LDC #: E%( ) 5‘ ) 2b;-) VALIDATION FINDINGS CHECKLIST

Method: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Page:

Reviewer:
2nd Reviewer:

ofi

Validation Area Yes | No | NA

Findin

gs/Comments

All technical holding times were met.

Cooler temperature criteria was met.

Was PFK exact mass 380.9760 verified? ye

Were the retention time windows established for all homologues?

any other unlabeled TCDD isomers < 25% ?

Is the static resolving power at least 10,000 (10% valley definition)?

Was the chromatographic resolution between 2,3,7,8-TCDD and peaks representing /
Z
/

Was the mass resolution adequately check with PFK?

y
Was the presence of 1,2,8,9-TCDD and 1,3,4,6,8-PeCDF verified? ! /

Was the initial calibration performed at 5 concentration levels?

compounds and < 35% for labeled compounds ?

Were all percent relative standard deviations (%RSD) < 20% for unlabeled /

Did all calibration standards meet the lon Abundance Ratio criteria?

Was the signal to noise ratio for each target compound > 2.5 and for each recovery
and internal standard > 10?

Was a routine calibration performed at the beginning and end of each 12 hour /
period?

Were all the concentrations for the unlabeled compounds and labeled compounds /
within the QC limits (Method 1613B, Table 6)? y

Did all routine calibration stanards meet the lon Abundance Rati criteria?

Was a method blank associated with every sample in this SDG? ya

Was a method blank performed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each /
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Were the MS/MSD percent recoveries (%R) and the relative percent differences /
RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD) within /
the QC limits?
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oc # 03N VALIDATION FINDINGS CHECKLIST Page'a ot

Reviewer:
2nd Reviewer:

Validation Area Yes | No | NA Findings/Comments

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samp

Were internal standard recoveries within the 25-150% criteria?

Was the minimum S/N ratio of all internal standard peaks > 10? /

For 2,3,7,8 substituted congeners with associated labeled standards, were the /
retention times of the two quantitation peaks within -1 to 3 sec. of the RT of the
labeled standard?

For 2,3,7,8 substituted congeners without associated labeled standards, were the /
relative retention times of the two quantitation peaks within 0.005 time units of the
RRT measured in the routine calibration?

AN

For non-2,3,7,8 substituted congeners, were the retention times of the two
quantitation peaks within RT established in the performance check solution?

Did compound spectra contain all characteristic ions listed in the table attached?

Was the lon Abundance Ratio for the two quantitation ions within criteria?

2.5?

Was the signal to noise ratio for each target compound and labeled standard > /

Does the maximum intensity of each specified characteristic ion coincide within + 2
seconds (includes labeled standards)?

For PCDF identification, was any signal (S/N > 2.5, at + seconds RT) detected in
the corresponding PCDPE channel?

Was an acceptable lock mass recorded and monitored?

Were the correct internal standard (IS), quantitation ion and relative response factor / (
(RRF) used to quantitate the compound?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and /
dry weight factors applicable to level IV validation?

Field duplicate pairs were identified in this SDG.

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks. /
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VALIDATION FINDINGS WORKSHEET

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

A.23,7,8-TCDD

F.1,2,3,4,6,7,8-HpCDD

K. 1,2,3,4,7,8-HxCDF

P.1,2,3,4,7,8,9-HpCDF

U. Total HpCDD

B. 1,2,3,7,8-PeCDD

G. OCDD

L. 1,2,3,6,7,8-HxCDF

Q. OCDF

V. Total TCDF

C.1,2,3,4,7,8-HxCDD

H. 2,3,7,8-TCDF

M. 2,3,4,6,7,8-HxCDF

R. Total TCDD

W. Total PeCDF

D.1,2,3,6,7,8-HxCDD

1.1,2,3,7,8-PeCDF

N. 1,2,3,7,8,9-HxCDF

S. Total PeCDD

X. Total HxCDF

E. 1,2,3,7,8,9-HXCDD

J. 2,3,4,7,8-PeCDF

0.1,2,3,4,6,7,8-HpCDF

T. Total HxCDD

Y. Total HpCDF

Notes:
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LoC #3032

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

VALIDATION FINDINGS WORKSHEET
Blanks

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

N N/ Were all samples associated with a method blank?
N Was a method blank performed for each matrix and whenever a sample extraction was performed?
@N /A Was the method blank contaminated?

B Blank analysis date: 08/13/13

ank extraction date: 08/12/13

‘Conc. units: ng/k

Associated samples: All

Qual U (B)

Page: _Z__ofL
Reviewef= e

2nd Reviewer:

Compound " Blank ID Sample Identification

' BLK224001 5x 2 5 6

B 0.0780* 0.390 0.237* 0.201

D 0.0377* 0.189 0.119*

F 0.0637* 0.319

G 0.252* 1.26

J 0.0474* 0.237 0.198

o 0.0267* 0.134 0.0875

P 0.0434* 0.217 0.0574* 0.0496*

Q 0.202* 1.01 0.355 0.298*
*EMPC

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:

All contaminants within five times the method blank concentration were qualified as not detected, "U".

V:\Validation-Blanks\30362D21.wpd



LDC #.__30362D21

METHOD: HRGC/HRMS Dioxins (EPA Method 1613B)

VALIDATION FINDINGS WORKSHEET

Field Blanks

Page: _/_of#

Reviewer!
2nd Reviewer:

Blank units: pg/L Associated sample units:__ng/kg
Sampling date:_04/11/13
Field blank type: (circle one) Field Blank / Rinsate / Other:_ FB Associated Samples: _All >5x
Compound " Blank ID Sample Identification
FB-041113 5X
0.125 0.625
0.134* 0.67
0.402* 2.01
I 0.398* 1.99
J 0.316* 1.58
K 0.324 1.62
L 0.221 1.11
N 0.211* 1.06
M 0.149 0.745
0 0.254* 1.27
Q 0.840* 4.2
* EMPC
FB-041113 (PH029)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the blank concentration were qualified as not detected, "U".

V:\Field Blanks\30362D21_FB-041113.wpd



LDC #:__30362D21

METHOD: HRGC/HRMS Dioxins (EPA Method 1613B)

VALIDATION FINDINGS WORKSHEET

Field Blanks

Page: / ofL_

Reviewer:
2nd Reviewer:

Blank units: pa/L Associated sample units:__ng/kg
Sampling date: 08/01/13
Field blank type: (circle one) Field Blank / Rinsate / Other:_ EB Associated Samples: Al >5x
Compound " Blank ID Sample Identification
EB2-080113 5X
A 0.270* 1.35
B 1.84 9.20
c 1.74* 8.70
D 1.45% 7.25
E 1.77* 8.85
F 1.92 9.60
G 3.88 19.4
I 1.94* 9.70
J 1.58 7.90
K 1.90* 9.50
L 1.48 7.40
N 1.68 8.40
M 1.48* 7.40
o) 1.65 8.25
P 1.47* 7.35
Q 4.13 20.7
*EMPC
EB2-080113 (PH082)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the blank concentration were qualified as not detected, "U".

V:\Field Blanks\30362D21_EB2-080113.wpd



LDC #Zi%)

VALIDATION FINDINGS WORKSHEET
Compound Quantitation and Reported CRQLs

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

g N/A
Y N K/A)

Page: _Lof

Reviewer:
2nd Reviewer:

Were the correct internal standard (IS), quantitation ions and relative response factors (RRF) used to quantitate the compound?

Compound quantitation and CRQLs were adjusted to reflect all sample dilutions and dry weight factors (if necessary).

# Date

Compound

Finding

Associated Samples

Qualifications

H

no 2,3,7,8-TCDF confirmation

1,2,6

None / P

Comments: _See sample calculation verification worksheet for recalculations

P:ADx COMQUA\COMQUAS0_TCDF.wpd




Loc #3020

VALIDATION FINDINGS WORKSHEET
Initial Calibration Calculation Verification

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Page: of,L

Reviewer:

2nd Reviewer:

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation (%RSD) were recalculated for the compounds identified below using the following
calculations:

RRF = (AJ(CL)/(AG)(C))

average RRF = sum of the RRFs/number of standards

%RSD = 100 * (S/X)

A, = Area of compound,

C, = Concentration of compound,

S = Standard deviation of the RRFs,

A, = Area of associated internal standard
C, = Concentration of internal standard

X = Mean of the RRFs

L_—Reported Il Recalculated |l Reported |l Recalculated Il ___Reported |l Recalculated |
Calibration Average Average RRF RRF
# Standard ID Date Compound (Reference Internal Standard) RREF (initial) RREF (initial) ( CS3 std) { C83 std) %RSD %RSD
1 ICAL 06/19/2013 2,3,7,8-TCDF (*°C-2,3,7,8-TCDF) 1.056 1.056 1.028 1.028 7.30 7.31
(DB5MS) 2,3,7,8-TCDD ("*C-2,3,7,8-TCDD) 1.196 1.196 1.107 1.107 10.82 10.80
1,2,3,6,7,8-HxCDD ('*C-1,2,3,6,7,8-HXCDD) 0.955 0.955 0.954 0.954 1.24 1.22
1,2,3,4,6,7,8-HpCDD (*°C-1,2,4,6,7,8,-HpCDD) 1.060 1.0605 1.034 1.034 8.10 8.10
OCDF (**C-OCDF) 0.962 0.962 0.959 0.959 4.62 4.60
2 ICAL 2,3,7,8-TCDF (**C-2,3,7,8-TCDF) 0.971 0.971 0.981 0.981 3.22 3.21
(SP2331) 2,3,7,8-TCDD (*C-2,3,7,8-TCDD)
1,2,3,6,7,8-HxCDD (**C-1,2,3,6,7,8-HXCDD)
1,2,3,4,6,7,8-HpCDD (3C-1,2,4,6,7,8,-HpCDD)
QCDE(RC.OCDE)
3 2,3,7,8-TCDF (°C-2,3,7,8-TCDF)
2,3,7,8-TCDD (°C-2,3,7,8-TCDD)

1,2,3,6,7,8-HxCDD (**C-1,2,3,6,7,8-HXCDD)

1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7,8 -HpCDD)

OCDF (°C-OCDF)

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated

results.

PAICALVMNICLC 16_EUROFINS_061913.wpd



Lo # 302AN) VALIDATION FINDINGS WORKSHEET Page:_| of L

Routine Calibration Results Verification Reviewer:
2nd Reviewer:;

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent difference (%D) of the initial calibration average Relative Response Factors (RRFs) and the continuing calibration RRFs were recalculated for the compounds
identified below using the following calculation:

% Difference = 100 * (ave. RRF - RRF)/ave. RRF Where: ave. RRF = initial calibration average RRF
RRF = (AXC)/(ANC,) RRF = continuing calibration RRF
A, = Area of compound, A, = Area of associated internal standard
C, = Concentration of compound, C, = Concentration of internal standard
|_Reported _Il__Recaleulated Reportad Recalculated |
Calibration Spiked Conc Conc Conc
# Standard 1D Date Compound (Reference Internal Standard) (ng/mL) (ng/mL) (ng/mL) %R %R
1A ch2 €-)3-/> | 2:3.7.8-TCDF (°C-23,7,8 TCDF) 10 10. 000 W ) /00 /00
(RS M) 2,3,7,8-TCDD (°C-2,3,7,8-TCDD) 10 QQs g 94 Qg 99 &
~ - 1,2,3,6,7,8-HxCDD (°C-1,2,3,6,7,8-HxCDD) 50 57,090 5/ 08> /02 /00
1,2,3.4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD) 50 49.240 | 49.349 a9 99
OCDFE (BC-OCDE) 100 67' q 8_0 47" 78 9' é g qg
2 [|[(SA0C02 [B-1U-1P | 23.7.8TCDF (°C-2:3,7,8-TCDF) 10 Gq.540 g, 53% 95 95
(AB=M) 2,3,7,8-TCDD (°C-2,3,7,8-TCDD) 10 9-520 94.532 95 95
i 1,2,3,6,7,8-HXCDD (°C-1,2,3,6,7,8-HxCDD) 50 219410 9. 40/ 99 g9
1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD) 50 JZ2.070Il 4708 o] g
OCDE (*C-QCDF) 100 C?Z J70 Q?' i b_g g9 ? q 3
3 |'S3CC0 |g-15.13 | 237.8-TCDF ("c-2:3.7.6TCDF) 10 9550 | 9.5 7 95 955
(=po23 )\ 2,3,7,8-TCDD (°C-2,3,7,8-TCDD) 10
1,2,3,6,7,8-HxCDD (**C-1,2,3,6,7,8-HxCDD) 50
1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD) 50
OCDF (*C-OCDF) 100

Comments: Refer to Routine Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

PACCAL\CONCLC16_EUROFINS.wpd



LDC #: 50%9“)}’ VALIDATION FINDINGS WORKSHEET Page: Z ofﬁ
Laboratory Control Sample Results Verification Reviewer:
2nd Reviewer:

METHOD: GC/MS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the laboratoy control sample and laboratory control sample duplicate (if applicable) were recalculated
for the compounds identified below using the following calculation:

% Recovery = 100 * SSC/SA Where: SSC = Spiked sample concentration
SA = Spike added

RPD =1LCS-LCSD | *2/(LCS + LCSD) LCS = Laboraotry control sample percent recovery LCSD = Laboratory control sample duplicate percent recovery

Lesip: OPR 22400 )

Spike Spiked Sample LCS LCSD L CS/ CSD
Added Concentration
Compound { Y\;M (e, ) Percent Recovery Percent Recovery RPD
— A
1CS 1CSD LCS 1csn |l_Reported | Recale Il Reported | Recale Il Reported | Recalculated |

2,3,7,8-TCDD 20 N A &Qﬁd NA / /|2 /2
1,2,3,7,8-PeCDD /00 [0 F JOF | JOT
1,2,3,4,7,8-HxCDD 100 /03> (03 /103

1,2,3,4,7,8,9-HpCDF 100 qg,@ 9 93.8
ocoF 200 129 941945

Comments: Refer to Laboratory Control Sample findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

V:\Validation Worksheets\Dioxins\1613\LCSCLC16.wpd



Loc #30% ()

VALIDATION FINDINGS WORKSHEET

Sample Calculation Verification

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

N _N/A
N_N/A

Were all reported results recalculated and verified for all level IV samples?

Page: { of _L

Reviewer:
2nd reviewer:

Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Concentration = (A)(I)(DF)

(As)(RRF)(Vo)(%S)

Example:

Sample I.D. I/

&

Ay Area of the characteristic ion (EICP) for the compound
to be measured
Ass Area of the characteristic ion (EICP) for the specific
internal standard A ?‘—‘?Q‘l’
ls Amount of internal standard added in nanograms (ng) Conc. = (iﬂ ] %09) )( L/ OOO ) ( / )
a4t (25 /012 Ya95)
Vo Volume or weight of sample extract in milliliters (ml) or
grams (g). mﬁ%lﬂb‘
RRF Relative Response Factor (average) from the initial =
calibration $3§’5 LZ/
Df Dilution Factor.
%S Percent solids, applicable to soil and solid matrices
only.
Reported Calculated
Concentration Concentration
# Sample ID Compound ( ) 4 ) Qualification

V:\VALIDATION WORKSHEETS\DIOXINS\1613\RECALC16.DOC
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LABORATORY DATA CONSULTANTS, INC.

l “ “l l 2701 Loker Ave. West, Suite 220, Carisbad, CA 92010 Bus: 760-827-1100 Fax: 760-827-1099
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CDM November 4, 2013
555 17th Street, Suite 1100

Denver, CO 80202

ATTN: Mrs. Cherie Zakowski

SUBJECT: Santa Susana Field Laboratory, Subarea 8 Data Validation
Dear Mrs. Zakowski,
Enclosed are the final validation reports for the fractions listed below. These SDGs were

received on September 9, 2013. Attachment 1 is a summary of the samples that were
reviewed for each analysis.

LDC Project # 30370:

SDG # Fraction
PHO084 Volatiles, Semivolatiles, Chlorinated Pesticides, Polychlorinated
PHO86 Biphenyls, Metals, Herbicides, Total Petroleum Hydrocarbons

as Gasoline, Total Petroleum Hydrocarbons as Extractables,
Dioxins/Dibenzofurans

The data validation was performed under Level lll guidelines. The analyses were validated
using the following documents, as applicable to each method:

o Quality Assurance Project Plan for Santa Susana Field Laboratory, RCRA
Facility Investigation, Surficial Media Operable Unit, March 2009, Revision
4

° USEPA Contract Laboratory Program National Functional Guidelines for

Superfund Organic Methods Data Review, June 2008

° USEPA Contract Laboratory Program National Functional Guidelines for
Inorganic Superfund Data Review, January 2010

° Polychlorinated Dioxins/Dibenzofurans Data Review, September 2005
° EPA SW 846, Third Edition, Test Methods for Evaluating Solid Waste,
update 1, July 1992; update llA, August 1993; update I, September 1994,

update 1IB, January 1995; update [ll, December 1996; update IlIA, April
1998; llIB, November 2004; Update IV, February 2007

LACDM\SSFL\SA8\30370COV.wpd 1
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Please feel free to contact us if you have any questions.

FrERPFEFF

Sincerely,

- & N

Shauna McKellar
Project Manager/Chemist

L:ACDM\SSFL\SA8\30370COV.wpd 2
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Attachment 1

(4) Metals
DATE DATE VOA | SVOA |(8270D | Pest. | PCBs | & Hg | Herbs | TPH-G | TPH-E |Dioxins
REC'D DUE |(8260B){(8270C)| -SIM) |(8081A)| (8082) [SW846)|(8151A){(8015M)|(8015M)[(1613B)

R JW{S{W|[S|IW|S|W|S|WIS|WI|]S|W]|S
09/09/13 |10/07/13 | - | -1 -]1-]10|5|-]1-]10]5101]5]-

09/09/13 | 10/07/13 11 JO 1 JOo |1 (5|1

WIS WIS |W|S|WI|S|W|S|W|S|W]S
-{113}j0]5]014
3J1 511151113213 ]1]1511]4

[Total T/SM

Shaded cells indicate Level IV validation (all other cells are ADR review). These sample counts do not include MS/MSD, and DUPs 30370ST-SA8.wpd




Data Validation Report
Santa Susana Field Laboratory

Area 8

SDG: PHO84

Prepared for

CDM
555 17th Street, Suite 1100
Denver, CO 80202

Prepared by

Laboratory Data Consultants, Inc.
2701 Loker Ave West, Suite 220
Carlsbad, California 92010

November 4, 2013



INTRODUCTION

This Data Validation Report (DVR) presents Level Il data validation results for samples
collected on August 5, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan for Santa Susana Field Laboratory (SSFL), RCRA Facility Investigation,
Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA
Contract Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans Data Review (September
2005), and for Inorganic Data Review (January 2010). Where specific guidance is not available,
the data has been evaluated in a conservative manner consistent with industry standards using
professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVOCs) by EPA SW 846 Method 8270D utilizing Selective lon Monitoring (SIM)
Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A, and 7471B

Total Petroleum Hydrocarbons as Gasoline (TPH-G) by EPA SW 846 Method 8015M

Total Petroleum Hydrocarbons as Extractables (TPH-E) by EPA SW 846 Method 8015M
Dioxins and Dibenzofurans by EPA Method 1613B '

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment II. Level llI
Automated Data Review outliers are presented in Enclosure I.

All sample results were subjected to Level 1l data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards (dioxins only), matrix spike/matrix spike
duplicates (MS/MSD), laboratory duplicates (DUP), laboratory control sample/laboratory control
sample duplicates (LCS/LCSD), ICP serial dilutions, method blanks, equipment blanks, field
blanks and trip blanks. No samples in this SDG were subjected to Level IV evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of interference check samples,
which were validated manually. Quality assurance (QA)/QC criteria specified in the QAPP and
CLPNFGs were incorporated with the program’s reference library to assess compliance with
project requirements.



The following are definitions of the data qualifiers:

U

NJ

uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



I. Technical Holding Times

All technical holding time requirements were met.

Il. Initial Calibration

Initial Calibration data were not reviewed for level lIl.

lll. Continuing Calibration

Continuing calibration data were not reviewed for level IIi.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of one blank for dioxins
and one blank for metals. The associated sample results were qualified as non-detected (U) due
to method blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.
The details regarding the qualification of data are provided in Enclosure |.

No contaminant concentrations were detected in the initial or continuing calibration blanks.

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits.

VL. ICP Interference Check Sample (ICS) Analysis
ICP interference check data were not reviewed for level lIl.
VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of one MS/MSD pair for metals. The associated sample results were
qualified as detected estimated (J) or non-detected estimated (UJ) as applicable. The details
regarding the qualification of data are provided in Enclosure |.

VIIl. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits with the exception of one DUP for metals. The associated sample
results were qualified as detected estimated (J) or non-detected estimated (UJ) as applicable.
The details regarding the qualification of data are provided in Enclosure 1.

IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits.



X. Internal Standards

Internal standards were reviewed for dioxins. Percent recoveries (%R) were within QC limits.

XI. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were met with
the following exceptions:

Associated
Diluted Sample Analyte %D (Limits) Samples Flag AorP
SL-568-SA8-SB-0.0-0.5 Strontium 15 (10) All soil samples in SDG J (all detects)
PHO084 UJ (all non-detects) A

XIl. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP
All samples in SDG PH084 All compounds reported as detected below the RL. J (all detects) A

XIIl. Field Duplicate Samples
No field duplicates were identified in this SDG.
XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No contaminants were found in
the trip blank.

One equipment blank (from SDG PHO086) was collected and analyzed for SVOCs, PCBs,
metals, TPH as gasoline, TPH as extractable and dioxins. The equipment blank had several
detections for SVOCs, metals and dioxins. The associated sample results were qualified as
non-detected (U) due to equipment blank contamination as applicable. The sample results that
were not detected or were significantly greater than the concentrations found in the equipment
blanks were not qualified. The equipment blank outlier reports are presented in Enclosure |.

One field blank (from SDG PH029) was collected and analyzed for SVOCs, PCBs, metals, TPH
as gasoline, TPH as extractable and dioxins. The field blank had detections for several SVOCs,
metals and dioxins. The associated sample results were qualified as non-detected (U) due to
field blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the field blank were not qualified. The field
blank outlier reports are presented in Enclosure |.



