.0-15.0
SL -283-SA6-SB-18.0-19.0
SL -283-SA6-5B-4.0-5.0

SL -283-SA6-SB-9.0-10.0
SL -283-5A6-55-0.0-0.5

SL -284-SAB-SB-14.0-15.0
SL -284-SAB-SB-155-16.5
SL -284-SA6-5B-4.0-5.0

SL -284-SA6-5B-9.0-10.0
SL -284-SAB-55-0.0-0.5

SL -285-SA6-SB-4.0-5.0

SL -285-SA6-SB-6.0-7.0

SL -285-SA6-5S-0.0-0.5)

SL-283-SA6-85-0,0-0.5MS

MANGANESE
TITANIUM

Compound

MS

| %R

41
-70

MSD

%R |

17
-107

75.00-125.00
75.00-125.00

RPD

| (Limits)

Affected
Compounds

[MANGANESE
TITANIUM

Flag

No Qual, >4x

SL-283-SA6-S5-0.0-0.5MS
(Tom
SL-283-SA6-S5-0.0-0.5MSD
(Tom

(DUP17 -SA6-QC-120111
SL -282-SAB-5B-2.5-3.5
SL -282-SA6-588-0.0-0.5
SL -283-SAB-SB-14.0-15.0
SL -283-SAB-SB-18.0-19.0
SL -283-SA6-5B-4.0-5.0
SL -283-SAB-5B-9.0-10.0
SL -283-SAB-5S-0.0-0.5
SL -284-SAB-SB-14.0-15.0
SL -284-SAB-SB-15.5-16.5
SL -284-SAB-5B-4.0-5.0
SL -284-SAB-SB-9.0-10.0
SL -284-SA6-85-0.0-0.5
SL -285-SA6-SB-4.0-5.0
SL -285-SA6-SB-6.0-7.0

ALUMINUM
ANTIMONY
BARIUM
CHROMIUM
IRON
NICKEL

67
66

43

53
67
72
172
47
155

75.00-125.00
75.00-125.00
75.00-125.00
75.00-125.00
75.00-125.00
75.00-125.00

43(20.00)

43 (20.00)

ALUMINUM
ANTIMONY
BARIUM
CHROMIUM
IRON
NICKEL

J(all detects)
UJ(all non-detects)

Al, Fe,
No Qual, >4x

SL -285-SA6-SS-0.0-0.5)

SL-283-SA6 -55-0.0-0.5MSD
(SL-283-5A6-55-0.0-0.5)

QC Sample ID

(Associated MS | MSD %R RPD Affected
e S2mples) Compound %R | %R | Limits | (Limits) | __Compounds
SL-283-SA6-SS-0.0-0.5MS BENZIDINE 0 0 |20.00-150.00 - BENZIDINE

J(all detects)
R(all non-detects)

Project Name and Number: 1203-004-010-AL - SSFL AREA |V COLLOCATED SAMPLING
ADR version 1.4.0.111
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Lab Control Spike/Lab Control Spike Duplicate Outlier Report

Lab Reporting Batch 1D: 11L003 Laboratory: EMXT
EDD Filename: 11L003 eQAPP Name: CDM_SSFL_111101

QC Sample ID

(Associated
Samples, Flag
SVL006WC 50.00-130.00 J (all detects)

(EB-SAB-SB-120111) UJ (all non-detects)

Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING
2/29/2012 8:08:31 AM ADR version 1.4.0.111 Page 1 of 1



Surrogate Outlier Report

Lab Reporting Batch ID: 11L003
EDD Filename: 11L003

Laboratory: EMXT
eQAPP Name: CDM_SSFL_111101

Sample % Recovery Affected
Sample ID Surrogate % Recovery Limits Compounds

DUP17-SA6-QC-  |BROMOBENZENE 0 50.00-150.00 All Target Analytes

120111 Hexacosane 0 50.00-150.00 Diluted Out
SL-282-SA6-SS-0.0 |BROMOBENZENE 0 50.00-150.00 All Target Analytes No Qual,
-0.5 Hexacosane 0 50.00-150.00 Diluted Out
SL-283-SA6-SS-0.0 |BROMOBENZENE 0 50.00-150.00 All Target Analytes No Qual,
-0.5 Hexacosane 0 50.00-150.00 Diluted Out
SL-284-SA6-SS-0.0 |[BROMOBENZENE 0 50.00-150.00 All Target Analytes No Qual,
-0.5 Hexacosane 0 50.00-150.00 Diluted Out
SL-285-SA6-SS-0.0 |BROMOBENZENE 0 50.00-150.00 All Target Analytes No Qual,
-0.5 Hexacosane 0 50.00-150.00 Diluted Out

Surrogate

Sample

% Recovery

% Recovery

Sample % Recovery Affected
Sample ID Surrogate % Recovery Limits Compounds Flag
SL-2§5-SA6-SS-0.0 TETRACHLORO-M-XYLENE 137 50.00-130.00 All Target Analytes
05 J(all detects)

Limits

Affected
Compounds

-0.5

SL-282-8A6-SB2.5 |2-FLUOROBIPHENYL 438 | 45.00130.00 |  No Affected Compounds |  J(alldetects) |
-3.5 UJ(all non-detects)
SL-283-SA6-SB- 2-FLUOROBIPHENYL 448 45.00-130.00 No Affected Compounds J(all detects)
14.0-15.0 UJ(all non-detects)
SL-283-SA6-SB- 2-FLUOROBIPHENYL 43.2 45.00-130.00 No Affected Compounds J(all detects)
18.0-19.0 UJ(all non-detects)
SL-285-SA6-SS-0.0 |2-FLUOROBIPHENYL 40.6 45.00-130.00 No Affected Compounds J(all detects)

UJ(all non-detects)

% Recovery

0.5

Sample Affected
Sample ID Surrogate % Recovery Limits Compounds Flag
éL-zsz-SAe-sB-z.s 2-FLUOROBIPHENYL 443 45.00-130.00 No Affected Compounds J(all detects)
-3.5 UJ(all non-detects)
SL-283-SA6-SB- 2-FLUOROBIPHENYL 42.5 45.00-130.00 No Affected Compounds J(all detects)
14.0-15.0 UJ(all non-detects)
SL-283-SA6-SB- 2-FLUOROBIPHENYL 41.9 45.00-130.00 No Affected Compounds J(all detects)
18.0-19.0 UJ(all non-detects)
SL-285-SA6-SS-0.0 |2-FLUOROBIPHENYL 41.9 45.00-130.00 No Affected Compounds J(all detects)

UJ(all non-detects)

Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING
ADR version 1.4.0.111

2/29/2012 8:08:45 AM

Page 1 of 1




Field Duplicate RPD Report

Lab Reporting Batch iD: 11L003 Laboratory: EMXT

EDD Filename: 11L003 eQAPP Name: CDM_SSFL 111101

Concentration (MG, /KG) e

Sample
Analyte SL-284-SA6-SS-0.0-0.5 |DUP17-SA6-QC-120111 Flag
SL-284-SA6-SS-0.0-0.5

Analyte (TOT)
ALUMINUM 10500
ANTIMONY 0.271
ARSENIC 3.90
BARIUM 87.1
BERYLLIUM 0.465
CADMIUM 0.327
CALCIUM 5000
CHROMIUM 15.5
COBALT 5.05
COPPER 9.88
IRON 18300
LEAD 10.3 . .
LITHIUM 18.5 19.3 4 50.00 . .
MAGNESIUM 3960 3920 1 50.00 | No Qualifiers Applied
MANGANESE 238 252 6 50.00
MOLYBDENUM 2.55 1.92 28 50.00
NICKEL 9.60 9.28 3 50.00
PHOSPHORUS 470 364 25 50.00
POTASSIUM 2460 2370 4 50.00
SELENIUM 0.609 0.469 26 50.00
SODIUM 179 211 16 50.00
STRONTIUM 27.2 23.7 14 50.00
THALLIUM 0.215 0.248 14 50.00
TITANIUM 775 812 5 50.00
VANADIUM 316 30.2 5 50.00
ZINC 93.2 102 9 50.00

Concentration (MG/KG)
SL-284-SA6-SS-0.0-0.5 |DUP17-SA6-QC-120111 Sample eQAPP
Analyte (TOT) (TOT)

2.85 1.75

Concentration (MG/KG)

DU

EFH(C21-C30) .
EFH(C30-C40) 45 49 9 50.00
TOTAL EFH(C8-C40) 83 80 4 50.00

Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING
2/29/2012 9:42:33 AM ADR version 1.4.0.111 Page 1 of 2



Field Duplicate RPD Report

Lab Reporting Batch ID: 11L003 Laboratory: EMXT

Concentratib;; {

)

SL-284-SA6-SS-0.0-0.5 |DUP17-SA6-QC-120111

Concentration (UG/KG)

Sample eQAPP
RPD RPD Flag

T S

AROCLOR 1260 46 20 125 50.00 J(all detects)

SL-284-SA6-SS-0.0-0.5

R RS T

BENZO(A)ANTHRACENE . . .

BENZO(A)PYRENE 37U 5.1 200 50.00
BENZO(B)FLUORANTHENE 37U 9.7 200 50.00
BENZO(G,H,)PERYLENE 37U 14 200 50.00
BENZO(K)FLUORANTHENE 37U 2.0 200 50.00
BIS(2-ETHYLHEXYL)PHTHALATE 37U 47 200 50.00 J(all detects)
CHRYSENE 3.7U 3.1 200 50.00 UJ(all non-detects)
DIBENZO(A,H)ANTHRACENE 37U 4.6 200 50.00

Di-n-butylphthalate 37U 79 200 50.00

FLUORANTHENE 37U 5.4 200 50.00
INDENO(1,2,3-CD)PYRENE 37U 3.9 200 50.00

PYRENE 3.7U 55 200 50.00

SL-284-SA6-S5-0.0-0.5

DUP17-SA6-QC-120111
8.54

Flag

S AR

No Qualifiers Applied

Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING
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Reporting Limit Outliers

Lab Reporting Batch ID: 11L003
EDD Filename: 11003

Laboratory: EMXT
eQAPP Name: CDM_SSFL_111101

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB-SA6-5B-120111 Nitrate-NO3 J 0.284 0.443 PQL | MG/L J (all detects)

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB-SA6-SB-120111 ALUMINUM J | 00254 | 0.100 PQL | MGIL
COPPER J | 0000ss8 | 000100 | PaL | ML | ¢ (@lldetects)

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB-SA6-5B-120111 GASOLINE RANGE ORGANICS (C5-C12) J 29 50 PQL | UGIL J (all detects)

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-282-SA6-5B-2.5-3.5 FLUORIDE J 1.08 1.12 PQL [MG/KG J (all detects)
SL-283-SA6-SB-14.0-15.0 |FLUORIDE J 0.774 1.11 PQL |MG/KG| J(all detects)
SL-283-5A6-5B-4.0-5.0 FLUORIDE J 0.686 1.08 PQL [MG/KG J (all detects)
SL-283-5A6-5B-9.0-10.0 FLUORIDE J 0.578 1.10 PQL [MG/KG J (all detects)
SL-284-SA6-SB-15.5-16.5 (FLUORIDE J 0.590 1.14 PQL [MG/KG J (all detects)
SL-285-SA6-SB-4.0-5.0 FLUORIDE J 0.832 1.05 PQL [MG/KG J (all detects)
SL-285-SA6-SB-6.0-7.0 Nitrite-NO2 J 1.47 1.60 PQL |MG/KG| J(all detects)

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
DUP17-SA6-QC-120111 ANTIMONY J 0.201 0.211 PQL |MG/KG| J(all detects)
SL-282-SA6-SB-2.5-3.5 THALLIUM J 0.510 0.546 PQL |MG/KG| J(all detects)
SL-282-SAB-SS-0.0-0.5 SILVER J 0.0842 0.104 PQL  [MG/KG

Zirconium J 3.19 5.19 paL |Mekg| J@lldetects)
SL-283-SA6-SB-14.0-150 |ANTIMONY J 0.144 0.210 PQL [MG/KG

SODIUM J 101 105 paL |Makg| J@lldetects)

Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING
ADR version 1.4.0.111
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Reporting Limit Outliers

Lab Reporting Batch ID: 11L003
EDD Filename: 11L003

Laboratory: EMXT
eQAPP Name: CDM_SSFL_111101

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-283-SA6-SB-18.0-19.0 |ANTIMONY J 0.150 0.224 PQL |MG/KG| J(all detects)
SL-283-SA6-SB-9.0-10.0 _ |ANTIMONY J 0.166 0.206 PQL [MGKG| |

SODIUM J 95.0 103 PQL  |MG/KG (all detects)
SL-284-SA6-SB-14.0-15.0 |ANTIMONY J 0.116 0217 POl |MGIKG| | o

SILVER J | 00552 0.108 PQL  |MG/KG (all detects)
SL-284-SA6-SB-15.5-16.5 |ANTIMONY J 0.112 0.220 POL  |MG/KG|  J(all detects)
SL-284-SA6-SB-4.050  |ANTIMONY J 0.134 0.208 POL  |MG/KG|  J(all detects)
SL-285-SA6-SB-4.0-50  |SODIUM J 86.2 100 POL |MG/KG|  J(all detects)
SL-285-SA6-SB-6.0-7.0 _ |ANTIMONY J 0.107 0.202 PQL  |MG/KG

CADMIUM J | 00978 0.101 PQL  |MG/KG|  J(all detects)

SELENIUM J 0.209 0.404 PQL  |MG/KG

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-282-SA6-SB-2.535  |EFH(C8-C11) J 0.85 1.4 PAL MGG | 1 ierocts)

TOTAL EFH(C8-C40) J 0.85 14 PQL  |MG/KG
SL-283-SA6-SB-14.0-150 |EFH(C8-C11) J 0.70 11 POL [MGKG[ | oo

TOTAL EFH(C8-C40) J 0.70 14 PQL  |MG/KG
SL-283-SA6-SB-18.0-19.0 |EFH(C8-C11) J 0.63 11 POL [MGKG| | oo

TOTAL EFH(C8-C40) J 0.63 11 PQL  |MG/KG
SL-283-SA6-5B-9.0-100  |EFH(C30-C40) J 0.63 11 PQL  |MG/KG

EFH(C8-C11) J 0.98 1.4 PaL |Meikg| J (@lldetects)
SL-284-SA6-SB-14.0-15.0 |EFH(C8-C11) J 0.89 11 POL [MGKG| | oo

TOTAL EFH(C8-C40) J 0.89 14 PQL  |MG/KG
SL-284-SA6-SB-15.5-16.5 |EFH(C21-C30) J 0.64 11 PQL  |[MGIKG

EFH(C8-C11) J 0.78 11 PaL  |MG/Kg| J (@lldetects)
SL-284-SA6-SB-4.050  |EFH(C21-C30) J 0.60 11 POL [MGKG| | oot

TOTAL EFH(C8-C40) J 0.60 14 PQL  |MG/KG
SL-284-SA6-SB-9.0-10.0  |EFH(C8-C11) J 0.59 14 PQL |MG/KG| J (all detects)
SL-285-SA6-SB4.050  |EFH(CE-C11) J 0.78 10 PaL [MGKG[ | oo

TOTAL EFH(C8-C40) J 0.78 1.0 PQL |MG/KG

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-285-SA6-SB-7.5 2-BUTANONE (MEK) J 5.1 9.9 PQL {UG/KG|  J(all detects)

Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING
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Reporting Limit Outliers

Lab Reporting Batch ID: 11L003 Laboratory: EMXT
EDD Filename: 11L003 . eQAPP Name: CDM_SSFL_111101

Lab Reporting RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
DUP17-SA8-QC-120111 BENZO(K)FLUORANTHENE J 2.0 3.7 PQL |UG/KG J (all detect

CHRYSENE J 3.1 37 PQL |UG/KG all detects)
SL-283-SA6-SB-4.0-5.0 BIS(2-ETHYLHEXYL)PHTHALATE J 11 18 PQL |UG/KG J (all detects

Di-n-butylphthalate J 9.4 18 PQL [UG/KG )
SL-284-5A6-SB-14.0-15.0 INAPHTHALENE J 1.1 1.9 PQL |UG/KG J (all detects)
SL-284-SA6-SB-9.0-10.0  |BIS(2-ETHYLHEXYL)PHTHALATE J 12 18 PQL |UG/KG| J(all detects)
SL-285-SA6-SB-6.0-7.0 BENZO(B)FLUORANTHENE J 1.0 1.8 PQL [UG/KG J (all detects)

Project Name and Number: 1203-004-010-AL - SSFL AREA IV COLLOCATED SAMPLING
2/28/2012 2:21:40 PM ADR version 1.4.0.111 Page 3 of 3



Enclosure ll

Level IV Validation Reports

27103Cov_SSFL.wpd



LDC Report# 27103B1a

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
CoIIectfon Date: November 29 through December 1, 2011
LDC Report Date: February 23, 2012

Matrix: Soil/Water

Parameters: Volatiles

Validation Level: Level IV

Laboratory: EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003
Sample Identification

SL-285-SA6-SB-4.5
SL-285-SA6-SB-7.5
TB-113011

EB-SA6-SB-120111

VALOGIN\CDM\SSFL\27103B1A_CD4.DOC



Introduction
This data review covers 2 soil samples and 2 water samples listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8260B for Volatiles.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a Laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGINYCDM\SSFL\27103B1A_CD4.DOC 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals.

All ion abundance requirements were met.

lll. Initial Calibration

Initial calibration was performed using required standard concentrations.

Percent relative standard deviations (%RSD) were less than or equal to 30.0% for all
compounds.

In the case where the laboratory used a calibration curve to evaluate the compounds, all
coefficients of determination (r?) were greater than or equal to 0.990 .

Average relative response factors (RRF) for all compounds were within method and
validation criteria.

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

Percent differences (%D) between the initial calibration RRF and the continuing
calibration RRF were within the method criteria of less than or equal to 20.0% for

calibration check compounds (CCCs) and 25.0% for all other compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 25.0% for all compounds.

All of the continuing calibration relative response factors (RRF) were within method and
validation criteria.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No volatile contaminants
were found in the method blanks with the following exceptions:

VALOGIN\CDM\SSFL\27103B1A_CD4.DOC



Analysis Compound
Method Blank ID Date TIC (RT in minutes) Concentration Associated Samples

MBLK2S 1211711 Methylene chloride 2.4 ug/Kg All soil samples in SDG 11003

Sample concentrations were compared to concentrations detected in the method
blanks. The sample concentrations were either not detected or were significantly greater
(>10X for common contaminants, >5X for other contaminants) than the concentrations
found in the associated method blanks.

Sample TB-113011 was identified as a trip blank. No volatile contaminants were found.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No volatile
contaminants were found with the following exceptions:

Sampling
Equipment Blank ID Date Compound Concentration Associated Samples
EB-SA6-SB-120111 121711 Methylene chloride 1.4 ug/L No associated samples in

this SDG

VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike
duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VIII. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Internal Standards

All internal standard areas and retention times were within QC limits.
XI. Target Compound Identifications

All target compound identifications were within validation criteria.

4
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XIl. Compound Quantitation and RLs
All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG 11L003 All compounds reported below the RL. J (all detects) A

XIll. Tentatively Identified Compounds (TICs)

Tentatively identified compounds were not reported by the laboratory.

XIV. System Performance

The system performance was acceptable.

XV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.
XVI. Field Duplicates

No field duplicates were identified in this SDG.

VALOGIN\CDM\SSFL\27103B1A_CD4.DOC 5



Santa Susana Field Laboratory
Volatiles - Data Qualification Summary - SDG 11L003

SDG

Sample

Compound

Flag

AorP

Reason (Code)

11L003

SL-285-SA6-SB-4.5
SL-285-SA6-SB-7.5
TB-113011

EB-SA6-SB-120111

All compounds reported
below the RL.

J (all detects)

Compound
quantitation and RLs
2)

Santa Susana Field Laboratory
Volatiles - Laboratory Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Volatiles - Field Blank Data Qualification Summary - SDG 11L003

VALOGIN\CDM\SSFL\27103B1A_CD4.DOC
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LDC #__27103B1a VALIDATION COMPLETENESS WORKSHEET Date:_* @5//)/

SDG #:___11L003 Level IV Page:_/ of
Laboratory: EMAX Laboratories, Inc. Reviewer: §2

2nd Reviewer:
METHOD: GC/MS Volatiles (EPA SW 846 Method 8260B)

The samples listed below were reviewed for each of the fbllowing validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
l.__| Technical holding times A Sampling dates: 11 ) 29 — 12 ) o \/ ! ‘
IR GC/MS Instrument performance check A l ' !
. | Initial calibration A ’/. D =30, ( e
IV. | Continuing calibration/ICV A | eV ) CN £ N
V. | Blanks \SVJ
VI, | Surrogate spikes A
VII. | Matrix spike/Matrix spike duplicates ‘\) @\'\:bvi 304 C; Lu-\/o
VIIl. | Laboratory control samples & L&A O \ “
IX. | Regional Quality Assurance and Quality Control N
X. | Internal standards A
XI. | Target compound identification A'
XIl. | Compound quantitatior@LOQ/LODs A
Xill. | Tentatively identified compounds (TICs) t\j
XIV. | System performance A
XV. | Overall assessment of data A
XVI. | Field duplicates t‘/
XVil. | Field blanks S/ ¥T® =3 E® = 4
Note: A = Acceptable -vFND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: oL _\ \QM
1 | SL-285-SA6-SB4.5 11 | WDLE % 21 31
5" | sL28s-5A6-5B.7.5 12| WoLK|S 22 32
3| TB-113011 W 13 | MBLKZD 23 33
7t | ep-sas-s8-120111 Vi | moLk3s 24 34
5 15 25 35
6 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40

27103B1aW.wpd



DC#: 2710> 5\“— VALIDATION FINBINGS CHECKLIST Page:_jof__z_,
Reviewer: FT

2nd Reviewr—é

Method: Volatiles (EPA SW 846 Method 8260B)

Were the BFB performance results reviewed and found to be within the specified vd
criteria? .

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) and relative response factors
(RRF) within method criteria for all CCCs and SPCCs?

Was a curve fit used for evaluation?

Did the initial calibration meet the cutve fit acceptance criteria of > 0.990?

Were all percent relative standard deviations (%RSD) < 30% and relative response
factors (RRF) > 0.05?
Y PR AR =

T

Was a continuing calibration standard analyzed at least once every 12 hours for
each instrument?

method criteria for all CCCs and SPCCs?