XV. Overall Assessment of Data

No data associated with this sampling event were rejected. The overall assessment of QA/QC
data review by automated and manual validation of this sampling event met project
requirements and analytical completeness levels with the exceptions noted in the above
sections. All data are deemed useable for the intended use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
05-Aug-2013  TB-080513 7150954 B 50308 8015M n
05-Aug-2013  SL-568-SA8-SB-0.0-0.5 7150955 N 3050B 6010C ]
05-Aug-2013  SL-568-SA8-SB-0.0-0.5 7150955 N 3050B 6020A mn
05-Aug-2013  SL-568-SA8-SB-0.0-0.5 7150955 N 3546 8015M ]
05-Aug-2013  SL-568-SA8-SB-0.0-0.5 7150955 N 3546 8082A n
05-Aug-2013  SL-568-SA8-SB-0.0-0.5 7150955 N 3546 8270D SIM mn
05-Aug-2013  SL-568-SA8-SB-0.0-0.5 7150955 N METHOD 1613B i
05-Aug-2013  SL-568-SA8-SB-0.0-0.5 7150955 N METHOD 7471B i
05-Aug-2013  SL-568-SA8-SB-0.0-0.5DUP P150955D220130 DUP 30508 6010C I
05-Aug-2013  SL-568-SA8-SB-0.0-0.5DUP P150955D220830A DUP 30508 6020A I
05-Aug-2013  SL-568-SA8-SB-0.0-0.5DUP P150955D220830B DUP 3050B 6020A i
05-Aug-2013  SL-568-SA8-SB-0.0-0.5DUP P150955D221045 DUP METHOD 7471B mn
05-Aug-2013  SL-568-SA8-SB-0.0-0.5MSD P150955M220138 MSD 3050B 6010C i
05-Aug-2013  SL-568-SA8-SB-0.0-0.5MSD P150955M220834A MSD 3050B 6020A ]
05-Aug-2013  SL-568-SA8-SB-0.0-0.6MSD P150955M2208348 MSD 30508 6020A "
05-Aug-2013  SL-568-SA8-SB-0.0-0.5MSD P150955M221049 MSD METHOD 7471B 1
05-Aug-2013  SL-568-SA8-SB-0.0-0.5MS P150955R220134 MS 3050B 6010C I
05-Aug-2013  SL-568-SA8-SB-0.0-0.5MS P150955R220832A MS 3050B 6020A 1l
05-Aug-2013  SL-568-SA8-SB-0.0-0.5MS P150955R220832B MS 3050B 6020A ]
05-Aug-2013  SL-568-SA8-SB-0.0-0.5MS P150955R221047 MS METHOD 7471B ]
05-Aug-2013  SL-568-SA8-SB-4.0-5.0 7150956 N 3050B 6010C 1L
05-Aug-2013  SL-568-SA8-SB-4.0-5.0 7150956 N 3050B 6020A 1]}
05-Aug-2013  SL-568-SA8-SB-4.0-5.0 7150956 N 3546 8015M n
05-Aug-2013  SL-568-SA8-SB-4.0-5.0 7150956 N 3546 8082A Il
05-Aug-2013  SL-568-SA8-SB-4.0-5.0 7150956 N 3546 8270D SIM 1
05-Aug-2013  SL-568-SA8-SB-4.0-5.0 7150956 N 5035A 8015M Il

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample TB = Trip Blank MS = Matrix Spike
FD = Field Duplicate  FB = Field Blank MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
05-Aug-2013  SL-568-SA8-SB-4.0-5.0 7150956 N METHOD 1613B [
05-Aug-2013  SL-568-SA8-5B-4.0-5.0 7150956 N METHOD 7471B n
05-Aug-2013  SL-569-SA8-SB-0.0-0.5 7150957 N 3050B 6010C n
05-Aug-2013  SL-569-SA8-SB-0.0-0.5 7150957 N 30508 6020A i
05-Aug-2013  SL-569-SA8-SB-0.0-0.5 7150957 N 3546 8015M i
05-Aug-2013  SL-569-SA8-SB-0.0-0.5 7150957 N 3546 8082A i
05-Aug-2013  SL-569-SA8-SB-0.0-0.5 7150957 N 3546 8270D SIM n
05-Aug-2013  SL-569-SA8-SB-0.0-0.5 7150957 N METHOD 1613B n
05-Aug-2013  SL-569-SA8-SB-0.0-0.5 7150957 N METHOD 74718 i
05-Aug-2013  SL-569-SA8-SB-4.0-5.0 7150958 N 3050B 6010C ]
05-Aug-2013  SL-569-SA8-SB-4.0-5.0 7150958 N 3050B 6020A n
05-Aug-2013  SL-569-SA8-5SB-4.0-5.0 7150958 N 3546 8015M It
05-Aug-2013  SL-569-SA8-SB-4.0-5.0 7150958 N 3546 8082A n
05-Aug-2013  SL-569-SA8-SB-4.0-5.0 7150958 N 3546 8270D SiM i
05-Aug-2013  SL-569-SA8-SB-4.0-5.0 7150958 N 5035A 8015M i
05-Aug-2013  SL-569-SA8-SB-4.0-5.0 7150958 N METHOD 1613B i
05-Aug-2013  SL-569-SA8-SB-4.0-5.0 7150958 N METHOD 7471B LI}
05-Aug-2013  SL-569-SA8-SB-7.0-8.0 7150959 N 3050B 6010C i
05-Aug-2013  SL-569-SA8-SB-7.0-8.0 7150959 N 3050B 6020A mn
05-Aug-2013  SL-569-SA8-SB-7.0-8.0 7150959 N 3546 8015M M
05-Aug-2013  SL-569-SA8-SB-7.0-8.0 7150959 N 3546 8082A 1
05-Aug-2013  SL-569-SA8-SB-7.0-8.0 7150959 N 3546 8270D SIM i
05-Aug-2013  SL-569-SA8-SB-7.0-8.0 7150959 N 5035A 8015M n
05-Aug-2013  SL-569-SA8-SB-7.0-8.0 7150959 N METHOD 7471B i

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Attachment 2

Overall Data Qualification Summary



Data Qualifier Summary

Lab Reporting Batch ID: PH084 Laboratory: LL
EDD Filename: PH084_v1. €QAPP Name: CDM_SSFL_131101_Lan
othod Cate‘g'ory:"m“" eTals T e ——

6010C Matrix: SO
Sample ID: SL-568-SA8-SB-0.0-0.5 Collected: 8/5/2013 8:10:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

ﬁnal e Refult Qual DL Type RL Qual Code
ANTIMONY » 4.‘;5 U 0.823 MDL 4.45 PQL ma/Kg uJ Q
BERYLLIUM 0.889 J 0.0745 | MDL 1.11 PQL mg/Kg J z
CADMIUM 0.347 J 0.0845 | MDL 1.11 PQL mg/Kg J z
CALCIUM 15000 3.71 MDL 222 PQL mg/Kg J E E
CHROMIUM 36.9 0.178 MDL 3.33 PQL mg/Kg J Q
MOLYBDENUM 0.353 J 0.189 MDL 222 PQL mg/Kg u F,F
PHOSPHORUS 315 3.21 MDL 111 PQL mg/Kg J Q
SODIUM 94.3 J 18.6 MDL 111 PQL mg/Kg J z
TIN 3.03 J 0.245 MDL 11.1 PQL mg/Kg u B
ZINC 73.6 0.222 MDL 4.45 PQL mg/Kg J E
Sample ID: SL-568-SA8-SB-4.0-5.0 Collected: 8/5/2013 8:30:00 AM  Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
pnalyte | Resutt | Qual | Type Type Code
ANTIMONY 4.37 u 0.809 MDL 4.37 PQL mg/Kg uJ Q
BERYLLIUM 0.800 J 0.0732 | MDL 1.09 PQL mg/Kg J z
BORON 7.93 J 0.918 MDL 10.9 PQL mg/Kg J z
CADMIUM 0.192 J 0.0831 MDL 1.09 PQL mg/Kg J 4
CALCIUM 6340 3.65 MDL 21.9 PQL mg/Kg J E,E
CHROMIUM 26.3 0.175 MDL 3.28 PQL mg/Kg J Q
PHOSPHORUS 358 3.16 MDL 10.9 PQL mg/Kg J Q
SODIUM 91.9 J 18.3 MDL 109 PQL mg/Kg J z
TIN 3.37 J 0.240 MDL 10.9 PQL mg/Kg U B
ZINC 61.1 0.219 MDL 4.37 PQL mg/Kg J E
Zirconium 5.33 J 0.918 MDL 5.46 PQL mg/Kg J z
Sample ID: SL-569-SA8-SB-0.0-0.5 Collected: 8/5/2013 9:50:00 AM  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual |
ANTIMONY k T 4.27 ] 0.791 MDL 4.27 PQL mg/Kg uJ
BERYLLIUM 0.810 J 0.0716 MDL 1.07 PQL mg/Kg J
BORON 9.97 J 0.897 MDL 10.7 PQL mg/Kg J
CADMIUM 0.427 J 0.0812 MDL 1.07 PQL mg/Kg J
CALCIUM 8420 3.57 MDL 21.4 PQL mg/Kg J
CHROMIUM 29.4 0.171 MDL 3.21 PQL mg/Kg J Q

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:31:50 AM ADR version 1.7.0.207 Page 1 of 8



Data Qualifier Summary

Lab Reporting Batch ID: PH084 Laboratory: LL
EDD Filename: PH084_v1. e¢QAPP Name: CDM_SSFL_131101_Lan

Method Category: ~ META
6010C SO
Sample ID: SL-569-SA8-SB-0.0-0.5 Collected: 8/5/2013 9:50:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual Code
MOLYBDENUM 0.248 J 0.182 MDL 214 PQL mg/Kg U F.F
PHOSPHORUS 232 3.09 MDL 10.7 PQL mg/Kg J Q
TIN 3.39 J 0.235 MDL 10.7 PQL mg/Kg U B
ZINC 200 0.214 | MDL 427 PQL | mg/Kg J E
Sample ID: SL-569-SA8-SB-4.0-5.0 Collected: 8/5/2013 10:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
ANTIMONY 4.44 V) 0.821 MDL 4.44 PQL mg/Kg uJ ’ Q
BERYLLIUM 0.769 J 0.0743 | MDL 1.1 PQL mg/Kg J z
BORON 9.02 J 0.932 MDL 11.1 PQL mg/Kg J z
CADMIUM 0.132 J 0.0843 MDL 1.1 PQL mg/Kg J 4
CALCIUM 7520 3.70 MDL 22.2 PQL mg/Kg J EE
CHROMIUM 28.1 0.177 MDL 3.33 PaL mg/Kg J Q
PHOSPHORUS 296 3.21 MDL 111 PQL mg/Kg J Q
TIN 3.03 J 0.244 MDL 111 PQL mg/Kg U B
ZINC 63.8 0.222 MDL 4.44 PQL mg/Kg J E
Zirconium 4.89 J 0.932 MDL 5.55 PQL mg/Kg J z
Sample ID: SL-569-SA8-SB-7.0-8.0 Collected: 8/5/2013 1:35:00 PM  Analysis Type: RES Dilution: 1

Data

Lab Review

Analyte |_Result Qual
ANTIMONY 4.30 U 0.796 MDL 4.30 PQL mg/Kg uJd Q
BERYLLIUM 0.581 J 0.0721 MDL 1.08 PQL mg/Kg J z
BORON 6.95 J 0.904 MDL 10.8 PQL mg/Kg J z
CADMIUM 0.183 J 0.0818 | MDL 1.08 PQL mg/Kg J z
CALCIUM 4240 3.59 MDL 21.5 PQL mg/Kg J E,E
CHROMIUM 211 0.172 MDL 3.23 PQL mg/Kg J Q
PHOSPHORUS 424 3.1 MDL 10.8 PQL mg/Kg J Q
TIN 2.75 J 0.237 MDL 10.8 PQL mg/Kg U B
ZINC 60.2 0.215 MDL 4.30 PQL mg/Kg J E
Zirconium 4.38 J 0.904 MDL 5.38 PQL mg/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:31:50 AM ADR version 1.7.0.207 Page 2 of 8



Data Qualifier Summary

Lab Reporting Batch ID: PH084
EDD Filename: PH084_v1.

Laboratory: LL
€QAPP Name: CDM_SSFL_131101_Lan

'METALS
6020A

Method Category:

Method: Matrix: SO

Sample ID: SL-568-SA8-SB-0.0-0.5

Dilution: 2

SELENIUM

Lab

0.150

Result |

Data
Review

Reason
COdek SRR

Sample ID: SL-568-SA8-SB-0.0-0.5

Collected: 8/5/2013 8:10:00 AM

Analysis Type: RES

Dilution: 2

SILVER

_Qual

0.0288

0.222

Data
Lab Lab RL Review Reason
Analyte | Result | Qual | Type | RL | Type Qual Code
SILVER 0.0513 J 0.0289 MDL 0.222 PQL mg/Kg J V4
STRONTIUM 46.3 0.0756 MDL 0.445 PQL mg/Kg J A
Sample ID: SL-568-SA8-SB-4.0-5.0 Collected: 8/5/2013 8:30:00 AM  Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | _ Code
SILVER 0.0595 J 0.0284 MDL 0.219 PQL mg/Kg J
STRONTIUM 357 0.0743 MDL 0.437 PQL mg/Kg J A
Sample ID: SL-569-SA8-SB-0.0-0.5 Collected: 8/5/2013 9:50:00 AM  Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL T Units Qual Code
SILVER 0.0820 J 0.0278 MDL 0.214 PQL mg/Kg J z
STRONTIUM 45.2 0.0726 MDL 0.427 PQL mg/Kg J A
Sample ID: SL-569-SA8-SB-4.0-5.0 Collected: 8/5/2013 10:40:00 Analysis Type: RES Dilution: 2
Data
Lab DL RL Review Reason
DL T) Cod

0.0326 J MDL z
STRONTIUM 43.2 0.0754 MDL 0.444 PQL J A
Sample ID: SL-569-SA8-SB-7.0-8.0 Collected: 8/5/2013 1:35:00 PM  Analysis Type: RES Dilution: 2

Data
Lab Lab DL RL Review Reason

Analyte _Result | L2 |
SILVER 0.0339 0.0280 MDL 0.215 PQL mg/Kg J Z
STRONTIUM 252 0.0732 | MDL 0.430 PQL mg/Kg J
* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 7:31:50 AM ADR version 1.7.0.207 Page 3 of 8



Data Qualifier Summary

Lab Reporting Batch ID: PH084 Laboratory: LL
EDD Filename: PH084_v1. eQAPP Name: CDM_SSFL_131101_Lan
Hethod Category SVORT T — _
Method: 1613B Matrix: SO
Sample ID: SL-568-SA8-SB-0.0-0.5 Collected: 8/5/2013 8:10:00 AM  Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code |
1,2,3,4,6,7,8-HPCDD 3.16 JB 0.0726 MDL 5.44 PQL ng/Kg J z -
1,2,3,4,6,7,8-HPCDF 0.615 JB 0.0464 MDL 5.44 PQL ng/Kg J 4
1,2,3,4,7,8,9-HPCDF 0.0926 JBQ 0.0475 MDL 5.44 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.113 JQ 0.0518 MDL 5.44 PQL ng/Kg J V4
1,2,3,4,7,8-HXCDF 0.547 J 0.0486 MDL 5.44 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.298 JBQ 0.0587 MDL 5.44 PQL ng/Kg J 4
1,2,3,6,7,8-HXCDF 0.177 J 0.0483 MDL 5.44 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.390 JQ 0.0505 MDL 5.44 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.353 J 0.0446 MDL 5.44 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.173 JBQ 0.0645 MDL 5.44 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.517 J 0.0744 MDL 5.44 PQL ng/Kg J V4
2,3,4,6,7,8-HXCDF 0.0925 JQ 0.0466 MDL 5.44 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.320 JB 0.0638 MDL 5.44 PQL ng/Kg J V4
2,3,7,8-TCDD 0.0663 JQ 0.0544 MDL 1.09 PQL ng/Kg J z
2,3,7,8-TCDF 0.118 JQ 0.0880 MDL 1.09 PQL ng/Kg J V4
OCDF 1.06 JB 0.0529 MDL 10.9 PQL ng/Kg J z
Sample ID: SL-568-SA8-SB-4.0-5.0 Collected: 8/5/2013 8:30:00 AM  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason

Analyte | Result | Qual | DL | Type Type | Units | Qual Code

{,2,3,4,6,7,8-HPCDD T ‘ o 0.0856 § JBQ 0.0360 | MDL 5.45 PQL ng/Kg B
1,2,3,4,6,7,8-HPCDF 0.0523 JBQ 0.0145 | MDL 5.45 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0797 JQ 0.0158 | MDL 5.45 PQL ng/Kg J Zz
1,2,3,6,7,8-HXCDD 0.0364 JBQ 0.0302 | MDL 5.45 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0340 JQ 0.0146 | MDL 5.45 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.0332 JQ 0.0204 | MDL 545 PQL ng/Kg J z
1,2,3,7.8,9-HXCDF 0.0406 JQ 0.0201 MDL 5.45 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.109 JBQ 0.0563 | MDL 5.45 PQL ng/Kg U B
1.2,3,7,8-PECDF 0.0958 Ja 0.0264 | MDL 5.45 PQL ng/Kg J VA
2,3,4,6,7,8-HXCDF 0.0249 JQ 0.0147 | MDL 5.45 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.0951 JBQ 0.0270 | MDL 5.45 PQL ng/Kg U B
OCDD 0.372 JBQ 0.0360 | MDL 10.9 PQL ng/Kg u B
OCDF 0.0647 JBQ 0.0432 | MDL 10.9 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:31:50 AM ADR version 1.7.0.207 Page 4 of 8



Lab Reporting Batch ID;: PH084
EDD Filename: PH084_v1.

Method Category: ~ SVOA

Data Qualifier Summary

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Method: 1613B Matrix: SO
Sample ID: SL-569-SA8-SB-0.0-0.5 Collected: 8/5/2013 9:50:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | Type Qual Code
1,2,3,4,6,7,8-HPCDD 1.77 JB 0.0747 MDL 5.41 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.238 JB 0.0212 MDL 5.41 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.0388 JBQ 0.0336 MDL 5.41 PQL ng/Kg u B
1,2,3,4,7,8-HXCDD 0.0758 Ja 0.0354 MDL 5.41 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0669 Ja 0.0257 | MDL 5.41 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.214 JB 0.0400 | MDL 5.41 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.184 Ja 0.0236 | MDL 5.41 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.307 JQ 0.0400 | MDL 5.41 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.288 JQ 0.0348 | MDL 5.41 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.674 J 0.0331 | MDL 5.41 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0457 JQ 0.0247 MDL 5.41 PQL ng/Kg J 4
2,3,4,7,8-PECDF 0.112 JBQ 0.0294 | MDL 5.41 PQL ng/Kg U B
OCDF 0.484 JBQ 0.0480 MDL 10.8 PQL ng/Kg U B
Sample ID: SL-569-SA8-SB-4.0-5.0 Collected: 8/5/2013 10:40:00 Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason

pnaye | Q RL L Q Code
\1,2,3,4,6,7,8-HPCDF 1.41 JB 0.0680 | MDL 5.53 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.176 JBQ 0.0702 | MDL 5.53 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.206 J 0.0505 MDL 5.53 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.199 JQ 0.0319 | MDL 5.53 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.530 JBQ 0.0523 | MDL 5.53 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.132 JQ 0.0302 MDL 5.53 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDD 0.434 J 0.0505 MbL 5.53 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.110 JQ 0.0288 MDL 5.53 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.302 JBQ 0.0456 MDL 5.53 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.240 JQ 0.0293 MDL 5.53 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.168 J 0.0283 | MDL 5.53 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.237 JBQ 0.0239 | MDL 5.53 PQL ng/Kg u B
2,3,7,8-TCDD 0.0819 JQ 0.0402 | MDL 1.1 PQL ng/Kg J z
2,3,7,8-TCDF 0.102 J 0.0423 | MDL 1.11 PQL ng/Kg J z
OCDF 2.32 JB 0.0542 MDL 111 PQL ng/Kg J z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:31:50 AM

ADR version 1.7.0.207
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Lab Reporting Batch ID: PH084

EDD Filename: PH084_v1.

Sample ID: SL-569-SA8-SB-0.0-0.5

8082A

Data Qualifier Summary

Collected: 8/5/2013 9:50:00 AM

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

SO

Analysis Type: RES

Dilution: 1

Anal e

Aroclor 5460

Lab Lab
_Result | Qual
15 J

Data

Review
Qual

SO

Collected: 8/5/2013 8:10:00 AM

Analysis Type: RES

Dilution: 10

Data

Sample ID: SL-568-SA8-SB-4.0-5.0 Collected: 8/5/2013 8:30:00 AM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason

BIS(2-ETHYLHEXYL)PHTHALATE

15 J 6.6

MDL

20 PQL ug/Kg J Z, L
CHRYSENE 0.41 J 0.37 MDL 1.8 PQL ug/Kg J z
Sample ID: SL.-569-SA8-SB-0.0-0.5 Collected: 8/5/2013 9:50:00 AM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type Type | Units | Qual Code
BéNZO(A)ANTHﬁA(iéNE T 0.85 J 0.74 MDL 1.9 PQL ug/Kg J z
BENZO(A)PYRENE 13 J 0.74 MDL 1.9 PQL ug/Kg J z
BENZO(G,H,|)PERYLENE 1.2 J 0.74 MDL 1.9 PQL ug/Kg J 4
BENZO(K)FLUORANTHENE 1.1 J 0.74 MDL 1.9 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 7.9 J 6.7 MDL 20 PQL ug/Kg J Z L
CHRYSENE 1.4 J 0.37 MDL 1.9 PQL ug/Kg J 4
PHENANTHRENE 0.79 J 0.74 MDL 1.9 PQL ug/Kg J z

Sample ID: SL-569-SA8-SB-4.0-5.0

Collected: 8/5/2013 10:40:00

Analysis Type: RES-BASE/NEUTRAL

Dilution: 10

BENZO(A)PYRENE

Lab

Data
Review Reason
Qual Code

J Z
BENZO(B)FLUORANTHENE J Z
CHRYSENE J z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:31:50 AM

ADR version 1.7.0.207
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Data Qualifier Summary

Lab Reporting Batch ID: PH084 Laboratory: LL
EDD Filename: PH084_v1. eQAPP Name: CDM_SSFL_131101_Lan
Method Category: SVOA
Method: 8270D SIM Matrix: SO
Sample ID: SL-569-SA8-SB-7.0-8.0 Collected: 8/5/2013 1:35:00 PM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data

Lab Lab RL Review Reason
Analyte | Resuit | Qual | DL | RL | Type | Units | Qual | Code
BENZO(G,H,I)PERYLENE 1.2 J 0.72 18 PQL ug/Kg J 4
BIS(2-ETHYLHEXYL)PHTHALATE 16 J 6.5 20 PQL ug/Kg J 4
CHRYSENE 1.4 J 0.36 1.8 PQL ug/Kg J Z
FLUORANTHENE 0.89 J 0.72 1.8 PQL ug/Kg J z
PYRENE 0.89 J 0.72 1.8 PQL ug/Kg J 4

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:31:50 AM ADR version 1.7.0.207 Page 7 of 8



Data Qualifier Summary

Lab Reporting Batch ID: PH084

EDD Filename: PH084_v1.

Reason Code Legend

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Reason Code  Description

%  Professional Judgment

A ICP Serial Dilution

B Method Blank Contamination

E Laboratory Duplicate Precision
E Matrix Spike Precision

F Equipment Blank Contamination
F Field Blank Contamination

L Laboratory Control Spike Upper Estimation
Q Laboratory Duplicate Precision
Q Matrix Spike Lower Estimation
Q Matrix Spike Lower Rejection

Q Matrix Spike Precision

Q Matrix Spike Upper Estimation
Z Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:31:50 AM

ADR version 1.7.0.207

Page 8 of 8



Enclosure |
EPA Level 111l ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outhier Reports

PHOg4



Method Blank Outlier Report

Lab Reporting Batch ID: PH084
EDD Filename: PH084_v1.

Method: 1613B

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
Method Blank Associated
Sample ID Anlls Date Analyte Result Samples

BLK224083721 37

8/13/2013 9 37 00 PM

1,2,3,4,6,7,8-HPCDF

1234678HPCDD

0 0637 ng/Kg

SLSGBSABSBOOOS
SL-568-SA8-SB-4.0-5.0

0.0267 ng/Kg
0.0434 ng/Kg
0.0377 ng/Kg

1,2,3,4,7,8,9-HPCDF
1,2,3,6,7,8-HXCDD

1,2,3,7,8-PECDD 0.0780 ng/Kg
2,3,4,7,8-PECDF 0.0474 ng/Kg
OCDD 0.252 ng/Kg
OCDF 0.202 ng/Kg

SL-569-SA8-SB-0.0-0.5
SL-569-SA8-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID 7 L N Analyte o Resuit Final Result

0. 0926U“ng/KgA
0.173U ng/Kg

0.0856U ng/Kg
0.0523U ng/Kg
0.0364U ng/Kg
0.109U ng/Kg

0.0951U ng/Kg
0.372U ng/Kg

0.0647U ng/Kg
0.0388U ng/Kg

11.2,3,4,7.8,0-HPCDF
1,2,3,7,8-PECDD 0.173 ng/Kg

SL.568.5A8.5B.0.0- 0'5(REsjﬁ -
SL-568-SA8-SB-0.0-0.5(RES)
SL-568-SA8-SB-4.0-5.0(RES)
SL-568-SA8-SB-4.0-5.0(RES)
SL-568-SA8-SB-4.0-5.0(RES)

0.0926 ng/Kg

1,2,3,4,6,7,8-HPCDD
1,2,3,4,6,7,8-HPCDF 0.0523 ng/Kg
1,2,3,6,7,8-HXCDD 0.0364 ng/Kg
SL-568-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.109 ng/Kg
SL-568-SA8-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0951 ng/Kg
SL-568-SA8-SB-4.0-5.0(RES) ocDD 0.372 ng/Kg
SL-568-SA8-SB-4.0-5.0(RES) OCDF 0.0647 ng/Kg
SL-569-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0388 ng/Kg

0.0856 ng/Kg

SL-569-SA8-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.112 ng/Kg 0.112U ng/Kg
SL-569-SA8-SB-0.0-0.5(RES) OCDF 0.484 ng/Kg 0.484U ng/Kg
SL-569-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.176 ng/Kg 0.176U ng/Kg
SL-569-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.302 ng/Kg 0.302U ng/Kg
SL-569-SA8-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.237 ng/Kg 0.237U ng/Kg

'6010C

SO
Method Blank Associated
Sample ID _|Analysis Date Analyte Result Samples

P21 837A82201 14 S1-568-SA8-SB-0.0

8/8/2013 1:14:00 AM CALCIUM 7.93 mg/Kg -0.5
MAGNESIUM 1.98 mg/Kg SL-568-SA8-SB-4.0-5.0
TIN 1.63 mg/Kg SL-569-SA8-SB-0.0-0.5
ZINC 0.472 mg/Kg SL-569-SA8-5B-4.0-5.0

SL-569-SA8-SB-7.0-8.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Modified
Final Result

Reported
Result

Sample ID

SI_M568 = SB’OVQ‘ = 5(RES) e = e e Tormone 030 o
SL-568-SA8-SB-4.0-5.0(RES) TIN 3.37 mg/Kg 3.37U mg/Kg
SL-569-SA8-SB-0.0-0.5(RES) TIN 3.39 mg/Kg 3.39U mg/Kg
SL-569-SA8-SB-4.0-5.0(RES) TIN 3.03 mg/Kg 3.03U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:20:15 AM ADR version 1.7.0.207 Page 1 of 2



Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Lab Reporting Batch ID: PH084
EDD Filename: PH084_v1.