Were all percent differences (%D) < 25% and relative response factors (RRF) >

/
Were all percent differences (%D) and relative response factors (RRF) within -

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed at least once every 12 hours for each matrix and
concentration?

validation completeness worksheet.

/

e
Was there contamination in the method blanks? If yes, please see the Blanks /

/

Were all surrogate %R within QC limits?

If the percent recovery (%R) for one or more surrogates was out of QC limits, was a T
reanalysis performed to confirm samples with %R outside of criteria?
oy

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated

MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits?
PR

Was an LCS analyzed for this SDG?

VOA-SW_2.wpd



oo > 1102 B VALIDATION FINDINGS CHECKLIST page. Or 2—
Reviewer:  FT

2nd Reviewer:__i

Validation Area Yes | No | NA Findings/Comments

Was an LLCS analyzed per analvtical batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD) within |, L
the QC limits? 1
e

n (PE) samples within the accept
0 % 5 %

e

Were internal standard area counts within -50% or +100% of the associated —T1
calibration standard?

o

Were retention times within + 30 seconds of the associated calibration standard?

Were relative retention times (RRT's) within + 0.06 RRT units of the standard? —
/

Did compound spectra meet spebiﬁed EPA "Functional Guidelines" criteria?

?

Were the correct internal standard (1S), quantitation ion and relative response factor A ,
(RRF) used to quantitate the compound?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and L
dry weight factors applicable to level IV validation? d

Were the major ions (> 10 percent relative intensity) in the reference spectrum -
evaluated in sample spectrum? : ]
Were relative intensities of the major ions within + 20% between the sample and the -
reference spectra? 7
Did the raw data indicate that the laboratory performed a library search for all A

required peaks in the chromatograms (samples and blanks)?
iy : e

S -
S o

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

VOA-SW_2.wpd
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raye. coul d
C

Surrogate Resuits Verification Reviewer: FT

2nd reviewer: Q

LU #E T fITUDAL X VAL FEJAM IS MRS NI O VR UUNINOT Tl §

METHOD: GC/MS VOA (EPA SW 845 Method 8260)

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100 Where: SF = Surrogate Found
SS = Surrogate Spiked

Sample ID:___ %7/

Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Dibromofluoromethane % Y- >0 . G 92. 0
1,2-Dichloroethane-d4 \ Yi.5v aqs. ] ‘18- l
~
Toluene-da | Y -/ 2,
= ’ 7
Bromofluorobenzene v S \3 I 9 \ \D &
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Dibromofluoromethane
' 1,2-Dichloroethane-d4
Toluene-d8
Bromofluorobenzene
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Dibromofluoromethane
1,2-Dichloroethane-d4
Toluene-d8
Bromofluorobenzene
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Dibromofluoromethane
1,2-Dichloroethane-d4
Toluene-d8
Bromofluorobenzene
Sampile [D:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Dibromofluoromethane
1,2-Dichloroethane-d4
Toluene-d8
Bromofluorobenzene

SURRCALC.1SB
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Loc# 7/ 0> /e VALIDATION FINDINGS WORKSHEET page:. /of ~
Sample Calculation Verification Reviewer: FT

2nd reviewer: é

HOD: GC/MS VOA (EPA SW 846 Method 8260)

N/A Were all reported results recalculated and verified for all level IV samples?
N_N/A Were all recalculated results for detected target compounds agree within 10.0% of the reported results?
Concentration = ANIYDF) Examplé:
(ARRF)(V)(%S) S

A, = Area of the characteristic ion (EICP) for the Sample I.D. ﬂ:?/ , ‘AC‘— N

compound to be measured
Ay = Area of the characteristic ion (EICP) for the specific

internal standard -
IS = Amount of internal standard added in nanograms Conc.= (A7 WL’ ) ( gLD (5 )

(ng) 21916 ) ( ) ) )

© Y

RRF = Relative response factor of the calibration standard. ¥ \ L{X 9. ‘Ob 53 D'Cf S
V, = Volume or weight of sample pruged in milliliters (ml) =

or grams (g). \—7
Df = Dilution factor. wa’
%S = Percent solids, applicable to soils and solid matrices

only.

Reported Calculated
. Concentration Concentration
# I Sample ID Compound { ) { ) Qualification

RECALC-1S.wpd



LDC Report# 27103B1b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:
Laboratory:

Sample Delivery Group (SDG):
Sampile Identification
SL-285-SA6-SB-4.5
SL-285-SA6-SB-7.5

TB-113011
EB-SA6-SB-120111

VALOGIN\CDMISSFL\27103B1B_CD4.DOC

Santa Susana Field Laboratory
November 29 through December 1, 2011
February 23, 2012

Soil/Water

1,4-Dioxane

Level IV

EMAX Laboratories, Inc.

11L003



Introduction
This data review covers 2 soil samples and 2 water samples listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
‘Method 8260B using Selected lon Monitoring (SIM) for 1,4-Dioxane.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\27103B1B_CD4.DOC



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

ll. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals.

All ion abundance requirements were met.

lil. Initial Calibration

Initial calibration was performed using required standard concentrations.

Percent relative standard deviations (%RSD) were less than or equal to 30.0% for 1,4-
Dioxane.

Average relative response factors (RRF) for all compounds were within method and
validation criteria.

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

Percent differences (%D) between the initial calibration RRF and the continuing
calibration RRF were within the method criteria of less than or equal to 25.0% for 1,4-

Dioxane.

The percent differences (%D) of the second source calibration standard were less than
or equal to 25.0% for 1,4-Dioxane.

All of the continuing calibration relative response factors (RRF) were within method and
validation criteria.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No 1,4-dioxane was found
in the method blanks.

Sample TB-113011 was identified as a trip blank. No 1,4-dioxane was found.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No 1,4-dioxane was
found.

VALOGIN\CDM\SSFL\27103B1B_CD4.DOC



VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike
duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VIII. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Internal Standards

All internal standard areas and retention times were within QC limits.

Xl. Target Compound ldentifications

All target compound identifications were within validation criteria.

XIl. Compound Quantitation and RLs

All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample

Finding

Flag

AorP

All samples in SDG 11L003 All compounds reported below the RL.

J (all detects)

XIll. Tentatively Identified Compounds (TICs)

Tentatively identified compounds were not reported by the laboratory.

XIV. System Performance

The system performance was acceptable.

VALOGIN\CDM\SSFL\27103B1B_CD4.DOC




XV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XVI. Field Duplicates

No field duplicates were identified in this SDG.

VALOGIN\CDM\SSFL\27103B1B_CD4.DOC 5



Santa Susana Field Laboratory
1,4-Dioxane - Data Qualification Summary - SDG 11L003

SDG Sample Compound Flag AorP Reason (Code)
11L003 | SL-285-SA6-SB-4.5 All compounds reported J (all detects) A Compound quantitation
SL-285-SA6-SB-7.5 below the RL. and RLs (Z)

TB-113011

EB-SA6-SB-120111

Santa Susana Field Laboratory
1,4-Dioxane - Laboratory Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
1,4-Dioxane - Field Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

VALOGINYCDM\SSFL\27103B1B_CD4.DOC 6



LDC #__27103B1b VALIDATION COMPLETENESS WORKSHEET Date:_2/ 93//2

SDG #;___11L003 Level IV Page:_rof /
Laboratory: EMAX Laboratories, Inc. Reviewer: =
2nd Reviewer: g

METHOD: GC/MS 1,4-Dioxane (EPA SW 846 Method 8260B-SIM)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I.__| Technical holding times A\ |sampling dates: \\‘ 241 - 12 , 0 \} 1)
Il. | GC/MS Instrument performance check A ‘ l '
.| Initiai calibration A */ paD =30
IV. | Continuing calibration/ICV N /‘V/C(/V ._f*a 7\/
V. | Blanks A
VI. | Surrogate spikes '/\
VII. | Matrix spike/Matrix spike duplicates N c /1 ‘C n 'IL SRec le r 60/
VIIl. | Laboratory control samples A Led VO ! U
IX. | Regional Quality Assurance and Quality Control N
X. | Internal standards A
Xl. | Target compound identification A
Xll. | Compound quantitatiorﬂlj_OQ/LODs A
Xill. | Tentatively identified compounds (TICs}) A/
XIV. | System performance A
XV. | Overall assessment of data A
XVI. | Field duplicates /\/
xVI. | Field blanks 0 T = > ED - Y
Note: . A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated SaQr:;,JI‘e\s: 4w D
1 | SL-285-SA6-SB-4.5 11 MBVE w 21 31
2 | SL-285-SA6-5B-7.5 12 22 32
3” TB-113011 w |13 23 33
: EB-SA6-SB-120111 l/ 14 24 34
5 15 25 35
6 16 26 36
7 17 27 \ 37
8 18 28 | 38
9 19 29 39
10 20 30 40

27103B1bW.wpd



bc#_ 2710>8lb VALIDATION FINDINGS CHECKLIST Page: / of
Reviewer: T
2nd Reviewer:

hMethod: Volatiles (EPA SW 846 Method 8260B)

ValrdatronArea Yes | No [ NA Frndrngs/Comments

All technicatl holding times were met.

Cooler temperature crrterra was met

Were the BFB performance results reviewed and found to be within the specified /
criteria?

Were all samples anal zed within fhe 12 hour clock crrferra’7

Did the laboratory perform a 5 point calibration prior to sample analysis? -

Were all percent relative standard deviations (%RSD) and relative response factors

(RRF) within method criteria for all CCCs and SPCCs? -
_t

Was a curve fit used for evaluation?

\

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907

Were all percent relative standard deviations (%RSD) < 30% and relative response | -
factors (RRF) > 0. 05'7 -
o

Was a continuing calibration standard analyzed at least once every 12 hours for -

each instrument? -~

Were all percent differences (%D) and relative response factors (RRF) within -
method criteria for all CCCs and SPCCs? . —
Were all percent differences (%D) < 25% and relative response factors (RRF) > L

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed at least once every 12 hours for each matrix and
concentration?

Was there contamination in the method blanks? If yes, please see the Blanks //
Iidatio com pleteness rksheet

Were all surrogate %R within QC limits? —

If the percent recovery (%R) for one or more surrogates was out of QC limits, was a L~
reanalysis performed to confirm samples wrth %R outside of criteria? —

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits?

Was an LCS analyzed for this SDG?

VOA-SW_2.wpd



DC#_ 27103 elb VALIDATION FINDINGS CHECKLIST Page, 2of &
Reviewer: FT

2nd Reviewer: é

Validation Area Yes | No | NA Findings/Comments
Was an LCS analyzed per analvytical batch? ~
L~
Were the LCS percent recoveries (%R) and relative percent difference (RPD) within /

t e C mits?

Were internal standard area counts within -50% or +100% of the associated
calibration standard?

Were relative retention times (RRT's) within + 0.06 RRT units of the standard? '

Did compound spectra meet specified EPA "Functional Guidelines" criteria? —

Were chromatog
A A o

o

Were the correct internal standard (IS), quantitation ion and relative response factor ,
(RRF) used to quantitate the compound? —

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and
dry weight factors applicable to level IV validation? -
o

Were the major ions (> 10 percent relative intensity) in the reference spectrum
evaluated in sample spectrum? ) ]

Were relative intensities of the major ions within + 20% between the sample and the

reference spectra? 1
Did the raw data indicate that the laboratory performed a library search for all
required peaks in the chromatograms (samples and blanks)? /

Field biarks were identified in this SDG. /

Target compounds were detected in the field blanks.

VOA-SW_2.wpd
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LUUF_ = 11w

METHOD: GC/MS VOA (EPA SW 846 Method 8260)

YARALLEAJFA IS T HRL/ NS G O YR ININT T f

Surrogate Resuits Verification

maye. 7 Ul

Reviewer:

FT

2nd reviewer: é

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100

Where: SF = Surrogate Found
SS = Surrogate Spiked

Sample ID: .
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Dibromofluoromethane
1,2-Dichloroethane-d4 2.0 \x - ‘-} A \7 ). 1 J J
Toluene-d8
Bromofluorobenzene
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Dibromofluoromethane
1,2-Dichloroethane-d4
Toluene-d8
Bromofluorobenzene
Sampile ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Dibromoflucromethane
1,2-Dichloroethane-d4
Toluene-d8
Bromofluorobenzene
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Dibromofluoromethane
1,2-Dichloroethane-d4
Toluene-d8
Bromofluorobenzene
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference

Dibromofluoromethane

1,2-Dichloroethane-d4

Toluene-d8

Bromofluorobenzene

SURRCALC.1SB
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ook 2 7/03B/b VALIDATION FINDINGS WORKSHEET page. “of

Sample Calculation Yerification Reviewer: FT
2nd reviewer:

1 GC/IMS VOA (EPA SW 846 Method 8260) .
Were all reported results recalculated and verified for all level IV samples?
Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Concentration = (A)(J(DF) Examplé:
(A)(RRF)(V, )(%S)

A, = Area of the characteristic ion (EICP) for the Sample I.D. ,

compound to be measured
Ay = Area of the characteristic ion (EICP) for the specific

internat standard
g = Amount of internal standard added in nanograms Conc. = { ) ( ) ( )

{ng) ( ) { ) ( ) )
RRF = Relative response factor of the calibration standard.
V, = Volume or weight of sample pruged in milliliters (mf) =

or grams (g).
Df = Dilution factor.
%S = Percent solids, applicable to soils and solid matrices

only.

Reported Calculated
. Concentration Concentration
# | Sample ID Compound ( ) ( ) Qualification

RECALC-1S.wpd



LDC Report# 27103B2a

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
November 29 through December 1, 2011
February 23, 2012

Soil/Water

Semivolatiles

Level IV

EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003

Sample ldentification

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SAG-SB-120111
DUP17-SA6-QC-120111
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-SS-0.0-0.5MSD

VALOGIN\CDMSSFL\27103B2A_CD4.D0OC



Introduction
This data review covers 18 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8270C for Semivolatiles.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

UJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A [ndicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\27103B2A_CD4.DOC 2



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

II. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals. All ion abundance
requirements were met.

ll. Initial Calibration
Initial calibration was performed using required standard concentrations.

Percent relative standard deviations (%RSD) were less than or equal to 30.0% for all
compounds.

In the case where the laboratory used a calibration curve to evaluate the compounds all
coefficients of determination (r?) were greater than or equal to 0.990 .

Average relative response factors (RRF) for all compounds were within method and
validation criteria.

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

Percent differences (%D) between the initial calibration RRF and the continuing
calibration RRF were within the method criteria of less than or equal to 20.0% for

calibration check compounds (CCCs) and 25.0% for all other compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 25.0% for all compounds.

All of the continuing calibration relative response factors (RRF) were within method and
validation criteria.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No semivolatile
contaminants were found in the method blanks.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No semivolatile
contaminants were found.

VALOGIN\CDM\SSFL\27103B2A_CD4.DOC



VL. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates
Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits with the following exceptions:

Spike ID
(Associated MS (%R) | MSD (%R) RPD
Samples) Compound | (Limits) (Limits) (Limits) Flag AorP
SL-283-SA6-5S-0.0-0.5MS/MSD | Benzidine 0(10-150) | O (10-150) - J (all detects) A
(SL-283-SA6-SS-0.0-0.5) R (all non-detects)

VIIl. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits with the
following exceptions:

LCSID
(Associated LCS LCSD RPD
Samples) Compound %R (Limits) | %R (Limits) (Limits) Flag AorP
SVLO0BWL/WC Fluoranthene - - 32 (<30) J (all detects) P
(All water samples UJ (all non-detects)
in SDG 11L003)

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Internal Standards

All internal standard areas and retention times were within QC limits.
XI. Target Compound Identifications

All target compound identifications were within validation criteria.
XIl. Compound Quantitation and RLs

All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

4
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Sample

Finding

Flag

AorP

All samples in SDG 11L003 All compounds reported below the RL.

J (all detects)

XIll. Tentatively Identified Compounds (TICs)

Tentatively identified compounds were not reported by the laboratory.

XIV. System Performance

The system performance was acceptable.

XV. Overall Assessment

Data flags are summarized at the end of this report if data has been qualified.

XVI. Field Duplicates

Samples SL-284-SA6-SS-0.0-0.5 and DUP17-SA6-QC-120111 were identified as field
duplicates. No semivolatiles were detected in any of the samples.

VALOGIN\CDM\SSFL\27103B2A_CD4.DOC




Santa Susana Field Laboratory
Semivolatiles - Data Qualification Summary - SDG 11L003

SL-285-SA6-SB4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-S5-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-5B-4.0-5.0
SL-283-SA6-SB-9.0-10.0

SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0

SL-284-SA6-5S-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0

SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5

EB-SA6-SB-120111
DUP17-SA6-QC-120111

below the RL.

SDG Sample Compound Flag AorP Reason (Code)
11L003 SL-283-SA6-SS-0.0-0.5 Benzidine J (all detects) A Matrix spike/Matrix spike
R (alt non-detects) duplicate (%R) (Q)
11L003 EB-SAB8-SB-120111 Fluoranthene J (all detects) A Laboratory control
UJ (all non-detects) samples (RPD) (E)
11L003 SL-285-SA6-SS-0.0-0.5 All compounds reported J (all detects) A Compound quantitation

and RLs (2)

Santa Susana Field Laboratory
Semivolatiles - Laboratory Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Semivolatiles - Field Blank Data Qualification Summary - SDG 11L003

VALOGIN\CDM\SSFL\27103B2A_CD4.DOC

No Sample Data Qualified in this SDG




LDC #.__27103B2a VALIDATION COMPLETENESS WORKSHEET Date: ;)_/0.6//7/

SDG #__11L003 Level IV Page:_/ of
Laboratory: EMAX Laboratories, Inc. Reviewer:
2nd Reviewer:

METHOD: GC/MS Semivolatiles (EPA SW 846 Method 8270C)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I. | Technical holding times A Sampling dates: \! ' 294 — (2 /‘O\/! )
Il. | GC/MS Instrument performance check A l '
.| initial calibration A % BD 230 (¥
IV._| Continuing calibration/ICV AN j <y ! C,(f\[ &N
V. | Blanks A
VI. | Surrogate spikes b\/‘)
VII. | Matrix spike/Matrix spike duplicates .QVJ
VIII. | Laboratory control samples 6\‘\) \LCo l O
IX. | Regional Quality Assurance and Quality Control N
X. Internal standards A
X|. | Target compound identification /\
Xli. | Compound quantitationﬂRDLOQ/LODs D(
Xlll. | Tentatively identified compounds (TICs) \J
XIV. | System performance A
XV. | Overall assessment of data A
xVI. | Field duplicates |\/9 Do W \\ a & 7
xVil._| Field blanks v [ ED = 1L
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: -
%O\l %
~ | SL-285-SA6-SS-0.0-0.5 T1 |SL-284-SA6-SS-0.0-0.5 211 v |2 \,\a\u\) 31
3 | SL-285-SA6-SB-4.0-5.0 12 |SL-284-SA6-SB-4.0-5.0 20 M® LK 32
3" | sL-285-5A6-5B-6.0-7.0 13 |SL-284-SA6-SB-9.0-10.0 23 PO LIS 33
2 | SL-282-SA6-SS-0.0-0.5 T4 [SL-284-SA6-SB-14.0-15.0 24 34
g SL-282-SA6-SB-2.5-3.5 TS SL-284-SA6-SB-15.5-16.5 25 35
6 | SL-283-SA6-55-0.0-0.5 16‘ EB-SA6-SB-120111 \I\) 26 36
7 | SL-283-SA6-SB-4.0-5.0 17 |DUP17-SA6-QC-120111 27 37
8 | SL-283-SA6-SB-9.0-10.0 18 |SL-283-SA6-SS-0.0-0.5MS 28 38
g SL-283-SA6-SB-14.0-15.0 19 |SL-283-SA6-SS-0.0-0.5MSD | 28 39
1’0 SL-283-SA6-SB-18.0-18.0 20 30 40

27103B2aW.wpd



LDC#__ > ] > Baa VALIDATION FINDINGS CHECKLIST Page:_/of 2
Reviewer:  FT

2nd Reviewer: é/‘

Method: Semivolatiles (EPA SW 846 Method 8270C)

Validation Area Findings/Comments

All technical holding times were met.

Cooler temperature criteria was met.

criteria? :

Were the DFTPP performance results reviewed and found to be within the specified / ]

Were all samples analyzed within the 12 hour clock criteria?

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) and relative response factors
(RRF) within method criteria for all CCCs and SPCCs?

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.990?

Were all percent relative standard deviations (%RSD) < 30% and relative response
factors (RRF) > 0.05? .

Was a continuing calibration standard analyzed at least once every 12 hours for

each instrument? il

Were all percent differences (%D) and relative response factors (RRF) within L

method criteria for all CCCs and SPCCs? pd

Were all percent differences (%D) < 25% and relative response factors (RRF) > L~

0.05? o '

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet. -

Were all surrogate %R within QC limits? —1
If 2 or more base neutral or acid surrogates were outside QC limits, was a |
reanalysis performed to confirm %R? -

0,

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated —1
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix? —

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC limits?

Was an LCS analyzed for this SDG?

SVOA-SW_2.wpd version 2.0



IDC#__ 2 T7]03P3a VALIDATION FINDINGS CHECKLIST Page: &f 2
Reviewer: FT

2nd Reviewer: _/\_f!i

Validation Area Yes | No | NA Findings/Comments

Was an LCS analyzed per extraction batch? et

Were the LCS percent recoveries (%R) and relative percent difference (RPD) within
the QC limits?

Were performance evaluation (PE) samples performed? -

Were the performance evaluation (PE) samples within the acceptance limits?

Were internal standard area counts within -50% or +100% of the associated
calibration standard? 7

ibration standard?

Were relative retention times (RRT's) within + 0.06 RRT units of the standard?

Did compound spectra meet specified EPA "Functional Guidelines" criteria?

Were chromatog peaks verified and accounted for?

Were the correct internal standard (IS), quantitation ion and relative response factor
(RRF) used to quantitate the compound? ~

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and L
dry weight factors applicable to level IV validation?

Were the major ions (> 10 percent relative intensity) in the reference spectrum
evaluated in sample spectrum? -

Were relative intensities of the major ions within + 20% between the sample and the

reference spectra? ]
Did the raw data indicate that the laboratory performed a library search for all
required peaks in the chromatograms (samples and blanks)? e

System performance was found to be acceptable.

Overall assessment of data was found to be acceptable.