Method:  6010C

Associated

Method Blank
S |

Sam

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Modified
Final Result

vvvvvvvvvvv

2.75U mg/Kg

Reported
|  Result

2.75 mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:20:15 AM ADR version 1.7.0.207 Page 2 of 2



Equipment Rinsate Blank Outlier Report

Lab Reporting Batch ID: PH084
EDD Filename: PrepPH084

Mothodr . E0Toe T T

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Associated
Collected Date ples

Result
8/7/2013 3:

0.143 mg/L -568-SA8-5B-0.0-0.5
MOLYBDENUM 0.0098 mg/L SL-568-SA8-SB-4.0-5.0
TIN 0.0029 mg/L SL-569-SA8-SB-0.0-0.5
SL-569-SA8-SB-4.0-5.0
SL-569-SA8-SB-7.0-8.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

:00 PM

Reported Modified
Sample ID Analyte esult Final Result
SL-568-SAB-SB-0.0-0.5(RES) ~ [MOLYBDENUM " 0.353 ma/Kg 0.353U mgiKg
SL-569-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.248 mg/Kg 0.248U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:59:00 AM ADR version 1.7.0.207 Page 1 of 1



Field Blank Outlier Report
Lab Reporting Batch ID: PH084

Laboratory: LL
EDD Filename: PrepPH084

eQAPP Name: CDM_SSFL_131101_Lan

Method:  6010C
Matrix: SO

Field Blank

Associated
Sample ID Collected Date Analyte Result Samples
FE041113(REA) ; , —

4/11/2013 3:00:00 PM COPPER 0.0036 mg/L SL-568-SA8-SB-0.0-0.5

MOLYBDENUM 0.0036 mg/L SL-568-SA8-8B-4.0-5.0
SL-569-SA8-SB-0.0-0.5
SL-569-SA8-SB-4.0-5.0
SL-569-SA8-SB-7.0-8.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
sL-sea-SAa-sB-o.o-o.s(RES) MOLYBDENUM ' 0.353 h%g/Kg "~ 0.353U mg/Kg
SL-569-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.248 mg/Kg 0.248U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 7:58:52 AM ADR version 1.7.0.207 Page 1 of 1



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH084 Laboratory: LL
EDD Filename: PH084_v1. eQAPP Name: CDM_SSFL_131101_Lan
oo S0T0C e _

SO

Matrix:

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) | Compound %R | %R Limits | (Limits) Compounds Flag
SL-568-SA8-SB-0.0-0.5MS PHOSPHORUS 142 - | 75.00-125.00 - PHOSPHORUS
(TOT) TITANIUM 348 268 | 75.00-125.00 - TITANIUM
SL-568-SA8-SB-0.0-0.5MSD J (all detects)
(ToT)
(SL-568-SA8-SB-0.0-0.5 i,
SL -568-SA8-SB-4.0-5.0 No Qual, >4x

SL -569-SA8-SB-0.0-0.5
SL -569-SA8-5B-4.0-5.0
SL -569-SA8-SB-7.0-8.0)

SL-568-SA8-SB-0.0-0.5MS ALUMINUM -295 488 | 75.00-125.00 - ALUMINUM

(TOT) CALCIUM 1807 -1119 [ 75.00-125.00 | 79 (20.00) |CALCIUM :
SL.-568-SA8-SB-0.0-0.5MSD IRON -4442 | -2894 |75.00-125.00 - IRON J(alt detects)
(TOT) MAGNESIUM -218 -91 75.00-125.00 - MAGNESIUM UJ(all non-detects)
(SL-568-SA8-SB-0.0-0.5 MANGANESE -4 48 75.00-125.00 - MANGANESE

SL -568-SA8-SB-4.0-5.0 No Qual, %R >4x
SL -569-SA8-SB-0.0-0.5

SL -569-SA8-5B-4.0-6.0

SL -569-SA8-SB-7.0-8.0)

SL.-568-SA8 -SB-0.0-0.5MS ANTIMONY 37 31 75.00-125.00 - ANTIMONY

(TOT) CHROMIUM 64 - 75.00-125.00 - CHROMIUM

SL-568-SA8-SB-0.0-0.5MSD

{TOT)

J(all detects)

(SL-568-SA8-5B-0.0-0.5 UJ(all non-detects)

SL -568-SA8-5B-4.0-5.0
Sl -569-SA8-SB-0.0-0.5
SL -569-SA8-SB-4.0-5.0
SL -569-SA8-5B-7.0-8.0)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 7:14:18 AM ADR version 1.7.0.207 Page 1 of 1



Lab Duplicate Outlier Report
Lab Reporting Batch ID: PH084

Laboratory: LL
EDD Filename: PH084_v1.

eQAPP Name: CDM_SSFL_131101_Lan

QC Sample ID
(Associated Sample eQAPP
Sample ID) RPD RPD Flag
L-568-SA8-SB-0.0-0.5DUP CALCIUM .

(TOT) MOLYBDENUM 52 20.00 J (all detects)
(SL-568-SA8-SB-0.0-0.5 ZINC 22 20.00 UJ (all non-detects)
SL -568-SA8-SB-4.0-5.0 Zirconium 21 20.00
SL -569-SA8-SB-0.0-0.5 Mo, Zr,
SL -569-SA8-SB-4.0-5.0 No Qual,
SL -569-SA8-SB-7.0-8.0) OK by Difference

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:18:47 AM ADR version 1.7.0.207 Page 1 of 1



Reporting Limit Outliers
Lab Reporting Batch ID: PH084 Laboratory: LL
EDD Filename: PH084_v1. eQAPP Name: CDM_SSFL_131101_Lan

Method: 1613B
SO

Matrix:

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-568-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 3.16 5.44 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.615 5.44 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0926 5.44 PQL ng/Kg
1,2,3,4,7,8-HxCDD Ja 0.113 5.44 PQL | ng/Kg
1,2,3,4,7,8-HXCDF J 0.547 5.44 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.298 5.44 PQL ng/Kg
1,2,3,6,7,8-HXCDF J 0.177 5.44 PQL ng/Kg
1,2,3,7,8,9-HXCDD JQ 0.390 5.44 PQL ng/Ki
1.2,3.7,8,9-HXCDF J 0.353 5.44 PQL | ngikg | (@l detects)
1,2,3,7,8-PECDD JBQ 0.173 5.44 PQL ng/Kg
1,2,3,7,8-PECDF J 0.517 5.44 PQL ng/Kg
2,3,4,6,7,8-HXCDF JQ 0.0825 5.44 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.320 5.44 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0663 1.09 PQL ng/Kg
2,3,7,8-TCDF JQ 0.118 1.09 PQL ng/Kg
OCDF JB 1.06 10.9 PQL ng/Kg
SL-568-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JBQ 0.0856 5.45 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.0523 5.45 PQL ng/Kg
1,2,3,4,7,8-HXCDF JQ 0.0797 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0364 5.45 PQL ng/Kg
1,2,3,6,7,8-HXCDF JQ 0.0340 5.45 PQL ng/Kg
1,2,3,7,8,9-HXCDD JQ 0.0332 5.45 PQL ng/Kg
1,2,3,7,8,9-HXCDF JQ 0.0406 5.45 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.109 5.45 PQL ng/Kg
1,2,3,7,8-PECDF ) JQ 0.0958 5.45 PQL ng/Kg
2,3,4,6,7,8-HXCDF JQ 0.0249 5.45 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0951 5.45 PQL ng/Kg
OCDD JBQ 0.372 10.9 PQL ng/Kg
OCDF JBQ 0.0647 10.9 PQL ng/Kg
SL-569-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 1.77 5.41 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.238 5.41 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0388 5.41 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0758 5.41 PQL ng/Kg
1,2,3,4,7,8-HXCDF JQ 0.0669 5.41 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.214 5.41 PQL ng/Kg
1,2,3,6,7,8-HXCDF JQ 0.184 5.41 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD Ja 0.307 5.41 PQL ng/Kg
1,2,3,7,8,9-HXCDF JQ 0.288 5.41 PQL ng/Kg
1,2,3,7,8-PECDF J 0.674 5.41 PQL ng/Kg
2,3,4,6,7,8-HXCDF Ja 0.0457 5.41 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.112 5.41 PQL ng/Kg
OCDF JBQ 0.484 10.8 PQL ng/Kg
SL-569-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDF JB 1.41 5.53 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.176 5.53 PQL | ng/Kg
1,2,3,4,7,8-HxCDD J 0.206 5.53 PQL ng/Kg
1,2,3,4,7,8-HXCDF JQ 0.199 5.53 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.530 5.53 PQL ng/Kg
1,2,3,6,7,8-HXCDF JQ 0.132 5.53 PQL ng/Kg
1,2,3,7,8,9-HXCDD J 0.434 5.53 PQL ng/Kg
1,2,3,7,8,9-HXCDF Ja 0.110 5.53 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.302 5.53 PQL ng/Kg
1,2,3,7,8-PECDF Jo 0.240 5.53 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.168 5.53 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.237 5.53 PQL ng/Kg
2,3,7,8-TCDD Jo 0.0819 1.1 PQL ng/Kg
2,3,7,8-TCDF J 0.102 1.1 PQL ng/Kg
OCDF JB 2.32 11.1 PQL ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 7:20:30 AM ADR version 1.7.0.207 Page 1 0of 3



Lab Reporting Batch ID: PH084

‘Method: 6010C |

EDD Filename: PH084_v1.

Reporting Limit Outliers

Laboratory: LL
¢QAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-568-SA8-SB-0.0-0.5 BERYLLIUM J 0.889 1.1 PQL mg/Kg

CADMIUM J 0.347 1.1 PQL mg/Kg

MOLYBDENUM J 0.353 2.22 PQL mg/Kg J (all detects)

SODIUM J 94.3 111 PQL mg/Kg

TIN J 3.03 111 PQL mg/Kg
SL-568-SA8-SB-4.0-5.0 BERYLLIUM J 0.800 1.09 PQL mg/Kg

BORON J 7.93 10.9 PQL mg/Kg

CADMIUM J 0.192 1.09 PQL mg/Kg

SODIUM J 91.9 109 PQL |mgig| J@lldetects)

TIN J 3.37 10.9 PQL mg/Kg

Zirconium J 5.33 5.46 PQL | mg/Kg
SL-569-SA8-SB-0.0-0.5 BERYLLIUM J 0.810 1.07 PQL mg/Kg

BORON J 9.97 10.7 PQL mg/Kg

CADMIUM J 0.427 1.07 PQL mg/Kg J (all detects)

MOLYBDENUM J 0.248 2.14 PQL mg/Kg

TIN J 3.39 10.7 PQL mg/Kg
SL-569-SA8-SB-4.0-5.0 BERYLLIUM J 0.769 1.11 PQL mg/Kg

BORON J 9.02 111 PQL mg/Kg

CADMIUM J 0.132 1.11 PQL mg/Kg J (all detects)

TIN J 3.03 111 PQL mg/Kg

Zirconium J 4.89 5.55 PQL mg/Kg
SL-569-SA8-SB-7.0-8.0 BERYLLIUM J 0.581 1.08 PQL mg/Kg

BORON J 6.95 10.8 PQL mg/Kg

CADMIUM J 0.183 1.08 PQL mg/Kg J (all detects)

TIN J 2.75 10.8 PQL mg/Kg

J 4.38 5.38 PQL mg/Kg

Method: 6020A

Zirconium

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-568-SA8-SB-0.0-0.5 SELENIUM J 0.150 0.445 PQL | mg/Kg

SILVER J | 00513 | 0222 PQL |mgikg| o (@lldetects)
SL-568-SA8-5B-4.0-5.0 SILVER J 0.0595 0.219 PQL | mg/Kg J (all detects)
SL-569-SA8-SB-0.0-0.5 SILVER J 0.0820 0.214 PQL | mg/Kg J (all detects)
SL-569-SA8-5B-4.0-5.0 SILVER J 0.0326 0.222 PQL | mg/Kg J (all detects)
SL-569-SA8-SB-7.0-8.0 J 0.0339 0.215 PQL | mg/Kg J (all detects)

SILVER

Matrix: SO

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-569-SA8-SB-0.0-0.5 Aroclor 5460 J 15 36 PQL | ug/Kg J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 7:20:30 AM
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Reporting Limit Outliers

Lab Reporting Batch ID: PH084 Laboratory: LL
EDD Filename: PH084_v1. ¢QAPP Name: CDM_SSFL_131101_Lan

Method: 8270D SIM

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-568-SA8-5B-0.0-0.5 CHRYSENE J 5.8 19 PQL | ug/Kg J (all detects)
SL-568-SA8-SB-4.0-5.0 BIS(2-ETHYLHEXYL)PHTHALATE J 15 20 PQL | ug/Kg J (all detects)
CHRYSENE J 0.41 1.8 PQL | ug/Kg
SL-569-SA8-SB-0.0-0.5 BENZO(A)ANTHRACENE J 0.85 1.9 PQL | ug/Kg
BENZO(A)PYRENE J 1.3 1.9 PQL | ug/Kg
BENZO(G,H,l)PERYLENE J 1.2 1.9 PQL | ug/Kg
BENZO(K)FLUORANTHENE J 1.1 1.9 PQL | ug/Kg J (all detects)
BIS(2-ETHYLHEXYL)PHTHALATE J 7.9 20 PaL | ug/Kg
CHRYSENE J 1.4 1.9 PQL | ug/Kg
PHENANTHRENE J 0.79 1.9 PQL | ug/Kg
SL-569-SA8-SB-4.0-5.0 BENZO(A)PYRENE J 9.0 19 PQL | ug/Kg
BENZO(B)FLUORANTHENE J 12 19 PQL | ug/Kg J (all detects)
CHRYSENE J 9.4 19 PQL | ug/Kg
SL-569-SA8-SB-7.0-8.0 BENZO(G,H,l)PERYLENE J 1.2 1.8 PQL | ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 16 20 PQL | ug/Kg
CHRYSENE J 1.4 1.8 PQL | ug/Kg J (all detects)
FLUORANTHENE J 0.89 1.8 PQL | ug/Kg
PYRENE J 0.89 1.8 PQL | ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 7:20:30 AM ADR version 1.7.0.207 Page 3 of 3



LDC #__30370A4 VALIDATION COMPLETENESS WORKSHEET pate Y13

SDG #.___PH084 ADR Page: \of }
Laboratory:_Eurofins Lancaster Laboratories Reviewer._¢cx
2nd Reviewer:

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area %m_me_n].s
l. Technical holding times % Sampling dates: Cé\ (.> \,7-3
.| ICP/MS Tune £+
Ill.__| Calibration -
IV. | Blanks g
V. | ICP Interference Check Sample (ICS) Analysis —
VI. | Matrix Spike Analysis W W\g \VQ
VI, | Duplicate Sample Analysis QN/ QJ/Q
VIIl. | Laboratory Control Samples (LCS) I‘PS ng
IX. | Internal Standard (ICP-MS) N
X. Furnace Atomic Absorption QC N
XI. [ ICP Serial Dilution 3\'\/
XIl. | Sample Result Verification N
Xifl. | Overall Assessment of Data N
XIV. | Field Duplicates -
xv_| Field Blanks S ERF ESORTI 3= Fe&-o4il

HOrs 2
Note: A = Acceptable ND = No compounds detected C D Dupli C@'\'b'z_

N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: r\
S0
1 | SL-568-SA8-SB-0.0-0.5 11 21 31
2 | SL-568-SA8-SB-4.0-5.0 12 22 32
3 | SL-569-SA8-SB-0.0-0.5 13 23 33
4 | SL-569-SA8-SB-4.0-5.0 14 24 34
5 | SL-569-SA8-SB-7.0-8.0 15 25 35
6 (/Q\\\ ™S 16 26 36
7 \ W\{\) 17 27 37
8 Q/ @W 18 28 38
9 19 29 39
10 20 30 40
Notes:

30370A4W.wpd



LDC #: 30370A4

METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mg/L Associated sample units:___mg/Kg

VALIDATION FINDINGS WORKSHEET

Field Blanks

Reason: F

Page:\__ofl

Reviewer:

2nd Reviewer:

Sampling date:__ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples._ Al Soil
|Ana|yte| Blank ID Sample Identification
FB-041113 | Action 1 3

(SDG: Limit

PH029)

0.0036 1.8 i

Mo 0.0036 1.8 0353 | @&V

Sampling date:___ 8/7/13 Soil factor applied 100x

Field blank type: (circle one) Field Blank / Rinsate / Other:

lAnaIyte | Blank ID

Associated Samples._ All Soil

Sample Identification

EB-080713 | Action 1 3
(SDG: Limit
PH086)
Al 0.143 71.5
" Mo 0.0098 4.9 See FB See FB
" Sn 0.0029 1.45

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

30370A4eb.wpd

e
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& eurofins ¢

i Lancaster
{ Laboratories

74% (Cogued

Background Lab Sample ID: 7150955BKG

Matrix Spike Lab

Cred Yo

&0

QUALITY ASSURANCE SUMMARY

FORM 5A (MS/MSD)

MATRIX SPIKE/MATRIX SPIKE DUPLICATE

SDG No.:
Matrix:

ample ID: 7150955MS

PHOS84

SOIL

Level

(low/med) :

LOW

Matrix Spike Duplicate Lab Sample ID: 7150955MSD

Batch Id(s): P21837A, P21838A
BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit

Analyte [Mass Result C Result C Result C Added Added Units| %R %R RPD %R RPD | M
Aluminum 23881.3392 23309.4291 24857.7930 194.1748 200.0000|MG/KG| =295 488 6 : 20|p
Antimony 0.7255{U 17.7573 15.5880 48.5437 50.0000|MG/KG 37 31 13 75-125 20|P
Arsenic 4.7500 19.0670 19.2130 14.5631 15.0000|MG/KG 98 94 1 75-125 20|p
Barium 101.6402 300.4942 299.1490 194.1748 200.0000{MG/KG 102 99 0 75~125 20|P
Beryllium 0.7843|B 5.8951 5.9520 4.8544 5.0000{MG/KG 105 103 1 75-125 20|P
Boron 11.5402 202.9408 204.1660 194.1748 200.0000[MG/KG 99 96 1 75-125 20|P
Cadmium 0.3059B 5.1194 5.0600 4.8544 5.0000[MG/KG| . 99| 95 1 75-125 20|P
Calcium 13197.4245 20213.6155 8723.3250 388.3495 400.0000|MG/KG| 1807 ~-1119 79 20|p
Chromium 32.5402 44.9883 48.2790 19.4175 20.0000|MG/KG 64 79 7 75-125 20|p
Cobalt 7.5500 53.5369 54.5730 48.5437 50.0000|MG/KG 95 94 2 75~125 20|P
Copper 14.6373 38.7913 38.9130 24.2718 25.0000/MG/KG 100 97 0 75-125 20|p
Iron 26333.4627 22020.9544 23439.6400 97.0874 100.0000|MG/KG| —-4442 -2894 0 20|P
Lead 7.8147 21.1476 21.0470 14.5631 15.0000|MG/KG 92 88 0 75-125 20|p
Lithium 24.9765 125.0777 125.5120 97.0874 100.0000|MG/KG 103 101 0 75~-125 20|P
Magnesium 5874.9745 5451.8408 5693.8140 194.1748 200.0000[MG/KG| -218 -91 4 20|P
Manganese 366.0216 364.1806 390.1540 48.5437 50.0000|MG/KG -4 48 7 20|P
Mercury 0.0100|U 0.1895 0.1858 0.1580 0.1567|MG/KG 120 119 2 65 - 135 20|cv
Molybdenum 0.3118|B 191.5913 188.2490 194.1748 200.0000[MG/KG 99 94 2 75-125 20jp
Nickel 17.7500 62.9583 63.5750 48.5437 50.0000|MG/KG 93 92 1 75-125 20|p
Phosphorus 278.2382 416.2718 376.7180 97.0874 100.0000|MG/KG 142 98 10 75-125 20|P
Potassium 3676.0137 4789.8505 4668.7380 970.8738| 1000.0000|MG/KG 115 99 3 75-125 20|p
Selenium 78 0.1322|B 2.0175 2.2100 1.9417 2.0000|MG/KG 97 104 9 75-125 20|MS
Silver 107 0.0453{B 10.5010 11.4900 9.7087 10.0000|MG/KG 108| . 114 9 75-125 20[MS
Sodium 83.1363|B 1131.3087 1096.1370 970.8738| 1000.0000|MG/KG 108 101 3 75-125 20|P
Strontium 88 40.8039 48.4660 50.5600 7.7670 8.0000[MG/KG 99 122 4 20|MS
Thallium 203 0.3229 0.7021 0.7230 0.3883 0.4000|MG/KG 98| 100 3 75-125 20MS

Note: Results shown are reported on an as-received basis.

METHODS : CONCENTRATION QUALIFIERS:

P = ICP Atomic Emission Spectrometer CV = Cold Vapor U= Below MDL, B= Below LOQ
MS = ICP Mass Spectrometry AF = Cold Vapor Atomic Fluorescence FLAGS: :
N = Matrix Spike 00S, * = Duplicate 0O0S

PHO84 Page 1757 of 1917




&¥ eurofins | Lonester QUALITY ASSURANCE SUMMARY

! Laboratories FORM 5A (MS/MSD)
MATRIX SPIKE/MATRIX SPIKE DUPLICATE
SDG No.: PHO84
Matrix: SOIL Level
'z\‘kr (low/med) : Low

Background Lab Sample ID: 7150955BKG Matrix Spike Lab Sample ID: 7150955MS Matrix Spike Duplicate Lab Sample ID: 7150955MSD
Batch Id(s): P21837A, P21838A

BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit

Analyte Mass Result C Result C Result C Added Added Units] %R [Q| %R Q|RPD|Q %R RPD [ M
Tin 2.6716/B 356.7320 355.4240 388.3495 400.0000|MG/KG 91 88 0 75-125 20|p
Titanium 1042.5873 1379.9748 1310.5480 97.0874 100.0000IMG/KG 348| 268 5 20lp
Vanadium 55.1225 103.5447 106.1450 48.5437 50.0000|MG/KG 100 102 2 75-125 20|P
Zinc 64.9539 109.6641 108.4280 48.5437 50.0000|MG/KG 92 87 1 75-125 20|P
Zirconium 6.0431 106.8515 107.2500 97.0874 100.0000|MG/KG 104 101 0 75-125 20|p

Note: Results shown are reported on an as-received basis.

METHODS : CONCENTRATION QUALIFIERS:

P = ICP Atomic Emission Spectrometer CV = Cold Vapor U= Below MDL, B= Below LOQ

MS = ICP Mass Spectrometry AF

Cold Vapor Atomic Fluorescence FLAGS:
PHNSA Pano 1758 nf 1017 N = Matrix Spike 00s, * = Duplicate 00Ss
FRJe4—i—agefoo-oH1H




&% eurofins

Lancaster
Laboratories

QUALITY ASSURANCE SUMMA
FORM 6

RY

DUPLICATES
SDG No.: PHO84
Matrix: SOIL Level (low/med): LOW
Background Lab Sample ID: 7150955BKG Duplicate Lab Sample ID: 7150955DUP
Batch ID(s): P21837A, P21838A
Concentration Units: MG/KG
‘Control
Analyte Mass Limit Samples (S) C Duplicate (D) C RPD M
Aluminum 23881.3392 23959.3069 0 p
Antimony -1.6931(B -1.6802|B -1 P
Arsenic 3.9 4.7500 4.,7396 0 P
Barium 101.6402 102.2297 1 p
Beryllium 0.7843|B 0.7980]B 2 P
Boron 9.8 11.5402 10.8129 7 P
Cadmium 0.3059|B 0.3158|B 3 P
Calcium 13197.4245 10350.5812 24 p
Chromium 32.5402 29,6921 9 P
Cobalt 7.5500 7.0782 6 P
Copper 14.6373 13.8327 6 P
Iron 26333.4627 27549.0931 5 P
Lead 2.9 7.8147 8.5693 9 p
Lithium 24.9765 24.6663 1 p
Magnesium 5874.9745 5857.2891 0 P
Manganese 366.0216 385.6851 5 p
Mercury 0.0100(U 0.0098]U cv
Molybdenum 0.3118|B 0.1822|B 52 P
Nickel 17.7500 16.1604 9 p
Phosphorus 278.2382 295.3168 6 P
Potassium 3676.0137 3587.1832 2 P
Selenium 78 0.1322(B 0.1331(B 1 MS
Silver 107 0.0453|B 0.0546|B 19 MS
Sodium 83.1363|B 90.8356(B 9 p
Strontium 88 40.8039 36.4158 11 MS
Thallium 203 0.2 0.3229 0.3473 7 MS
Tin 2.6716(B 2.8000|B 5 P
Titanium 1042.5873 1121.3871 7 P
Vanadium 55.1225 55.5782 1 p
Zinc 64.9539 80.6465 22 p
Zirconium 4.9 6.0431 7.4554 21 P
NOTE: An asterisk (*) in column "Q" indicates poor duplicate precision (RPD > 20% OR
| (S) - (D)} > LOQ for values < 5x LOQ).
The data are considered to be wvalid because the laboratory control sample is

within the control limits.

gl Fefeaenc e

Note: Results shown are reported on an as-received basis.

See the Laboratory Control Sample.

METHODS:

P = ICP Atomic Emission Spectrometer

MS = ICP Mass Spectrometry
Cold Vapor
Cold Vapor Atomic Fluoresc

Ccv
AF

JLHO84 Page

CONCENTRATION QUALIFIERS:
U= Below MDL
B= Below LOQ

ELAGS:
1760 of Wi icate out of spec
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QUALITY ASSURANCE SUMMARY

P = ICP Atomic Emission Spectrometer

MS

ICP Mass Spectrometry

PHO84 Page

| Laboratories FORM 9
SERIAL DILUTIONS
SDG No.: PHO84
Matrix: SOIL Level LOwW
(low/med) :
Background Lab Sample ID: 7150955BKG Serial Dilution Lab Sample ID: 7150955L
Batch ID(s): P21837A S~
Concentration Units: UG/L L 5‘bs"s"‘z‘SB‘O-O-o.
Initial Sample Serial Dilution
Analyte Mass Result (I) C Result (S) C| % Diff. |Q|M
Aluminum 243589.6600 257854.3000 6 P
Antimony 7.4000|U 37.0000fU P
Arsenic 48.4500 48.4000| B 0 P
Barium 1036.7300 1096.5500 6 p
Beryllium 8.0000| B 8.1500|B 2 p
Boron 117.7100 147.2000|B 25 P
Cadmium 3.1200|B 3.8000(U 100 P
Calcium 134613.7300 140567.5500 4 p
Chromium 331.9100 347.5500 5 P
Cobalt 77.0100 84.4500 10 P
Copper 149.3000 161.6500 3 p
Iron 268601.3200 273374.9500 2 p
Lead 79.7100 85.7000|B 8 p
Lithium 254.7600 258.8500 2 P
Magnesium 59924.7400 63059.8000 5 P
Manganese 3733.4200 4043.4500 8 P
Molybdenum 3.1800|B 11.4500|B 260 P
Nickel 181.0500 196.7000 9 P
Phosphorus 2838.0300 2890.6500 2 p
Potassium 37495.3400 39478.5500 5 P
Selenium 78 0.6742|B 2.5000(U 100 MS
Silver 107 0.2309|B 0.6500(U 100 MS
Sodium ' 847.9900|B 835.0000|U 100 P
Strontium 88 208.1000 176.8000 15| E |MS
Thallium 203 1.6470 1.4835(B 10 MS
Tin 27.2500|B 24.6500|B 10 P
Titanium 10634.3900 10774.4000 1 P
Vanadium 562.2500 587.7000 5 P
Zinc 662.5300 682.1500 3 P
Zirconium 61.6400 88.3500| B 43 p
NOTE: An E in column Q indicates the presence of a chemical or physical
interference in the matrix when the % difference is greater than 10%. This
applies only when (I) is greater than or equal to 50x MDL for ICP, 100x MDL
for ICP-MS (6020), 50x MDL for ICP-MS (200.8), or 25x MDL for GFAA.
Sl (A)
METHODS : CONCENTRATION QUALIFIERS:

U= Below MDL

B= Below LOQ
FLAGS:

E = Matrix Effects exist as proven by
1762 of f#f#al Dilution or Spiked Dilution
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INTRODUCTION

This Data Validation Report (DVR) presents Level Ill data validation results for samples
collected on August 7, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan for Santa Susana Field Laboratory (SSFL), RCRA Facility Investigation,
Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA
Contract Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans Data Review (September
2005), and for Inorganic Data Review (January 2010). Where specific guidance is not available,
the data has been evaluated in a conservative manner consistent with industry standards using
professional experience.

The analyses were performed by the following methods:

Volatiles (VOC) by Environmental Protection Agency (EPA) SW 846 Method 8260B
Semivolatiles (SVOCs) by EPA SW 846 Method 8270D

Semivolatiles (SVOCs) by EPA SW 846 Method 8270D utilizing Selective lon Monitoring (StM)
Pesticides by EPA SW 846 Method 8081B

Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A, 7470A and 7471B

Herbicides by EPA SW 846 Method 8151A

Total Petroleum Hydrocarbons as Gasoline (TPH-G) by EPA SW 846 Method 8015M

Total Petroleum Hydrocarbons as Extractables (TPH-E) by EPA SW 846 Method 8015M
Dioxins and Dibenzofurans by EPA Method 1613B

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment Il. Level il
Automated Data Review outliers are presented in Enclosure |.

All sample results were subjected to Level Il data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards (dioxins only), laboratory control sample
(LCS), method blanks, equipment blanks, field blanks and trip blanks. No samples in this SDG
were subjected to Level 1V evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of interference check samples,
which were validated manually. Quality assurance (QA)Y/QC criteria specified in the QAPP and
CLPNFGs were incorporated with the program’s reference library to assess compliance with
project requirements.



The following are definitions of the data qualifiers:

U

NJ

uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times

All technical holding time requirements were met.

Il. Initial Calibration

Initial Calibration data were not reviewed for level lll.

lll. Continuing Calibration

Continuing calibration data were not reviewed for level lII.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of several blanks for
SVOCs, dioxins and metals. The associated sample results were qualified as non-detected (U)
due to method blank contamination as applicable. The sample results that were not detected or
were significantly greater than the concentrations found in the associated blanks were not
qualified. The details regarding the qualification of data are provided in Enclosure I.

No contaminant concentrations were detected in the initial or continuing calibration blanks with
the following exceptions:

SDG/ Maximum
Method Method Blank ID Analyte Concentration Associated Samples
PHO086/ ICB/CCB Aluminum 78.3 ug/L. EB-080713
6010C Molybdenum 4.0 ug/L SL-575-SA8-SB-0.0-0.5

SL-575-SA8-SB-4.0-4.0
SL-575-SA8-5SB-9.0-10.0
SL-566-SA8-SB-0.0-0.5
SL-566-SA8-SB-4.0-5.0

Sample concentrations were compared to concentrations detected in the initial and continuing
blanks. The sample concentrations were not detected or were significantly greater than the

concentrations found in the associated blanks with the following exceptions:

Reported Modified Final

SDG/Method Sample Compound Concentration Concentration
PH086/ EB-080713 Aluminum 143 ug/L 143U ug/L
6010C Molybdenum 9.8 ug/L 9.8U ug/L

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method.

recoveries (%R) were within QC limits.

All surrogate




VL. ICP Interference Check Sample (ICS) Analysis

ICP interference check data were not reviewed for level lll.

VIL. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits.

VIil. Laboratory Duplicates Sample

The laboratory has indicated that there were no laboratory duplicate (DUP) analyses specified
for the samples in this SDG; therefore, laboratory duplicate analyses were not performed for this

SDG.

IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits.

X. Internal Standards

Internal standards were reviewed for dioxins. Percent recoveries (%R) were within QC limits.
Xl. ICP Serial Dilution

ICP serial dilution was not performed for this SDG.

XIl. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH086 All compounds reported as detected below the RL. J (all detects) A

XIll. Field Duplicate Samples
No field duplicates were identified in this SDG.
XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No contaminants were found in
the trip blank.

One equipment blank was collected and analyzed for VOCs, SVOCs, pesticides, PCBs,

4



herbicides, metals, TPH as gasoline, TPH as extractable and dioxins. The equipment blank had
several detections for VOCs, SVOCs, metals and dioxins. The associated sample results were
qualified as non-detected (U) due to equipment blank contamination as applicable. The sample
results that were not detected or were significantly greater than the concentrations found in the
equipment blanks were not qualified. The equipment blank outlier reports are presented in
Enclosure |.

One field blank (from SDG PH029) was collected and analyzed for VOCs, SVOCs, pesticides,
PCBs, herbicides, metals, TPH as gasoline, TPH as extractable and dioxins. The field blank had
detections for several VOCs, SVOCs, metals and dioxins. The associated sample results were
qualified as non-detected (U) due to field blank contamination as applicable. The sample
results that were not detected or were significantly greater than the concentrations found in the
field blank were not qualified. The field blank outlier reports are presented in Enclosure I.

XV. Overall Assessment of Data

No data associated with this sampling event were rejected. The overall assessment of QA/QC
data review by automated and manual validation of this sampling event met project
requirements and analytical completeness levels with the exceptions noted in the above
sections. All data are deemed useable for the intended use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
07-Aug-2013  SL-575-SA8-SB-0.0-0.5 7154022 N 30508 6010C n
07-Aug-2013  SL-575-SA8-SB-0.0-0.5 7154022 N 3050B 6020A 1l
07-Aug-2013  SL-575-SA8-5B-0.0-0.5 7154022 N 3546 8015M I
07-Aug-2013  SL-575-SA8-SB-0.0-0.5 7154022 N 3546 8081B i
07-Aug-2013  SL-575-SA8-SB-0.0-0.5 7164022 N 3546 8082A 1
07-Aug-2013  SL-575-SA8-SB-0.0-0.5 7154022 N 3546 8270D SIM i
07-Aug-2013  SL-575-SA8-SB-0.0-0.5 7154022 N 3550B 8151A Il
07-Aug-2013  SL-575-SA8-SB-0.0-0.5 7154022 N METHOD 1613B I
07-Aug-2013  SL-575-SA8-5B-0.0-0.5 7154022 N METHOD 7471B m
07-Aug-2013  TB-080713 7154021 B 5030B 8015M in
07-Aug-2013  SL-575-SA8-SB-4.0-5.0 7154023 N 3050B 6010C i
07-Aug-2013  SL-575-SA8-SB-4.0-5.0 7154023 N 3050B 6020A ]
07-Aug-2013  SL-575-SA8-SB-4.0-5.0 7164023 N 3546 8015M I
07-Aug-2013  SL-575-SA8-SB-4.0-5.0 7154023 N 3546 8081B n
07-Aug-2013  SL-575-SA8-5B-4.0-5.0 7154023 N 3546 8082A i
07-Aug-2013  SL-575-SA8-SB-4.0-5.0 7154023 N 3546 8270D SIM ]
07-Aug-2013  SL-575-SA8-5B-4.0-5.0 7154023 N 3550B 8151A I
07-Aug-2013  SL-575-SA8-SB-4.0-5.0 7154023 N 5035A 8015M th
07-Aug-2013  SL-575-SA8-SB-4.0-5.0 7154023 N METHOD 1613B n
07-Aug-2013  SL-575-SA8-SB-4.0-5.0 7154023 N METHOD 7471B mn
07-Aug-2013  SL-575-SA8-SB-4.0-5.0MSD P154023M242259A MSD 3546 8081B n
07-Aug-2013  SL-575-SA8-SB-4.0-5.0MS P154023R242244A MS 3546 8081B n
07-Aug-2013  SL-575-SA8-SB-9.0-10.0 7164024 N 3050B 6010C I
07-Aug-2013  SL-575-SA8-SB-9.0-10.0 7154024 N 3050B 6020A n
07-Aug-2013  SL-575-SA8-SB-9.0-10.0 7154024 N 3546 8015M n
07-Aug-2013  SL-575-SA8-SB-9.0-10.0 7154024 N 3546 8081B i

lil = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 1 of 3



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
07-Aug-2013  SL-575-SA8-SB-9.0-10.0 7154024 N 3546 8082A ]
07-Aug-2013  SL-575-SA8-SB-9.0-10.0 7154024 N 3546 8270D SIM 1]
07-Aug-2013  SL-575-SA8-SB-9.0-10.0 7154024 N 35508 8151A n
07-Aug-2013  SL-575-SA8-SB-9.0-10.0 7154024 N 5035A 8015M n
07-Aug-2013  SL-575-SA8-SB-9.0-10.0 7154024 N METHOD 7471B n
07-Aug-2013  SL-566-SA8-SB-0.0-0.5 7154025 N 30508 6010C n
07-Aug-2013  SL-566-SA8-SB-0.0-0.5 7154025 N 3050B 6020A I}
07-Aug-2013  SL-566-SA8-SB-0.0-0.5 7154025 N 3546 8015M n
07-Aug-2013  SL-566-SA8-SB-0.0-0.5 7154025 N 3546 8082A I
07-Aug-2013  SL-566-SA8-SB-0.0-0.5 7154025 N 3546 8270D SIM n
07-Aug-2013  SL-566-SA8-SB-0.0-0.5 7154025 N METHOD 16138 i
07-Aug-2013  SL-566-SA8-SB-0.0-0.5 7154025 N METHOD 7471B 1l
07-Aug-2013  SL-566-SA8-SB-4.0-5.0 7154026 N 3050B 6010C m
07-Aug-2013  SL-566-SA8-SB-4.0-5.0 7154026 N 3050B 6020A i
07-Aug-2013  SL-566-SA8-SB-4.0-5.0 7154026 N 3546 8015M I}
07-Aug-2013  SL-566-SA8-SB-4.0-5.0 7154026 N 3546 8082A I
07-Aug-2013  SL-566-SA8-5B-4.0-5.0 7154026 N 3546 8270D SIM I
07-Aug-2013  SL-566-SA8-SB-4.0-5.0 7154026 N 5035A 8015M I
07-Aug-2013  SL-566-SA8-SB-4.0-5.0 7154026 N METHOD 1613B n
07-Aug-2013  SL-566-SA8-SB-4.0-5.0 7154026 N METHOD 7471B I
07-Aug-2013  EB-080713 7154020 EB 3005A 6010C I
07-Aug-2013  EB-080713 7154020 EB 3510C 8015M I
07-Aug-2013  EB-080713 7154020 EB 3510C 8081B i
07-Aug-2013  EB-080713 7154020 EB 3510C 8082A n
07-Aug-2013  EB-080713 7154020 EB 3510C 8270D [}
07-Aug-2013  EB-080713 7154020 EB 3510C 8270D SIM n

il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 2 of 3



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
07-Aug-2013  EB-080713 7154020 EB 5030B 8015M [}
07-Aug-2013  EB-080713 7154020 EB 5030B 8260B [}
07-Aug-2013  EB-080713 7154020 EB M3010A 6020A mn
07-Aug-2013  EB-080713 7154020 EB METHOD 1613B mn
07-Aug-2013  EB-080713 7154020 EB METHOD 7470A ]
07-Aug-2013  EB-080713 7154020 EB METHOD 8151A i

il = EPA Level 3 Data Review N = Normal Sample TB = Trip Blank MS = Matrix Spike

IV = EPA Level 4 Data Validation ~ FD = Field Duplicate  FB = Field Blank MSD = Matrix Spike Duplicate Page 3 of 3



Attachment 2
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Data Qualifier Summary

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. eQAPP Name: CDM_SSFL 131101 _Lan

Matrix: AQ

Sample ID:EB-080713 Collected: 8/7/2013 3:00:00 PM  Analysis Type: REA2 Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code |
ALUMINUM 0.143 J 0.0828 | MDL 0.400 PQL mg/L U B
MOLYBDENUM 0.0098 J 0.0017 | MDL | 0.0200 | PQL mg/L U B
TIN 0.0029 J 0.0029 | MDL | 0.0400 | PQL mg/L J z

Matrix: SO

Sample ID:SL-566-SA8-SB-0.0-0.5 Collected: 8/7/2013 12:00:00 Analysis Type: RES Dilution: 1

' Data

Lab Lab DL RL Review Reason
ARSENIC 3.69 J 0.706 | MDL 4.03 PQL
CADMIUM 0.268 J 0.0766 | MDL 1.01 PQL | mg/Kg J z
SODIUM 85.2 J 16.8 MDL 101 PQL | mg/Kg J 4
TIN 3.12 J 0.222 | MDL 10.1 PQL | mg/Kg U B
Zirconium 4.39 J 0.847 | MDL 5.04 PQL mg/Kg J z
Sample ID:SL-566-SA8-SB-4.0-5.0 Collected: 8/7/2013 12:40:00 Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | L_Qual | Code
ARSENIC 4.11 J 0.762 | MDL 4.35 PQL | mg/Kg J z
BERYLLIUM 1.01 J 0.0729 | MDL 1.09 PQL | mg/Kg J z
CADMIUM 0.104 J 0.0827 | MDL 1.09 PQL | mg/Kg J 4
TIN 3.33 J 0.239 | MDL 10.9 PQL | mg/Kg u B
Zirconium 3.15 J 0.914 MDL 5.44 PQL mg/Kg J z
Sample ID:SL-575-SA8-SB-0.0-0.5 Collected: 8/7/2013 7:40:00 AM  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte Resuit | .Qual Type Qual Code
ARSENIC
BERYLLIUM 0.931 J 0.0726 | MDL 1.08 PQL | mg/Kg J z
CADMIUM 0.337 J 0.0824 | MDL 1.08 PQL | mg/Kg J Y4
SODIUM 75.5 J 18.1 MDL 108 PQL | mg/Kg J z
TIN 3.54 J 0.238 | MDL 10.8 PQL | mg/Kg U B
Zirconium 3.13 J 0910 | MDL 5.42 PQL | mg/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:57:31 AM ADR version 1.7.0.207 Page 1 of 9



Lab Reporting Batch ID: PH086

EDD Filename: PH086_v1.
ooy Caiégdry:

Sample ID:SL-575-SA8-SB-4.0-5.0

Data Qualifier Summary

Collected: 8/7/2013 8:20:00 AM  Analysis Type: RES

Matrix:

SO

Laboratory: LL

eQAPP Name: CDM_SSFL 131101 _Lan

Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte 1 Result | Qual | DL | Type | RL | Type | Code
ARSENIC 4.38 J 0.800 | MDL | 4.57 ‘ PQL | mg/Kg J z
BERYLL!IUM 0.312 J 0.0766 | MDL 1.14 PQL | mg/Kg J z
CADMIUM 0.136 J 0.0869 | MDL 1.14 PQL | mg/Kg J z
MOLYBDENUM 3.29 0.194 | MDL 2.29 PQL | mg/Kg u F
SODIUM 106 J 19.1 MDL 114 PQL | mg/Kg J z
TIN 272 J 0252 | MDL | 11.4 PQL | mg/Kg U B
Zirconium 2.65 J 0.960 MDL 5.72 PQL mg/Kg J z
Sample ID:SL-575-SA8-SB-9.0-10.0 Collected: 8/7/2013 9:15:00 AM  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code |
ARSENIC 229 J 0.784 | MDL 4.48 PQL | mg/Kg J
BERYLLIUM 0.709 J 0.0750 | MDL 1.12 PQL | mg/Kg J z
CADMIUM 0.115 J 0.0851 | MDL 1.12 PQL | mg/Kg J z
SODIUM 106 J 18.7 MDL 112 PQL | mg/Kg J z
TIN 3.21 J 0.246 | MDL 11.2 PQL | mg/Kg U B
Zirconium 2.01 J 0.941 MDL 5.60 PQL mg/Kg J z

Matrix:

SO

Sample ID:SL-566-SA8-SB-0.0-0.5

Collected: 8/7/2013 12:00:00

Analysis Type: REA2

Dilution: 2

Data

Review

Units_

Lab Lab DL RL
Analyte _Result | Qual | DL | Type | RL | Type | Ui
SELENIUM 0.326 | J ‘ 0.101 | mDL \ 0.403 | PaL [mg/Kg

Qual |

Reason
Code _

Sample ID:SL-566-SA8-SB-0.0-0.5

Collected: 8/7/12013 12:00:

00

Analysis Type: RES

Lab Lab
Analyte | Result | Qual |
SILVER 0.0772 J
Sample ID:SL-566-SA8-SB-4.0-5.0 Collected: 8/7/2013 12:40:00 Analysis Type: REA2 Dilution: 2
Data
Lab Lab DL Review Reason
Analyte _Result | Qual | DL | Type |
SELENIUM 0.132 ] J 0.109 l MDL mg/Kg

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

11/4/2013 7:57:31 AM

Page 2 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. e¢QAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL-566-SA8-SB-4.0-5.0 Collected: 8/7/2013 12:40:00 Analysis Type: RES Dilution: 2

Data
Review
Qual | __

Lab Lab DL RL

Analyte Result | Qual | DL | T Units

R — : DL [ Type | RL | Type |
SILVER 0.0838 J |oo23| mpL | 0218 | PaL | mgig

Sample ID:SL-575-SA8-SB-0.0-0.5 Collected: 8/7/2013 7:40:00 AM  Analysis Type: REA2 Dilution: 2

Data
Lab Lab DL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual | Code

SELENIUM 0.262 J 0.108 I MDL 0.433 PQL mg/Kg J Z

Sample ID:SL-575-SA8-SB-0.0-0.5 Collected: 8/7/2013 7:40:00 AM  Analysis Type: RES Dilution: 2
Data

Lab | Lab DL
Analyte | Result | Qual | DL | Type |

Reason
Units | Qual | Code

SILVER 0.0579 ] J ‘0.0282 MDL | 0217 | PQL | mg/Kg J z

Sample ID:SL-575-SA8-SB-4.0-5.0 Collected: 8/7/2013 8:20:00 AM  Analysis Type: RES Dilution: 2

Data
Lab Lab DL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual | Code _

mg/Kg J V4

SILVER 0.0864 J l 0.0297 | MDL | 0.229

Sample ID:SL-575-SA8-SB-9.0-10.0 Collected: 8/7/2013 9:15:00 AM  Analysis Type: RES Dilution: 2

Data
Review Reason
Code

Lab Lab DL RL
Analyte __ Result | Qual | DL | Type | RL | Type | Units | Qual

Method Category:  METALS , ,
Method: 7471B Matrix: SO

Sample ID:SL-566-SA8-SB-0.0-0.5 Collected: 8/7/2013 12:00:00 Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual |  Code

MERCURY 0.0131 | J |0.0102 MDL | 0.0169 | PQL | mg/Kg J Z

Sample ID:SL-575-SA8-SB-0.0-0.5 Collected: 8/7/2013 7:40:00 AM  Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type _Qual | _ Code

MERCURY 0.0110 J o.o1os| MDL |o.o180 PQL | mg/Kg J

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:57:31 AM ADR version 1.7.0.207 Page 30of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086 v1. ¢QAPP Name: CDM_SSFL 131101 _Lan

Method Category:

Matrix: SO

Sample ID:SL.-575-SA8-SB-4.0-5.0 Collected: 8/7/2013 8:20:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab RL Review Reason
Analyte | Resutt | Qual | DL | Ty Type | Units | Qual |  Code
MERCURY 0.0163 -l J ‘0‘0112 PQL | mg/Kg J l z
Sample ID:SL-575-SA8-SB-9.0-10.0 Collected: 8/7/2013 9:15:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review
Analyte | Result | Qual | DL | Type | RL | Type | Qual |
MERCURY 0.0163 J 0.0109| MDL | 0.0181 | PQL | mg/Kg J

Matrix: AQ

Sample ID:EB-080713 Collected: 8/7/2013 3:00:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1,2,3,4,6,7,8-HPCDD ’ 0.687 JB 0.329 MDL 9.67 PQL pg/L ' U B
1,2,3,4,6,7,8-HPCDF 0.427 JBQ 0.111 MDL 9.67 PQL pg/L U B
1,2,3,4,7,8,9-HPCDF 0.258 JBQ 0.144 MDL 9.67 PQL pg/L U B
1,2,3,4,7,8-HXCDF 0.396 JBQ 0.153 MDL 9.67 PQL pa/L U B
1,2,3,6,7,8-HXCDD 0.476 JBQ 0.269 MDL 9.67 PQL pg/L U B
1,2,3,6,7,8-HXCDF 0.426 JB 0.167 MDL 9.67 PQL pg/L U B
1,2,3,7,8-PECDF 0.451 JBQ 0.239 MDL 9.67 PQL pg/L U B
2,3,4,7,8-PECDF 0.403 JBQ 0.229 MDL 9.67 PQL pg/L U B
OoCDD 1.65 JBQ 0.332 MDL 19.3 PQL pg/L U B
OCDF 1.13 JBQ 0.293 MDL 19.3 PQL pg/L U B

SO
Sample ID:SL-566-SA8-SB-0.0-0.5 Collected: 8/7/2013 12:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4;6,7,8-HPCDD 4.88 JB 0.0733 ( MDL 5.00 PQL ng/Kg J Z
1,2,3,4,6,7,8-HPCDF 0.637 JB 0.0277 | MDL 5.00 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.0906 JQ 0.0360 ( MDL 5.00 PQL ng/Kg J Z
1,2,3,4,7,8-HxCDD 0.0923 J 0.0458 [ MDL 5.00 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:57:31 AM ADR version 1.7.0.207 Page 4 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. ¢QAPP Name: CDM_SSFL_131101_Lan
MethodCategory TRVGAT