Field duplicate pairs were identified in this SDG. ]

Target compounds were detected in the field duplicates

Field blanks were identified in this SDG. /

Target compounds were detected in the field blanks. 7

SVOA-SW_2.wpd version 2.0
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LG #H. /T =i VALIDVAIIUN INNVINUOD Y VURKROMNEE ] I-’age: [e)) 4
Surrogate Results Verification Reviewer:  FT

2nd reviewer: é
METHOD: GC/MS Semivolatiles (EPA SW 846 Method 8270)

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100 Where: SF = Surrogate Found

SS = Surrogate Spiked
Sample ID: \ l L

Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5 ’ . 0
\ : 9

2-Fluorobiphenyl

\ 543 1y.S b¥.S
Terphenyl-d14 L L‘X\’ a\oﬂ ﬂo 01

Phenol-d5 20 464 b‘f-b Lq-'b
2-Fluorophenol 6\6 S [g l-’) ))1 5
2,4,6-Tribromophenol ) W2 ) 14 7 7 :.l ] A

2-Chlorophenol-d4

1,2-Dichlorobenzene-d4

Sample ID:
Percent Percent .
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5
2-Fluorobiphenyl
Terphenyl-d14
Phenol-d5
2-Fluorophenol
2,4,6-Tribromophenol
2—Chlorophenol-d4
1,2-Dichlorobenzene-d4
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference

Nitrobenzene-d5

2-Fluorobiphenyl

Terphenyi-d14

Phenol-d5

2-Fluorophenot

2,4,6-Tribromophenol

2-Chlorophenol-d4

1,2-Dichlorobernzene-d4

SURRCALC.28
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VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

loc# &7/ ©38A

Page: _/ of L

Reviewer: FT

METHOD: GC/MS BNA (EPA SW 846 Method 8270)

2nd reviewer:

Were all reported results recalculated and verified for all level [V samples?
Were all recalculated results for detected target compounds agree within 10.0% of the reported resuits?

Concentration = (A)(1)(V)(DF)(2.0) Example:
(A(RRF)(V }(V))(%S)

A, = Area of the characteristic ion (EICP) for the Sample I.D. .

compound to be measured
Ay = Area of the characteristic ion (EICP) for the specific

internal standard
I = Amount of internal standard added in nanograms (ng) Conc. = {( X X X ) )

( )¢ )¢ )¢ )¢ )

vV, = Volume or weight of sample extract in milliliters (ml) or

grams (g).
\A = Volume of extract injected in microliters (ul) =
V, = Volume of the concentrated extract in microliters (ul)
Df = Dilution Factor.
%S = Percent solids, applicable to soil and solid matrices

only.
2.0 = Factor of 2 to account for GPC cleanup

Reported Calculated
Concentration Concentration
# Sample ID Compound ( ) ( ) Qualification

RECALC.28




LDC Report# 27103B2b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
November 29 through December 1, 2011
February 23, 2012

Soil

Polynuclear Aromatic Hydrocarbons
Level IV

EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003

Sample ldentification

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
DUP17-SA6-QC-120111
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-SS-0.0-0.5MSD

VALOGIN\CDM\SSFL\27103B2B_CD4.DOC



Introduction
This data review covers 18 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8270C using
Selected lon Monitoring (SIM) for Polynuclear Aromatic Hydrocarbons.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

ud Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\27103B2B_CD4.DOC 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals. All ion abundance
requirements were met.

lll. Initial Calibration
Initial calibration was performed using required standard concentrations.

Percent relative standard deviations (%RSD) were less than or equal to 30.0% for all
compounds.

In the case where the laboratory used a calibration curve to evaluate the compounds, all
coefficients of determination (r?) were greater than or equal to 0.990 .

Average relative response factors (RRF) for all compounds were within method and
validation criteria.

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

Percent differences (%D) between the initial calibration RRF and the continuing
calibration RRF were within the method criteria of less than or equal to 20.0% for

calibration check compounds (CCCs) and 25.0% for all other compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 25.0% for all compounds.

All of the continuing calibration relative response factors (RRF) were within method and
validation criteria.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No polynuclear aromatic
hydrocarbon contaminants were found in the method blanks.

No field blanks were identified in this SDG.

VALOGIN\CDM\SSFL\27103B2B_CD4.DOC



VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)

were within QC limits.

VIII. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Internal Standards

All internal standard areas and retention times were within QC limits.

Xl. Target Compound ldentifications

All target compound identifications were within validation criteria.

Xll. Compound Quantitation and RLs

All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample

Finding

Flag

AorP

All samples in SDG 11L003 All compounds reported below the RL.

J (all detects)

XIll. Tentatively Identified Compounds (TICs)

Tentatively identified compounds were not reported by the laboratory.

XIV. System Performance

The system performance was acceptable.

VALOGIN\CDM\SSFL\27103B2B_CD4.DOC




XV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XVI. Field Duplicates

Samples SL-284-SA6-SS-0.0-0.5 and DUP17-SA6-QC-120111 were identified as field

duplicates. No polynuclear aromatic hydrocarbons were detected in any of the samples
with the following exceptions:

Concentration (ug/Kg)
RPD
Compound SL-284-SA6-SS-0.0-0.5 | DUP17-SA6-QC-120111 | (Limits) Flags AorP
Bis(2-ethylhexyl)phthalate 37U 47 200 (s50) J (all detects) A
UJ (all non-detects)
Di-n-butylphthalate 37U 79 200 (<50) J (all detects) A
UJ (all non-detects)
Benzo(a)anthracene 3.7U 4.7 200 (=50) J (all detects) A
UJ (all non-detects)
Benzo(a)pyrene 3.7U 5.1 200 (<50) J (all detects) A
UJ (all non-detects)
Benzo(b)fluoranthene 3.7U 9.7 200 (=50) J (all detects) A
UJ (all non-detects)
Benzo(g,h,i)perylene 3.7U 14 200 (=50) J (all detects) A
UJ (all non-detects)
Benzo(k)fluoranthene 3.7U 2.0 200 (=50) J (all detects) A
UJ (all non-detects)
Chrysene 3.7U 3.1 200 (<50) J (all detects) A
UJ (all non-detects)
Dibenzo(a,h)anthracene 3.7U 4.6 200 (=50) J (all detects) A
UJ (all non-detects)
Fluoranthene 3.7U 5.4 200 (=50) J (all detects) A
UJ (all non-detects)
Indeno(1,2,3-cd)pyrene 3.7U 3.9 200 (=50) J (all detects) A
UJ (all non-detects)
Pyrene 3.7U 5.5 200 (=50) J (all detects) A
UJ (all non-detects)

VALOGIN\CDM\SSFL\27103B2B_CD4.DOC 5



Santa Susana Field Laboratory
Polynuclear Aromatic Hydrocarbons - Data Qualification Summary - SDG 11L003

SDG

Sample

Compound

Flag

AorP

Reason (Code)

11L003

SL-285-SA6-55-0.0-0.5
SL-285-SA6-5B-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-55-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
DUP17-SA6-QC-120111

All compounds reported
below the RL.

J (all detects)

Compound guantitation
and RLs (Z)

11L003

SL-284-SA6-SS-0.0-0.5
DUP17-SA6-QC-120111

Bis(2-ethylhexyl)phthalate
Di-n-butylphthalate
Benzo(a)anthracene
Benzo(a)pyrene
Benzo(b)fluoranthene
Benzo(g,h,i)perylene
Benzo(k)fluoranthene
Chrysene
Dibenzo(a,h)anthracene
Fluoranthene
Indeno(1,2,3-cd)pyrene
Pyrene

J (all detects)
UJ (all non-detects)

Field duplicates (RPD)
(FD)

Santa Susana Field Laboratory
Polynuclear Aromatic Hydrocarbons - Laboratory Blank Data Qualification
Summary - SDG 11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Polynuclear Aromatic Hydrocarbons - Field Blank Data Qualification Summary -
SDG 11L003

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\27103B2B_CD4.DOC



LDC #

27103B2b VALIDATION COMPLETENESS WORKSHEET Date:

SDG #:

11L003

Laboratory:_Lancaster Laboratories

Level IV

Reviewer:
2nd Reviewer:

METHOD: GC/MS Polynuclear Aromatic Hydrocarbons (EPA SW 846 Method 8270C-SIM)

sz{:zé,/)/
Page:_/ o

<

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validati A
I. | Technical holding times A Sampling dates: e A - \au/o\ /] \
Il. | GC/MS Instrument performance check A s I ’
.| initial calibration A o/n s £ 30 >
Iv. | Continuing calibration/ICV Al ’ |&v ] con e
V. | Blanks A l
VI. | Surrogate spikes A
VII. | Matrix spike/Matrix spike duplicates A
VIIi. | Laboratory control samples A Led ‘ p
IX. ] Regional Quality Assurance and Quality Control N
X. Internal standards A
XI. | Target compound identification A
XIl. | Compound quantitation@l),OQ/LODs A
XIil. | Tentatively identified compounds (TICs) l\/’
XIV. | System performance A
XV. | Overall assessment of data H
XVI. | Field duplicates sw D= [\ q L) W
XVII. | Field blanks I\/
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R =Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples:
1 | SL-285-SA6-55-0.0-0.5 11 |SL-284-SA6-5S-0.0-0.5 21| MBWILS 31
2" SL-285-SA6-SB-4.0-5.0 12 |SL-284-SA6-5B-4.0-5.0 22 b VKB’S 32
3—\‘ SL-285-SA6-SB-6.0-7.0 1§ SL-284-SA6-SB-9.0-10.0 23 33
j SL-282-SA6-SS-0.0-0.5 14 |SL-284-SA6-SB-14.0-15.0 24 34
t-'; SL-282-SA6-SB-2.5-3.5 T5 SL-284-SA6-SB-15.5-16.5 25 35
E SL-283-SA6-3S-0.0-0.5 ‘.1}6 DUP17-SA6-QC-120111 26 36
7+ SL-283-SA6-SB-4.0-5.0 17 | SL-283-SA6-SS-0.0-0.5MS 27 37
8’ SL-283-SA6-SB-9.0-10.0 18 | SL-283-SA6-SS-0.0-0.5MSD | 28 38
9’ SL-283-SA6-SB-14.0-15.0 19 29 39
10 | SL-283-SA6-SB-18.0-19.0 20 30 40

27103B2bW.wpd



Lbc#_ 237103 B> o) VALIDATION FINDINGS CHECKLIST Page: /. ofL
Reviewer: FT

2nd Reviewer: é

Method: Semivolatiles (EPA SW 846 Method 8270C)

Validation Area indings/Comments

All technical holding times were met.

Cooler temperature criteria was met. -~

Were the DFTPP performance results reviewed and found fo be within the specified
criteria? :

Were all samples analyzed within the 12 hour clock criteria?

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) and relative response factors
(RRF) within method criteria for all CCCs and SPCCs?

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.990?

NANMNK

Were all percent relative standard deviations (%RSD) < 30% and relative response
factors (RRF) > 0.057 .

Was a continuing calibration standard analyzed at least once every 12 hours for
each instrument?

Were all percent differences (%D) and relative response factors (RRF) within
method criteria for all CCCs and SPCCs?

0.05?

/

/
Were all percent differences (%D) < 25% and relative response factors (RRF) > //

]

Was a method blank associated with every sample in this SDG?

Was a method biank analyzed for each matrix and concentration? o

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet.

Were all surrogate %R within QC limits? L]

If 2 or more base neutral or acid surrogates were outside QC limits, was a i
reanalysis performed to confirm %R? -]
/

rformed to confirm %R?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC limits?

NAA

Was an LCS analyzed for this SDG?

SVOA-SW_2.wpd version 2.0



loc#_ 119383 VALIDATION FINDINGS CHECKLIST Page:_2of %~
Reviewer: FT

2nd Reviewer: é

Validation Area Yes | No | NA Findings/Comments
Was an LCS analyzed per extraction batch? -
Were the LCS percent recoveries (%R) and relative percent difference (RPD) within 1

the QC limits?

Were performance evaluation (PE) samples performed? i

Were internal standard area counts within -50% or +100% of the associated
calibration standard?

Were ret

ti

ti

ithin + 30

Were relative retention times (RRT's) within + 0.06 RRT units of the standard? -~
/

Did compound spectra meet specified EPA "Functional Guidelines" criteria?

Were chromatogram peaks verified and accounted f

Were the correct internal standard (IS), quantitation ion and relative response factor
(RRF) used to quantitate the compound?

/
Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and //
dry weight factors applicable to level IV validation?

Were the major ions (> 10 percent relative intensity) in the reference spectrum

evaluated in sample spectrum? |
Were relative intensities of the major ions within + 20% between the sample and the |
reference spectra? ]
Did the raw data indicate that the laboratory performed a library search for alt //

required peaks in the chromatograms (samples and blanks)?

System performance was found to be acceptable.

Overall assessment of data was found to be acceptable

Field duplicate pairs were identified in this SDG.

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG. —1

Target compounds were detected in the field blanks. 1

SVOA-SW_2.wpd version 2.0
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/

LDC#: 5 7 ,05595 VALIDATION FINDINGS WORKSHEET Page: _’ of
Field Duplicates Reviewer: :
2nd Reviewer:
METHOD: GC/MS PAH (EPA SW 846 Method 8270D-SIM)
Y N NA Were field duplicate pairs identified in this SDG?
Y X NA Were target analytes detected in the field duplicate pairs? ( F@>
L 5D
Concentration (ug/kg) -
Compound RPD
11 16
Bis(2-ethylhexyl)phthalte 37U 47 200 N / wJ / N\
Di-n-butylphthalate 37U 79 200
Benzo(a)anthracene 3.7U 4.7 200
Benzo(a)pyrene R 5.1 200
Benzo(b)fluoranthene 3.7V 9.7 200
Benzo(g,h,i)perylene 3.7U 14 200
Benzo(k)fluoranthene 3.7U 2.0 200
Chrysene 3.7V 3.1 200
Dibenzo(a,h)anthracene 3.7V 4.6 200
Fluoranthene 3.7U 5.4 200
Indeno(1,2,3-cd)pyrene 3.7U 3.9 200
Pyrene 3.7U 5.5 200 \/
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Surrogate Results Verification Reviewer:__ FT
2nd reviewer:
METHOD: GC/MS Semivolatiles (EPA SW 846 Method 8270)
The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:
% Recovery: SF/SS * 100 Where: SF = Surrogate Found
8§ = Surrogate Spiked
Sample ID: 42
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5 10 [ O s0 (O 0.0 o
2-Fluorobiphenyl I d qz/ I-{ﬂ .2 \fﬁ 2
Terphenyl-d14 \l/ '0, I( ,O .) IO] J
Phenol-d5
2-Fluorophenol
2,4,6-Tribromophenol
2-Chlorophenol-d4
1,2-Dichlorobenzene-d4
Sample ID:
Percent Percent ‘
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5
2-Fluorobiphenyl
Terphenyl-d14
Phenol-d5
2-Fluorophenol
2,4,6-Tribromophenol
2-Chlorophenol-d4
1,2-Dichlorobenzene-d4
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5
2-Fluorobiphenyl
Terphenyl-d14
Phenol-d5
2-Fluorophenol
2,4,6-Tribromophenol
2-Chlorophenol-d4
1,2-Dichlorobenzene-d4

SURRCALC.28
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LDC #: 9 7/03 Béj

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

Page: rot

Reviewer: FT

METHOD: GC/MS BNA (EPA SW 846 Method 8270)

Concentration = (A )(1L)(VYDF)2.0)

(A)RRF}V )(V))(%S)
Area of the characteristic ion (EICP) for the
compound to be measured

A, = Area of the characteristic ion (EICP) for the specific
internal standard

>
i

2nd reviewer: é

Were all reported results recalculated and verified for all level IV samples?
Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Example:

> 2enzo (b ) jswo NI

Sample 1.D.

4o !

i = Amount of internal standard added in nanograms (ng) cone. = (_{} 7 X X lOO (72 )
( X X X X )

V, = Volume or weight of sample extract in milliliters (ml) or \Sg‘;q ﬂ I @ Gﬂ ) 30. ’ OCPD q)

grams (g).
v, = Volume of extract injected in microliters (ul) =
V, =  Volume of the concentrated extract in microliters (ul) 1.0 L \4.76 \
Df = Dilution Factor.
%S = Percent solids, applicable to soil and solid matrices

only.
2.0 = Factor of 2 to account for GPC cleanup

Reported Calculated
Concentration Concentration
# Sample ID Compound ( ) ( ) Qualification

RECALC.28



LDC Report# 27103B3a

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: November 29 through December 1, 2011
LDC Report Date: February 24, 2012

Matrix: Soil/Water

Parameters: Chlorinated Pesticides

Validation Level: Level IV

Laboratory: EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003
Sample Identification

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SS-0.0-0.5DL
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SS-0.0-0.5DL
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SS-0.0-0.5DL
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SS-0.0-0.5DL
SL-284-SA6-SB-15.5-16.5
SL-284-SA6-SB-15.5-16.5DL
EB-SA6-SB-120111
DUP17-SA6-QC-120111
DUP17-SA6-QC-120111DL
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-SS-0.0-0.5MSD

VALOGIN\CDM\SSFL\27103B3A_CD4.DOC



Introduction
This data review covers 14 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8081A for Chlorinated Pesticides.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\27103B3A_CD4.DOC 2



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. GC/ECD Instrument Performance Check

Instrument performance was acceptable unless noted otherwise under initial calibration
and continuing calibration sections.

Ill. Initial Calibration

Initial calibration of single compounds was performed for the primary (quantitation)
column and confirmation column as required by this method.

The percent relative standard deviations (%RSD) were less than or equal to 20.0% for
all compounds.

Retention time windows were evaluated and considered technically acceptabie.
IV. Continuing Calibration
Continuing calibration was performed at required frequencies.

The percent differences (%D) of calibration factors in continuing standard mixtures were
within the 20.0% QC limits with the following exceptions:

Associated
Date Standard Column Compound %D Samples Flag AorP
12/8/11 | SLO7025A | RTX-CLPI | 4,4-DDT 22 | All water samples J (all detects) A
in SDG 11L003 UJ (all non-detects)
Methoxychlor 24 J (all detects)
UJ (all non-detects)
12/13/11 | ML13004A | RTX-CLPI | alpha-BHC 29 | SL-284-SA6-SB-15.5-16.5 J (all detects) A
gamma-BHC 27 | MBLK1S UJ (all non-detects)
beta-BHC 24
delta-BHC 27
12/13/11 | ML13004A | RTX-CLPIl | Methoxychlor 22 | SL-284-SA6-SB-15.5-16.5 J (all detects) A
MBLK1S UJ (all non-detects)
3

VALOGIN\CDM\SSFL\27103B3A_CD4.DOC



Associated

Date Standard Column Compound %D Samples Flag AorP
12/13/11 | ML13013A | RTX-CLPI | alpha-BHC 37 | SL-285-SA6-SS-0.0-0.5 J (all detects) P
| gamma-BHC 34 | SL-282-SA6-SS-0.0-0.5 UJ (all non-detects)
beta-BHC 33 | SL-283-3A6-8S-0.0-0.5
delta-BHC 40 | SL-284-SA6-SS-0.0-0.5
Heptachlor 27 | DUP17-SA6-QC-120111
Aldrin 25
Heptachlor epoxide | 22
4,4'-DDE 25
Dieldrin 22
Endrin 27
4,4'-DDD 30
4,4-DDT 25
Methoxychlor 24
12/13/11 | ML13013B | RTX-CLPIl | Methoxychlor 30 | SL-285-SA6-SS-0.0-0.5 J (all detects) A
SL-282-SA6-SS-0.0-0.5 UJ (all non-detects)

SL-283-SA6-55-0.0-0.5
SL-284-SA6-55-0.0-0.5
DUP17-SA6-QC-120111

12/15/11 | ML15004A | RTX-CLPI | alpha-BHC 24 | SL-285-SA6-S$S-0.0-0.5DL J (all detects) A
gamma-BHC 22 | SL-282-SA6-55-0.0-0.5DL UJ (all non-detects)
delta-BHC 22 | SL-283-SA6-5S5-0.0-0.5DL

SL-284-SA6-55-0.0-0.5DL
SL-284-SA6-SB-15.5-16.5DL
DUP17-SA6-QC-120111DL
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-55-0.0-0.5MSD

12/15/11 | ML15004A | RTX-CLPII { Methoxychlor 21 | SL-285-SA6-SS-0.0-0.5DL J (all detects) A
SL-282-SA6-SS-0.0-0.5DL UJ (all non-detects)
SL-283-SA6-SS-0.0-0.5DL
SL-284-SA6-SS-0.0-0.5DL
SL-284-SA6-SB-15.5-16.5DL
DUP17-SA6-QC-120111DL
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-3S-0.0-0.5MSD

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits.

The individual 4,4'-DDT and Endrin breakdowns (%BD) were less than or equal to
15.0% .

V. Blanks

Method blanks were reviewed for each matrix as applicable. No chlorinated pesticide
contaminants were found in the method blanks.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No chlorinated
pesticide contaminants were found.

VALOGIN\CDM\SSFL\27103B3A_CD4.DOC 4



VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits with the following exceptions:

Sample Column Surrogate %R (Limits) Compound Flag AorP

SL-285-SA6-SS-0.0-0.5 RTX-CLPESTIl | Tetrachloro-m-xylene 137 (50-130) | All TCL compounds J (all detects) A

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.

VIIl. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Florisil Cartridge Check

Florisil cleanup was not required and therefore not performed in this SDG.
XI. GPC Calibration

GPC cleanup was not required and therefore not performed in this SDG.
XIll. Target Compound Identification

All target compound identifications were within validation criteria.

XIlll. Compound Quantitation and Reported RLs

All compound quantitation and RLs were within validation criteria.

The sample results for detected compounds from the two columns were within 40%
relative percent difference (RPD) with the following exceptions:

VALOGIN\CDM\SSFL\27103B3A_CD4.DOC 5




Sample Compound RPD Flag AorP
SL-285-SA6-SS-0.0-0.5 Heptachlor epoxide 86 J (all detects) A
Dieldrin 82 J (all detects)
4,4-DDT 90 J (all detects)
Mirex 108 J (all detects)
SL-285-SA6-SS-0.0-0.5DL Dieldrin 44 J (all detects) A
4,4-DDT 86 J (all detects)
SL-282-SA6-SS-0.0-0.5 4,4-DDT 44 J (all detects) A
SL-282-SA6-SS-0.0-0.5DL 4,4'-DDT 52 J (all detects) A
SL-283-SA6-SS-0.0-0.5DL 4,4'-DDT 92 J (all detects) A
SL-284-SA6-SS-0.0-0.5 4,4-DDT 140 J (all detects) A
SL-284-SA6-SS-0.0-0.5DL 4,4'-DDT 48 J (all detects) A
DUP17-SA6-QC-120111 4,4'-DDT 44 J (all detects) A
All compounds reported below the RL were qualified as follows:
Sample Finding Flag AorP
All samples in SDG 11L003 All compounds reported below the RL. J (all detects) A

XIV. Overall Assessment of Data

The overall assessment of data was acceptable. In the case where more than one result
was reported for an individual sample, the least technically acceptable results were
rejected as follows:

Sample Compound Flag AorP

SL-285-SA6-SS-0.0-0.5 Dieldrin R A
4,4'-DDT R

SL-285-SA6-SS-0.0-0.5DL All TCL compounds except R A
Dieldrin
4,4-DDT

SL-282-SA6-SS-0.0-0.5 4,4-DDT R A

SL-283-SA6-SS-0.0-0.5

SL-284-SA6-SS-0.0-0.5

DUP17-SA6-QC-120111

VALOGINCDM\SSFL\27103B3A_CD4.DOC




Sample Compound Flag AorP

SL-282-SA6-SS-0.0-0.5DL All TCL compounds except R A
SL-283-SA6-SS-0.0-0.5DL 4,4'-DDT
SL-284-SA6-SS-0.0-0.5DL

DUP17-SA6-QC-120111DL

SL-284-SA6-5SB-15.5-16.5DL All TCL compounds R ' A

Data flags are summarized at the end of this report if data has been qualified.
XV. Field Duplicates

Samples SL-284-SA6-SS-0.0-0.5 and DUP17-SA6-QC-120111 and samples SL-284-
SA6-SS-0.0-0.5DL and DUP17-SA6-QC-120111DL were identified as field duplicates.
No chlorinated pesticides were detected in any of the samples with the following
exceptions:

Concentration (ug/Kg)
RPD
Compound SL-284-SA6-55-0.0-0.5 DUP17-SA6-QC-120111 {Limits) Flags AorP
4,4-DDT 3.3 2.2 40 (<50) - -
Concentration (ug/Kg)
RPD
Compound SL-284-SA6-5S-0.0-0.5DL | DUP17-SA6-QC-120111DL |  (Limits) Flags AorP
4,4-DDT 3.6 26 32 (<50) - -

VALOGIN\CDMASSFL\27103B3A_CD4.DOC



Santa Susana Field Laboratory
Chlorinated Pesticides - Data Qualification Summary - SDG 11L003

SL-282-SA6-SS-0.0-0.5DL
SL-283-SA6-55-0.0-0.5DL
SL-284-SA6-55-0.0-0.5
SL-284-SA6-SS-0.0-0.5DL
DUP17-SA6-QC-120111

SDG Sample Compound Flag AorP Reason (Code)
11L003 | EB-SA6-SB-120111 4,4-DDT J (all detects) A Continuing calibration
UJ (all non-detects) (%D) (C)
Methoxychlor J (all detects)
UJ (all non-detects)
11L003 | SL-284-SA6-SB-15.5-16.5 alpha-BHC J (all detects) A Continuing calibration
gamma-BHC UJ (all non-detects) (%D) (C)
beta-BHC
delta-BHC
Methoxychlor
11L003 | SL-285-SA6-SS-0.0-0.5 alpha-BHC J (all detects) P Continuing calibration
SL-282-SA6-SS-0.0-0.5 gamma-BHC UJ (all non-detects) (%D) (C)
SL-283-SA6-SS-0.0-0.5 beta-BHC
SL-284-SA6-SS-0.0-0.5 delta-BHC
DUP17-SA6-QC-120111 Heptachlor
Aldrin
Heptachlor epoxide
4,4-DDE
Dieldrin
Endrin
4,4'-DDD
4,4'-DDT
Methoxychlor
11L003 | SL-285-SA6-SS-0.0-0.5 Methoxychlor J (all detects) A Continuing calibration
SL-282-SA6-SS-0.0-0.5 UJ (all non-detects) (%D) (C)
SL-283-SA6-55-0.0-0.5
SL-284-SA6-SS-0.0-0.5
DUP17-SA6-QC-120111
11L003 | SL-285-SA6-SS-0.0-0.5DL alpha-BHC J (all detects) A Continuing calibration
SL-282-SA6-SS-0.0-0.5DL gamma-BHC UJ (all non-detects) (%D) (C)
SL-283-SA6-SS-0.0-0.5DL delta-BHC
SL-284-SA6-SS-0.0-0.5DL Methoxychlor
SL-284-SA6-SB-15.5-16.5DL
DUP17-SA6-QC-120111DL
11L003 | SL-285-SA6-SS-0.0-0.5 All TCL compounds J (all detects) A Surrogate spikes (%R)
(S)
11L003 | SL-285-SA6-5S-0.0-0.5 Heptachlor epoxide J (all detects) A Compound quantitation
Dieldrin J (all detects) and RLs (RPD) (*XIHl)
4,4'-DDT J (all detects)
Mirex J (all detects)
11L003 | SL-285-SA6-SS-0.0-0.5DL Dieldrin J (all detects) A Compound guantitation
4,4'-DDT J (all detects) and RLs (RPD) (*XIII}
11L003 | SL-282-SA6-SS-0.0-0.5 4,4-DDT J (all detects) A Compound quantitation

and RLs (RPD) (*Xili)

VALOGIN\CDM\SSFL\27103B3A_CD4.DOC




SDG Sample Compound Flag AorP Reason (Code)

11L003 | SL-285-SA6-SS-0.0-0.5 All compounds J (all detects) A Compound quantitation
SL-285-SA6-SS5-0.0-0.5DL reported below the and RLs (Z)
SL-282-SA6-SS-0.0-0.5 RL.

SL-282-SA6-SS-0.0-0.5DL
SL-283-SA6-55-0.0-0.5
SL-283-SA6-S5-0.0-0.5DL
SL-284-SA6-55-0.0-0.5
SL-284-SA6-SS-0.0-0.5DL
SL-284-SA6-SB-15.5-16.5
SL-284-SA6-SB-15.5-16.5DL
EB-SA6-SB-120111
DUP17-SA8-QC-120111
DUP17-SA8-QC-120111DL

11L003 SL-285-SA6-8S-0.0-0.5 Dieldrin R A Overall assessment of
4,4'-.DDT R data
11L003 | SL-285-SA6-SS-0.0-0.5DL All TCL compounds R A Overall assessment of
except data
Dieldrin
4,4'-DDT
11L003 SL-282-SA6-SS-0.0-0.5 4,4'-DDT R A Overall assessment of
SL-283-SA6-SS-0.0-0.5 data

SL-284-SA6-S8-0.0-0.5
DUP17-SA6-QC-120111

11L003 | SL-282-SA6-SS-0.0-0.5DL All TCL compounds R A Overall assessment of
SL-283-SA6-S8-0.0-0.5DL except data

SL-284-SA6-SS-0.0-0.5DL 4,4-DDT
DUP17-SA6-QC-120111DL

11L003 | SL-284-SA6-SB-15.5-16.5DL | All TCL compounds R A Overall assessment of
data

Santa Susana Field Laboratory
Chlorinated Pesticides - Laboratory Blank Data Qualification Summary - SDG
11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Chlorinated Pesticides - Field Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG
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LDC #:_27103B3a VALIDATION COMPLETENESS WORKSHEET Date: %}//Z

SDG #__11L003 Level IV Page:_ [ of
Laboratory. EMAX Laboratories, Inc. Reviewer:

. 2nd Reviewer: %
METHOD: GC Chlorinated Pesticides (EPA SW846 Method 8081A)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I.__] Technical holding times A Sampling dates: “/'lq , 1 — I / ol / 3\
Il. | GC/ECD Instrument Performance Check pﬁ- R l l I
Ill. | Initial calibration A ‘Z g2 0 <250
IV. | Continuing calibration/ICV J 1CV,/ N £ 2D
V. | Blanks A
VI. | Surrogate spikes SV\-)
VII. | Matrix spike/Matrix spike duplicates A
VIII. | Laboratory control samples A VAN / O
IX. | Regional quality assurance and quality control N
X. Florisi! cartridge check N
Xl. | GPC Calibration N
Xll. | Target compound identification A
Xlll. | Compound quantitation/RL/LOQ/LODs S w/
XIV. | Overall assessment of data \SV‘/
XV. | Field duplicates S| D=4 B+ \>
xV._| Field blanks | ND | eBd= W
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Sampls:g m L ouo qj)-;( \
1% | sL-285-5A6-55-0.0-0.5 11 |EB-SA6-SB-120111 \N 121 MBLK W 31
2 ! SL-285-SA6-SS-0.0-0.5DL - | 15- DUP1 7—SA6-Q¢-1 20111 12 23 whHL yt > 32
3.‘ SL-282-SA6-SS-0.0-0.5 1.5 DUP17-SA6-QC-120111DL {2 3123 33
4 S1.-282-SA6-SS-0.0-0.5DL" 14 |SL-283-SA6-SS-0.0-0.5MS 24 34
5 S1.-283-SA6-SS-0.0-0.5 15 |SL-283-SA6-SS-0.0-0.5MSD 25 35
6 SL-283-SA6-SS-0.0-0.5DL" | 16 26 36
7 SL-284-SAB-SS-0.0-0.5 O |17 27 37
8 SL-284-SA6-SS-0.0-0.5DL» V} 18 28 38
9 SL-284-SA6-SB-15.5-16.5 19 29 39
10 | SL-284-SA6-SB-15.5-16.5DL | 20 30 40
Notes:

27103B3aW.wpd



c#_ > 110> P VALIDATION FINDINGS CHECKLIST Page:_/of 2

SDG #‘:/,d,u 0L Reviewer:
: 2nd Reviewer: _

Method: Pesticides/PCBs (EPA SW 846 Method 8081/8082)

Validation Area Yes | No | NA Findings/Comments

DA

All technical holding times were met.

Cooler temperature criteria was met.

Was the instrument performance found to be acceptable?

Did the laboratory perform a 5 point calibration prior to sample analysis?

Was a linear fit used for evaluation? If yes, were all percent relative standard
deviations (%RSD) < 20%? v

Was a curve fit used for evaluation? If Yes, what was the acceptance criteria
used? -

Did the initial calibration meet the curve fit acceptance criteria? -

Were the RT windows properly established? ~

Were the required standard concentrations analyzed in the initial calibration?

What type of continuing calibration calculation was performed? %D or
%R

Were Evaluation mix standards analyzed prior to the initial calibration and sample
analysis?

Were endrin and 4,4'-DDT breakdowns < 15%.0 for individual breakdown in the
|| Evaluation mix standards?

Was a continuing calibration analyzed daily? ~
. 72 U] &=
Were all percent differences (%D) <*5%:0 or percent recovieries-85=+15%?

\

NIAN AN A

Were all the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG? v

Was a method blank analyzed for each matrix and concentration? T

Were extract cleanup blanks analyzed with every batch requiring clean-up? A
Was there contamination in the method blanks or clean-up blanks? If yes, please //

see the Blanks validation completeness worksheet.

Were ail surrogate %R within the QC limits? VA V7

If the percent recovery (%R) of one or more surrogates was outside QC limits, v
was a reanalysis performed to confirm %R?

N

If any %R was less than 10 percent, was a reanalysis performed to confirm %R? ~

PEST-SW.IV version 1.0



LDC #: '}/[ ) 05?’730" VALIDATION FINDINGS CHECKLIST
SDG #:/M Contn

Page: #of 2
Reviewer: V)

2nd Reviewer; é‘

Validation Area Yes | No | NA Findings/Comments

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each

matrix in this SDG? If no, indicate which matrix does not have an associated /'
MS/MSD. Soil / Water,

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits?

T orerym e

Was an LCS analyzed for this SDG? ) _—
/

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)

within the QC limits?

Were performance evaluation (PE) samples performed?

\

Were the performance evaluation (PE) samples within the acceptance limits?

\

Were the retention times of reported detects within the RT windows?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions,
dry weight factors, and clean-up activities applicable to level 1V validation? /

System performance was found to be acceptéble.

Qverall assessment of data was found to be acceptable.

Field duplicate pairs were identified in this SDG.

—
Target compounds were detected in the field duplicates. —T1

Field blanks were identified in this SDG. L

v
Target compounds were detected in the field blanks.

PEST-SW.IV version 1.0
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LDC #:_ & /1D O N VALIDATION FINDINGS WORKSHEET Page: ! of

SDG #:_put  couwv Surrogate Results Verification Reviewer: 7

2nd reviewer: é:
METHOD: GC Pesticides/PCBs (EPA SW 846 Method 8081/8082)

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100 Where: SF = Surrogate Found
] 88 = Surrogate Spiked

Sample ID: B

Surrogate Surrogate " Percent Percent Percent
Surrogate Column Spiked Found Racovery Recovery Ditference
I l Reported Recalculated
Tetrachloro-m-xylene
Tetrachloro-m-xylene el IT q;o sy ’c‘\,’ \ 277 127 o
Decachlorobipheny! P I J/ gd -2 \-, \\‘ h‘ )
Decachlorobiphenyl -
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column Spiked - Found Recovary Recovery Difference
Reported Recalculated
Tetrachloro-m-xylene
Tetrachloro-m-xylene
Decachlorobiphenyl
Decachlorobiphenyl
Sample ID:
Surrogate Surrogate Percent Parcent Percent
Surrogate Column Spiked Found Recovery Recovery Difference
Reported Recalculated
Tetrachloro-m-xylene
Tetrachioro-m-xylene
Decachlorobiphenylv
Decachlorobiphenyl
Sample ID:
v Surrogate Surrogate Percent " Percent Percent
Surrogate Column Spiked Found Recovery Recovery Ditferance
Reported Recalculated
Tetrachloro-m-xylene
Tetrachloro-m-xylene
Decachlorobiphenyl
Decachlorobiphenyl
Notes:

C\WPDOCS\WWRK\PEST\SURRCALC.3S
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LDC #:_ 7/ ©7 DB 3 | VALIDATION FINDINGS WORKSHEET Page:  [of /
SDG #: M Sample Calculation Verification Reviewer:

i)
2nd reviewer: é

THOD: GC Pesticides/PCBs (EPA SW 846 Method 8081/8082)

Y N/A Were all reported results recalculated and verified for all level IV samples?
Y/N N/A Were all recalculated results for detected target compounds agree within 10.0% of the reported results?
| Example:
Sample 1D, __ ) "Q«Ao‘/r*%—
Conc. ={ (L 1bSLAD ) f \‘ ) )

€ 240691 (hoo) )(09%%F )

1< ng\\azy

Reported Calculated
Concentration Concentration
# Sample ID Compound ( ) ( ) Qualification

Note:

CAWPPBOCS\WRK\PEST\RECALC.3S



LDC Report# 27103B3b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
November 29 through December 1, 2011
February 24, 2012

Soil/Water

Polychlorinated Biphenyls

Level IV

EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003

Sample Identification

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SA6-SB-120111
DUP17-SA6-QC-120111
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-SS-0.0-0.5MSD

VALOGIN\CDM\SSFL\27103B3B_CD4.DOC



Introduction
This data review covers 18 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8082 for Polychlorinated Biphenyls.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J [ndicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\27103B3B_CD4.DOC 2



. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

ll. GC/ECD Instrument Performance Check

Instrument performance was acceptable unless noted otherwise under initial calibration
and continuing calibration sections.

lll. Initial Calibration

Initial calibration of multicomponent compounds was performed for the primary
(quantitation) column as required by the method.

The percent relative standard deviations (%RSD) were less than or equal to 20.0% for
all compounds.

Retention time windows were evaluated and considered technically acceptable.
IV. Continuing Calibration
Continuing calibration was performed at required frequencies.

The percent differences (%D) of calibration factors in continuing standard mixtures were
within the 20.0% QC limits.

The percent difference (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No polychlorinated
biphenyl contaminants were found in the method blanks.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No polychlorinated
biphenyl contaminants were found.

VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VALOGINYCDM\SSFL\27103B3B_CD4.DOC



VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.

VIII. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Florisil Cartridge Check

Florisil cleanup was not required and therefore not performed in this SDG.
Xl. GPC Calibration

GPC cleanup was not required and therefore not performed in this SDG.
XIl. Target Compound Identification

All target compound identifications were within validation criteria.

Xlil. Compound Quantitation and Reported RLs

All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG 11L003 All compounds reported below the RL. J (all detects) A

XIV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XV. Field Duplicates

Samples SL-284-SA6-SS-0.0-0.5 and DUP17-SA6-QC-120111 were identified as field

duplicates. No polychlorinated biphenyl contaminants were detected in any of the
samples with the following exceptions:

VALOGINYCDM\SSFL\27103B3B_CD4.DOC 4



Concentration (ug/Kg)

VALOGIN\COM\SSFL\27103B3B_CD4.DOC

RPD
Compound SL-284-SA6-5S-0.0-0.5 DUP17-SA6-QC-120111 (Limits) Flags AorP
Aroclor-1260 4.6 20 125 (<50) J (all detects) A
Aroclor-5460 9.4 6.3 39 (s50) - -
5




Santa Susana Field Laboratory
Polychlorinated Biphenyls - Data Qualification Summary - SDG 11L003

SDG

Sample

Compound

Flag

A or P

Reason (Code)

11L003

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SA6-SB-120111
DUP17-SA6-QC-120111

All compounds reported
below the RL.

J (all detects)

Compound quantitation
and RLs (Z)

11L003

SL-284-SA6-SS-0.0-0.5
DUP17-SA6-QC-120111

Aroclor-1260

J (all detects)

Field duplicates (RPD)
(FD)

Santa Susana Field Laboratory

Polychlorinated Biphenyls - Laboratory Blank Data Qualification Summary - SDG

11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory

Polychlorinated Biphenyls - Field Blank Data Qualification Summary - SDG

11L003

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\27103B3B_CD4.DOC




2/2‘///2

LDC #__ 27103B3b VALIDATION COMPLETENESS WORKSHEET Date:
SDG #__ 11L003 Level IV Page: [ of
Laboratory: EMAX Laboratories, Inc. Reviewer.__ /2 .

2nd Reviewer: é

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

METHOD: GC Polychlorinated Biphenyls (EPA SW 846 Method 8082)

Validation Area Comments
I. | Technical holding times A Sampling dates: \\l 24 }I |- 12 ,0\/H
Il. | GC/ECD Instrument Performance Check M ) ' ' C
. | Initial calibration A o/o PP £ 20
IV. | Continuing calibration/ICV A \ CV /CCV =1 ()
V. | Blanks A l
V1. | Surrogate spikes Ar
VII. | Matrix spike/Matrix spike duplicates A
VIIl. { Laboratory control samples A ved ‘ O
IX. ] Regional quality assurance and quality control N
X. Florisil cartridge check N
XI. | GPC Calibration N
XI). | Target compound identification A
Xlll. | Compound quantitation@DLOQlLODs A
XIV. | Overall assessment of data l_\
XV. | Field duplicates SsSw (D=1 ‘ , \7
xVI. | Field blanks NQ E® T|UL
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: .
- NoAW]
1— SL-285-SA6-SS-0.0-0.5 Tl‘? SL-284-SA8-SS-0.0-0.5 21 31
2_ SL-285-SA6-SB4.0-5.0 12 |SL-284-SA6-SB-4.0-5.0 22 32
3 | sL-285-5A6-SB-6.0-7.0 13 |SL-284-SA6-SB-9.0-10.0 23 33
j: SL-282-SA6-SS-0.0-0.5 14 |SL-284-SA6-SB-14.0-15.0 24 34
5 | SL-282-SA6-SB-2.5-3.5 15 |SL-284-SA6-SB-15.5-16.5 25 - 35
6 | SL-283-SA6-SS-0.0-0.5 16 |EB-SA6-SB-120111 \N 26 36
7 | SL-283-SA6-SB-4.0-5.0 17 |DUP17-SA6-QC-120111 27 37
8 | SL-283-SA6-SB-9.0-10.0 18 |SL-283-SA6-SS-0.0-0.5MS 28 38
9 | SL-283-SA6-SB-14.0-15.0 19 |SL-283-SA6-SS-0.0-0.5MSD | 29 39
10 | SL-283-SA6-SB-18.0-19.0 20 30 40
Notes:

27103B3bW.wpd



loc#__ 271102 82b VALIDATION FINDINGS CHECKLIST Page: /of _Z
SDG #: '/u—l G Reviewer:__ #

2nd Reviewer: L

Method: e GC HPLC

Validation Area Findings/Comments

All technical holding times were met.

Cooler temperature criteria was met.

e
/
Did the laboratory perform a 5 point calibration prior to sample analysis? d

Were all percent relative standard deviations (%RSD) < 20%?

Was a curve fit used for evaluation? ~

Did the initial calibration meet the curve fit acceptance criteria of > 0.990? /

established? ol

Were the RT windows properl

i

Was a continuing calibration analyzed daily?

e
Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7? -
A

Were all the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG? ~

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks T
validation com leteness worksheet

Were all surrogate %R within the QC limits? -

If the percent recovery (%R) for one or more surrogates was out of QC limits, was
a reanalysis performed to confirm samples with %R outside of criteria?
SR e

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

/
Was a MS/MSD analyzed every 20 samples of each matrix? -

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits?

Was an LCS analyzed for this SDG? yd

Was an LCS analyzed per extraction batch? -

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits? _

Were performance evaluation (PE) samples performed? e

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



e 2 UOBe»D VALIDATION FINDINGS CHEGKLIST

SDG #: /W M

Page:_ %of &
Reviewer: F7

2nd Reviewer: é

Validation Area

Were the retention times of reported detects within the RT windows?

Were compound quantitation and CRQLs adjusted to reflect ali sample dilutions
and dry weight factors applicable to level IV validation?

Overall assessment of data was found to be acceptable.

ST

Field duplicate pairs were identified in this SDG.

Findings/Comments

Target compounds were detected in the field duplicates.

% = ™

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0
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LDC Report# 27103B4

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LLDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
November 29 through December 1, 2011
February 14, 2012

Soil/Water

Metals

Level IV

EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003/11L011

Sample Identification

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SA6-SB-120111
DUP17-SA6-QC-120111
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-SS-0.0-0.5MSD
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Introduction

This data review covers 18 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Methods 6020, 7470A, and 7471A for Metals. The metals analyzed were Aluminum,
Antimony, Arsenic, Barium, Beryllium, Boron, Cadmium, Calcium, Chromium, Cobalt,
Copper, Iron, Lead, Lithium, Magnesium, Manganese, Molybdenum, Mercury, Nickel,
Phosphorus, Potassium, Selenium, Silver, Sodium, Strontium, Thallium, Tin, Titanium,
Vanadium, Zinc, and Zirconium.