1613B

Matrix: SO

Sample ID:SL.-566-SA8-SB-0.0-0.5 Collected: 8/7/2013 12:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Res Qual | DL | Type | e | Units | Qual | Code |
1,2,3,4,7,8-HXCDF 0.0551 JBQ 0.0228 | MDL 5.00 PQL ng/Kg U B ’ B
1,2,3,6,7,8-HXCDD 0.420 JB 0.0507 | MDL 5.00 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0898 JBQ 0.0225| MDL 5.00 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.556 Ja 0.0492 | MDL 5.00 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.811 JB 0.0300 | MDL 5.00 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.233 JB 0.0284 | MDL 5.00 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0659 JB 0.0226 | MDL 5.00 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0731 J 0.0257 | MDL 5.00 PQL ng/Kg U B
OCDF 1.53 JB 0.0498 | MDL 10.0 PQL ng/Kg J z
Sample ID:SL-566-SA8-SB-4.0-5.0 Collected: 8/7/2013 12:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Resuit | Quai | DL | Type | RL | Type | Units | Qual | _Code
1,2,3,4,6,7,8-HPCDD 0.915 JB 0.0575 | MDL 5.43 PQL ng/Kg J
1,2,3,4,6,7,8-HPCDF 0.159 JB 0.0207 | MDL 5.43 PQL ng/Kg U B
1,2,3,4,7,8 9-HPCDF 0.0504 Ja 0.0299 | MDL 5.43 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.0633 Ja 0.0299 | MDL 543 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0505 JBQ 0.0208 | MDL 543 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.117 JBQ 0.0337 | MDL 5.43 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0444 JBQ 0.0186 | MDL 543 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.145 Ja 0.0345 | MDL 543 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.168 JB 0.0229 | MDL 5.43 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.104 JBQ 0.0299 | MDL 543 PQoL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0269 JBQ 0.0185 | MDL 5.43 PaL ng/Kg u B
2,3,4,7,8-PECDF 0.159 Ja 0.0249 | MDL 543 PQL ng/Kg u B
2,3,7,8-TCDF 0.0575 JQ 0.0460 | MDL 1.09 PQL ng/Kg J z
OCDD 7.14 JB 0.0313 | MDL 10.9 PQL ng/Kg J z
OCDF 0.319 JB 0.0455 | MDL 10.9 PQL ng/Kg U B
Sample ID:SL-575-SA8-SB-0.0-0.5 Collected: 8/7/2013 7:40:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type Qual | Code
1,2,3,4,6,7,8-HPCDD 3.7 JB 0.0520 | MDL 5.39 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.711 JB 0.0310 | MDL 5.39 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0411 JQ 0.0333| MDL 5.39 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:57:31 AM ADR version 1.7.0.207 Page 5 of 9



Data Qualifier Summary
Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. : eQAPP Name: CDM_SSFL_131101_Lan
Nethod Category TaOAT T
1613B

Matrix: SO

Sample ID:SL-575-SA8-SB-0.0-0.5 Collected: 8/7/2013 7:40:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL Review Reason

Analyte | Result | Qual | DL | Type | RL | Type | Units

1,2,3,4,7,8-HxCDD 0.0707 Ja 0.0474| MDL 5.39 ’ PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0771 JBQ 0.0294 { MDL 5.39 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.420 JB 0.0489 | MDL 5.39 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.119 JB 0.0308 | MDL 5.39 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.616 J 0.0501 | MDL 5.39 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.503 JB 0.0311 | MDL 5.39 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.0992 JBQ 0.0689 | MDL 5.39 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.239 JBQ 0.0350 | MDL 5.39 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0589 JBQ 0.0271 | MDL 5.39 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.116 Ja 0.0287 | MDL 5.39 PQL ng/Kg U B
OCDF 1.73 JB 0.0388 | MDL 10.8 PQL ng/Kg J Z
Sample ID:SL-575-SA8-SB-4.0-5.0 Collected: 8/7/2013 8:20:00 AM  Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code |
1,2,3,4,6,7,8-HPCDD k 0.237 J8 0.0403 | MDL 5.57 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.0844 JB 0.0170 | MDL 5.57 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0286 J 0.0196 | MDL 5.57 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.0423 JBQ 0.0344 | MDL 5.57 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0183 JBQ 0.0178 | MDL 5.57 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0711 Ja 0.0314 | MDL 5.57 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.0554 JBQ 0.0182 | MDL 5.57 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0646 JBQ 0.0499 | MDL 5.57 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0603 JBQ 0.0247 | MDL 557 PQL ng/Kg u B
OoCcDD 1.59 JB 0.0580 | MDL 111 PQL ng/Kg J z
OCDF 0.127 JB 0.0518 | MDL 111 PQL ng/Kg U B

Method Category: SVOA =
Method: 8015M

Matrix: SO

Sample ID:SL-566-SA8-SB-0.0-0.5 Collected: 8/7/2013 12:00:00 Analysis Type: RES Dilution: 1

Data
Review
Qual | _

Lab Lab DL RL
Analyte | Result | Qual | DL | Ty RL_| Type

EFH (C15-C20) 31 J 2.0 MDL 5.1 PQL | mg/Kg

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:57:31 AM ADR version 1.7.0.207 Page 6 of 9




Data Qualifier Summary

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. eQAPP Name: CDM_SSFL_131101_Lan

Method: 8015M

SO

Matrix:

Sample ID:SL-566-SA8-SB-4.0-5.0 Collected: 8/7/2013 12:40:00 Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _| _Result | Qual | DL | Type | RL | Type | Units | Qual | Code

e rzz | : ‘22 T e (mg/Kg]__j__r__z_‘

Matrix: SO

Sample ID:SL-575-SA8-SB-9.0-10.0 Collected: 8/7/2013 9:15:00 AM  Analysis Type: RES Dilution: 1
Data

Lab Lab

Review Reason

ALPHA-BHC 0.22 J 0.19 | MDL 0.94 l PQL ug/Kg J Z

8270D SIM Matrix: AQ
Sample ID:EB-080713 Collected: 8/7/2013 3:00:00 PM Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
2-METHYLNAPHTHALENE 0;012 ’ J 0.010 MDL 4 ‘0.05’2 PQL ug/L J o
Diethylphthalate 0.44 J 0.052 MDL 1.0 PQL ug/L U B
Di-n-butylphthalate 0.18 J 0.052 MDL 1.0 PQL ug/L U B
NAPHTHALENE 0.035 J 0.031 MDL 0.052 PQL ug/L J zZ

8270D SIM Matrix: SO
Sample ID:SL-566-SA8-SB-0.0-0.5 Collected: 8/7/2013 12:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1-METHYLNAPHTHALENE T 1.6’ ‘ J ‘0.68 MDL 17 PQL ug/Kg V J z
2-METHYLNAPHTHALENE 0.76 J 0.68 MDL 1.7 PQL ug/Kg J Y4
BENZO(B)FLUORANTHENE 1.2 J 0.68 MDL 1.7 PQL ug/Kg J z
CHRYSENE 1.4 J 0.34 MDL 1.7 PQL ug/Kg J z
FLUORANTHENE 1.4 J 0.68 MDL 1.7 PQL ug/Kg J z
NAPHTHALENE 0.95 J 0.68 MDL 1.7 PQL ug/Kg J z
PHENANTHRENE 1.2 J 0.68 MDL 1.7 PQL ug/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:57:31 AM ADR version 1.7.0.207 Page 7 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. eQAPP Name: CDM_SSFL_131101_Lan
ifothod Cétégofy:‘ SVOA T

Method: 8270D SIM Matrix: SO
Sample ID:SL-566-SA8-SB-0.0-0.5 Collected: 8/7/2013 12:00:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Lab Lab DL RL Reason
Analyte | Result | Qual | DL | Type | RL | Units | Qual | Code
PYRENE 1.1 J 0.68 MDL 1.7 ug/Kg J z
Sample ID:SL-566-SA8-SB-4.0-5.0 Collected: 8/7/2013 12:40:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
CHRYSENE 0.49 J 0.36 MDL 1.8 PQL ug/Kg J z
NAPHTHALENE 0.74 J 0.73 MDL 1.8 PQL ug/Kg U F
Sample ID:SL-575-SA8-SB-4.0-5.0 Collected: 8/7/2013 8:20:00 AM Analysis Type: RES-BASE/NEUTRAL Dilution: 10
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual |  Code
CHRYSENE 3.8 MDL 19 PQL

Matrix: AQ

Sample ID:EB-080713 Collected: 8/7/2013 3:00:00 PM  Analysis Type: RES Dilution: 1
Lab Lab DL RL

Analyte — _ _ _Result | Qual | DL | Type | RL | Type |

ACETONE 8 J | s [mo| 20 | Pa

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:57:31 AM ADR version 1.7.0.207 Page 8 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. eQAPP Name: CDM_SSFL_131101_Lan
Reason Code Legend

Reason Code Description o
B Calibration Blank Contamination
B Method Blank Contamination

F Equipment Blank Contamination

F Field Blank Contamination

S Surrogate/Tracer Recovery Upper Estimation
Zz Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/4/2013 7:57:31 AM ADR version 1.7.0.207 Page 9 of 9



Enclosure |
EPA Level 111 ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outlier Reports

PHOS86



Method Blank Outlier Report

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. eQAPP Name: CDM_SSFL_131101_Lan

Method:  1613B

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
BLK2280B371232 8/20/2013 12:32:00 PM 1,2,3,4,6,7,8-HPCDD 2.77 pgiL EB-080713

1,2,3,4,6,7,8-HPCDF 2.23 pgiL

1,2,3,4,7,8,9-HPCDF 2.18 pgiL

1,2,3,4,7,8-HxCDD 2.40 pgiL

1,2,3,4,7,8-HXCDF 2.10 pgiL

1,2,3,6,7,8-HXCDD 2.98 pgiL

1,2,3,6,7,8-HXCDF 2.29 pgil.

1,2,3,7,8,9-HXCDD 2.30 pgiL

1,2,3,7,8,9-HXCDF 1.61 pglL

1,2,3,7,8-PECDD 2,06 pgiL

1,2,3,7,8-PECDF 1.79 pgiL

2,3,4,6,7,8-HXCDF 2.02 pgiL

2,3,4,7,8-PECDF 1.38 pglL

2,3,7,8-TCDD 1.00 pgiL

ocbD 7.37 pgiL

OCDF 6.01 pg/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
E£B-080713(RES) 1,2.3.4,6.7,8-HPCDD ' 0.687 pg/L 0687U pgl. |
EB-080713(RES) 1,2,3,4,6,7,8-HPCDF 0.427 pg/L 0.427U pg/L
EB-080713(RES) 1,2,3,4,7,8,9-HPCDF 0.258 pg/L 0.258U pg/t.
EB-080713(RES) 1,2,3,4,7,8-HXCDF 0.396 pg/L 0.396U pgiL
EB-080713(RES) 1,2,3,6,7,8-HXCDD 0.476 pglL 0.476U pa/L
EB-080713(RES) 1,2,3,6,7,8-HXCDF 0.426 pgiL 0.426U pgiL
EB-080713(RES) 1,2,3,7,8-PECDF 0.451 pgll. 0.451U pg/L
EB-080713(RES) 2,3,4,7,8-PECDF 0.403 pg/l. 0.403U pgiL
EB-080713(RES) oCDD 1.65 pg/L 1.65U pg/L
EB-080713(RES) OCDF 1.13 pgiL 1.13U pgiL
"1613B

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
BLK2270B370710 8/17/2013 7:10:00 AM 1,2,3,4,6,7,8-HPCDD 0.0682 ng/Kg SL-566-SA8-SB-0.0-0.5

1,2,3,4,6,7,8-HPCDF 0.0368 ng/Kg SL-566-SA8-SB-4.0-5.0

1,2,3,4,7,8-HXCDF 0.0398 ng/Kg SL-575-SA8-SB-0.0-0.5

1,2,3,6,7,8-HXCDD 0.0344 ng/Kg SL-575-SA8-SB-4.0-5.0

1,2,3,6,7,8-HXCDF 0.0310 ng/Kg

1,2,3,7,8,9-HXCDF 0.0558 ng/Kg

1,2,3,7,8-PECDD 0.0796 ng/Kg

1,2,3,7,8-PECDF 0.0421 ng/Kg

2,3,4,6,7,8-HXCDF 0.0316 ng/Kg

2,3,4,7,8-PECDF 0.0576 ng/Kg

OCDD 0.286 ng/Kg

OCDF 0.112 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Result Final Result

0.0551 ng/Kg 0.0551U ng/Kg

Sample ID Analyte

SL-566-SA8-SB-0.0-0.5(RES) | 1.2,3,4,7,8-HXCDF

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 7:55:08 AM ADR version 1.7.0.207 Page 1 of 3



Lab Reporting Batch ID: PH086
EDD Filename: PH086_v1.

Method Blank Outlier Report

Method Blank

Sample ID Analysis Date

Analyte

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Result

Associated

Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-566-9A8-SB-0.0.05(RES) — [123678HXCOF ~0.0898 ngiKg 0.0898U ngKg
SL-566-SA8-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0659 ng/Kg 0.0659U ng/Kg
SL-566-SA8-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0731 ng/Kg 0.0731U ng/Kg
SL-566-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.159 ng/Kg 0.159U ng/Kg
SL-566-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0505 ng/Kg 0.0505U ng/Kg
SL-566-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.117 ng/Kg 0.117U ng/Kg
SL-566-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0444 ng/Kg 0.0444U ng/Kg
SL-566-SA8-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.168 ng/Kg 0.168U ng/Kg
SL-566-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.104 ng/Kg 0.104U ng/Kg
SL-566-SA8-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0269 ng/Kg 0.0269U ng/Kg
SL-566-SA8-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.159 ng/Kg 0.159U ng/Kg
SL-566-SA8-SB-4.0-5.0(RES) OCDF 0.319 ng/Kg 0.319U ng/Kg
SL-575-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0771 ng/Kg 0.0771U ng/Kg
SL-575-SA8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.119 ng/Kg 0.119U ng/Kg
SL-575-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0992 ng/Kg 0.0992U ng/Kg
SL-575-SA8-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0589 ng/Kg 0.0589U ng/Kg
SL-575-SA8-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.116 ng/Kg 0.116U ng/Kg
SL-575-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.237 ng/Kg 0.237U ng/Kg
SL-575-SA8-5B-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0844 ng/Kg 0.0844U ng/Kg
SL-575-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0423 ng/Kg 0.0423U ng/Kg
SL-575-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0183 ng/Kg 0.0183U ng/Kg
SL-575-SA8-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0554 ng/Kg 0.0554U ng/Kg
SL-575-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.0646 ng/Kg 0.0646U ng/Kg
SL-575-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0603 ng/Kg 0.0603U ng/Kg
SL-575-SA8-SB-4.0-5.0(RES) OCDF 0.127 ng/Kg 0.127U ng/Kg

WMethod: 6010

Matrix: SO

Method Blank

Sample ID Analysis Date Analyte

P22037AB221141 8/16/2013 11:41:00 AM CALCIUM
LITHIUM
TIN
ZINC

Result

3.70 mg/Kg
0.85 mg/Kg
1.92 mg/Kg

0.422 mg/Kg

Associated
Samples

SL-566-SA8-SB-0.0-0.5
SL-566-SA8-SB-4.0-5.0
SL-575-SA8-SB-0.0-0.5
SL-575-SA8-SB-4.0-5.0
SL-575-SA8-5B-9.0-10.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Resuit Final Result
sLéées-éAé-sB-'6.0¥0.5(RES) -~ 3.12 mg/kg 320 maKg
SL-566-SA8-3B-4.0-5.0(RES) TIN 3.33 mg/Kg 3.33U mg/Kg
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 7:55:08 AM ADR version 1.7.0.207 Page 2 of 3




Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Lab Reporting Batch ID: PH086
EDD Filename: PH086_v1.

Method Blank Associated
Sample ID Analysis Date Analyte Resuit Sample

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
__S“L'-s#szé)(é‘-\s‘éld.c‘)-‘b.é(hésw)‘ e = ' g/Kg
SL-575-SA8-SB-4.0-5.0(RES) TIN 2.72 mg/Kg 2.72U mg/Kg
SL-575-SA8-SB-9.0-10.0(RES) TIN 3.21 mg/Kg 3.21U mg/Kg

Associated
Samples

Method Blank

Sample ID

Analysis Date

PLKWH22B262352 8/19/2013 11:52:00 PM BIS(2-ETHYLHEXYL)PHTHALATE 0.077 ug/L EB-080713
Diethylphthalate 0.077 ug/l.
Di-n-butylphthalate 0.14 ug/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Modified
I Result

Reported
Result

Fi

Analyte

ES) T Diethylphthalate 0.44 ug 0V ug/L
EB-080713(RES) Di-n-butylphthalate 0.18 uglL 1.0U uglL

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Equipment Rinsate Blank Outlier Report

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. eQAPP Name: CDM_SSFL_131101_Lan

Method:  6010C

Matrix: SO
Equipment Blank Associated
Sample ID Collected Date Analyte Result Samples
EB-080713(REA2) 8/7/2013 3:00:00 PM ALUMINUM 0.143 mg/L SL-566-SA8-SB-0.0-0.5
MOLYBDENUM 0.0098 mg/L SL.-566-SA8-SB-4.0-5.0
TIN 0.0029 mg/L SL-575-SA8-SB-0.0-0.5
SL-575-SA8-SB-4.0-5.0
SL-575-SA8-$B-9.0-10.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-575-SA8-SB4.050(RES) ____ |MOLYBDENUM | 320mgKg |  320Umgkg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 7:51:30 AM ADR version 1.7.0.207 Page 1 of 1



Field Blank Outlier Report

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. eQAPP Name: CDM_SSFL_131101_Lan

Field Blank Associated
leID

Samples

L-566-SA8-SB-0.0-0.5

2-METHYLNAPHTHALENE 0.024 ug/L SL-566-SA8-SB-4.0-5.0
BIS(2-ETHYLHEXYL)PHTHALATE 0.082 ug/L §L-575-SA8-SB-0.0-0.5
Diethylphthalate 0.18 ug/L SL-575-SA8-SB-4.0-5.0
Di-n-butylphthalate 0.17 ug/L SL-575-SA8-SB-9.0-10.0
NAPHTHALENE 0.17 ug/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sample ID Analyte

SL-566-SA8-SB-4.0-5.0(RES)  |NAPHTHALENE

Reported
Result

Modified
Final Result _

T 074ugkg 1.8U ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 7:51:23 AM ADR version 1.7.0.207 Page 1 of 1



Reporting Limit Outliers
Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. eQAPP Name: CDM_SSFL_131101_Lan
Hethod: “{G15ET T ‘

Matrix: AQ
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

EB-080713 1,2,3,4,6,7,8-HPCDD JB 0.687 9.67 PQL pg/L
1,2,3,4,6,7,8-HPCDF JBQ 0.427 9.67 PQL po/L
1,2,3,4,7,8,9-HPCDF JBQ 0.258 9.67 PQL pg/L
1,2,3,4,7,8-HXCDF JBQ 0.396 9.67 PQL pg/L
1,2,3,6,7,8-HXCDD JBQ 0.476 9.67 PQL paiL
1.2.36.7.8-HXCDF B | 0426 9.67 PQL | pglL J (all detects)
1,2,3,7,8-PECDF JBQ 0.451 9.67 PQL paiL
2,3,4,7,8-PECDF JBQ 0.403 9.67 PQL pg/t
OCcDD JBQ 1.65 19.3 PQL poiL
OCDF JBQ 1.13 19.3 PQL poiL

6010C

AQ
Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB-080713 ALUMINUM J 0.143 0.400 PQL mg/L
MOLYBDENUM J 0.0098 0.0200 PQL mg/L J (all detects)
TIN J 0.0029 0.0400 PQL mg/L

AQ
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB-080713 ACETONE J 8 20 PQL ug/L J (all detects)
AQ
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB-080713 2-METHYLNAPHTHALENE J 0.012 0.052 PQL ug/L
Diethylphthalate J 0.44 1.0 PQL ug/L
Di-n-butylphthalate J 0.18 1.0 PQL | ugL | Y (@ldetects)
NAPHTHALENE J 0.035 0.052 PQL ug/L

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 7:51:37 AM ADR version 1.7.0.207 Page 1 of 4



Reporting Limit Outliers

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. ¢QAPP Name: CDM_SSFL_131101_Lan

‘Method: 1613B
Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-566-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 4.88 5.00 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.637 5.00 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JQ 0.0906 5.00 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.0923 5.00 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0551 5.00 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.420 5.00 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0898 5.00 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD JQ 0.556 5.00 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.811 5.00 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.233 5.00 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0659 5.00 . PQL ng/Kg
2,3,4,7,8-PECDF J 0.0731 5.00 PQL ng/Kg
OCDF JB 1.53 10.0 PQL ng/Kg
SL-566-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.915 5.43 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.159 5.43 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JQ 0.0504 5.43 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0633 5.43 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0505 5.43 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.117 5.43 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0444 5.43 PQL ng/Kg
1,2,3,7,8,9-HXCDD JQ 0.145 5.43 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.168 5.43 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.104 5.43 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0269 5.43 PQL ng/Kg
2,3,4,7,8-PECDF JQ 0.159 5.43 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0575 1.09 PQL ng/Kg
OoCDD JB 7.14 10.9 PQL ng/Kg
OCDF JB 0.319 10.9 PQL ng/Kg
SL-575-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 3.71 5.39 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.711 5.39 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JQ 0.0411 5.39 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0707 5.39 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0771 5.39 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.420 5.39 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.119 5.39 PQL ng/K
1.2.3,7.8.9-HXCDD J 0.616 5.39 PQL |ngikg| o (@ldetects)
1,2,3,7,8,9-HXCDF JB 0.503 5.39 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.0992 5.39 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.239 5.39 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0589 5.39 PQL ng/Kg
2,3,4,7,8-PECDF Ja 0.116 5.39 PQL ng/Kg
OCDF JB 1.73 10.8 PQL ng/Kg
SL-575-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.237 5.57 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0844 5.57 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF J 0.0286 5.57 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0423 5.57 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0183 5.57 PQL ng/Kg
1,2,3,7,8,9-HXCDD JQ 0.0711 5.57 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0554 5.57 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.0646 5.57 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0603 5.57 PQL ng/Kg
OCDD JB 1.59 11.1 PQL ng/Kg
OCDF JB 0.127 111 PQL ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID: PH086
EDD Filename: PH086_v1.