This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Inorganic Superfund Data Review (January 2010).

A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.

The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.
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I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

II. ICPMS Tune

The mass calibration was within 0.1 AMU and the percent relative standard deviation
(%RSD) was less than or equal to 5% .

lll. Calibration
An initial calibration was performed.

The frequency and analysis criteria of the initial calibration verification (ICV) and
continuing calibration verification (CCV) were met.

IV. Blanks
Method blanks were reviewed for each matrix as applicable. No metal contaminants

were found in the initial, continuing and preparation blanks with the following
exceptions:

Maximum
Method Blank ID Analyte Concentration Associated Samples
ICB/CCB Thallium 0.215 ug/L All soil samples in SDG
11L003/11L011
ICB/CCB Thallium 0.215 ug/L All water samples in SDG
11L003/11L0O11

Data qualification by the initial, continuing and preparation blanks (ICB/CCB/PBs) was
based on the maximum contaminant concentration in the ICB/CCB/PBs in the analysis
of each analyte. The sample concentrations were either not detected or were
significantly greater (>5X blank contaminants) than the concentrations found in the
associated method blanks with the following exceptions:

Reported Modified Final

Sample Analyte Concentration Concentration
SL-285-SA6-SS-0.0-0.5 Thallium 0.234 mg/Kg 0.234U mg/Kg
SL-285-SA6-SB-4.0-5.0 Thallium 0.221 mg/Kg 0.221U mg/Kg
SL-285-SA6-SB-6.0-7.0 Thallium 0.222 mg/Kg 0.222U mg/Kg
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Reported Modified Final

Sample Analyte Concentration Concentration
SL-282-SA6-SS-0.0-0.5 Thallium 0.210 mg/Kg 0.210U mg/Kg
SL-282-SA6-SB-2.5-3.5 Thallium 0.528 mg/Kg 0.528U mg/Kg
SL-283-SA6-§S-0.0-0.5 Thallium 0.388 mg/Kg 0.388U mg/Kg
SL-283-SA6-SB-4.0-5.0 Thallium 0.253 mg/Kg 0.253U mg/Kg
SL-283-SA6-SB-9.0-10.0 Thallium 0.255 mg/Kg 0.255U mg/Kg
SL-283-SA6-SB-14.0-15.0 Thallium 0.241 mg/Kg 0.241U mg/Kg
SL-283-SA6-SB-18.0-19.0 Thallium 0.218 mg/Kg 0.218U mg/Kg
SL-284-SA6-SS-0.0-0.5 Thallium 0.215 mg/Kg 0.215U mg/Kg
SL-284-SA6-SB-4.0-5.0 Thallium 0.235 mg/Kg 0.235U mg/Kg
SL-284-SA6-SB-9.0-10.0 Thallium 0.204 mg/Kg 0.204U mg/Kg
SL-284-SA6-SB-14.0-15.0 Thallium 0.247 mg/Kg 0.247U mg/Kg
SL-284-SA6-SB-15.5-16.5 Thallium 0.217 mg/Kg 9.217U mg/Kg
DUP17-SA6-QC-120111 Thallium 0.248 mg/Kg 0.248U mg/Kg

Sample EB-SAB6-SB-120111 was identified as an equipment blank. No metal
contaminants were found with the following exceptions:

Sampling
Equipment Blank ID Date Analyte Concentration Associated Samples
EB-SA6-SB-120111 1211711 Aluminum 0.0254 mg/L SL-282-SA6-S8-0.0-0.5

Copper 0.000858 mg/L | SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SB-15.5-16.5
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
DUP17-SA6-QC-120111
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Sample concentrations were compared to concentrations detected in the field blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated field blanks.

V. ICP Interference Check Sample (ICS) Analysis

The frequency of analysis was met.

The criteria for analysis were met.

VI. Matrix Spike Analysis

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits with the following exceptions:

Spike ID
(Associated MS (%R) MSD (%R) RPD

Samples) Analyte {Limits) (Limits) (Limits) Flag AorP
SL-283-SA6-SS-0.0-0.5MS/MSD | Antimony 67 (75-125) 67 (75-125) - J (all detecis) A
(All soil samples in SDG Barium 66 (75-125) 72 (75-125) - UJ (all non-detects)
11L003/11L011) Chromium - - 43 (<20)

Nickel - - 43 (s20)

SL-283-SA6-5S-0.0-0.5MS/MSD | Chromium - 172 (75-125) - J (all detects) A
(All soil samples in SDG Nickel - 155 (75-125) - J (all detects)
11L003/11L011)

VII. Duplicate Sample Analysis
Duplicate (DUP) sample analyses were reviewed for each matrix as applicable.
VIIl. Laboratory Contro! Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

IX. Internal Standards

All internal standard percent recoveries (%R) were within QC limits with the following
exceptions:

Sample Internal Standard %R (Limits) Analyte Flag AorP
SL-285-SA6-SS-0.0-0.5 Scandium® (Tune 1) | 121.0 (30-120) | Sodium J (all detects) P
Calcium UJ (all non-detects)
Iron
5
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Sample

Internal Standard

%R (Limits)

Analyte

Flag

AorP

SL-285-SA6-SB-4.0-5.0

Scandium® (Tune 1)

123.5 (30-120)

Sodium
Calcium
Iron

J (all detects)
UJ (all non-detects)

SL-285-SA6-SB-6.0-7.0

Scandium®® (Tune 1)

120.2 (30-120)

Sodium
Calcium
Iron

J (all detects)
UJ (all non-detects)

SL-282-SA6-§S-0.0-0.5

Scandium®® (Tune 1)

120.2 (30-120)

Sodium
Calcium
Iron

J (all detects)
UJ (all non-detects)

SL-282-SA6-SB-2.5-3.5

Scandium® (Tune 1)
Scandium™® (Tune 2)

122.9 (30-120)
123.0 (30-120)

Sodium
Calcium
Iron
Potassium
Vanadium
Chromium
Nickel
Copper

J (all detects)
UJ (all non-detects)

SL-283-SA6-SB-4.0-5.0

Scandium® (Tune 1)

121.2 (30-120)

Sodium
Calcium
Iron

J (all detects)
UJ (all non-detects)

SL-283-SA6-SB-9.0-10.0

Scandium® (Tune 1)

122.0 (30-120)

Sodium
Calcium
Iron

J (all detects)
UJ (all non-detects)

SL-283-SA6-SB-18.0-19.0

Scandium® (Tune 1)
Scandium® (Tune 2)

121.4 (30-120)
120.2 (30-120)

Sodium
Calcium
Iron
Potassium
Vanadium
Chromium
Nickel
Copper

J (all detects)
UJ (all non-detects)

SL-284-SA6-SS-0.0-0.5

Scandium® (Tune 1)

122.0 (30-120)

Sodium
Calcium
Iron

J (all detects)
UJ (all non-detects)

SL-284-SA6-SB-4.0-5.0

Scandium® (Tune 1)

122.4 (30-120)

Sodium
Calcium
Iron

J (all detects)
UJ (all non-detects)

SL-284-SA6-SB-9.0-10.0

Scandium*®® (Tune 1)

120.2 (30-120)

Sodium
Calcium
Iron

J (all detects)
UJ (all non-detects)

X. Furnace Atomic Absorption QC

Graphite furnace atomic absorption was not utilized in this SDG.
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X1. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were

met.

XIl. Sample Result Verification

All sample result verifications were acceptable.

All metals reported below the RL and above the MDL were qualified as follows:

Sample

Analyte

Flag

AorP

All samples in SDG
11L003/11L011

All analytes reported below the RL and above the MDL.

J (all detects)

Xlll. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

Samples SL-284-SA6-SS-0.0-0.5 and DUP17-SA6-QC-120111 were identified as field
duplicates. No metals were detected in any of the samples with the following

exceptions:
Concentration (mg/Kg)
RPD
Analyte SL-284-SA6-SS-0.0-0.5 | DUP17-SA6-QC-120111 (Limits) Flags AorP
Aluminum 10500 10300 2 (50) - -
Antimony 0.271 0.201 30 (s50) - -
Arsenic 3.90 3.58 9 (s50) - -
Barium 87.1 75.3 15 (s50) - -
Beryllium 0.465 0.462 1 (s50) - .
Cadmium 0.327 0.269 19 (s50) - -
Calcium 5000 3790 28 (s50) - .
Chromium 15.5 14.7 5 (s50) - -
Cobalt 5.05 5.19 3 (s50) - -
7
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Concentration (mg/Kg)

VALOGIN\CDM\SSFL\27103B4_CD4.DOC

Analyte SL-284-5A6-58-0.0-0.5 | DUP17-SA6-QC-120111 (L?;::S) Flags AorP
Copper 0.88 8.21 18 (<50) - -
Iron 18300 17500 4 (s50) - -
Lead 10.3 15.6 41 (50) - -
Magnesium 3960 3920 1 (<50) - -
Manganese 238 252 6 (50) - -
Molybdenum 2.55 1.92 28 (s50) - -
Nickel 9.60 9.28 3 (s50) - .
Potassium 2460 2370 4 (s50) - -
Selenium 0.609 0.469 26 (s50) - -
Sodium 179 211 16 (s50) - -
Strontium 27.2 237 14 (s50) - -
Thallium 0.215 0.248 14 (<50) - -
Titanium 775 812 5 (s50) - -
Vanadium 31.6 30.2 5 (<50) - -
Zinc 93.2 102 9 (s50) - -
Lithium 18.5 19.3 4 (s50) - -
Phosphorus 470 364 25 (s50) - -
Mercury 2.85 1.75 48 (s50) - -
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Santa Susana Field Laboratory

Metals - Data Qualification Summary - SDG 11L003/11L011

SDG

Sample

Analyte

Flag

AorP

Reason (Code)

11L003/
11L011

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-S5-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-5S-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-5S8-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
DUP17-SA6-QC-120111

Antimony

Barium

J (all detects)
UJ (all non-detects)
J (all detects)
UJ (all non-detects)

| Matrix spike/Matrix spike

duplicate (%R) (Q)

11L003/
11L011

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-58-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-58-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-5B-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
DUP17-SA6-QC-120111

Chromium

Nickel

J (all detects)
UJ (all non-detects)
J (all detects)
UJ (all non-detects)

Matrix spike/Matrix spike
duplicate (RPD) (E)

11L003/
11L011

SL-285-SA6-55-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-55-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
DUP17-SA6-QC-120111

Chromium
Nickel

J (all detects)
J (all detects)

Matrix spike/Matrix spike
duplicate (%R) (Q)

11L003/
11L011

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS5-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0

Sodium
Calcium
Iron

J (all detects)
UJ (all non-detects)

Internal standards (%R)
("1X)

VALOGIN\CDM\SSFL\27103B4_CD4.DOC




SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-85-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SA6-SB-120111
DUP17-SA6-QC-120111

above the MDL.

SDG Sample Analyte Flag AorP Reason (Code)
11L003/ | SL-282-SA6-SB-2.5-3.5 Sodium J (all detects) P Internal standards (%R)
11L011 SL-283-SA6-SB-18.0-19.0 Caicium UJ (all non-detects) (*1X)

Iron

Potassium

Vanadium

Chromium

Nickel

Copper
11L003/ | SL-285-SA6-SS-0.0-0.5 All analytes reported J (all detects) A Sample result verification
11L011 | SL-285-SA6-SB-4.0-5.0 below the RL and 2)

Santa Susana Field Laboratory
Metals - Laboratory Blank Data Qualification Summary - SDG 11L003/11L011

VALOGIN\CDM\SSF1\27103B4_CD4.DOC

Modified Final
SDG Sample Analyte Concentration AorP Code
11L003/ SL-285-SA6-S8-0.0-0.5 Thallium 0.234U mg/Kg A B
11L011
11L003/ SL-285-SA6-SB-4.0-5.0 Thallium 0.221U mg/Kg A B
11L011
11L003/ SL-285-SA6-SB-6.0-7.0 Thallium 0.222U mg/Kg A B
11L011
11L003/ SL-282-SA6-SS-0.0-0.5 Thallium 0.210U mg/Kg A B
11L011
11L003/ SL-282-SA6-SB-2.5-3.5 Thallium 0.528U mg/Kg A B
11L011
11L003/ SL-283-SA6-SS-0.0-0.5 Thallium 0.388U mg/Kg A B
11L011
11L003/ SL-283-SA6-SB-4.0-5.0 Thallium 0.253U mg/Kg A B
11L011
10



Modified Final

SDG Sample Analyte Concentration AorP Code
11L003/ SL-283-SA6-SB-9.0-10.0 Thallium 0.255U mg/Kg A B
11L011
11L003/ SL-283-SA6-5B-14.0-15.0 Thallium 0.241U mg/Kg A B
11L011
11L003/ SL-283-SA6-SB-18.0-19.0 Thallium 0.218U mg/Kg A B
11L011
11L003/ SL-284-SA6-SS-0.0-0.5 Thallium 0.215U mg/Kg A B
11L011
11L003/ SL-284-SA6-5B-4.0-5.0 Thallium 0.235U mg/Kg A B
11L011
11L003/ SL-284-SA6-5SB-9.0-10.0 Thallium 0.204U mg/Kg A B
11L011
11L003/ SL-284-SA6-SB-14.0-15.0 Thallium 0.247U mg/Kg A B
11L011
11L003/ SL-284-SA6-SB-15.5-16.5 Thallium 0.217U mg/Kg A B
11L011
11L003/ DUP17-SA6-QC-120111 Thallium 0.248U mg/Kg A B
11LO11

Santa Susana Field Laboratory
Metals - Field Blank Data Qualification Summary - SDG 11L003/11L011

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\27103B4_CD4.DOC




LDC#__ 27103B4

SDG #:__11L003 /nLoil

Laboratory: EMAX Laboratories, Inc.

Level IV

74 00 /74714

METHOD: Metals (EPA SW 846 Method 6646B/60208/7000)

VALIDATION COMPLETENESS WORKSHEET

Date: 2~ 11715

Page:__of
Reviewer:

2nd Reviewer: !Q___/

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached

validation findings worksheets.

Validation Area Comments
. Technical holding times ‘ﬂ Sampling dates: 1 IZCI - l7//| / { \
1l ICP/MS Tune ﬁ
Ill. | Calibration ’ﬂ
IV. | Blanks S \"/
V. | ICP Interference Check Sample (ICS) Analysis ﬁ ,
VI. | Matrix Spike Analysis %\/\/ mg LP
VIil. | Duplicate Sample Analysis ' /\/
VIil. | Laboratory Control Samples (LCS) ﬁ LCS / D
1X. { Internal Standard (ICP-MS) (-\ \/\/
X. Furnace Atomic Absorption QC M
Xl. | ICP Serial Dilution ’P\\
Xli. | Sample Result Verification ﬁ
XIll. | Overall Assessment of Data (A
XIV. | Field Dupficates 6\/\/ (/ \ \’]\
XV_| Field Blanks i Q)”
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank

Validated Samples:

\ Jwate]

1 | SL-285-8A6-85-0.0-0.5 11 |SL-284-SA6-S5-0.0-0.5 21 31
2 | SL-285-SA6-SB-4.0-5.0 12 |SL-284-SA6-SB4.0-5.0 22 32
3 | SL-285-SA6-SB-6.0-7.0 13 |SL-284-SA6-SB-9.0-10.0 23 33
4 | SL-282-5A6-55-0.0-0.5 14 |SL-284-SA6-SB-14.0-15.0 24 34
5 | SL-282-SA6-SB-2.5-3.5 15 | SL-284-SA6-SB-15.5-16.5 25 35
6 ‘SL-283-SA6—SS-0.0-0.5 16 |EB-SA6-SB-120111 26 36
7 | SL-283-SA6-5B-4.0-5.0 17 |DUP17-SA6-QC-120111 27 37
8 | SL-283-SA6-SB-9.0-10.0 18 |SL-283-SA6-SS-0.0-0.5MS 28 38
9 | SL-283-SA6-SB-14.0-15.0 19 |SL-283-SA6-5S-0.0-0.5MSD 29 39
10 | SL-283-SA6-5B-18.0-19.0 20 30 40
Notes:

27103B4W.wpd



LDC #: /(/7 chg)j/j VALIDATION FINDINGS CHECKLIST Page:Lof Z

Reviewer: QZ
2nd Reviewer: e

Method:Metals (EPA SW 846 Method 6010B/7000/6020)

Validation Area Yes | No | NA Findings/Comments

I. Technical holding times

.
All technical holding times were met. o

Cooler temperature criteria was met.

. ICP/MS Tune P

Were all isotopes in the tuning solution mass resolution within 0.1 amu?

Were %RSD of isotopes in the tuning solution <5%7?

lll. Calibration

Were all instruments calibrated daily, each set-up time? //v
/7

Were the proper number of standards used?

Were all initial and continuing calibration verification %Rs within the 90-110% (80- /
120% for mercury) QC limits?

Were all initial calibration correlation coefficients > 0.9957?

IV. Blanks

Was a method blank associated with every sample in this SDG?

Was there contamination in the method blanks? If yes, please see the Blanks /
validation completeness worksheet.

V. ICP Interference Check Sample

Were ICP interference check samples performed daily?

Were the AB solution percent recoveries (%R) with the 80-120% QC limits?

VI. Matrix spike/Matrix spike duplicates

Were a matrix spike (MS) and duplicate (DUP) analyzed for each matrix in this |~
SDG? If no, indicate which matrix does not have an associated MS/MSD or /
MS/DUP. Soil / Water.

Were the MS/MSD percent recoveries (%R) and the relative percent differences /
(RPD) within the 75-125 QC limits? If the sample concentration exceeded the spike
concentration by a factor of 4 or more, no action was taken.

L~

Were the MS/MSD or duplicate relative percent differences (RPD) < 20% for /
waters and < 35% for soil samples? A controf limit of +/- RL(+/-2X RL for soil) was
used for samples that were < 5X the RL, including when only one of the duplicate
sample values were < 5X the RL.
Vil. Laboratory control samples
Was an LCS anaylzed for this SDG? A

7

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the 80-120% QC limits for water samples and laboratory established QC
limits for soils?

MET-SW_2010.wpd version 1.0



LDC #: 7/7 LO/b@bV] VALIDATION FINDINGS CHECKLIST Page:Z’G‘f Z

Reviewer: g»ﬁ?
2nd Reviewer:.__ \_—

Validation Area Yes | No | NA Findings/Gomments
Vill. Furnace Atomic Absorption QC
If MSA was performed, was the correlation coefficients > 0.9957 -
2
Do all applicable analysies have duplicate injections? (Level IV only) /
For sample concentrations > RL, are applicable duplicate injection RSD values < //\
20%72 (Level IV only)
Were analytical spike recoveries within the 85-115% QC limits? /
IX. ICP Serial Dilution
/
Was an ICP serial dilution analyzed if analyte concentrations were > 50X the MDL pd
(ICP)/>100X the MDL(ICP/MS)?
Were all percent differences (%Ds) < 10%7? /
Was there evidence of negative interference? If yes, professional judgement will be /
used to gualify the data.
X. Internal Standards (EPA SW 846 Method 6020/EPA 200.8)
Were all the percent recoveries (%R) within the 30-120% (6020)/60-125% (200.8) \/
of the intensity of the internal standard in the associated initial calibration?
If the %Rs were outside the criteria, was a reanalysis performed?
Xl. Regional Quality Assurance and Quality Control
Were performance evaluation (PE) samples performed? /
Were the performance evaluation (PE) samples within the acceptance limits? 7
Xll. Sample Result Verification
Were RLs adjusted to reflect all sample dilutions and dry weight factors applicable /
to level IV validation?
Xlll. Overall assessment of data -
Overall assessment of data was found to be acceptable. /
Xl1V. Field duplicates
Field duplicate pairs were identified in this SDG. / ‘{1/
A

Target analytes were detected in the field duplicates.
XV. Field blanks /
Field blanks were identified in this SDG. / %

/
Target analytes were detected in the field blanks. /

MET-SW_2010.wpd version 1.0



LDC #: 2710& VALIDATION FINDINGS WORKSHEET Page:_1_of 1

Sample Specific Element Reference Reviewer._ CR

2nd reviewer: -

All circled elements are applicable to each sample.

Sample | Matri Target Analyte List (TAL)
1D ’

L\

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
QC-\‘S; @b, As, Ba, Be, B, Cd, Ca, Cr, Co. Cu, Fe,Pb_Li_ Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, TI, Sn, Ti, V, Zn, Zp)
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Ti, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, 8n, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al_Sh As Ba_Re B Cd Ca Cr Co Cu Fe Ph Li Mg Mo Mn Hg Ni P K Se Ag Na Sr Ti.Sn Ti V. Zn Zr

Analysis Method
ICP Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
S R .
ICP-MS Al, Sb, As, Ba, Be, B Cr. Co, Cu, Fe, Pb, Li, Mg, Mo, M) Ha(Ni, P. K, Se, Ag, Na, S, Ti, Sn, Ti, V, Zn,
;‘——/ e

N
Comments: @EVAA if perform?/

CDMBoeingMet.wpd
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LDC#: 27103B4 VALIDATION FINDINGS WORKSHEET Page:J_of_

Field Duplicates Reviewer: Cﬁ %
2nd Reviewer:

METHOD: Metals (EPA Method 6010B/7000) |

Concentration (mg/Kg) Qualify
RPD Parents Only
Analyte 1 17 (s50)

Aluminum 10500 10300 2
Antimony 0.271 0.201 30
Arsenic 3.90 3.58 9
Barium 87.1 75.3 15
Beryllium 0.465 0.462 1

Cadmium 0.327 0.269 19
Calcium 5000 3790 28
Chromium 15.5 14.7 5
Cobalt 5.05 5.19 3

Copper 9.88 8.21 18
Iron 18300 17500 4
Lead 10.3 15.6 41
Magnesium 3960 3920 1

Manganese 238 252 6
Molybdenum 2.55 1.92 28
Nickel 9.60 9.28 3
Potassium 2460 2370 4
Selenium 0.609 0.469 26
Sodium 178 211 16




T

LDC#:_27103B4 VALIDATION FINDINGS WORKSHEET Page:q'_/of
Field Duplicates Reviewer:

2nd Reviewer,___{ /~

METHOD: Metals (EPA Method 6010B/7000)

Concentration (mg/Kg) Qualify
RPD Parents Only
Analyte 1 17 (<50}
Strontium 27.2 23.7 14
Thallium 0.215 0.248 14
Titanium 775 812 5
Vanadium 31.6 30.2 5
Zinc 93.2 102 9
Lithium 18.5 19.3 4
Phosphorus 470 364 25
Mercury 2.85 1.75 48

V\FIELD DUPLICATES\FD_inorganic\27103B4.wpd
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LDC #: IZ)/AO/LQ)Q\

VALIDATION FINDINGS WORKSHEET

Sample Calculation Verification

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

Page:
Reviewer:

2

2nd rewewer

ease see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".,

I

§§ N _N/A
Y AN N/A
Y/N N/A

Detected analyte resuits for

equation;

Have results been reported and calculated correctly?