Method: 6010C

Reporting Limit Outliers

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
Lab Reporting)] RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-566-SA8-SB-0.0-0.5 ARSENIC J 3.69 4.03 PQL mg/Kg

CADMIUM J 0.268 1.01 PQL mg/Kg

SODIUM J 85.2 101 PQL mg/Kg J (all detects)

TIN J 3.12 10.1 PQL mg/Kg

Zirconium J 4.39 5.04 PQL mg/Kg
SL-566-SA8-SB-4.0-5.0 ARSENIC J 4.1 4.35 PQL mg/Kg

BERYLLIUM J 1.01 1.09 PQL mg/Kg

CADMIUM J 0.104 1.09 PQL mg/Kg J (all detects)

TIN J 3.33 10.9 PQL mg/Kg

Zirconium J 3.15 5.44 PQL mg/Kg
SL-575-SA8-SB-0.0-0.5 ARSENIC J 2.89 4.33 PQL mg/Kg

BERYLLIUM J 0.931 1.08 PQL mg/Kg

CADMIUM J 0.337 1.08 PQL mg/Kg

SODIUM J 755 108 PQL |mg/Kg| o (8lldetects)

TIN J 3.54 10.8 PQL mg/Kg

Zirconium J 3.13 5.42 PQL mg/Kg
SL-575-SA8-SB-4.0-5.0 ARSENIC J 4.38 4.57 PQL mg/Kg

BERYLLIUM J 0.312 1.14 PQL mg/Kg

CADMIUM J 0.136 1.14 PQL mg/Kg

SODIUM J 106 114 PQL |mgiKg|  (@lldetects)

TIN J 2.72 11.4 PQL mg/Kg

Zirconium J 2.65 5.72 PQL mg/Kg
SL-575-SA8-SB-9.0-10.0 ARSENIC J 2.29 4.48 PQL mg/Kg

BERYLLIUM J 0.709 1.12 PQL mg/Kg

CADMIUM J 0.115 1.12 PQL mg/Kg

SODIUM J 106 112 PQL |mgiKg| Y (@lldetects)

TIN J 3.21 11.2 PQL mg/Kg

Zirconium J 5.60 PQL | mg/Kg

2.01

Mothod core

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-566-SA8-SB-0.0-0.5  |SELENIUM J 0.326 0.403 PQL | mg/Kg

SILVER J | 00772 | 0202 PQL |mgKg| Y (@lldetects)
SL-566-SA8-SB-4.050  |SELENIUM J 0.132 0.435 PQL | mg/Kg

SILVER J | o088 | 0218 PQL |mgiKg|  (@Nldetects)
SL-575-SA8-SB-0.0-05 _ |SELENIUM J 0.262 0.433 PQL | mg/Kg

SILVER J | oos79 | 0217 PQL |mgiKg| Y (@lldetects)
SL-575-SA8-SB-4.0-5.0  [SILVER J | oo0ses | 0229 PQL |mg/Kg| J(all detects)
SL-575-SA8-SB-9.0-10.0  |SILVER J | 00470 | 0204 POL |mg/Kg| J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

11/4/2013 7:51:37 AM
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Reporting Limit Outliers

Lab Reporting Batch ID: PH086 Laboratory: LL
EDD Filename: PH086_v1. ¢QAPP Name: CDM_SSFL_131101_Lan

Wethod: 7471B

Matrix: SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-566-SA8-SB-0.0-0.5 MERCURY J 0.0151k '””’”0.0169 PQL mg/Kg‘ J (all detyéét'é,’)
SL-575-SA8-SB-0.0-0.5 MERCURY J 0.0110 0.0180 PQL | mgiKg J (all detects)
SL-575-SA8-SB-4.0-5.0 MERCURY J 0.0163 0.0186 PQL | mg/Kg J (all detects)
SL-675-SA8-SB-9.0-10.0  |MERCURY J 0.0163 0.0181 PQL | mg/Kg J (all detects)

Method: 8015M
SO

Matrix:

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-566-SA8-SB-0.0-0.5 EFH (C15-C20) J 3.1 5.1 PQL | mg/Kg J (all detects)
SL-566-SA8-SB-4.0-5.0 EFH (C15-C20) J 2.2 54 PQL | mg/Kg J (all detects)

Matrix: SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-575-SA8-SB-9.0-10.0  |ALPHA-BHC J 0.22 0.94 PQL | ug/Kg J (all detects)

Wothod: 8270D SIN

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-566-SA8-SB-0.00.5  |1-METHYLNAPHTHALENE J 16 17 PQL | ug/Kg

2-METHYLNAPHTHALENE J 0.76 17 PAL | ug/Kg

BENZO(B)FLUORANTHENE J 1.2 17 PQL | ug/Kg

CHRYSENE J 14 17 PQL | ug/Kg

FLUORANTHENE J 1.4 1.7 PQL | ugiKg | Y (@lldetects)

NAPHTHALENE J 0.95 17 PQL | ug/Kg

PHENANTHRENE J 1.2 17 PQL | ug/Kg

PYRENE J 1.4 17 PQL | ug/Kg
SL-566-SA8-5B-4.050  |CHRYSENE J 0.49 18 PQL | ug/Kg

NAPHTHALENE J 0.74 18 PQL | ugiKg | Y (@lldetects)
SL-575-SA8-5B-4.0-5.0 CHRYSENE J 5.6 19 PQL | ug/Kg J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL. Area IV Phase 3
11/4/2013 7:51:37 AM ADR version 1.7.0.207 Page 4 of 4



LDC #:__30370B4 VALIDATION COMPLETENESS WORKSHEET pete 3 10/173

SDG #___PH086 ADR Page:\ of J
Laboratory:_Eurofins Lancaster Laboratories Reviewer._Cn__
2nd Reviewer__ \~~

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I. | Technical holding times Sampling dates: ﬁv/’] / S
I ICP/MS Tune
ill. | Calibration
IV. | Blanks

V. | ICP Interference Check Sample (ICS) Analysis

VI. | Matrix Spike Analysis

VIl. | Duplicate Sample Analysis

VIIl. | Laboratory Control Samples (LCS)

IX. | Internal Standard (ICP-MS)

X. Furnace Atomic Absorption QC

XI. | ICP Serial Dilution

XIl. I Sample Result Verification

XIll. | Overall Assessment of Data

v
lzzl.zz.?zz\{)J]

XIV. | Field Duplicates )

xv_| Field Blanks SW ezt 7O T\ R}

Note: A = Acceptable ND = No compounds detected D = Duplicate (/Q H'O—Z.C\
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: SO :\ ( (A)c\.’f/\/
1 | EB-080713 11 21 31
2 | SL-575-SA8-SB-0.0-0.5 12 22 32
3 | SL-575-SA8-SB-4.0-5.0 13 23 33
4 | SL-575-SA8-SB-9.0-10.0 14 24 34
5 | SL-566-SA8-SB-0.0-0.5 15 25 35
6 | SL-566-SA8-SB4.0-5.0 16 26 36
7 17 27 37
8 . 18 28 38
9 19 29 39
10 20 30 40
Notes:

30370B4W.wpd



LDC #:_ 30370B4 VALIDATION FINDINGS WORKSHEET Page: L of !

PB/ICB/CCB QUALIFIED SAMPLES Reviewer:
METHOD: Trace metals (EPA SW 864 Method 6010B/6020/7000) Soil preparation factor applied:__ 100x x Reason: B 2nd Reviewer:_ { A~
Sample Concentration units, unless otherwise noted: ug/L Associated Samples:__ All

Analyt;" Maximum" Maximuﬂl Maximum" Actio;]
PB*? PB? ICB/CCB?| Level
{(ma/Ka) {(ua/l) {nafl )
Al 78.3 391.5 143
Mo 4.0 20 9.8

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet.
These sample results were qualified as not detected, "U".
Note : a- The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.

30370B4.wpd



LDC #: 30370B4

METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mg/L Associated sample units:__mag/Kg

VALIDATION FINDINGS WORKSHEET

Field Blanks

Reason: F

Page:Lofl
Reviewer:

2nd Reviewer:__lct

Sampling date:___ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:_ All Soil
Analyte| Blank ID Sample ldentification
FB-041113 | Action
(SDG: Limit
PH029)
Cu 0.0036 1.8
Mo 0.0036 1.8
Sampling date:__ 8/7/13 Soil factor applied 100x

Field blank type: (circle one) Field Blank / Rinsate / Other:

| Analyte

l Blank ID

Associated Samples:_ All Soll

Sample ldentification
EB-080713 | Action 3

(SDG: Limit

PH086)

0.143 71.5

]

|| Mo 0.0098 4.9 329
" Sn 0.0029 1.45

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

30370B4eb.wpd
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LABORATORY DATA CONSULTANTS, INC.
ll l “ “l l 2701 Loker Ave, West, Suite 220, Carlsbad, CA 92010 Bus: 760-827-1100 Fax: 760-827-1099
nhkb b E E
CDM November 19, 2013

555 17th Street, Suite 1100
Denver, CO 80202
ATTN: Mrs. Cherie Zakowski

SUBJECT: Santa Susana Field Laboratory, Subarea 8 Data Validation
Dear Mrs. Zakowski,
Enclosed are the final validation reports for the fractions listed below. These SDGs were

received on September 18, 2013. Attachment 1 is a summary of the samples that were
reviewed for each analysis.

LDC Project # 30434:

SDG # Fraction

PHO085, PHO87 Volatiles, Semivolatiles, Chlorinated Pesticides, Polychlorinated
PHO088, PH089 Biphenyls, Metals, Herbicides, Total Petroleum Hydrocarbons as
PHO90 Gasoline, Total Petroleum Hydrocarbons as Extractables,

Dioxins/Dibenzofurans

The data validation was performed under Level Ill & IV guidelines. The analyses were
validated using the following documents, as applicable to each method:

° Quality Assurance Project Plan for Santa Susana Field Laboratory, RCRA
Facility Investigation, Surficial Media Operable Unit, March 2009, Revision
4

° USEPA Contract Laboratory Program National Functional Guidelines for
Superfund Organic Methods Data Review, June 2008

° USEPA Contract Laboratory Program National Functional Guidelines for
Inorganic Superfund Data Review, January 2010

° Polychlorinated Dioxins/Dibenzofurans Data Review, September 2005
° EPA SW 846, Third Edition, Test Methods for Evaluating Solid Waste,
update 1, July 1992; update [IA, August 1993; update Il, September 1994;

update |IB, January 1995; update Ill, December 1996; update IlIA, April
1998; llIB, November 2004; Update IV, February 2007

LACDM\SSFL\SA8\30434COV.wpd 1
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Please feel free to contact us if you have any questions.

PEFPFPEEFE

Sincerely,

= s

Shauna McKellar
Project Manager/Chemist

LA\CDM\SSFL\SA8\30434COV.wpd 2



2,697 pages-CD Attachment 1

ns-Chantilly V.
DATE DATE VOA | SVOA |(8270D | Pest. | PCBs | & Hg | Herbs | TPH-G | TPH-E |Dioxins

Lbc SDG# REC'D | DUE |(8260B)|(8270D)| -sIm) |(8081B)| (8082) [SW8B46)i(8151A)[(8015M)|(8015M)|(1613B)

t _V.WSWSWSWSWSWSWSWSWSWSWSWSWSWSWSWSWSWS
A 09/18/13 |10/116/13 111110121016 ]0}310|610]6]0(3]1 0] 6}101]6
B 09/18/13 |10M16/13{ - | - |- | -{0[5]0}|3]JOo|5]j0}5|0]3]|1)13]|]0]5¢f0]4
C 09/18/13 {10M16/13 | - | - | -1 -{o0 [10]0 |2 ]O |10jO0 |J10JO |2 |16 ]O0]|10}0 J10
D 09/18/13 }10/16/13 } - | -] -1-10]9]0|31]0 0180 |311}41]0 0
E oorsi3 |1omer3 | - | - | - | - (SR - | - |& €| -
fMotal T/SM 1{1902{0)37]0|11]J0 |37]0 |36}0 |11|5 18] 0]37j0 |35]0]jJojojojojojojJojo]jojJo]JojOo]jo|oO 231

Shaded cells indicate Level 1V validation (all other cells are ADR review). These sample counts do not include MS/MSD, and DUPs 30434ST-SA8.wpd




Data Validation Report
Santa Susana Field Laboratory

Subarea 8

SDG: PHO85

Prepared for

CDM Smith
555 17th Street, Suite 1100
Denver, CO 80202

Prepared by

Laboratory Data Consultants, Inc.
2701 Loker Ave West, Suite 220
Carlsbad, California 92010

November 16, 2013



INTRODUCTION

This Data Validation Report (DVR) presents Level Ill data validation results for samples
collected on August 6, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan for Santa Susana Field Laboratory (SSFL), RCRA Facility Investigation,
Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA
Contract Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans Data Review (September
2005), and for Inorganic Data Review (January 2010). Where specific guidance is not available,
the data has been evaluated in a conservative manner consistent with industry standards using
professional experience.

The analyses were performed by the following methods:

Volatiles (VOCs) by Environmental Protection Agency (EPA) SW 846 Method 8260B
Semivolatiles (SVOCs) by EPA SW 846 Method 8270D

SVOCs by EPA SW 846 Method 8270D utilizing Selective lon Monitoring (SIM)
Pesticides by EPA SW 846 Method 8081B

Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A, and 7471B

Herbicides by EPA SW 846 Method 8151A

Total Petroleum Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M
TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment 1. Level Il
Automated Data Review outliers are presented in Enclosure I.

All sample results were subjected to Level Il data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards (dioxins only), matrix spike/matrix spike
duplicates (MS/MSD), laboratory duplicates (DUP), laboratory control sample/laboratory control
sample duplicates (LCS/LCSD), ICP serial dilutions, method blanks, equipment blanks, field
blanks, trip blanks and field duplicates. No samples in this SDG were subjected to Level IV
evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of ICB/CCBs and ICP serial
dilutions, which were validated manually. Quality assurance (QA)/QC criteria specified in the
QAPP and CLPNFGs were incorporated with the program’s reference library to assess
compliance with project requirements.



The following are definitions of the data qualifiers:

u

NJ

uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times

All technical holding time requirements were met.

Il. Initial Calibration

Initial Calibration data were not reviewed for level IlI.

lll. Continuing Calibration

Continuing calibration data were not reviewed for level lll.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of several blanks for
dioxins and metals. The associated sampie results were qualified as non-detected (U) due to
method blank contamination as applicable. The sample resuits that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.
The details regarding the qualification of data are provided in Enclosure |.

No contaminant concentrations were detected in the initial or continuing calibration blanks with
the following exceptions:

SDG/ Maximum
Method Method Blank ID Analyte Concentration Associated Samples
PHO085/ ICB/CCB Molybdenum 2.4 ug/L SL-564-SA8-SB-0.0-0.5
6010C SL-582-SA8-SB-0.0-0.5

SL-582-SA8-SB-2.5-3.5
SL.-583-SA8-SB-0.0-0.5
SL-883-SA8-SB-0.0-0.5
SL-584-SA8-SB-0.0-0.5

Sample concentrations were compared to concentrations detected in the initial and continuing
blanks. The sample concentrations were not detected or were significantly greater than the
concentrations found in the associated blanks with the following exceptions:

Reported Modified Final
SDG/Method Sample Compound Concentration Concentration
PHO085/ SL-564-SA8-SB-0.0-0.5 | Molybdenum 0.405 ug/Kg 0.405U ug/Kg
6010C
PHO85/ SL-582-SA8-SB-0.0-0.5 Molybdenum 0.459 ug/Kg 0.459U ug/Kg
6010C
PHO85/ SL-582-SA8-SB-2.5-3.5 Molybdenum 0.446 ug/Kg 0.446U ug/Kg
6010C
PHO085/ SL-583-SA8-SB-0.0-0.5 Molybdenum 0.853 ug/Kg 0.853U ug/Kg
6010C




Reported Modified Final
SDG/Method Sample Compound Concentration Concentration
PHO85/ SL-883-SA8-SB-0.0-0.5 Molybdenum 0.380 ug/Kg 0.380U ug/Kg
6010C
PHO85/ SL-584-SA8-SB-0.0-0.5 Molybdenum 0.634 ug/Kg 0.634U ug/Kg
6010C

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits with the exception of one sample for pesticides. The
associated sample results were qualified as detected estimated (J). The details regarding the
qualification of data are provided in Enclosure |.

VL. ICP Interference Check Sample (ICS) Analysis
ICP interference check data were not reviewed for level .

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of one MS/MSD pair for SVOCs, TPH as extractables, herbicides,
metals and dioxins. The dalapon and benzidine results in sample SL-583-SA8-SB-0.0-0.5 were
qualified as rejected (R) due to MS/MSD %Rs grossly outside of QC limits (i.e., < 0%). The
remainder of the associated sample results were qualified as detected estimated (J) or non-
detected estimated (UJ) as applicable. The details regarding the qualification of data are
provided in Enclosure I.

VIII. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits with the exception of one DUP for metals. The associated sample
results were qualified as detected estimated (J) or non-detected estimated (UJ) as applicable.
The details regarding the qualification of data are provided in Enclosure |.

IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits.

X. Internal Standards

Internal standards were reviewed for dioxins. Percent recoveries (%R) were within QC limits.




Xl. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were met with
the following exceptions:

Associated
Diluted Sample Analyte %D (Limits) Samples Flag AorP
SL583-SA8-SB-0.0-0.5 Cobalt 15 (=10) All soil samples in SDG J (all detects) A
Lithium 14 (=10) PH085 UJ (all non-detects)

The associated sample results were qualified as detected estimated (J) or non-detected
estimated (UJ) as applicable.

Xll. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH085 All compounds reported as detected below the RL. J (all detects) A

XIll. Field Duplicate Samples

One field duplicate pair was collected and analyzed for SVOCs, pesticides, PCBs, metals,
herbicides, TPH as extractable and dioxins. All RPDs were within QC limits with the exception of
several SVOCs, PCBs, metals, TPH as extractables and dioxins. In these duplicate pairs, the
associated sample results were qualified as detected estimated (J) or non-detected estimated
(UJ) as applicable. The field duplicate résult comparisons are provided in Enclosure I.

XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No contaminants were found in
the trip blank.

One equipment blank (from SDG PHO086) was collected and analyzed for VOCs, SVOCs,
pesticides, PCBs, metals, herbicides, TPH as gasoline, TPH as extractables and dioxins. The
equipment blank had several detections for VOCs, SVOCs, metals and dioxins. The associated
sample results were qualified as non-detected (U) due to equipment blank contamination as
applicable. The sample results that were not detected or were significantly greater than the
concentrations found in the equipment bianks were not qualified. The equipment blank outlier
reports are presented in Enclosure |.

One field blank (from SDG PH029) was collected and analyzed for VOCs, SVOCs, pesticides,
PCBs, metals, herbicides, TPH as gasoline, TPH as extractables and dioxins. The field blank
had detections for several VOCs, SVOCs, metals and dioxins. The associated sample results
were qualified as non-detected (U) due to field blank contamination as applicable. The sample
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results that were not detected or were significantly greater than the concentrations found in the
field blank were not qualified. The field blank outlier reports are presented in Enclosure I.

XV. Overall Assessment of Data

The dalapon and benzidine result in sample SL-583-SA8-SB-0.0-0.5 were qualified as rejected
(R) due to MS/MSD %Rs grossly outside QC limits. These results are not useable for all
purposes.

The overall assessment of QA/QC data review by automated and manual validation of this
sampling event met project requirements and analytical completeness levels with the exceptions
noted in the above sections. The remainder of the data are deemed useable for the intended
use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Coliected Field Sample ID Lab Sampte ID Type Method Method Level
06-Aug-2013  SL-582-SA8-SB-0.0-0.5 7152826 N 3050B 6010C ]
06-Aug-2013  SL-582-SA8-SB-0.0-0.5 7152826 N 3050B 6020A i
06-Aug-2013  SL-582-SA8-SB-0.0-0.5 7152826 N 3546 8015M n
06-Aug-2013  SL-582-SA8-SB-0.0-0.5 7152826 N 3546 8082A n
06-Aug-2013  SL-582-SA8-S$B-0.0-0.5 7162826 N 3546 8270D SIM [}
06-Aug-2013  SL-582-SA8-SB-0.0-0.5 7152826 N METHOD 1613B i
06-Aug-2013  SL-582-SA8-SB-0.0-0.5 71562826 N METHOD 7471B n
06-Aug-2013  TB-080613 7152824 B 5030B 8015M I
06-Aug-2013  TB-080613 7152824 TB 5030B 8260B n
06-Aug-2013  SL-582-SA8-SB-2.5-3.5 7162827 N 30508 6010C n
06-Aug-2013  SL-582-SA8-SB-2.5-3.5 7152827 N 30508 6020A i
06-Aug-2013  SL-582-SA8-SB-2.5-3.5 7152827 N 3546 8015M i
06-Aug-2013  SL-582-SA8-SB-2.5-3.5 7152827 N 3546 8082A [}
06-Aug-2013  SL-582-SA8-SB-2.5-3.5 7152827 N 3546 8270D SIM L}
06-Aug-2013  SL-582-SA8-SB-2.5-3.5 7152827 N 5035A 8015M mn
06-Aug-2013  SL-582-SA8-SB-2.5-3.5 7152827 N 5035A 8260B In
06-Aug-2013  SL-582-SA8-SB-2.5-3.5 7162827 N METHOD 1613B n
06-Aug-2013  SL-582-SA8-SB-2.5-3.5 7152827 N METHOD 7471B n
06-Aug-2013  SL-564-SA8-5B-0.0-0.5 7152825 N 30508 6010C n
06-Aug-2013  SL-564-SA8-SB-0.0-0.5 7152825 N 3050B 6020A n
06-Aug-2013  SL-564-SA8-SB-0.0-0.5 7152825 N 3546 8015M n
06-Aug-2013  SL-564-SA8-SB-0.0-0.5 7152825 N 3546 8081B n
06-Aug-2013  SL-564-SA8-SB-0.0-0.5 7152825 N 3546 8082A n
06-Aug-2013  SL-564-SA8-SB-0.0-0.5 7152825 N 3546 8270D SIM in
06-Aug-2013  SL-564-SA8-SB-0.0-0.5 7152825 N 3550B 8151A i
06-Aug-2013  SL-564-SA8-SB-0.0-0.5 7152825 N METHOD 1613B Il

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level!
06-Aug-2013  SL-564-SA8-SB-0.0-0.5 7152825 N METHOD 7471B i
06-Aug-2013  SL-583-SA8-SB-0.0-0.5 7152828 N 3050B 6010C i
06-Aug-2013  SL-583-SA8-SB-0.0-0.5 7152828 N 3050B 6020A 1]
06-Aug-2013  SL-583-SA8-SB-0.0-0.5 7152828 N 3546 8015M n
06-Aug-2013  SL-583-SA8-SB-0.0-0.5 7152828 N 3546 80818 It
06-Aug-2013  SL-583-SA8-SB-0.0-0.5 7162828 N 3546 8082A n
06-Aug-2013  SL-583-SA8-SB-0.0-0.5 7152828 N 3546 8270D I
06-Aug-2013  SL-583-SA8-SB-0.0-0.5 7152828 N 3546 8270D SIM n
06-Aug-2013  SL-583-SA8-SB-0.0-0.5 7152828 N 3550B 8151A in
06-Aug-2013  SL-583-SA8-SB-0.0-0.5 7152828 N METHOD 1613B n
06-Aug-2013  SL-583-SA8-SB-0.0-0.5 7152828 N METHOD 7471B ]
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MS 7152829 MS 3050B 6010C i
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MS 7152829 MS 3050B 6020A i
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MS 7152829 MS 3546 8015M n
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MS 7152829 MS 3546 8081B Il
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MS 7152829 MS 3546 8082A IH
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MS 7152829 MS 3546 8270D il
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MS 7152829 MS 3546 8270D SIM !
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MS 7152829 MS 35508 8151A n
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MS 7152829 MS METHOD 16138 L}
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MS 7152829 MS METHOD 7471B ]
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MSD 7152830 MSD 3050B 6010C i
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MSD 7152830 MSD 3050B 6020A I
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MSD 7152830 MSD 3546 8015M |
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MSD 7152830 MSD 3546 8081B 1
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MSD 7152830 MsD 3546 8082A in

IIl = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 2 of 3



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MSD 7152830 MSD 3546 8270D ]
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MSD 7152830 MSD 3546 8270D SIM 1]
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MSD 7152830 MSD 3550B 8151A IH
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MSD 7152830 MSD METHOD 1613B I
06-Aug-2013  SL-583-SA8-SB-0.0-0.5MSD 7152830 MSD METHOD 7471B n
06-Aug-2013  SL-583-SA8-SB-0.0-0.5DUP 7152831 DUP 3050B 6010C ]!
06-Aug-2013  SL-583-SA8-SB-0.0-0.5DUP 7152831 bUP 3050B 6020A mn
06-Aug-2013  SL-583-SA8-SB-0.0-0.5DUP 7152831 DUP METHOD 74718 n
06-Aug-2013  SL-883-SA8-SB-0.0-0.5 7152832 FD 3050B 6010C i
06-Aug-2013  SL-883-SA8-SB-0.0-0.5 7152832 FD 30508 6020A n
06-Aug-2013  SL-883-SA8-SB-0.0-0.5 7152832 FD 3546 8015M il
06-Aug-2013  SL-883-SA8-SB-0.0-0.5 7152832 FD 3546 8081B 1
06-Aug-2013  S1-883-SA8-SB-0.0-0.5 7152832 FD 3546 8082A n
06-Aug-2013  SL-883-SA8-SB-0.0-0.5 7152832 FD 3546 8270D 1]
06-Aug-2013  SL-883-SA8-SB-0.0-0.5 7152832 FD 3546 8270D SIM i
06-Aug-2013  SL-883-SA8-SB-0.0-0.5 7152832 FD 3550B 8151A n
06-Aug-2013  SL-883-SA8-SB-0.0-0.5 7152832 FD METHOD 1613B m
06-Aug-2013  SL-883-SA8-SB-0.0-0.5 7152832 FD METHOD 7471B 1]
06-Aug-2013  SL-584-SA8-SB-0.0-0.5 7152833 N 3050B 6010C mn
06-Aug-2013  SL-584-SA8-SB-0.0-0.5 7152833 N 3050B 6020A I
06-Aug-2013  SL-584-SA8-SB-0.0-0.5 7152833 N 3546 8015M i
06-Aug-2013  SL-584-SA8-SB-0.0-0.5 7152833 N 3546 8082A ]
06-Aug-2013  SL-584-SA8-SB-0.0-0.5 7152833 N 3546 8270D SIM ]
06-Aug-2013  SL-584-SA8-SB-0.0-0.5 7152833 N METHOD 1613B ][]
06-Aug-2013  SL-584-SA8-SB-0.0-0.5 7152833 N METHOD 7471B i

Ill = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Attachment 2
Overall Data Qualification Summary



Data Qualifier Summary

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PrepPH085 eQAPP Name: CDM_SSFL_131101_Lan