Are results within the calibrated range of the instruments and within the linear range of the ICP?

Are all detection limits below the CRDL? ;

it v

were recalculated and verified using the following

Concentration = 1(::(DV)(FIV))(DH) Recalculation:
D1 S (o) HON D 4 eqpyf ks
In.Vol. = Initial volume (ml) or weight (G) — =~ - . -
Dil = Dilution factor 6,9%57C ’L.O%) ¢ lOCD)
Reported Calculated
4 Sample ID Analyte Con’({:;/?tratlon Comtratlon Acc(iylar’f‘a)lble
| A\ Crlos 16200 v
Sh O &) | 0.25)
s U o Yo7
Yy 49 (749
e 0. 4%\ 0. 4%\
Cd 0.0 10,9590
Cq YLD SHEO
oS 5.4 <S.6
Co S4H $.65
CU I L’{ Lq l,qu
Fe [%700 L7200
fh 2%.¢ 254
Mo | Yyzen HZ 60
M | 75¢ 25%
Mo | 2,69 2.09
Ny 29.% 2%
5 7580 25%0
P q RS O3
Ng 155 159
e 2.0 | 2z.0 I
Note:

RECALC.4SW




Lo #__{ 2210/5@(/\

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

vege o o

Reviewer: C(i
2nd reviewer: |

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

ease see qualifications below for all guestions answered "N". Not applicable questions are identified as "N/A",

|
§§ N _N/A
YN N/A

Y/N NA

Have results been reported and calculated correctly?

Are results within the calibrated range of the instruments and within the linear range of the ICP?
Are all detection limits below the CRDL?

Detected analyte results for

equation:;

=

were recalculated and verified using the following

Concentration = g(:?DV)(FIV))(DII) Recalculation:
RD = Raw data concentration loo (*(\L—( \O\ CZC( 'q q/(/\jl L’)—- | E)/O‘\’g/kj
Y = Final volume (ml)
o T R o 0955 (2cA) (1x0)
. Sample ID Analyte Co?cen ation C?@ tl)on Act‘ii%a)ble
\ T\ 0., | oA <
iR BHO <O
\ 0.3 0.5
N 5 !
Ly 0,9 2.9
C 5L 246
) o, | O%%
‘A e\ [0 220
Bs 2.5) 3,9)
Oxy ol GlLb
e [ 0% o 21% \
¥5) ONT3 0\ \
Co BE10 @10 \
C( 1.9 e \
Co Hal | 4wl \
CU Y ' 67 A, é/]
te 16D | \beoo
(A an 2.2%
Mo | Y4ip yuio
A | 257 2737
Note:

RECALC.4SW




Loc#_ 7 ;ZID/SLW‘H

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

N N/A

Detected analyte results for

equation;

Concentration =

Have results been reported and calculated correctly?
Are results within the calibrated range of the instruments and within the linear range of the ICP?

Are all detection limits below the CRDL?

2nd

Page: b of é
Reviewer: i

reviewer: ' T

lease see qualifications below for all questions answered "N", Not applicable questions are identified as "N/A",

were recalculated and verified using the following

(RDYFV)(Dil)
(In. Vol.)

Recalculation:

Qret

oD

RD i ng data concentration . ,@(L
::1\./Vol. ; ::nlir:iaall \\Ilc:ll:JT*Iee ((rr?qll)) or weight (G) S QQ%_/
Dil = Dilution factor
Reported Célculated
Concenfration Concentyation Acceptable
# Sample ID Analyte ( Q) ({Y‘gj <) (YIN)
= My | 07228 (o0aX il
: Mg | U \
1< L8Y)  |2%50 \
(¢ 1 50 1S.0
T oz |02
T ‘BEK €8
V 2578|257y
58 510 SLo
L“\ 2’%: /é 2@:6
| 27\ 27\ N
Note:

RECALC.45wW



LDC Report# 27103B5

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
November 29 through December 1, 2011
February 23, 2012

Soil/Water

Herbicides

Level IV

EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003

Sample Identification

SL-285-SA6-SS-0.0-0.5
SL-282-SA6-SS-0.0-0.5
SL-283-SA6-SS-0.0-0.5
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-15.5-16.5
EB-SA6-SB-120111
DUP17-SA6-QC-120111
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-SS-0.0-0.5MSD

VALOGIN\CDM\SSFL\27103B5_CD4.DOC



Introduction
This data review covers 8 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8151A for Herbicides.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

udJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\27103B5_CD4.DOC 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration

Initial calibration of compounds was performed for the primary (quantitation) column and
confirmation column as required by this method.

The percent relative standard deviations (% RSD) were less than or equal to 20.0% for
all compounds.

Retention time windows were evaluated and considered technically acceptable.
lil. Calibration Verification
Calibration verification was performed at the required frequencies.

The percent differences (%D) of calibration factors in continuing standard mixtures were
within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No herbicide contaminants
were found in the method blanks.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No herbicide
contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicate
Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.

VALOGIN\CDM\SSFL\27103B5_CD4.DOC



VIIi. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

VIIl. Target Compound Identification
All target compound identifications were within validation criteria.
IX. Compound Quantitation and RLs
All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG 11L003 All compounds reported below the RL. J (all detects) A

X. System Performance

The system performance was acceptable.

XI. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.
XIl. Field Duplicates

Samples SL-284-SA6-SS-0.0-0.5 and DUP17-SA6-QC-120111 were identified as field
duplicates. No herbicides were detected in any of the samples.

VALOGIN\CDM\SSFL\27103B5_CD4.DOC



Santa Susana Field Laboratory
Herbicides - Data Qualification Summary - SDG 11L003

SDG

Sample

Compound

Flag

AorP

Reason

11L003

SL-285-SA6-SS-0.0-0.5
SL-282-SA6-SS-0.0-0.5
SL-283-SA6-5S5-0.0-0.5
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-15.5-16.5
EB-SA6-SB-120111
DUP17-SA6-QC-120111

All compounds
reported below the RL.

J (all detects)

Compound quantitation
and RLs (2)

Santa Susana Field Laboratory
Herbicides - Laboratory Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Herbicides - Field Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\27103B5_CD4.D0OC




LDC #:.__27103B5

SDG #.__ 11L003
Laboratory:_ EMAX Laboratories, Inc.

VALIDATION COMPLETENESS WORKSHEET

Level IV

METHOD: GC Herbicides (EPA SW 846 Method 8151A)

Page:_/of /_

Reviewer:
2nd Reviewer:_

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached

validation findings worksheets.

Validation Area Comments )
. Technical holding times A Sampling dates: \ \/}9\ - 1> }0 \/”
Il | Initiai calibration A 0/, PAD ¢ 20 -
.| Calibration verification/iCV A |V / CN £ 2D
Iv. | Blanks A
V | Surrogate recovery A
VI. | Matrix spike/Matrix spike duplicates A
VH. | Laboratory control samples A LCAS l 0
VIII. | Target compound identification A
IX. | Compound quantitatiorﬁ{L)LOQ/LODs A
X. System Performance A
XI. | Overall assessment of data A
X1, | Field duplicates €)Y, D=-Ya -7 ~
XHI._| Field blanks MY EB=(
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
. . —
Validated Samples: \‘gh‘ 40 M
17 | sL-285-586-55-00-05 « |11 | wpik 21 31
2 | SL-282-SA6-85-0.0-0.5 12 we uaS 22 32
ET SL-283-SA6-SS-0.0-0.5 13 23 33
: SL-284-SA6-SS-0.0-05 - | 14 24 34
5, SL-284-SA6-SB-15.5-16.5 15 25 35
6, EB-SA6-SB-120111 16 26 36
—7.. DUP17-SA6-QC-120111 7|17 27 37
8 SL-283-SA6-SS-0.0-0.5MS 18 28 38
9 SL-283-SA6-SS-0.0-O.5MSD 19 29 39
10 20 30 40
Notes:

27103B5W.wpd

Date;_* /¢ 5//L



LDC#__ 270D P
SDG #: {/LU gt/

Method: /GC HPLC

VALIDATION FINDINGS CHECKLIST

Page: /of #
Reviewer: 7=

2nd Reviewer: é

Validation Area

All technical holding times were met.

Yes

No

NA

Findings/Comments

Cooler temperature crlterra was met

Did the laboratory perform a 5 point calibration prior to sample analysis?

\ 1\

Were all percent relative standard deviations (%RSD) < 20%7?

AV

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.990?

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7?

Were aII the retentlon times within the acceptance wmdows”

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation comleteness worksheet.

Were all surrogate %R within the QC limits?

if the percent recovery (%R) for one or more surrogates was out of QC limits, was
a reanal srs erformed to cont‘ rm samples with %R outside of cnterla’7

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

{|Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
’(RPD) W|th|n the QC hmlts’7

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?
7 T

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



—
LDC#_ 2 71 l O3pN VALIDATION FINDINGS CHECKLIST

SDG#:. pur cory
-/

Page:_ %of %

Reviewer: s
2nd Reviewer:

Validation Area

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level 1V validation?

Overall assessment of data was found to be acceptable.

e P = Y

Field duplicate pairs were identified in this SDG.

Findings/Comments

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0
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LDC Report# 27103B6

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
November 29 through December 1, 2011
February 14, 2012

Soil/Water

Wet Chemistry

Level IV

EMAX Laboratories,A Inc.

Sample Delivery Group (SDG): 11L003

Sample Identification

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SA6-SB-120111
DUP17-SA6-QC-120111
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-SS-0.0-0.5MSD
SL-283-SA6-SS-0.0-0.5DUP

VALOGIN\CDM\SSFL\27103B6_CD4.DOC



Introduction
This data review covers 19 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Methods 9010A and 9014 for Cyanide, EPA Method 300.0 for Nitrate, Nitrite, and
Fluoride, EPA SW 846 Method 7199 for Hexavalent Chromium, and EPA Method 314.0
for Perchlorate.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Inorganic Superfund Data Review (January 2010).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a deviation from a specified protocol or is of technical advisory nature.
The foIIowing- are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\27103B6_CD4.DOC



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

tl. Initial Calibration
All criteria for the initial calibration of each method were met.
lIl. Calibration Verification

Calibration verification frequency and analysis criteria were met for each method when
applicable.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No contaminant
concentrations were found in the initial, continuing and preparation blanks.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No contaminant
concentrations were found with the following exceptions:

Sampling
Equipment Blank ID Date Analyte Concentration Associated Samples
EB-SA6-SB-120111 12/111 Nitrate 0.284 mg/L SL-283-SA6-SB-18.0-19.0

Sample concentrations were compared to concentrations detected in the field blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated field blanks.

V. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.

VL. Duplicates

Duplicate (DUP) sample analyses were reviewed for each matrix as applicable. Results
were within QC limits.

VALOGIN\CDM\SSFL\27103B6_CD4.DOC



VII. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

VIIl. Sample Result Verification

All sample result verifications were acceptable

All analytes reported below the RL were qualified as follows:

Sample

Analyte

Flag

AorP

All samples in SDG 11L003

All analytes reported below the RL and above the MDL.

J (all detects)

IX. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

X. Field Duplicates

Samples SL-284-SA6-SS-0.0-0.5 and DUP17-SA6-QC-120111 were identified as field
duplicates. No contaminant concentrations were detected in any of the samples with the
following exceptions:

Concentration (mg/Kg)

VALOGIN\CDM\SSFL\27103B6_CD4.DOC

RPD
Analyte SL-284-SA6-55-0.0-0.5 | DUP17-SA6-QC-120111 (Limits) Fiags AorP
Fluoride 1.97 2.34 17 (<50)
4



Santa Susana Field Laboratory

Wet Chemistry - Data Qualification Summary - SDG 11L003

SDG

Sample

Analyte

Flag

AorP

Reason (Code)

11L003

SL-285-SA6-SS5-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SA6-SB-120111
DUP17-SA6-QC-120111

Ali analytes reported
below the RL and
above the MDL.

J (all detects)

Sample result
verification (Z)

Santa Susana Field Laboratory
Wet Chemistry — Laboratory Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Wet Chemistry - Field Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\27103B6_CD4.D0OC




LDC #.__27103B6 VALIDATION COMPLETENESS WORKSHEET Date: 2~ 1411

SDG #__11L003 Level IV Page:y of\
Laboratory: EMAX Laboratories, Inc. Reviewer.__ %~

2nd Reviewer: [&/

METHOD: (Analyte)__Cyanide (EPA SW846 Method 9010A/9014), NitrateX. Nitrite-)_Fluoride (EPA Method 300.0),
Hexavalent Chromium (EPA SW846 Method 7199), Perchlorate (EPA Method 314.0)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
1. | Technical holding times A Sampling dates: I\ , ’Z’C’\ - \7-'/ | / i
lla._| Initial calibration 2
lIb. | Calibration verification Pa
l. | Blanks ’ P‘
IV | Matrix Spike/Matrix Spike Duplicates O Nﬁ’ D
V__ | Duplicates A D\p
V1. | Laboratory control samples g— (/CS}Q
VII. | Sample result verification o
VIIl. | Overall assessment of data P‘ .
IX. | Field duplicates Sw_[CIHTT)
x| Field hianks QW | e’
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: S@V\‘ {bJC\ Y
1 | SL-285-SA6-SS-0.0-0.5 11 |SL-284-SA6-SS-0.0-0.5 21 31
2 | SL-285-SA6-SB4.0-5.0 12 |SL-284-SA6-SB-4.0-5.0 22 32
3 | SL-285-SA6-SB-6.0-7.0 13 |SL-284-SA6-SB-9.0-10.0 23 33
4 | SL-282-SA6-SS-0.0-0.5 14 |SL-284-SA6-SB-14.0-15.0 24 34
5 | SL-282-SA6-SB-2.5-3.5 15 |SL-284-SA6-SB-15.5-16.5 25 35
6 | SL-283-SA6-SS-0.0-0.5 16 |EB-SAB-SB-120111 \l\) 26 36
7 | SL-283-SA6-5B4.0-5.0 17 |DUP17-SA6-QC-120111 27 37
8 | SL-283-SA6-5B-9.0-10.0 18 |SL-283-SA6-SS-0.0-0.5MS 28 38
9 [ SL-283-SA6-SB-14.0-15.0 19 |SL-283-SA6-SS-0.0-0.5MSD | 29 39
10 | SL-283-SA6-SB-18.0-19.0 20 [SL-283-SA6-5S-0.0-0.5DUP 30 40
Notes:

27103B6W.wpd



>
LDC #: 7(03(\% VALIDATION FINDINGS CHECKLIST page: | of &
Reviewer. CZ—

2nd Reviewer:___{~

Method:Inorganics (EPA Method S€e caver)

Validation Area Yes | No | NA Findings/Comments

1. Technical holding times

All technical holding times were met. /,-\

Cooler temperature criteria was met.

ll. Calibration

Were all instruments calibrated daily, each set-up time?

Were the proper number of standards used?

Were all initial calibration correlation coefficients > 0.9957?

Were all initial and continuing calibration verification %Rs within the 90-110% QC /
limits?

Were titrant checks performed as required? (Level IV only) /]

Were balance checks performed as required? (Level |V only)

lll. Blanks

Was a method blank associated with every sample in this SDG?

AN

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet.

IV. Matrix spike/Matrix spike duplicates and Duplicates

Were a matrix spike (MS) and duplicate (DUP) analyzed for each matrix in this
SDG? If no, indicate which matrix does not have an associated MS/MSD or P
MS/DUP. Soil / Water.

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the 75-125 QC limits? If the sample concentration exceeded the spike
concentration by a factor of 4 or more, no action was taken.

Were the MS/MSD or duplicate relative percent differences (RPD) < 20% for
waters and < 35% for soil samples? A control limit of < CRDL(< 2X CRDL for soil) (Vg
was used for samples that were < 5X the CRDL, including when only one of the
duplicate sample values were < 5X the CRDL.

V. Laboratory control samples

Was an LCS anaylzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the 80-120% (85-115% for Method 300.0) QC limits?

VI. Regional Quality Assurance and Quality Control

Were performance evaluation (PE) samples performed? /

Were the performance evaluation (PE) samples within the acceptance limits?

WETC-EPA_2010.wpd version 1.0



7 (,bép
LDC #: 7 lO’S VALIDATION FINDINGS CHECKLIST PageéofL
Reviewer:
2nd Reviewer:___\—
Validation Area Yes | No | NA Findings/Comments

VIl. Sample Result Verification

Were RLs adjusted to reflect all sample dilutions and dry weight factors applicable
to level 1V validation?

-
Were detection limits < RL? d

VIII. Overall assessment of data

Overall assessment of data was found to be acceptable.

IX. Field duplicates

Field duplicate pairs were identified in this SDG. . /
/

Target analytes were detected in the field duplicates.

X. Field blanks

Field blanks were identified in this SDG. //
/

Target analytes were detected in the field blanks.

WETC-EPA_2010.wpd version 1.0



LDC#_ (-t o~ VALIDATIOUN FINDINGD WURRKDSHEE | rage:_{__OT_|
Sample Specific Analysis Reference Reviewer:

2nd reviewer: \ -

All circled methods are applicable to each sample.

Paramefer

Sample ID
=557 | o Tos ciE)No, B0, 0-PO, AIKGRNH, TKN TOC G0

25,00 |p TDs ol F (O @cﬁso 0-PO, Alk CN NH, TKN TOC Cré+ CIO,
6 oH TDS Cl @Mo 0-PO, AKCNNH, TKN TOO@%M@D

oH TDS CI F NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cr6+ CIO,

pH TDS CI F NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cré+ CIO,

bH TDS CI F NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cré+ CIO,
al- l%,ﬁ pH TDS (D NO, NO, SO, O-PO, AIEN NH, TKN TOC €60,

1£)_|pH TDS CI(INO, NO, 50, 0-PO, Al NH, TKN TOC Cré+ CIo,

oH TDS CI F NO, NO, SO, O-PO, Alk CN NH, TKN TOC Cié+ CIO,

oH TDS CI F NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cré+ CIO,
F NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cr6+ CIO,
F NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cr6+ CIO,
F NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cré+ CIO,
F NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cr6+ CIO,
F NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cré+ CIO,
F NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cré+ CIO,
F NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cré+ CIO,
pH TDS Cl F NO, NO, SO, O-PO, Alk CN NH, TKN TOC Cré+ CIO,
pH TDS Cl F NO, NO, SO, O-PO, Alk CN NH, TKN TOC Cré+ CIO,
pH TDS CI F NO, NO, SO, O-PO, Alk CN NH, TKN TOC Cré+ CIO,

F

F

F

F

F

F

F

F

E

pH TDS Cl
pH TDS Cl
pH TDS Cl
pH TDS ClI
pH TDS C
pH TDS Cl
pH TDS CI

NO, NO, SO, O-PO, Alk CN NH; TKN TOC Cr6+ CIO,
NO, NO, SO, O-PO, Alk CN NH, TKN TOC Cré+ CIO,
NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cré+ CIO,
NO, NO, SO, O-PO, Alk CN NH, TKN TOC Cré+ CIO,
NO, NO, SO, O-PO, Alk CN NH, TKN TOC Cr6+ ClO,
NO, NO, SO, O-PO, Alk CN NH, TKN TOC Cré+ ClO,
NO, NO, SO, O-PO, Alk CN NH, TKN TOC Cré+ ClO,
NO, NO, SO, 0-PO, Alk CN NH, TKN TOC Cré+ CIO,
NO. NO. §Q, O-PQ, Alk CN NH. TKN TOG Crf+ ClO,

pH TDS Cl
pH TDS Cl
pH TDS Cl
pH TDS Cl
pH TDS ClI
pH TDS Cl
pH TDS Cl
pH TDS Cl
nH _TNDS Cl

~omments:

WC.wpd
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LDC# 27103B6 VALIDATION FINDINGS WORKSHEET
Field Duplicates

Inorganics, Method_ See Cover

Page: [ of)

Reviewer—:_—
2nd Reviewer:

Concentration (mg/Kg)

Analyte 11 17

RPD
(50)

Fluoride 1.97 2.34

17

V:\FIELD DUPLICATES\FD_inorganic\27103B6.wpd
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LDC #: 7/7([)%5 VALIDATION FINDINGS WORKSHEET ' Page:l_of\
Sample Calculation Verification Reviewer:

2nd reviewer: lg

METHOD: Inorganics, Method _ €L vl

Rlease see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
Have results been reported and calculated correctly?

Are results within the calibrated range of the instruments?

Are all detection limits below the CRQL?

Compound (analyte) results for [ //\[0’( reported with a positive detect were

recalculated and verified using the following equation: 7

Concentration = Recalculation: 0075 ".)‘?Obcl7:656)l‘0()3qq éjéq‘m’lz),o Z NX“\‘S

£ 20,6555906CANR) T00FKL3 0.9%7 (20.c0128)
NOH = D e (A +0552:2169 00219974 (147,10 yo.0972 \gq_@e_),{@); Rom
0.95S (20.0c067=)) LY ~
Reported Calculated
Concenfration Concentration Acceptable
# Sample ID Analyte (qég) (el%S) (YIN)
Z T OK32_ O3 | ¥

NO2 \"D.p e | )

Note:

RECALC.6



LDC Report# 27103B7

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory

Collection Date: November 29 through December 1, 2011
LDC Report Date: February 23, 2012

Matrix: Soil/Water

Parameters: Total Petroleum Hydrocarbons as Gasoline
Validation Level: Level IV

Laboratory: EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003
Sample ldentification

SL-285-SA6-SB-4.5
SL-285-SA6-SB-7.5
SL-282-SA6-SB-3.0
SL-283-SA6-SB-4.5
SL-283-SA6-SB-9.5
SL-283-SA6-SB-14.5
SL-283-SA6-SB-18.5
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SB-4.5
SL-284-SA6-SB-9.5
SL-284-SA6-SB-14.5
SL-284-SA6-SB-16.0
TB-113011
EB-SA6-SB-120111

VALOGIN\CDM\SSFL\27103B7_CD4.DOC



Introduction
This data review covers 12 soil samples and 2 water samples listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8015B for Total Petroleum Hydrocarbons (TPH) as Gasoline.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

(UN Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\27103B7_CD4.DOC



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0% .

lll. Calibration Verification

Calibration verification was performed at required frequencies. The percent differences
(%D) of amounts in continuing standard mixtures were within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydrocarbons as gasoline contaminants were found in the method blanks.

Sample TB-113011 was identified as a trip blank. No total petroleum hydrocarbons as
gasoline contaminants were found.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No total petroleum
hydrocarbons as gasoline contaminants were found with the following exceptions:

Sampling
Equipment Blank ID Date Compound Concentration Associated Samples
EB-SA6-SB-120111 12/1/11 Gasoline range organics 29 ug/L No associated samples in

this SDG

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

V1. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike
duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

3
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VIl. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable.

recoveries (%R) and relative percent differences (RPD) were within QC limits. Percent
VIIl. Target Compound Identification
All target compound identifications were within validation criteria.
IX. Compound Quantitation and RLs
All compound quantitation and RLs were within validation criteria.
All compounds reported below the RL were qualified as follows:
Sample Finding Flag AorP
All samples in SDG 11L003 | All compounds reported below the RL. J (all detects) A

X. System Performance

The system performance was acceptable.

XI. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIl. Field Duplicates

No field duplicates were identified in this SDG.

VALOGIN\COM\SSFL\27103B7_CD4.DOC



Santa Susana Field Laboratory

Total Petroleum Hydrocarbons as Gasoline - Data Qualification Summary - SDG
11L003

SDG Sample Compound Flag AorP Reason (Code)
11L003 | SL-285-SA6-SB-4.5 All compounds reported J (all detects) A Compound quantitation
SL-285-SA6-SB-7.5 below the RL. and RLs (Z)

SL-282-SA6-SB-3.0
SL-283-SA6-SB-4.5
SL-283-SA6-SB-9.5
SL-283-SA6-SB-14.5
SL-283-SA6-5SB-18.5
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-5SB-4.5
SL-284-SA6-5B-9.5
SL-284-SA6-SB-14.5
SL-284-SA6-SB-16.0
TB-113011
EB-SA6-SB-120111

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Laboratory Blank Data Qualification
Summary - SDG 11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Field Blank Data Qualification
Summary - SDG 11L003

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\27103B7_CD4.DOC 5



LDC #__ 27103B7 VALIDATION COMPLETENESS WORKSHEET Date: 2/ 22’//l

SDG #___11L003 Level IV Page: [ of /
Laboratory. EMAX Laboratories, Inc. Reviewer: =

2nd Reviewer: é
METHOD: GC TPH as Gasoline (EPA SW 846 Method 8015B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I. | Technical holding times _A Sampling dates: I ‘ 29 - 1 l 0\ ,/l \
il__| initial calibration A “lo D = vé '
.| Calibration verification/ICV A \ / cN £33
IV. | Blanks ;A
V | Surrogate recovery A
VI. | Matrix spike/Matrix spike duplicates I\J (/\:J_Mk >y l:\ \JJ:\)
VIIi. | Laboratory control samples A [WOVAY I/O ! “
VIII. | Target compound identification A
1X. | Compound quantitatior{l{l)/LOQ/LODs A
X. System Performance A
XI. | Overall assessment of data A
Xll. | Field duplicates {\)
XIll._| Field blanks SN e =1 B = b
Note: A = Acceptable 5% ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Sagljls‘: 4 —J M
1 | SL-285-SA6-SB4.5 1\1 SL-284-SA6-SB-14.5 21 |M 6\\0\ p) 31
5 | sL-285-5A6-SB-7.5 12 |SL-284-SA6-SB-16.0 2 [movee) 32
i; SL-282-SA6-SB-3.0 13 |TB-113011 w (23 33
4~ SL-283-SA8-SB-4.5 1441 EB-SA8-SB-120111 1/ 24 34
5 |SL-283-SA6-SB-9.5 15 25 35
g SL-283-SA6-SB-14.5 16 26 36
7 | SL-283-5A6-SB-18.5 17 27 37
8 | SL-283-SA6-SB-18.0-19.0 18 28 38
9- SL-284-SA6-SB-4.5 19 29 39
10 | SL-284-5A6-5B-9.5 20 30 40
Notes:

27103B7W.wpd



Loc#__ 2719°0 VALIDATION FINDINGS CHECKLIST Page:_/of__Z
SDG #: {/ux Reviewer:___#7
2nd Reviewer:__/~

Method: /GC HPLC

Validation Area Yes | No | NA Findings/Comments

All technical holding times were met.

Cooler temperature criteria was met. e

e o S

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) < 20%? 7

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907?

Were the RT windows properly established?

a

Was a continuing calibration analyzed daily?

/
Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7? -

Were all the r

o

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks

Were all surrogate %R within the QC limits?

If the percent recovery (%R) for one or more surrogates was out of QC limits, was
a reanalysis performed to confirm samples with %R outside of criteria?

75
e

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated _—t
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix? T

Were the MS/MSD percent recoveries (%R) and the relative percent differences -
(RPD) within the QC limits? b

e

Was an LCS analyzed for this SDG?

/
Was an LCS analyzed per extraction batch? e
e

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?

Were performance evaluation (PE) samples performed?

1
-

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



Loc#_ 2711 05(5’) VALIDATION FINDINGS CHECKLIST

SDG #: /,o,u coney

Page: “of %
Reviewer: =2

2nd Reviewer: C é

Were compound quantitation and CRQLs adjusted to reflect alt sample dilutions
and dry weight factors applicable to level IV validation?

Field duplicate pairs were identified in this SDG.

Findings/Comments

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0
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LDC Report# 27103B8

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory

Collection Date: November 29 through December 1, 2011

LDC Report Date: February 23, 2012

Matrix: Soil/Water

Parameters: Total Petroleum Hydrocarbons as Extractables
Validation Level: Level IV

Laboratory: EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003
Sample Identification

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SAG-SB-120111
DUP17-SA6-QC-120111
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-SS-0.0-0.5MSD

VALOGIN\CDM\SSFL\27103B8_CD4.DOC 1



Introduction
This data review covers 18 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8015B for Total Petroleum Hydrocarbons (TPH) as Extractables.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.
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I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0% .

lll. Calibration Verification

Calibration verification was performed at required frequencies. The percent differences
(%D) of amounts in continuing standard mixtures were within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydrocarbons as extractable contaminants were found in the method blanks.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No total petroleum
hydrocarbons as extractable contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. Surrogate
recoveries (%R) were not within QC limits for several samples. Since the samples were
diluted out, no data were qualified.

VI. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.

VII. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.
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VIll. Target Compound Identification
All target compound identifications were within validation criteria.
IX. Compound Quantitation and RLs
All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG 11L003 All compounds reported below the RL. J (all detects) A

X. System Performance

The system performance was acceptable.

XI. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIl. Field Duplicates

Samples SL-284-SA6-SS-0.0-0.5 and DUP17-SA6-QC-120111 were identified as field

duplicates. No total petroleum hydrocarbons as extractables were detected in any of the
samples with the following exceptions:

Concentration (mg/Kg)
RPD
Compound SL-284-5A6-55-0.0-0.5| DUP17-SA6-QC-120111 [ (Limits)| Flags | AorP
Extractable fuel hydrocarbons (C21-C30) 38 31 20 (<50) - -
Extractabie fuel hydrocarbons (C30-C40) 45 49 9 (<50) - -
Total extractable fuel hydrocarbons (C8-C40) 83 80 4 (s50)
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Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Data Qualification Summary -
SDG 11L003

SDG Sample Compound Flag AorP Reason (Code)
11L003 | SL-285-SA6-SS-0.0-0.5 All compounds reported J (all detects) A Compound
SL-285-SA6-SB-4.0-5.0 below the RL. guantitation and RLs
SL-285-SA6-SB-6.0-7.0 2)

SL-282-SA6-8S8-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS5-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS8-0.0-0.5
SL-284-SA6-SB-4.0-5.0
S1-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SA6-SB-120111
DUP17-SA6-QC-120111

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Laboratory Blank Data
Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Field Blank Data Qualification
Summary - SDG 11L003

No Sample Data Qualified in this SDG
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LDC #__ 27103B8

SDG #.__11L003

VALIDATION COMPLETENESS WORKSHEET

Level IV

Laboratory: EMAX Laboratories, Inc.

Date: 1/15//2

Page: _/ of_;

Reviewer:
2nd Reviewer:

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

METHOD: GC TPH as Extractables (EPA SW 846 Method 8015B)

Validation Area Comments .
l._] Technical holding times A Sampling dates: I} ,Zol - ‘9”0 ! / 3
It | initial calibration A 4 /a Al .l;ulD -
Ill. | Calibration verification/ICV A | 2 I cv = M)
V. | Blanks _/_\ P I
V | Surrogate recovery M g)j
/7
VI. | Matrix spike/Matrix spike duplicates A
VIl. | Laboratory control samples A\ Lo 10
VIIl. | Target compound identification A
iIX. | Compound quantitationﬁQ_OQ/LODs A
X. | System Performance A
Xl. | Overall assessment of data /,\ N
xil._| Field duplicates sw| p = BT AR
Xiil._| Field blanks NP Eb-o L

Note: A = Acceptable
N = Not provided/applicable

SW = See worksheet

ND = No compounds detected
R = Rinsate
FB = Field blank

D = Duplicate
TB = Trip blank
EB = Equipment blank

Validated Samples:

Yo\l

1+ SL-285-SA6-SS-0.0-0.5 1+1 SL-284-SA6-SS-0.0-0.5 21 | MPWL'S 31
2 ¥ | sL285.586.584.0.50 15 |sL-284-5A6-58-4.0-5.0 2 | MBLELS 32
3 4| sL285-5A6-5B-6.0-7.0 15 |sL-284-56-58-9.0-10.0 2| MpWI 33
41 | sL-282-5A6-55-0.0-05 74 | SL-284-SA6-5B-14.0-15.0 24 34
5% | sL282.506-58-253.5 15 |sLosasa6.58.155165 | |25 35
67 | 5L283-5A6-55-0.00.5 76 |EB-5A6-5B-120111 \-\ 26 36
7 | sosssas.s84050 17 |DUP17-SA6-QC-120111 27 37
8 | 5L-283-5A6-5B-0.0-10.0 18 |SL-283-5A6-55-0.0-0.5MS | 28 38
o *|sL283.5A6.58-14.0-150 | 19 |SL283-5A6-55-0.0-0.5MSD | 29 39
107 | sL.283-sA6-5B-18.0-19.0 | 20 30 40
Notes:
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oc# 2 110weY VALIDATION FINDINGS CHECKLIST Page: /of #*
SDG #: (/ux At Reviewer:

2nd Reviewer: f

Method: /GC HPLG

Validation Area Findings/Comments

All technical holding times were met.

ure criteria

T TR

Cooler

temperat! was met
= o -

Did the laboratory perform a 5 point calibration prior to sample analysis? -~

Were all percent relative standard deviations (%RSD) < 20%? -1

Was a curve fit used for evaluation? —

Did the initial calibration meet the curve fit acceptance criteria of > 0.990? —T
Were the RT windows properly established? |

Was a continuing calibration analyzed daily? -~
Vs

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7?

within the acceptance windows?

T o3

Were all the retention times

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks L
validation completeness worksheet.

Were all surrogate %R within the QC limits? /

If the percent recovery (%R) for one or more surrogates was out of QC limits, was |

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated

MS/MSD. Soil / Water, e

; . =
Was a MS/MSD analyzed every 20 samples of each matrix? P
Were the MS/MSD percent recoveries (%R) and the relative percent differences L~

(RPD) within the QC limits?
S R 2

Was an LCS analyzed for this SDG?

I/
Was an LCS analyzed per extraction batch? ] i

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?
R

Were performance evaluation (PE) samples performed? 7
1

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



loc#_ 271 |OBB Y VALIDATION FINDINGS CHECKLIST

SDG#:. pus cowty
-/

Page:_ “of %
Reviewer: =2

2nd Reviewer; é

Validation Area

Were the retention times of reported detects within the RT windows?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level 1V validation?

Field duplicate pairs were identified in this SDG.

Findings/Comments

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0
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LDC#: }7/0 5’53 VALIDATION FINDINGS WORKSHEET
Field Duplicates

HOD: GC GRO(EPA SW 846 Method 8015B)
NA Were field duplicate pairs identified in this SDG?
Y/N NA Were target analytes detected in the field duplicate pairs?

Page: _/ of_/

Reviewer: / 2
A
—_——

2nd Reviewer:

Compound

1"

Concentration {ugtkgy vy /Ica(
v o

17

=2

RPD

EFH (C21-C30)

38

31

20

EFH (C30-C40)

45

49

Total EFH (C8-C40)

83

80

V:\FIELD DUPLICATES\templates\27103B8.wpd
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LDC Report# 27103B24

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: November 29 through December 1, 2011
LDC Report Date: February 23, 2012

Matrix: Soil/Water

Parameters: Nitroglycerine & PETN

Validation Level: Level IV

Laboratory: EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003

Sample Identification
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0

SL-283-SA6-SB-18.0-19.0
EB-SA6-SB-120111

VALOGIN\CDM\SSFL\27103B24_CD4.DOC



Introduction
This data review covers 3 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8332 for Nitroglycerine and PETN.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\27103B24_CD4.DOC 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration

Initial calibration of compounds was performed for the primary (quantitation) column and
confirmation column as required by the method.

Triplicate injections of the initial calibration were performed.

The percent relative standard deviations (%RSD) were less than or equal to 20.0% for
all compounds.

Retention time windows were evaluated and considered technically acceptable.
lll. Continuing Calibration

Continuing calibration was performed at required frequencies. The percent differences
(%D) of amounts in continuing standard mixtures were within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No nitroglycerine or PETN
was found in the method blanks.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No nitroglycerine or
PETN was found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates
The laboratory has indicated that there were no matrix spike (MS) and matrix spike

duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.
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VIil. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.
VIII. Target Compound Identification
All target compound identifications were within validation criteria.
IX. Compound Quantitation and RLs
All compound quantitation and RLs were within validation criteria.
All compounds reported below the RL were qualified as follows:
Sample Finding Flag AorP
All samples in SDG 11L003 | All compounds reported below the RL. J (all detects) A

X. System Performance

The system performance was acceptable.

Xl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIl. Field Duplicates

No field duplicates were identified in this SDG.
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Santa Susana Field Laboratory
Nitroglycerine & PETN - Data Qualification Summary - SDG 11L003

SDG

Sample

Compound

Flag

AorP

Reason (Code)

111003

SL.-285-5A6-5SB-4.0-5.0
SL.-285-SA6-SB-6.0-7.0
SL.-283-SA6-SB-18.0-19.0
EB-SAB-5B-120111

All compounds reported
below the RL.

J (all detects)

Compound quantitation
and RLs (Z)

Santa Susana Field Laboratory
Nitroglycerine & PETN - Laboratory Blank Data Qualification Summary - SDG

11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Nitroglycerine & PETN - Field Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG
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LDC #__ 27103824 VALIDATION COMPLETENESS WORKSHEET Date:_ 2 (23// r
[0}

SDG #__11L003 Level IV Page:_/
Laboratory._ EMAX Laboratories, Inc. Reviewer:

2nd Reviewer:

METHOD: HPLC Nitroglycerine & PETN (EPA SW 846 Method 8332)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
l._| Technical holding times A Sampling dates: I ) 29 — 12 I ) ’ I
it | initiat calibration A °/z D <4 2b S
I1t._| calibration verification/ICV A | v ! e £ 2
IV. | Blanks A
\ Surrogate recovery f__\_ -
VI. | Matrix spike/Matrix spike duplicates “) M = (P‘L“
VI1. | Laboratory control samples A Vea l W ! 0
VIIl. | Target compound identification /\
IX. | Compound quantitationéDLOQ/LODs _A
X. | System Performance A
XI. ] Overall assessment of data A .
Xll. | Field duplicates I\J
Xlll. | Field blanks Y =9 = U
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Saqr:%e\s\.— L M
?V/SL-285-8A6-SB-4.O-5.O 11 1| WiV ) 21 31
2 | SL-285-5A6-5B-6.0-7.0 12 M M(b\f\<\ S 22 32
? SL-283-SA6-SB-18.0-19.0 13 23 33
4 : EB-SA6-SB-120111 \IJ 14 24 34
5 15 25 35
6 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40
Notes:
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Lbc#_2110>D 3~‘“' VALIDATION FINDINGS CHECKLIST Page: /of %
SDG #: Lt tagrnenS Reviewer: 7
{

2nd Reviewer: E

Method: = GG HPLC

Validation Area Yes | No | NA Findings/Comments

All technical holding times were met.

Cooler temperature criteria was met

e 7 FreS

Did the laboratory perform a 5 point calibration prior to sample analysis? T

Were all percent relative standard deviations (%RSD) < 20%7? ~

Was a curve fit used for evaluation? 7

Did the initial calibration meet the curve fit acceptance criteria of > 0.990? ]

Were the RT windows properly established?

Was a continuing calibration analyzed daily?

Were all the retention times within the acceptance windows?

]
7
Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7? -~
e

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks 7
validation completeness worksheet.

T

Were all surrogate %R within the QC limits?

If the percent recovery (%R) for one or more surrogates was out of QC limits, was 1
a reanalysis performed to confirm samples with %R outside of criteria?

SR e

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each //
matrix in this SDG? If no, indicate which matrix does not have an associated

MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences //
(RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD) /
within the QC limits?
T O 7

Were performance evaluation (PE) samples performed? /

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



toc#_ - 2119 5hyu VALIDATION FINDINGS CHECKLIST

SDG#: g+
-/

Page:_ %of &
Reviewer: =2

2nd Reviewer: é

Validation Area

Were the retention

Were compound quantitation and CRQLs adjusted to reflect ali sample dilutions
and dry weight factors applicable to level IV validation?

System performance was found to be acceptable.

Field duplicate pairs were identified in this SDG.

Findings/Comments

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0
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LDC Report# 27103B40

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: November 29 through December 1, 2011
LDC Report Date: February 24, 2012

Matrix: Soil/Water

Parameters: Explosives

Validation Level: Level IV

Laboratory: EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003
Sample Identification

SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-283-SA6-SB-18.0-19.0
EB-SA6-SB-120111
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Introduction
This data review covers 3 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8330A for Explosives.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\27103B40_CD4.DOC



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration

Initial calibration of compounds was performed for the primary (quantitation) column and
confirmation column as required by the method.

The percent relative standard deviations (%RSD) were less than or equal to 20.0% for
all compounds.

Retention time windows were evaluated and considered technically acceptable.
lll. Calibration Verification ‘

]
Calibration verification was performed at the required frequencies. The percent
differences (%D) of amounts in continuing standard mixtures were within the 20.0% QC
limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No explosive contaminants
were found in the method blanks.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No explosive
contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates
The laboratory has indicated that there were no matrix spike (MS) and matrix spike

duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VALOGIN\CDM\SSFL\27103B40_CD4.DOC



VIl. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

VIIl. Target Compound ldentification
All target compound identifications were within validation criteria.
IX. Compound Quantitation and RLs
All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG 11003 All compounds reported below the RL. J (all detects) A

X. System Performance

The system performance was acceptable.

XI. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.
XIl. Field Duplicates

No field duplicates were identified in this SDG.
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Santa Susana Field Laboratory
Explosives - Data Qualification Summary - SDG 11L003

SDG

Sample

Compound

Flag

AorP

Reason (Code)

11L003

SL-285-5A6-5B-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-283-5A6-SB-18.0-19.0
EB-SA6-5B-120111

All compounds reported
below the RL.

J (all detects)

Compound quantitation
and RLs (Z)

Santa Susana Field Laboratory
Explosives - Laboratory Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Explosives - Field Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG
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LDC # _ 27103B40 VALIDATION COMPLETENESS WORKSHEET Date: & -’/2’/”/

SDG #:__11L003 Level IV Page:_ fof __/
Laboratory: EMAX Laboratories, Inc. Reviewer:
2nd Reviewer: Z

METHOD: HPLC Explosives (EPA SW 846 Method 8330A)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments

I.__| Technical holding times A Sampling dates: tllaﬂ — la’IOI | ]
i Initial calibration A v !
lll. | Calibration verification/ICV A—
IV. | Blanks A’
\% Surrogate recovery A ;
VI. | Matrix spike/Matrix spike duplicates A/ ¢ / / le L T bf’(‘ c""/ d o/
VII. | Laboratory control samples A LD l ﬂ
VIII. | Target compound identification A
IX. | Compound quantitationéj?LOQ/LODs A’
X. System Performance AZ’
Xl. ] Overall assessment of data Ay
XIl. | Field duplicates '\)
Xill. | Field blanks O €Yy = "{
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: COW & \NW
T SL-285-SA6-SB-4.0-5.0 9 11 21 31
2 | sL-285-5A6-5B6.07.0 | |12 22 32
?3_ SL-283-SA6-SB-18.0-19.0 l,/ 13 23 33
4 | EB-SA6-SB-120111 vV 14 24 34
5 15 - 25 35
6 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40
Notes:

27103B40W.wpd



oc# 27102 pyU VALIDATION FINDINGS CHECKLIST Page:_/of #
SDG #: {/ux v Reviewer:

2nd Reviewer: ad

Method: GC /HPLC

Validation Area Yes | No | NA Findings/Comments

All technical holding times were met.

Cooler temperature criteria was met

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) < 20%? -

Was a curve fit used for evaluation? T

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907 —1
Were the RT windows properly established? e

Was a continuing calibration analyzed daily? ~
1

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7?

within the acceptance windows?

—

Were all the ret
e

Was a method blank associated with every sample in this SDG? P
Was a method blank analyzed for each matrix and concentration?
=
Was there contamination in the method blanks? If yes, please see the Blanks -

validation completeness worksheet.

Were all surrogate %R within the QC limits? —T1

If the percent recovery (%R) for one or more surrogates was out of QC {imits, was

a reanalysis performed to confirm samples with %R outside of criteria?
Y 7

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated .
MS/MSD. Soil / Water.

N\

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits? i

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch? T

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?

Were performance evaluation (PE) samples performed? L

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



Loc#:  27110> \540 VALIDATION FINDINGS CHECKLIST

SDG#:__ gus corey
-/

Page: “of &
Reviewer: il
2nd Reviewer: A

Validation Area

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level IV validation?

"z

System performance was found to be acceptable.

Field duplicate pairs were identified in this SDG.

Findings/Comments

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.
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LDC Report# 27103B43

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
November 29 through December 1, 2011
February 24, 2012

Soil/Water

Alcohols

Level IV

EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003

Sample Identification

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SA6-SB-120111
DUP17-SA6-QC-120111
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-SS-0.0-0.5MSD

VALOGIN\CDM\SSFL\27103B43_CD4.DOC



Introduction
This data review covers 18 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8015B for Alcohols.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\27103B43_CD4.DOC 2



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0% .

Retention time windows were evaluated and considered technically acceptable.
lll. Calibration Verification
Calibration verification was performed at required frequencies.

The percent differences (%D) of calibration factors in continuing standard mixtures were
within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No alcohol contaminants
were found in the method blanks.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No alcohol
contaminants were found.

V. Surrogate Recovery

Surrogates were not required by the method.

VI. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.

VALOGIN\CDM\SSFL\27103B43_CD4.DOC



VII. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

VIill. Target Compound Identification
All target compound identifications were within validation criteria.
IX. Compound Quantitation and RLs
All compound quantitation and RLs were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG 11L003 All compounds reported below the RL. J (all detects) A

X. System Performance

The system performance was acceptable.

Xl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.
XIl. Field Duplicates

Samples SL-284-SA6-SS-0.0-0.5 and DUP17-SA6-QC-120111 were identified as field
duplicates. No alcohols were detected in any of the samples.

VALOGIN\CDMISSFL\27103B43_CD4.DOC 4



Santa Susana Field Laboratory
Alcohols - Data Qualification Summary - SDG 11L003

SDG

Sample

Compound

Flag

AorP

Reason (Code)

11L003

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL.-282-SA6-5S-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL.-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-SB-9.0-10.0

SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0

SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0

SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5

EB-SA6-SB-120111
DUP17-SA6-QC-120111

All compounds
reported below the RL.

J (all detects)

Compound gquantitation
and RLs (Z)

Santa Susana Field Laboratory
Alcohols - Laboratory Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory

Alcohols - Field Blank Data Qualification Summary - SDG 11L003

VALOGIN\CDM\SSFL\27103B43_CD4.DOC
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27103B43 VALIDATION COMPLETENESS WORKSHEET Date:_%/ 23//2'

LDC #:
SDG #.__11L003 Level IV Page: [/ of /
. Laboratory: EMAX Laboratories, Inc. Reviewer:;
2nd Reviewer e
METHOD: GC Alcohols (EPA SW 846 Method 8015B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
l. Technical holding times A Sampling dates: 2 0\ - I 2 / o) ’ \)
Il | Initial calibration A /D pa p<e 20 S
Ill.__| Calibration verification/ICV A AN / CWN £ 7/(.)
V. | Blanks A
\ Surrogate recovery N L_) Q £ ey ..V:f../L
V1. | Matrix spike/Matrix spike duplicates A /
Vil. | Laboratory control samples H ves |0
Vi1l | Target compound identification A
IX. | Compound quantitation(‘RQLOQ/LODs A
X. | System Performance A—
XI. | Overall assessment of data A
XIl. | Field duplicates MO [ D=+ 17
Xl | Field blanks W = |,
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: i{
Sown W
1 | SL-285-SA6-S5-0.0-0.5 11 |SL-284-SA6-S5-0.0-0.5 21| MBLEIS 31
2 SL-285-SA6-SB-4.0-5.0 12 |SL-284-SA6-SB-4.0-5.0 22| MP L\< \/VJ 32
3 S1.-285-SA6-SB-6.0-7.0 13 |SL-284-SA6-SB-9.0-10.0 23 33
4 SL-282-SA6-5S-0.0-0.5 14 |SL-284-SA6-SB-14.0-15.0 24 34
5 SL-282-SA6-SB-2.5-3.5 15 | SL-284-SA6-SB-15.5-16.5 25 35
6 SL-283-SA6-SS-0.0-0.5 16 |EB-SA6-SB-120111 V\/ 26 36
7 SL-283-SA6-SB-4.0-5.0 17 |DUP17-SA6-QC-120111 27 37
8 SL-283-SA6-SB-9.0-10.0 18 |SL-283-SA6-SS-0.0-0.5MS 28 38
9 SL-283-SA6-SB-14.0-15.0 19 |SL-283-SA6-SS-0.0-0.5MSD | 29 39
10 | SL-283-SA6-SB-18.0-19.0 20 30 40

Notes:

27103B43W.wpd



LDC #: &7 } o> ]2”{-> : VALIDATION FINDINGS CHECKLIST Page:_Lof_Z
SDG #: {/u—( g Reviewer:_ #

2nd Reviewer: =A_

Method: %C HPLC

Validation Area Yes | No | NA Findings/Comments

All technical holding times were met.

Co erature criteria was met

e

oler tem

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) < 20%?

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907, N 1 ol

\¢

Were the RT windows pro erl established?

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%?

Were all th

SRS

e retention times within the acceptance windows?
— =

Was a method blank associated with every sample in this SDG?

~
Was a method blank analyzed for each matrix and concentration? 7

Was there contamination in the method blanks? If yes, please see the Blanks e
validation completeness worksheet.

Were all surrogate %R within the QC limits?

If the percent recovery (%R) for one or more surrogates was out of QC limits, was _A
a reanalysis performed to confirm samples with %R outside of criteria?
7 % i 7 7

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch? /

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?
T %%«w

Were performance evaluation (PE) samples performed? -~

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-8W2.wpd version 1.0



LDGC #: 17’047'77“15
SDG #: /,a,u carey

VALIDATION FINDINGS CHECKLIST

Page: %of &
Reviewer: =2

2nd Reviewer: é

Validation Area

Were the retention times of reported detects within the RT windows?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level 1V validation?

as found to be acceptable.

Ry

Field duplicate pairs were identified in this SDG.

Yes | No

NA Findings/Comments

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0
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LDC Report# 27103B45

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
November 29 through December 1, 2011
February 23, 2012

Soil/Water

Glycols

Level IV

EMAX Laboratories, Inc.

Sample Delivery Group (SDG): 11L003

Sample Identification

SL-285-SA6-SS-0.0-0.5
SL-285-SA6-SB-4.0-5.0
SL-285-SA6-SB-6.0-7.0
SL-282-SA6-SS-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-SS-0.0-0.5
SL-283-SA6-SB-4.0-5.0
SL-283-SA6-5B-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-SB-18.0-19.0
SL-284-SA6-SS-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-SB-9.0-10.0
SL-284-SA6-SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SAG-SB-120111
DUP17-SA6-QC-120111
SL-283-SA6-SS-0.0-0.5MS
SL-283-SA6-SS-0.0-0.5MSD

VALOGIN\CDM\SSFL\27103B45_CD4.DOC



Introduction
This data review covers 18 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8015M for Glycols.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usabie.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

ud Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

V\LOGIN\CDM\SSFL\27103B45_CD4.DOC



l. Technical Holding Times
All holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0% .

Retention time windows were evaluated and considered technically acceptable.
lll. Calibration Verification
Calibration verification was performed at required frequencies.

The percent differences (%D) of calibration factors in continuing standard mixtures were
within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
fimits.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No glycol contaminants
were found in the method blanks.

Sample EB-SA6-SB-120111 was identified as an equipment blank. No glycol
contaminants were found.

V. Surrogate Recovery

Surrogates were not required by the method.

VI. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.

VALOGIN\CDM\SSFL\27103B45_CD4.00C



VIl. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.
VIil. Target Compound Identification
All target compound identifications were within validation criteria.
IX. Compound Quantitation and RLs
All compound quantitation and RLs were within validation criteria.
All compounds reported below the RL were qualified as follows:
Sample Finding Flag AorP
All samples in SDG 11L003 | All compounds reported below the RL. J (all detects) A

X. System Performance

The system performance was acceptable.

XI. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIl. Field Duplicates

Samples SL-284-SA6-SS-0.0-0.5 and DUP17-SA6-QC-120111 were identified as field

duplicates. No glycols were detected in any of the samples.

VALOGIN\CDMSSFL\27103B45_CD4.DOC



Santa Susana Field Laboratory
Glycols - Data Qualification Summary - SDG 11L003

SDG Sample Compound Flag AorP Reason (Code)
11L003 | SL-285-SA6-SS-0.0-0.5 All compounds J (all detects) A Compound quantitation
SL-285-SA6-SB-4.0-5.0 reported below the and RLs (Z)

SL-285-SA6-SB-6.0-7.0 RL.

SL-282-SA6-5S5-0.0-0.5
SL-282-SA6-SB-2.5-3.5
SL-283-SA6-5S5-0.0-0.5
SL-283-SA6-5SB-4.0-5.0
SL-283-SA6-5B-9.0-10.0
SL-283-SA6-SB-14.0-15.0
SL-283-SA6-5B-18.0-19.0
SL-284-SA6-5S5-0.0-0.5
SL-284-SA6-SB-4.0-5.0
SL-284-SA6-5B-9.0-10.0
SL-284-SA6-5SB-14.0-15.0
SL-284-SA6-SB-15.5-16.5
EB-SA6-SB-120111
DUP17-SA6-QC-120111

Santa Susana Field Laboratory
Glycols - Laboratory Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Glycols - Field Blank Data Qualification Summary - SDG 11L003

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\27103B45_CD4.DOC



LDC #.___27103B45

SDG #:___11L003
Laboratory._Lancaster Laboratories

METHOD: GC Glycols (EPA SW 846 Method 8015B)

VALIDATION COMPLETENESS WORKSHEET
Level IV

Date:

2.3//7/

Page: __[of_[

Reviewer:
2nd Reviewer:

=

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached

validation findings worksheets.

Validation Area Comments
I.__| Technical holding times A Sampling dates: Yo “! 29 — 12 ,O \ /\,‘
IL_| Initial calibration A ‘
ill. | Calibration verification/ICV _A
IV. | Blanks ‘ A .
V | Surrogate recovery f\) no "\ A W
1
VI. | Matrix spike/Matrix spike duplicates A U
VII. | Laboratory control samples A VOS> \ 0
VIIl. | Target compound identification .A
IX. | Compound quantitatign/RL/LOQ/LODs A
\
X. System Performance A~
Xl. | Overall assessment of data /,\
Xl | Field duplicates V) | Do =1 na 177
Xill,_| Field blanks M) | ER= L
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Valldat; S‘imﬂes.wm‘(
1 SL-285-SA6-SS-0.0-0.5 11 |SL-284-SA6-SS-0.0-0.5 21| wbik ) 31
2 | sL-285-5A6-SB4.0-5.0 12 |SL-284-SA6-SB-4.0-5.0 22| MBLEYVS 32
3 | sL-285-sA6-SB-6.0-7.0 13 |SL-284-SA6-SB-9.0-10.0 23| WP LE2S 33
4 SL-282-SA6-SS-0.0-0.5 14 |SL-284-SA6-SB-14.0-15.0 24 34
5 SL-282-SA6-SB-2.5-3.5 15 |SL-284-SA6-SB-15.5-16.5 25 35
6 SL-283-SA6-SS-0.0-0.5 16 |EB-SA6-SB-120111 W [ 26 36
7 SL-283-SA6-SB-4.0-5.0 17 |DUP17-SA6-QC-120111 27 37
8 SL-283-SA6-SB-9.0-10.0 18 | SL-283-SA6-SS-0.0-0.5MS 28 38
9 SL-283-SA6-SB-14.0-156.0 19 |SL-283-SA6-SS-0.0-0.5MSD | 29 39
10 | SL-283-SA6-SB-18.0-19.0 20 30 40
Notes:

27103B45W.wpd



Loc#_ 271102BYS VALIDATION FINDINGS CHECKLIST Page:_/of  #
SDG #: {/ux tPrin Reviewer:_ 7

2nd Reviewer: é
Method: /GC HPLC

Validation Area

NA Findings/Comments

All technical holding times were met.

Cooler temperature criteria was met.

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) < 20%?

Was a curve fit used for evaluation? ~

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907

Were the RT windows properly established?

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%?

Were all the rete‘ntion times within the acceptance windows?

—
Was a method blank associated with every sample in this SDG? -
Was a method blank analyzed for each matrix and concentration? -]
Was there contamination in the method blanks? If yes, please see the Blanks o

validation completeness worksheet.
o

Were all surrogate %R within the QC limits? —]

If the percent recovery (%R) for one or more surrogates was out of QC limits, was
a reanalysis performed to confirm samples with %R outside of criteria’? "]

e AT

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

||Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?

——
Was an LCS analyzed per extraction batch? -~
/

Were performance evaluation (PE) samples performed?

AVAY

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



Loc# 2 1103 &Y\ VALIDATION FINDINGS CHECKLIST

SDG #: /z,u cory

Page: %of %
Reviewer: =2
2nd Reviewer: __//_l

Validation Area

Were the retention times of reported detects within the RT windows?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level IV validation?

Field duplicate pairs were identified in this SDG.

Findings/Comments

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0



8Si U IOINI

‘synsad

PoIB[NOIBOBI 3L} O %00} UIUIIM 880 10U 0P S}NS8J psHiodal UM SS]JLUES PSJEIO0SSE PUE SUONEOLIEND JO 151 10] 19 USSIOM SBUIPUL UOHEIGIES [EMUT 0778155 SyuslIWoyD

fuimoyio) auy Buisn mojeq payuspl spunodwoo sy} Joy pajeinojessl aJem (SH%

I@I
Ilmurluo;m_im

/47

ofed

JaMalAeY pug

40 24} Jo UojBIASp plepuBlS =
‘punodtiuco jo UojeIUSILOD = O
‘punodiuod joealy =

14

€

z
o A ()
e | FL | SEWLRC [SbolfL At [Fo=PL™ @MY wmwag | (ifulh | 1wt [
asy% asy% {lepuy) {lefyuy) s )T (s ) punoduwod seq Qi prepumg #

. 49 abeisay 49 9belaay 40 39 uopeIqlED
ﬁ.n«ﬂnd—uuumlutuwmm@ PO Ie s T e poda g —Tpodeg—
84D 9y} Jo UBBN = X

(X/S) + 003 = AS¥%

SpJepUEs jo Jaquunw/40 sY} Jo wns = 49 sbesaae

oY =490

:suonenojen

) UOHEBIASD pIepuB)S 8Ale|al Juaoled pue ‘4o obslans ‘(40) Joy0e UoneIgiED BYL

UORESNISA UCHES[Es UOREIqNED [eni]
LIFHSHYOM SONIANIS NOILYAITVA

O7dH

\

09 'QOH13N

r\:slxﬂq\l# 24ds
VA SO % o



S1'OTONOD

.m::%& pateno|eoal
SUY JO %0 01 UIUIIM o8JDE JoU 0P S)Nsa) Palioda] USUM SS|JUIES PAJEIO0SSE PUE SUONEOYIBND JO 181] 10J 198 USyIOM SDUIpULl UONTEIGIED) BUINURUOD) 0} Jojoy  (SJUsWitio

4
€
— | —\ o 3T e R A O 5z \4 :\v\ﬁ v /[eas 014
N 4
a) el S helc sk« O 3¢ Y s\w\ﬁ Vhloso1a
/ L [ ﬂ
[ s Nt RZAIES O-»n [ e v hooad (// 3/\ [g=osad]
ADD ADD "0U09 ADD punoduwiod 3jeq al piepueys
a% a% '0U09/49 'ou0D/40 /{rea1)40 abeisay . uopelqlied
T peeoTeo9y popodoyg FeepoRse g pepodeg
punodwlod Jo UORRRUaoU0D = O
punodwod Jo ealy =
49 uoieigyes Buinupuod = 49 O =30

47 o6eJ3AR UORRIGIRD [RIHU] = 40 ‘9AR

‘BJBUM, 49 "8AB/(4D - 40 "9AR) , 00} = SOUSIBYIT %

:uolenoles Buimojjos ayy Buisn
molaq pslijiuapl spunodiliod sy} Joj pale|nofeosd al1am 4O uole.qifes Buinuiuod ay) pue (40) sJojoe UoleiqleD aBeIsAL UOIRIGHED [BIIUl 8} 10 (%) 80UaaIp Jusolad sy

OJM_\I\\ 09O ‘JOHL3N

,W :JoMolAeY puZ

= 1oMBIASY

—_

Ileolﬁl“m@mn_

Vrv) ﬁ”#.mun_m
Lhe S T #oaT

UCIBONIS\ S}insay uonpelqijen buimunuon
133HSHHOM SONIANI4 NOILYAIIVYA



pdm MaNDTOASH

"S)nsal pajenoeoal oy Jo

550701 UILIM 99108 JoU 0P 511838 pa1jodal USUm Sa|3WIES pojeloossE pue SUOREDRIEND JO 181 10} JooUSHIOM SBUIpU SSjBdldn( ox1dS XWIBN/aYI0S XIJe 01 J8jay Sjusuwo)

a1e0l/dnp aXids XLjew = JS

uoieusouod sjdwes = O

oyIds XeN = SW
pappe ajidg = VS
uofeljusouod ajdwes payIds = 0SS

249UM

vsS/OS - 089)

K N el | < (OT ] Vot ] Son [ < | Qs8] 3ss AS_YG PG
(0£€8) aUBN|OJOIBULL-0'Y'E
{oees) XWH
(01€9) sUsoeiyiuy
(oie8)  auseyydeN
(1518) gssouiq
(1518) a-vz
(SL1-XSY) sueyieN
(81208) suazuag
(5108) 18s9lq
{s108) suljoseD
"0]e08y peyodey "ojedey peyodey "0jeday psuodey am_ﬁ . - am1 _ SW
~ ady _ AI8A0D9Y JU80Jad A18A008Y JUadlad :oz /«_W,:ow a(.w/Vo/MSV ( ) mﬂi ) punodwon
_ ASWISW __ ejea(idng exldg xMjew ax|ds XiieW o|dweg oy|ds s|dweg ey|dg
r, T X 'sajdwes GSW/SW

001.{(QSWDSS + SWOSS) / (2« {aSWOSS - SWOSSH)= ady

» 001 = A18A00BY Y%,
;uoneinoles Buimoijo) sy

Buisn mojeq paliluapt spunodwiod sy} Joj PaeNoleda. 31eM a1eoldnp ax1ds Xijew pue ayids Xuiew sy} j0 (QdY) seoustaiip Juaolad aAleal pue Eo\n.v S91I9A003) jusosed sy

dl;m\sm;mm puz
—7 7 T 1emeiney

o

:abed

UONJEORHBA SjiNsoy sojeoldng oyids XIEN/oN1dS XIREeN
1ITFHSHHOM SONIANIH NOILYAITYA

OdH

29 ‘QOH13N

\
N\x{msJﬂ\n# oas

. SAYea/ < #0201



PAdM D9 07100 SOTNOD\SIBBUSHIO AN UOREPIBAVA

"S]S8] poie|no|edel 8U) JO %0 0} UIIM S8IDE JoU Op S}nsal
PEH005] USUM S3]dWIES POJE/O0SSE PUE SUCREOHEND JO 181] JOF 150USSJOM SDUIPUL s1eoljdng sjdWES [01jU0y) AJOJEJOGE T/8]0WES [0JJU0y) AJOJBI0qET 0F J9j8y Sjusliwon

\ L

0£€8) SUBN[OJONULL [ -9'Y ‘T

(0ee8) XWH

(0L£8) susdRIYUY

(01€8) suseyiydeN

(1518) gasouiq

(isi8) g-v'2

(521-MsY) suelyisy

(81208) auszZUSY

(s108) [988IQ

(s108) BUjOSED)

ﬁ.o_mgm peuocdey ; IR payodey _ "ojedey payodey amod 8§01 omow, $21 5
(Y :
ady AlaAoD0Yy Jusdlad AJ8A0D3Yy JUsdiad N Vfwc ) ow ) punodwo)
uojjejuesuod ppY
aso1/so7 asot _ $21 e|dweg poyidg aids

s/ 1sieo 134 S01dWes gSOY/SOT

A1aA0o9] Jusosad ayedljdnp sjdwes joljuco Alojesoge = 0SDT Kanooas yuaosad sidwes jonuco AJojeioge] = 8§97
pappe ejds = VS (@s071 +S0MWZ «1ASOT - 8071 = Ay

uonenuasuo) = S uolenusouod sidwes peXidg = DSS  1BIBUM VvSADS-0SS) 00} = AJBA008Y %,

:uoyejnojeo Buimojio} ayy Buisn mojaq paliuspl spunodwod
sU) Jo} paje|nojeoal ssem sjedlidnp sjdwes [04u0d Alojesoqe| pue sjduwes [o5ju0d Alojeioqe] sl Jo (QdY) sousleyip Juadied SAlEISY PuE (Y%) Selercoal Jusosad 8y |

J71dH 29 ‘QOH.LIN
\\

1JoMaIASY puz
JoMBINSY TUOEDoIIo A S3nsoy ojeoljdng sjdWeg Jo1jU0) AIOJEIOqE /o|dWES [O13U0) ATOJBIoqe] s T 948

/40, ebed 1IIHSHUOM SONIANI NOILVAITVA AETC O/ T # 001




pdmw MeTYOdNYS

T ISUsWIWoD

{ ) { o . : e
suofjeayljend SUOJJRIJUIDUCD suojjeljussuo) punodwo) ai sjdwes #
synssy paje|nolesay psuoday

~

. .PlIog Jusdl8d =S %
% . gidwes ayy jo Wblem felul =spA
aidwles sy} Jo SWN[0A [BIYU] =SA
Uojied(ieo [ehjul sy Ui
= UOJ}Bljuaouo0) punodloo auy Jo Jojoe} ssuodsal abeloAy =4y
Jojoed uonniig =4Q
. JOBJX8 JO BWNIOA JBUlY  =Ad
painsesl 8q 0} punodwlod auy jo blsy Jo ety =Y

sweN punodwod , ‘q|] sjdwes
(00L/S%)(SM 10 SA)(IN)
:9|dwexg TaTAIIY) =U0)jBJJUBoU0D
isynsaJ pauodas 8y} Jo %0 ulyum spuhodwon jebiey po10a}ep 10} SYNSal paje|nojesal |je aIop VIV N A
csaidwes Al'|sAs] [[e 10} POULSA pue paje|najesel synsal vm.ﬁoam:_m =IELY YK N A

O9IdH ﬁ :dOHLAW

JOMBIABY PUZ v : . _ m
NEYEIVEN ucnedfiiaf Uohemofe) sjdues . oo # 90s
,B\ll -obed L1ITHSHHOM SONIANIA NOILVAITVA B T gfo/lE T#0a7

XN




	DX133.pdf
	DX146,pdf.pdf
	DX147.pdf
	DX148.pdf
	DX156.pdf
	11L003.pdf