Method Category:  METALS : .
6010C Matrix: SO
Sample ID: SL-564-SA8-SB-0.0-0.5 Collected: 8/6/2013 10:00:00 Analysis Type: RES Dilution: 1
Data
Lab Review Reason

Result

0.749

ANTIMONY 4.05 u 4.05 uJ Q
ARSENIC 3.02 J 0.709 MDL 4.05 mg/Kg J 4
BERYLLIUM 0.728 J 0.0678 | MDL 1.01 mg/Kg J z
CADMIUM 0.198 J 0.0769 | MDL 1.01 mg/Kg J z
COBALT 712 0.100 MDL 1.01 mg/Kg J A
LEAD 16.2 0.506 MDL 3.04 mg/Kg J Q
LITHIUM 21.8 0.34 MDL 4.0 mg/Kg J A
MOLYBDENUM 0.405 J 0.172 MDL 2.02 mg/Kg U] B,F,F
POTASSIUM 4100 8.44 MDL 101 myg/Kg J Q
SODIUM 62.8 J 16.9 MDL 101 mg/Kg J z
TIN 2.90 J 0.223 MDL 10.1 mg/Kg U B
ZINC 62.3 0.202 MDL 4.05 mg/Kg J QE
Zirconium 3.02 J 0.850 MDL 5.06 mg/Kg J Z
Sample ID: SL-582-SA8-SB-0.0-0.5 Collected: 8/6/2013 7:45:00 AM  Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason

Analyte Result Qual DL Type RL T Units Qual ] nge&

J Z,Q

ANTIMONY 2.05 J 0.779 MDL 4.21 PQL mg/Kg
ARSENIC 2.89 J 0.737 MDL 4.21 PQL mg/Kg J z
BERYLLIUM 0.680 J 0.0706 MDL 1.06 PQL mg/Kg J Y4
CADMIUM 0.594 J 0.0801 MDL 1.06 PQL mg/Kg J 4
COBALT 6.96 0.104 MDL 1.05 PQL mg/Kg J A
LEAD 18.0 0.527 MDL 3.16 PQL mg/Kg J Q
LITHIUM 19.7 0.36 MDL 4.2 PQL mg/Kg J A
MOLYBDENUM 0.459 J 0.179 MDL 21 PQL mg/Kg U B,F,F
POTASSIUM 3860 8.78 MDL 105 PQL mg/Kg J Q
SODIUM 65.6 J 17.6 MDL 105 PQL mg/Kg J z
TIN 2.78 J 0.232 MDL 10.5 PQL mg/Kg U B
ZINC 179 0.211 MDL 4.21 PQL mg/Kg J Q,E
Zirconium 2.32 J 0.885 MDL 5.27 PQL mg/Kg J 4
Sample ID: SL-582-SA8-SB-2.5-3.5 Collected: 8/6/2013 8:50:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab Reason
Result Qual Code

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:40:09 AM ADR version 1.7.0.207 Page 1 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PrepPH085 €QAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID: SL-582-SA8-SB-2.5-3.5 Collected: 8/6/2013 8:50:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Review Reason
Analyte _nest L I YPE 1 -od
ARSENIC 237 J 0.737 MDL 4 4.21 PQL mg/Kg J L Z
BERYLLIUM 0.784 J 0.0705 | MDL 1.05 PQL mg/Kg J z
CADMIUM 0.253 J 0.0800 | MDL 1.05 PQL mg/Kg J z
COBALT 6.78 0.104 MDL 1.06 PQL mg/Kg J A
LEAD 8.15 0.526 MDL 3.16 PQL mg/Kg J Q
LITHIUM 201 0.36 MDL 42 PQL mg/Kg J A
MOLYBDENUM 0.446 J 0.179 MDL 2.10 PQL mg/Kg ] B,F, F
POTASSIUM 3770 8.78 MDL 105 PQL mg/Kg J Q
SODIUM 69.8 J 17.6 MDL 105 PQL mg/Kg J 4
TIN 2.69 J 0.231 MDL 10.5 PQL mg/Kg U B
ZINC 59.7 0.210 MDL 4.21 PQL mg/Kg J QE
Zirconium 1.86 J 0.884 MDL 5.26 PQL mg/Kg J z
Sample ID: SL-583-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Anal e Result Qual DL T e RL Type Units Code
ANTIMONY 4.00 U 0.740 MDL 4.00 PQL mg/Kg uJd Q,FD
ARSENIC 1.72 J 0.700 MDL 4.00 PQL mg/Kg J Z
BERYLLIUM 0.621 J 0.0670 MDL 0.999 PQL mg/Kg J 4
CADMIUM 0.584 J 0.0760 | MDL 0.999 PQL mg/Kg J Z,FD
COBALT 5.46 0.0989 MDL 0.999 PQL mg/Kg J A
LEAD 15.4 0.500 MDL 3.00 PQL mg/Kg J Q,FD
LITHIUM 19.6 0.34 MDL 4.0 PQL mg/Kg J A
MOLYBDENUM 0.853 J 0.170 MDL 2.00 PQL mg/Kg uJ FD,B,F,F
POTASSIUM 3290 8.33 MDL 99.9 PQL mg/Kg J Q
SODIUM 64.5 J 16.7 MDL 99.9 PQL mg/Kg J z
TIN 2.75 J 0.220 MDL 9.99 PQL mg/Kg V] B
ZINC 106 0.200 MDL 4.00 PQL mg/Kg J Q,E FD
Zirconium 2.53 J 0.839 MDL 5.00 PQL mg/Kg J z
Sample ID: SL-584-SA8-SB-0.0-0.5 Collected: 8/6/2013 2:15:00 PM  Analysis Type: RES . Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL T pe RL Type ’ Units Qua{ - Code
ANTMONY 4.01 B U 0.742 MDL 4.01 PQL mg/Kg uJ Q
ARSENIC 2.82 J 0.702 MDL 4.01 PQL mg/Kg J 4

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:40:09 AM ADR version 1.7.0.207 Page 2 of 14



Lab Reporting Batch ID: PH085

EDD Filename: PrepPH085

Matrix:

Data Qualifier Summary

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

SO
Sample ID: SL-584-SA8-SB-0.0-0.5 Collected: 8/6/2013 2:15:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL Review Reason
Result T}

PR,

BERYLLIUM 0.674 J 0.0672 | MDL 1.00 PQL mg/Kg J i
CADMIUM 0.164 J 0.0762 | MDL 1.00 PQL mg/Kg J z
COBALT 5.11 0.0993 MDL 1.00 PQL mg/Kg J A
LEAD 8.83 0.502 MDL 3.01 PQL mg/Kg J Q
LITHIUM 23.1 0.34 MDL 4.0 PQL mg/Kg J A
MOLYBDENUM 0.634 J 0.171 MDL 2.01 PQL mg/Kg u B,F,F
POTASSIUM 3560 8.37 MDL 100 PQL mg/Kg J Q
SODIUM 64.0 J 16.8 MDL 100 PQL mg/Kg J z
TIN 2.66 J 0.221 MDL 10.0 PQL mg/Kg U B
ZINC 117 0.201 MDL 4.01 PQL mg/Kg J QE
Zirconium 0.847 J 0.843 MDL 5.02 PQL mg/Kg J z
Sample ID: SL-883-SA8-$B-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Apa( yte i M:Result Qual DL _| Type RL Type | Units Qual Code
ANTIMONY 8.98 0.757 MDL 4.09 PQL mg/Kg J Q,FD
ARSENIC 2.32 J 0.716 MDL 4.09 PQL mg/Kg J z
BERYLLIUM 0.614 J 0.0686 MDL 1.02 PQL mg/Kg J z
CADMIUM 1.39 0.0778 MDL 1.02 PQL mg/Kg J FD
COBALT 5.76 0.101 MDL 1.02 PQL mg/Kg J A
LEAD 27.3 0.512 MDL 3.07 PQL mg/Kg J Q, FD
LITHIUM 20.4 0.35 MDL 4.1 PQL mg/Kg J A
MOLYBDENUM 0.380 J 0.174 MDL 2.05 PQL mg/Kg uJ FD,B,F, F
POTASSIUM 3440 8.54 MDL 102 PQL mg/Kg J Q
SODIUM 66.7 J 171 MDL 102 PQL mg/Kg J Z
TIN 414 J 0.225 MDL 10.2 PQL mg/Kg U B
ZINC 219 0.205 MDL 4.09 PQL mg/Kg J Q,E, FD
Zirconium 1.94 J 0.860 MDL 5.12 PQL mg/Kg J Z
* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/18/2013 6:40:09 AM ADR version 1.7.0.207 Page 3 of 14




Data Qualifier Summary

Lab Reporting Batch ID; PH085 Laboratory: LL
EDD Filename: PrepPH085 ¢QAPP Name: CDM_SSFL_131101_Lan

SO

Sample ID: SL-564-SA8-SB-0.0-0.5 Collected: 8/6/2013 10:00:00 Analysis Type: REA Dilution: 2

Data
Lab Review

Result |

Sample ID: SL-564-SA8-SB-0.0-0.5 Collected: 8/6/2013 10:00:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
{lnal e _ | _Result Qual DL Type RL Type Units Qual Code
SILVER 0.0500 J 0.0263 MDL 0.202 PQL mg/Kg J Z,QE
STRONTIUM 29.0 0.0688 MDL 0.405 PQL mg/Kg J QEE
THALLIUM 0.328 0.0304 MDL 0.202 PQL mg/Kg J QE
Sample ID: SL-582-SA8-SB-0.0-0.5 Collected: 8/6/2013 7:45:00 AM  Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Qnal e Result i Qual DL Type Qual WCod

SELENIUM
Sample ID: SL.-582-SA8-SB-0.0-0.5 Collected: 8/6/2013 7:45:00 AM  Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte , Result Qual DL Qual Code
SILVER 0.0849 J 0.0274 MDL 0.211 PQL mg/Kg J Z,QE
STRONTIUM 29.8 0.0716 MDL 0.421 PQL mg/Kg J QEE
THALLIUM 0.399 0.0316 MDL 0.211 PQL mg/Kg J QE
Sample ID: SL-582-SA8-SB-2.5-3.5 Collected: 8/6/2013 8:50:00 AM  Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Result Qual _Qu Code

Sample ID: SL-582-SA8-SB-2.5-3.5 Collected: 8/6/2013 8:50:00 AM  Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
__Result | Qual DL Type RL Type | Units | Qual |  Code
SILVE 0.0375 J 0.0274 MDL 0.210 PQL mg/Kg J Z,QE
STRONTIUM 38.2 0.0715 MDL 0.421 PQL mg/Kg J QEE
THALLIUM 0.443 0.0316 MDL 0.210 PQL mg/Kg J QE

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3

11/18/2013 6:40:10 AM ADR version 1.7.0.207 Page 4 of 14



Lab Reporting Batch ID: PH085

EDD Filename: PrepPH085

Data Qualifier Summary

Laboratory: LL

€QAPP Name: CDM_SSFL_131101_Lan

Matrix: - SO

Coliected: 8/6/2013 12:20:00

Analysis Type: REA

Dilution: 2

Lab

Result

Sample ID: SL-583-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:20:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Res Qual RL Qual Code
SILVER 0.0432 J 0.0260 MDL 0.200 PQL mg/Kg J Z,QE FD
STRONTIUM 234 0.0680 MDL 0.400 PQL mg/Kg J Q,EE
THALLIUM 0.262 0.0300 | MDL 0.200 PQL mg/Kg J QE
Sample ID: SL-584-SA8-SB-0.0-0.5 Collected: 8/6/2013 2:15:00 PM  Analysis Type: REA Dilution: 2
Data
Lab Lab Review Reason
Result Qual | Qual Code

Sample ID: S1.-584-SA8-SB-0.0-0.5 Collected: 8/6/2013 2:15:00 PM  Analysis Type: RES Dilution: 2
) Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL T) RL | T Units Qual Code
SILVER 0.0339 J 0.0261 MDL 0.201 PQL mg/Kg J Z,QE
STRONTIUM 31.0 0.0682 MDL 0.401 PQL mg/Kg J QEE
THALLIUM 0.338 0.0301 MDL 0.201 PQL mg/Kg J Q.E
Sample ID: SL-883-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual | DL Type RL Type Units Qual Code
SELENIUM 0.215 J 0.102 MDL 0.409 PQL mg/Kg J Z,Q
Sample ID: SL-883-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual | DL Type RL Type Units Qual _ Code
SILVER 0.101 J 0.0266 MDL 0.205 PQL mg/Kg J Z,QE, FD
STRONTIUM 34.7 0.0696 MDL 0.409 PQL mg/Kg J Q,EE
THALLIUM 0.381 0.0307 MDL 0.205 PQL mg/Kg J QE

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:40:10 AM

ADR version 1.7.0.207

Page 5 of 14




Data Qualifier Summary

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PrepPH085 ¢QAPP Name: CDM_SSFL_131101_Lan

16)
Sample ID: SL-564-SA8-SB-0.0-0.5 Collected: 8/6/2013 10:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL Review Reason

Analyte Result | Qual _Type

1,2,3,4,6,7,8-HPCDF 1.38 JB 0.0606 | MDL 5.06 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.146 JBQ 0.0972 | MDL 5.06 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.157 J 0.0533 | MDL 5.06 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.211 JQ 0.0386 MDL 5.06 PQL ng/Kg J Y4
1,2,3,6,7,8-HXCDD 0.426 JB 0.0567 | MDL 5.06 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.196 J 0.0382 | MDL 5.06 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.437 J 0.0569 MDL 5.06 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.295 JQ 0.0515 MDL 5.06 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.155 JB 0.0819 MDL 5.06 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.456 J 0.0508 MDL 5.06 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.222 J 0.0357 MDL 5.06 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.147 JB 0.0464 | MDL 5.06 PQL | ng/Kg U B
2,3,7,8-TCDD 0.0834 JQ 0.0688 | MDL 1.01 PQL ng/Kg J z
2,3,7,8-TCDF 0.241 J 0.103 MDL 1.01 PQL ng/Kg J z
OCDF 3.91 JB 0.105 MDL 10.1 PQL ng/Kg J z
Sample ID: SL-582-SA8-SB-0.0-0.5 Collected: 8/6/2013 7:45:00 AM  Analysis Type: RES Dilution: 1

Data
Lab Reason
Result

1,2,3,4,6,7,8-HPCDF

1,2,3,4,7,8,9-HPCDF 0.207 JB 0.0673 | MDL 5.19 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.206 JQ 0.0671 MDL 5.19 PQL ng/Kg J 4
1,2,3,4,7,8-HXCDF 0.327 J 0.0566 | MDL 5.19 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.978 JB 0.0737 | MDL 5.19 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.441 J 0.0524 | MDL 5.19 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.918 J 0.0703 | MDL 5.19 PQL ng/Kg J Y4
1,2,3,7,8,9-HXCDF 0.896 J 0.0686 | MDL 5.19 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.362 JB 0.0663 | MDL 5.19 PQL ng/Kg U B
1,2,3,7,8-PECDF 2.74 J 0.0786 | MDL 5.19 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.284 J 0.0546 | MDL 5.19 PQL ng/Kg J 4
2,3,4,7,8-PECDF 0.534 JB 0.0820 | MDL 519 PQL ng/Kg J z
2,3,7,8-TCDD 0.135 JQ 0.0453 | MDL 1.04 PQL ng/Kg J z
2,3,7,8-TCDF 0.444 Ja 0.170 MDL 1.04 PQL ng/Kg J Z
OCDF 3.45 JB 0.0511 MDL 10.4 PQL ng/Kg J Z

* denotes a non-reportable resulit
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:40:10 AM ADR version 1.7.0.207 Page 6 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PrepPH085 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
Sample ID: SL-582-SA8-SB-2.5-3.5 Collected: 8/6/2013 8:50:00 AM  Analysis Type: RES Dilution: 1

Data
Lab Lab Review

Mnal e i}

1,2,3,4,6,7,8-HPCDD 0.453 JB 0.0363 MDL 5.12 PQL ng/Kg MJ ( ‘ z
1,2,3,4,6,7,8-HPCDF 0.0800 JB 0.0188 MDL 5.12 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.444 JBQ 0.0550 MDL 5.12 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDD 0.650 J 0.0528 MDL 512 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.940 JQ 0.0223 MDL 5.12 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.0679 JBQ 0.0583 MDL 5.12 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.173 J 0.0286 MDL 5.12 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.0207 JQ 0.0181 MDL 5.12 PQL ng/Kg J z
OCDD 3.23 JB 0.0294 MDL 10.2 PQL ng/Kg J z
OCDF 0.156 JBQ 0.0348 MDL 10.2 PQL ng/Kg U B
Sample ID: SL-583-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:20:00 Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

Aﬂ,a' e Result | Q‘f?! DL T e RL Type W({gits Qual Code

1,2,3,4,6,7,8-HPCDD 12.8 B MDL PQL ng/Kg J FD

1,2,3,4,6,7,8-HPCDF 1.65 JB 0.0256 | MDL 4.95 PQL ng/Kg J Z,FD
1,2,3,4,7,8,9-HPCDF 0.189 JB 0.0448 | MDL 4.95 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HxCDD 0.266 JQ 0.0615 | MDL 4.95 PQL ng/Kg J Z,FD
1,2,3,4,7,8-HXCDF 0.347 J 0.0378 | MDL 4.95 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDD ) 0.870 JB 0.0673 | MDL 4.95 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDF 0.403 J 0.0379 | MDL 4.95 PQL ng/Kg J Z, FD
1,2,3,7,8,9-HXCDD 0.861 J 0.0667 | MDL 4.95 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.396 J 0.0440 | MDL 4.95 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.151 JB 0.0482 | MDL 4.95 PQL ng/Kg UJ B, FD
1,2,3,7,8-PECDF 210 J 0.0504 | MDL 4.95 PQL ng/Kg J Z,FD
2,3,4,6,7,8-HXCDF 0.237 J 0.0391 MDL 4.95 PQL ng/Kg J Z,FD
2,3,4,7,8-PECDF 0.252 JB 0.0484 | MDL 4.95 PQL ng/Kg J Z,FD
2,3,7,8-TCDD 0.990 U 0.0325 | MDL 0.990 PQL ng/Kg Ud FD
2,3,7,8-TCDF 0.581 J 0.0903 | MDL 0.990 PQOL ng/Kg J Z,FD
OCDD 122 B 0.0284 | MDL 9.90 PQL ng/Kg J Q, Q FD
OCDF 3.08 JB 0.0263 | MDL 9.90 PQL ng/Kg J Z,FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:40:10 AM ADR version 1.7.0.207 Page 7 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PrepPH085 eQAPP Name: CDM_SSFL_131101_Lan
Method Category:  SVOA - . : -
Method: 1613B Matrix: -~ SO
Sample ID: SL-584-SA8-SB-0.0-0.5 Collected: 8/6/2013 2:15:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | DL _ L Units |
1,2,3,4,6,7,8-HPCDD 1.60 JB 0.0559 MDL 4.86 ’ PQL ng)Kg J Z
1,2,3,4,6,7,8-HPCDF 0.326 JB 0.0201 MDL 4.86 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0350 J 0.0280 MDL 4.86 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.0701 J 0.0379 MDL 4.86 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0585 JBQ 0.0214 MDL 4.86 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.489 JBQ 0.0409 MDL 4.86 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0440 JBQ 0.0211 MDL 4.86 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.584 J 0.0399 MDL 4.86 PQL ng/Kg J V4
1,2,3,7,8,9-HXCDF 0.352 JB 0.0262 MDL 4.86 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.0953 JBQ 0.0532 MDL 4.86 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.143 JB 0.0280 MDL 4.86 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0696 JBQ 0.0201 MDL 4.86 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0809 JQ 0.0273 MDL 4.86 PQL ng/Kg U B
OCDF 0.646 JBQ 0.0424 MDL 9.72 PQL ng/Kg J z
Sample ID: SL-883-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resulg' | Qual DL Type | RL Type %L!Inits MQuaI Codg """""
2,3,7,8-TCDF 2.32 C 0.152 MDL 0.997 PQL ng/Kg J FD
Sample ID: SL-883-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
ﬂnal e Result Qual | Codg,
1,2,3,4,6,7,8-HPCDD 45.6 B 0.118 PQL ng/Kg J FD
1,2,3,4,6,7,8-HPCDF 5.73 B 0.0586 MDL 4.98 PQL ng/Kg J FD
1,2,3,4,7,8,9-HPCDF 0.551 JQ 0.0793 MDL 4.98 PQL ng/Kg J Z,FD
1,2,3,4,7,8-HxCDD 0.778 J 0.115 MDL 4.98 PQL ng/Kg J Z,FD
1,2,3,4,7,8-HXCDF 1.37 JB 0.0745 MDL 4.98 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDD 2.27 JB 0.120 MDL 4.98 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDF 1.1 JB 0.0798 MDL 4.98 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDD 1.93 J 0.121 MDL 4.98 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.642 JB 0.0854 MDL 4.98 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.548 JB 0.135 MDL 4.98 PQL ng/Kg J Z,FD
1,2,3,7,8-PECDF 5.96 B 0.122 MDL 4.98 PQL ng/Kg J FD
2,3,4,6,7,8-HXCDF 0.767 JB 0.0750 MDL 4.98 PQL ng/Kg J Z,FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:40:10 AM ADR version 1.7.0.207 Page 8 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PrepPH085 eQAPP Name: CDM_SSFL_131101_Lan
Method Category:  SVOA

1613B SO

Sample ID: SL-883-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: RES Dilution: 1

Data
Lab Review Reason

Analyte Result | Qual _ DL Qual Code
2,3,4,7 8-PECDF 1.66 ] J T 0105 MDL 4.98 PQL ng/Kg J Z,FD
2,3,7,8-TCDD 0.0550 J 0.0532 MDL 0.997 PQL ng/Kg J Z,FD
OCDD 414 B 0.0605 MDL 9.97 PQL ng/Kg J FD
OCDF 11.5 B 0.0592 MDL 9.97 PQL ng/Kg J FD

SO

Sample ID: SL-582-SA8-SB-0.0-0.5 Collected: 8/6/2013 7:45:00 AM  Analysis Type: RES Dilution: 2

Data
Lab Review
Result |

EFH (C15-C20)

Sample ID: SL-582-SA8-SB-2.5-3.5 Collected: 8/6/2013 8:50:00 AM  Analysis Type: REA Dilution: 1

EFH (C21-C30)

Sample ID: SL-583-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:20:00 Analysis Type: RES Dilution: 1

Data
Review Reason

Lab RL

Analyte

EFH (C15-C20) 5.1 U

2.0 MDL 5.1 PQL mg/Kg uJ

FD
EFH (C21-C30) 13 2.0 MDL 5.1 PQL mg/Kg J Q, FD
EFH (C30-C40) 34 4.1 MDL 10 PQL mg/Kg J FD
Sample ID: SL-883-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab RL Reason
Analyte Result

EFH (C15-C20)
EFH (C21-C30) 24 2.0 MDL 5.1 PQL | mg/Kg J FD
EFH (C30-C40) 66 4.1 MDL 10 PQL | mg/Kg J FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3

11/18/2013 6:40:10 AM ADR version 1.7.0.207 Page 9 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PrepPH085 eQAPP Name: CDM_SSFL_131101_Lan
Method Category:
Method: Matrix: SO

Sample ID: SL-564-SA8-SB-0.0-0.5 Collected: 8/6/2013 10:00:00 Analysis Type: RES Ditution: 4

Data
Lab Lab RL Review Reason
Result Qual

4,4'-DDE 1.3 J 0.35 MDL 1.8 PQL ug/Kg J VAR
4,4-DDT 1.1 J 0.37 MDL 1.8 PQL ug/Kg J Z,S

Matrix: SO

Sample ID: SL-582-SA8-SB-0.0-0.5 Collected: 8/6/2013 7:45:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
AROCLOR 1260 9.5 J 4.1 MDL 18 PQL ug/Kg J z
Sample ID: SL-583-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:20:00 Analysis Type: RES Dilution: 1
Data
Lab Review Reason

AROCLOR 1254 20 4.5 MDL 17 PQL ug/Kg J FD

AROCLOR 1260 9.2 J 4.0 MDL 17 PQL ug/Kg J Z,FD

Aroclor 5460 34 U 10 MDL 34 PQL ug/Kg uJ FD

Sample ID: SL-883-SA8-SB-0.0-0.5 Coliected: 8/6/2013 12:25:00 Analysis Type: RES Dilution: 1
Data

RL Review Reason

AROCLOR 1254 96 4.5 MDL 17 PQL ug/Kg J FD

AROCLOR 1260 17 U 4.0 MDL 17 PQL ug/Kg uJ FD
Aroclor 5460 22 J 10 MDL 34 PQL ug/Kg J Z,FD

Method Category:

Method: Matrix: - SO

Sample ID: SL-564-SA8-SB-0.0-0.5 Collected: 8/6/2013 10:00:00 Analysis Type: RES Dilution: 1

Data
Review

Qual

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:40:10 AM ADR version 1.7.0.207 Page 10 of 14



Lab Reporting Batch ID: PH085

EDD Filename: PrepPH085

Collected: 8/6/2013 12:20:00

Data Qualifier Summary

o)

Analysis Type: RES

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Dilution: 1

2,4-D

Lab

Result _

Lab

DL RL

MDL 37

Data
Review
Qual

Reason

23

12

ug/Kg

23 J 12 PQL ug/Kg z
DALAPON 91 U 45 MDL 91 PQL ug/Kg R Q
Sample ID: SL-883-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result 1 Qqal DL Type | RL Type Units Qual Code

Sample ID: SL-583-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:20:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
i ‘; L RL Units | Qual | _ Code
BENZIDINE 1700 U 710 MDL 1700 PQL ug/Kg R Q
BENZO(A)ANTHRACENE 7 J 3 MDL 17 PQL ug/Kg J Z
BENZO(B)FLUORANTHENE 8 J 3 MDL 17 PQL ug/Kg J z
BENZO(K)FLUORANTHENE 8 J 3 MDL 17 PQL ug/Kg J Z,FD
CHRYSENE 7 J 3 MDL 17 PQL ug/Kg J Z
FLUORANTHENE 4 J 3 MDL 17 PQL ug/Kg J Z,FD
PHENANTHRENE 5 J 3 MDL 17 PQL ug/Kg J z
Sample ID: SL-583-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Qual Qual | _ Code
PYRENE
Sample ID: SL-883-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason

Anal e

Result

Qual

MDL 17 PQL

Qual

ANTHRACENE 3 J 3 J z
BENZO(A)ANTHRACENE 5 J 3 MDL 17 PaL | ug/Kg J z
BENZO(A)PYRENE 8 J 3 MDL 17 PQL | ugiKg J z
BENZO(B)FLUORANTHENE 9 J 3 MDL 17 PQL | ug/Kg J z
BENZO(G,H,|)PERYLENE 6 J 3 MDL 17 PQL | ug/Kg J z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:40:10 AM

ADR version 1.7.0.207

Page 11 of 14



Lab Reporting Batch ID: PH085
EDD Filename: PrepPH085

Data Qualifier Summary

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Method Category:
Matrix: SO
Sample ID: SL-883-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data o
Lab Lab DL Review Reason
Analyte Result | Qual Type ,
BENZO(K)FLUORANTHENE 4 J 3 MDL N 17 PQL ng/Kg J Z,FD
FLUORANTHENE 8 J 3 MDL 17 PQL ug/Kg J Z,FD
INDENO(1,2,3-CD)PYRENE 5 J 3 MDL 17 PQL ug/Kg J z
PHENANTHRENE 6 J 3 MDL 17 PQL ug/Kg J z
PYRENE 10 J 3 MDL 17 PQL ug/Kg J Z

8270D SIM Matrix: SO
Sample ID: SL-564-SA8-SB-0.0-0.5 Collected: 8/6/2013 10:00:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte - Resuit Qual Qual Code
BENZO(A)ANTHRACENE 0.75 J 0.69 MDL 1.7 PQL ug/Kg J 4
BIS(2-ETHYLHEXYL)PHTHALATE 8.2 J 6.3 MDL 19 PQL ug/Kg J z
Sample ID: SL-582-SA8-SB-0.0-0.5 Collected: 8/6/2013 7:45:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL T) RL T Units Qual Cod

1-METHYLNAPHTHALENE

B 7

Sample ID: SL.-582-SA8-SB-0.0-0.5 Collected: 8/6/2013 7:45:00 AM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Qual Code
BENZO(A)ANTHRACENE 0.85 J 0.71 MDL 1.8 PQL ug/Kg J Z
BENZO(A)PYRENE 0.93 J 0.71 MDL 1.8 PQL ug/Kg J z
BENZO(K)FLUORANTHENE 0.73 J 0.71 MDL 1.8 PQL ug/Kg J z
Butylbenzylphthalate 9.7 J 6.4 MDL 19 PQL ug/Kg J z
Sample ID: SL.-583-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:20:00 Analysis Type: RES Dilution: 1
Data
Lab Review
Result

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:40:10 AM

ADR version 1.7.0.207

Page 12 of 14



Lab Reporting Batch ID: PH085
EDD Filename: PrepPH085

Data Qualifier Summary

Laboratory: LL
¢QAPP Name: CDM_SSFL_131101_Lan

SO
Sample ID: SL-583-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:20:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason

Anal e

2-METHYLNAPHTHALENE

0.68

1.7

Q I O T

Cod

BENZO(B)FLUORANTHENE

0.67

1.0 J MDL PQL ug/Kg J Z,' FD
BENZO(A)PYRENE 11 J 0.68 MDL 1.7 PQL ug/Kg J z
BENZO(E)PYRENE 17 U 3.4 MDL 17 PQL ug/Kg uJ FD
BENZO(G,H,|)PERYLENE 0.71 J 0.68 MDL 1.7 PaL | ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 11 J 6.1 MDL 18 PQL ug/Kg J Z,FD
Butylbenzylphthalate 18 U 6.1 MDL 18 PQL ug/Kg uJ FD
DIBENZO(A,H)ANTHRACENE 1.7 u 0.68 MDL 1.7 PQL ug/Kg uJ FD
NAPHTHALENE 1.2 J 0.68 MDL 1.7 PQL ug/Kg J Z,FD
Sample ID: SL-584-SA8-SB-0.0-0.5 Collected: 8/6/2013 2:15:00 PM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1

Data

Lab Lab DL RL Review Reason

Anal, Result Qual | DL

1-METHYLNAPHTHALENE

1.0 J ug/Kg J
CHRYSENE 1.1 J 0.34 MDL 1.7 PaL ug/Kg J z
FLUORANTHENE 1.1 J 0.67 MDL 1.7 PQL ug/Kg J z
PHENANTHRENE 0.78 J 0.67 MDL 17 PQL ug/Kg J Z
PYRENE 0.93 J 0.67 MDL 1.7 PQL ug/Kg J z
Sample ID: SL-883-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason
Result ng‘l‘ Qual Codgy _

E

2-METHYLNAPHTHALENE

Sample ID: SL-883-SA8-SB-0.0-0.5 Collected: 8/6/2013 12:25:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab Review Reason
\Anal Result Qual Qua Co

ug/Kg
BENZO(E)PYRENE 4.5 J 3.4 MDL 17 PQL ug/Kg J Z,FD
BIS(2-ETHYLHEXYL)PHTHALATE 29 6.1 MDL 18 PQL ug/Kg J FD
Butylbenzylphthalate 27 6.1 MDL 18 PQL ug/Kg J FD
DIBENZO(A,H) ANTHRACENE 0.69 J 0.68 MDL 1.7 PQL ug/Kg J Z,FD
NAPHTHALENE 2.3 0.68 MDL 1.7 PQL ug/Kg J FD

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:40:10 AM

ADR version 1.7.0.207

Page 13 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH085

EDD Filename: PrepPH085

Reason Code

Reason Code Legend

Description

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

# Professional Judgment

A ICP Serial Dilution

B Calibration Blank Contamination
B Method Blank Contamination

E Laboratory Duplicate Precision
E Matrix Spike Precision

F Equipment Blank Contamination
F Field Blank Contamination

FD Field Duplicate Precision

Q Laboratory Duplicate Precision
Q Matrix Spike Lower Estimation
Q Matrix Spike Lower Rejection

Q Matrix Spike Precision

Q Matrix Spike Upper Estimation
S Surrogate/Tracer Recovery Upper Estimation
4 Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

11/18/2013 6:40:10 AM

Page 14 of 14



Enclosure |
EPA Level 111 ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outlier Reports

PHO85



Method Blank Outlier Report

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PH085_v2 eQAPP Name: CDM_SSFL_131101_Lan

Method: 1613B

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
BLK2240B372137 8/13/2013 9:37:00 PM 1,2,3,4,6,7,8-HPCDD 0.0637 ng/Kg SL-564-SA8-SB-0.0-0.5
1,2,3,4,6,7,8-HPCDF 0.0267 ng/Kg SL-582-SA8-SB-0.0-0.5
1,2,3,4,7,8,9-HPCDF 0.0434 ng/Kg SL-582-SA8-SB-2.5-3.5
1,2,3,6,7,8-HXCDD 0.0377 ng/Kg SL-583-SA8-SB-0.0-0.5
1,2,3,7.8-PECDD 0.0780 ng/Kg
2,3,4,7,8-PECDF 0.0474 ng/Kg
OCDD 0.252 ng/Kg
OCDF 0.202 ng/Kg
BLK2270B370710 8/17/2013 7:10:00 AM 1,2,3,4,6,7,8-HPCDD 0.0682 ng/Kg SL-584-SA8-SB-0.0-0.5
1,2,3,4,6,7,8-HPCDF 0.0368 ng/Kg SL-883-SA8-SB-0.0-0.5
1,2,3,4,7,8-HXCDF 0.0398 ng/Kg
1,2,3,6,7,8-HXCDD 0.0344 ng/Kg
1,2,3,6,7,8-HXCDF 0.0310 ng/Kg
1,2,3,7,8,9-HXCDF 0.0558 ng/Kg
1,2,3,7,8-PECDD 0.0796 ng/Kg
1,2,3,7,8-PECDF 0.0421 ng/Kg
2,3,4,6,7,8-HXCDF 0.0316 ng/Kg
2,3,4,7,8-PECDF 0.0576 ng/Kg
OCbD 0.286 ng/Kg
OCDF 0.112 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified

Sample ID Analyte Result Final Result
gﬁééﬁ-SAa-SB-o.o-o.5(RES) 1,2,3,4,7,8,9-HPCDF - 146 ng/Kg 0.146 ng/k;th
SL-564-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.155 ng/Kg 0.155U ng/Kg
SL-564-SA8-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.147 ng/kg 0.147U ng/Kg
SL-582-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.207 ng/Kg 0.207U ng/Kg
S1.-582-5A8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.362 ng/Kg 0.362U ng/Kg
SL-582-SA8-SB-2.5-3.5(RES) 1,2,3,4,6,7,8-HPCDF 0.0800 ng/Kg 0.0800U ng/Kg
SL.-582-SA8-SB-2.5-3.5(RES) 1,2,3,7,8-PECDD 0.0679 ng/Kg 0.0679U ng/Kg
SL-582-SA8-SB-2.5-3.5(RES) OCDF 0.156 ng/Kg 0.156U ng/Kg
SL-583-5A8-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.189 ng/Kg 0.189U ng/Kg
SL-583-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.151 ng/Kg 0.151U ng/Kg
SL-584-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0585 ng/Kg 0.0585U ng/Kg
SL-584-SA8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0440 ng/Kg 0.0440U ng/Kg
SL-584-SA8-5B-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0953 ng/Kg 0.0953U ng/Kg
SL-584-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.143 ng/Kg 0.143U ng/Kg
SL-584-SA8-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0696 ng/Kg 0.0696U ng/Kg
SL-584-SA8-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0809 ng/Kg 0.0809U ng/Kg

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples

TR

P22037AB221141 8/16/2013 11:41:00 AM 3.70 mg/Kg SL-564-5A8-8B-0.0-0.5
0.85 mg/Kg SL-582-SA8-5B-0.0-0.5
1.92 mg/Kg SL-582-SA8-SB-2.5-3.5
0.422 mg/Kg SL-583-SA8-SB-0.0-0.5
SL-584-SA8-SB-0.0-0.5
SL-883-SA8-SB-0.0-0.5

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/13/2013 10:42:14 AM ADR version 1.7.0.207 Page 1 of 2



Method Blank Outlier Report

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PH085_v2 eQAPP Name: CDM_SSFL_131101_Lan

Method Blank
Sample ID

T R e

The following samples and their listed target analytes were quallfled due to contamination reported in this blank

Associated
Samples

Result 7

Reported Modified
Sample 1D , Analyte ) L L ~___Result | Final Result

'SL-564-SA8-SB-0.0-0. 5(RES)

2.90 ma/Ka 2.90U mg/Kg
SL-582-SA8-5B-0.0-0.5(RES) TIN 2.78 mgiKg 2.78U mg/Kg
SL-582-5A8-SB-2.5-3 5(RES) TIN 2.69 mgiKg 2,690 mg/Kg
SL-583-SA8-SB-0.0-0.5(RES) TIN 2.75 mgiKg 2.750 mg/Kg
SL-584-SA8-SB-0.0-0.5(RES) TIN 2.66 mg/Kg 2.66U mg/kg
SL-883-SA8-5B-0.0-0.5(RES) TIN 4.14 mg/Kg 414U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/13/2013 10:42:14 AM ADR version 1.7.0.207 Page 2 of 2



Equipment Rinsate Blank Outlier Report

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PrepPH085 e¢QAPP Name: CDM_SSFL_131101_Lan

Vothod: " TB01DC B
SO

Equipment Blank Associated

. -664-SA8-SB-0.0-0.
MOLYBDENUM 0.0098 mg/L SL-582-SA8-SB-0.0-0.5
TIN 0.0029 mg/L SL-582-SA8-SB-2.5-3.5

SL-583-SA8-SB-0.0-0.5
SL-584-SA8-8B-0.0-0.5
SL-883-SA8-8B-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified

Sample ID Analyte Result Final Result
SL-564-SA8-SB-0.0-0.5(RES) MOLYBDENUM | — 0.405 mg/Kg 04050 mgiKg
SL-582-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.459 mg/Kg 0.459U mg/Kg
SL-582-A8-SB-2.5-3.5(RES) MOLYBDENUM 0.446 mg/Kg 0.446U mg/Kg
SL-583-SA8-5B-0.0-0.5(RES) MOLYBDENUM 0.853 mg/Kg 0.853U mg/Kg
SL-584-SA8-5B-0.0-0.5(RES) MOLYBDENUM 0.634 mg/kg 0.634U mg/Kg
SL-883-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.380 mg/Kg 0.380U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/18/2013 6:38:59 AM ADR version 1.7.0.207 Page 1 of 1



Lab Reporting Batch ID: PH085

EDD Filename: PrepPH085

Field Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Field Blank
Sample ID

FB-041113(REA2)

Collected Date

4/11/2013 3:00:00 PM

Analyte

COPPER

I

MOLYBDENUM

0.0036 mg/L
0.0036 mg/L

Associated
Samples

SL-564-SA8-SB-0.0-0.5
SL-582-SA8-SB-0.0-0.5
SL-582-SA8-SB-2.5-3.5
SL-583-SA8-SB-0.0-0.5
SL-584-SA8-SB-0.0-0.5
SL-883-SA8-SB-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified

Sample ID Analyte Result Final Result
S Aa-SB-o.oi{dfgiRES) e — = mg/Kg e
SL-582-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.459 mg/Kg 0.459U mg/Kg
SL-582-SA8-SB-2.5-3.5(RES) MOLYBDENUM 0.446 mg/Kg 0.446U mg/Kg
SL-583-SA8-5B-0.0-0.5(RES) MOLYBDENUM 0.853 mg/Kg 0.853U mg/Kg
SL-584-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.634 mg/Kg 0.634U mg/Kg
SL.-883-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.380 mg/Kg 0.380U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/13/2013 11:44:36 AM

ADR version 1.7.0.207
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Surrogate Outlier Report

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PH085_v2 eQAPP Name: CDM_SSFL_131101_Lan

thode  BORTE e
Matrix: SO

Sample ID Sample % Recovery Affected
(Analysis Type) Surrogate % Recovery Limits Compounds Flag

;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;;; = A ", TargetAMnawtes

SL-564-SA8-SB-0.0| DECACHLOROBIPHENYL 124 20.00-120.00
05

J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/13/2013 10:39:31 AM ADR version 1.7.0.207 Page 1 of 1



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH085

EDD Filename: PH085_

Method: 8015M

v2

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
QC Sample ID
(Associated MS | MSD %R
Samples) Compound %R | %R Limits
SL-583-SA8-SB-0.0-0.5MS EFH (C15-C20) 178 246 | 49.00-123.00
SL-583-SA8-SB-0.0-0.5MSD  |EFH (C21-C30) 478 436 | 49.00-123.00
(SL-583-SA8-SB-0.0-0.5) EFH (C30-C40) 267 703 | 49.00-123.00

a2 (20 00)

Affected

EFH (C15-C20)
EFH (C21-C30)

38 (20.00)

EFH (C30-C40)

Com ounds

J (all detects)

EFH (C30-C40),
No Qual, >4x

e

Matrix: SO

QC Sample ID

(Associated MS | MSD
_____Samples) Compound %R | %R_
SL- -0.0-0.5MSD  |OCDD - 143

(SL-583-SA8-SB-0.0-0.5)

%R RPD Affected
M&imits (Limits) Compounds Fla
40.00-135.00 | 29 (20.00) |OCDD

J(all detects)

Method: 8151A

SO

QC Sample ID
(Associated

SL-583 SA8 -8B-0.0- 0 5MSD

[DALAPON

(SL-583-SA8-SB-0.0-0.5)

MS

%R
‘L:mlts

Affected

)
R(all non-detects)

Method: 6010C

Matrix: SO

QC Sample ID
(Associated
Sam Ies

MS

%R

_____Compound | %R

MSD
%R

%R
i} ‘L:mlts

Affected

| Compounds | Flag |

(SL-564-SA8-SB-0.0-0.5
SL -582-SA8-8B-0.0-0.5
SL -582-SA8-SB-2.5-3.5
SL -583-SA8-8B-0.0-0.5
SL -584-SA8-SB-0.0-0.5

SL -883-SA8-SB-0.0-0.5)

SL-583-SAB-SB-0.0-0.5MS  |ALUMINUM 3208 | 2690 |75.00-125.00 - ALUMINUM

(TOT) CALCIUM 210 171 | 75.00-125.00 - CALCIUM J(all detects)
SL-583-SA8-SB-0.0-0.5MSD  [IRON 1992 | 1863 |75.00-125.00 . IRON

(TOT) LEAD - 133 | 75.00-125.00 - LEAD

(SL-564-SA8-SB-0.0-0.5 MAGNESIUM 361 296 | 75.00-125.00 - MAGNESIUM

SL -582-SA8-SB-0.0-0.5 MANGANESE - 133 | 75.00-125.00 - MANGANESE Al Ca, Fe, Mg, Mn, P.Ti,
SL -582-SA8-SB-2.5-3.5 PHOSPHORUS 149 [ 75.00-125.00 - PHOSPHORUS No Qual, >4x
SL -583-SA8-SB-0.0-0.5 POTASSIUM 157 149 | 75.00-125.00 - POTASSIUM

SL -584-SA8-SB-0.0-0.5 TITANIUM 391 369 | 75.00-125.00 - TITANIUM

SL -883-SA8-SB-0.0-0.5)

SL-583-SA8-SB-0.0-0.5MS ANTIMONY 34 38 | 75.00-125.00 - ANTIMONY

(ToT) ZINC . 198 |75.00-125.00 | 26 (20.00) (zZINC

SL-583-SA8-SB-0.0-0.5MSD

(ToT)

J(all detects)
UJ(all non-detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

11/13/2013 10:34:54 AM
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH085
EDD Filename: PH085_v2

Method 6020A

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

QC Sample ID

(Associated MS | MSD %R RPD Affected
Sam Ies , Cc %R %R Limits | (Limits) Compounds

SL-583-SA8-5B-0.0-0.5MS SILVER - 152 {75.00-125.00 | 25(20.00) [SILVER
(Tom STRONTIUM 145 307 |{75.00-125.00 | 32(20.00) |STRONTIUM
SL-583-SA8-SB-0.0-0.5MSD | THALLIUM - 182 | 75.00-125.00 | 29(20.00) |THALLIUM
(TOT)
(SL-564-SA8-SB-0.0-0.5 J(all detects)
SL -582-SA8-SB-0.0-0.5 UJ(all non-detects)
SL -582-SA8-5SB-2.5-3.5
SL -583-SA8-SB-0.0-0.5
SL -584-SA8-5B-0.0-0.5
SL -883-SA8-SB-0.0-0.5)
SL-583-SA8-SB-0.0-0.5MSD  {SELENIUM - 136 | 75.00-125.00 - SELENIUM

(rom
(SL-564-5A8-5B-0.0-0.5
SL -582-SA8-SB-0.0-0.5
SL -582-8A8-8B-2.5-3.5
SL -583-SA8-8B-0.0-0.5
SL -584-SA8-SB-0.0-0.5
SL -883-SA8-5B-0.0-0.5)

J(all detects)

Method: 8270D SIM

Matrix: SO

QC Sample ID
(Associated
Samples

SL-583-SA8-SB-0.0-0.5MS
SL-583-SA8 -SB-0.0-0.5MSD
(SL-583-SA8-SB-0.0-0.5)

T e T e s

Di-n-octylphthalate

Affected
Com, ounds

-n-octylphthalate

J(all detects)

Method: 82700

Matrix: SO

QC Sample ID
(Associated
Samples

SL-583-SA8-SB-0.0-0.5MSD
(SL.-583-SA8-SB-0.0-0.5)

SL-583-SAB-SB-0.0-05MS

BENZIDINE

%R
Limits
35.00-141.00

Affected
Compounds

BENZIDINE

J(all detects)
R(all non-detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

11/13/2013 10:34:54 AM

Page 2 of 2



Lab Duplicate Outlier Report
Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Lab Reporting Batch ID: PH085
EDD Filename: PH085_v2

QC Sample ID
(Associated Sample eQAPP
Sample ID) Analyte RPD RPD | Flag

JARSENIC ] 33 20.00

TOT) MOLYBDENUM 56 20.00
SL-564-SA8-SB-0.0-0.5 Zirconium 27 20.00
SL -582-SA8-SB-0.0-0.5 No Qual,
OK by Difference

SL -582-SA8-SB-2.5-3.5
SL -583-SA8-SB-0.0-0.5
SL -584-SA8-SB-0.0-0.5
SL -883-SA8-SB-0.0-0.5)

QC Sample ID
(Associated Sample eQAPP
Sample ID) ) Analyte N RPD ) D Flag
o s —— = S
TOT) THALLIUM 31 20.00 J(all detects)

UJ(all non-detects)

SL-564-SA8-SB-0.0-0.5
SL -582-SA8-SB-0.0-0.5

SL -582-SA8-SB-2.5-3.5 -
SL -583-SA8-SB-0.0-0.5 No Qual
SL -584-SA8-SB-0.0-0.5 OK by Difference

SL -883-SA8-SB-0.0-0.5)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/13/2013 10:39:50 AM ADR version 1.7.0.207 Page 1 of 1



Field Duplicate RPD Report

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PHOBS.V2 __eQAPP Name: CDM_SSFL 131101 Lan

Concentration (%)

Sample eQAPP

Analyte SL-583-SA8-SB-0 0-0 5 SL-883-SA8-SB-0 0-0 5 RPD RPD Flag

No Qualifiers Applied

Concentration (ng/Kg)
Sample | eQAPP
Analyte SL 583-SA8-SB-0 0-0.5 SL-883-SA8-SB-O 0-0 5 RPD RPD Flag
1 2,3,7,8,9- HXCDF 0.39 0'642 47 50.00 No Qualifiers Applied
1,2,3,4,6,7,8-HPCDD 12.8 45.6 112 50.00
1,2,3,4,6,7,8-HPCDF 1.65 5.73 111 50.00
1,2,3,4,7,8,9-HPCDF 0.189 0.551 98 50.00
1,2,3,4,7,8-HxCDD 0.266 0.778 98 50.00
1,2,3,4,7,8-HXCDF 0.347 1.37 119 50.00
1,2,3,6,7,8-HXCDD 0.870 2.27 89 50.00
1,2,3,6,7,8-HXCDF 0.403 1.1 93 50.00
1,2,3,7,8,9-HXCDD 0.861 1.93 77 50.00 J(all detects)
1,2,3,7,8-PECDD 0.151 0.548 114 50.00 UJ(all non-detects)
1,2,3,7,8-PECDF 2.10 5.96 96 50.00
2,3,4,6,7,8-HXCDF 0.237 0.767 106 50.00
2,3,4,7,8-PECDF 0.252 1.66 147 50.00
2,3,7,8-TCDD 0.990 U 0.0550 200 50.00
2,3,7,8-TCDF 0.581 2.32 120 50.00
OCDD 122 414 109 50.00
OCDF 3.08 11.5 116 50.00
Method: 6010C
Matrix: SO
Concentration (mg/Kg)
SL-583-SA8-SB-0.0-0.5 |SL-883-SA8-SB-0.0-0.5 | Sample | eQAPP
ALUMINUM .
ARSENIC 30 50.00
BARIUM 2 50.00
BERYLLIUM 1 50.00
BORON 6 50.00
CALCIUM 1 50.00
CHROMIUM 12 50.00
COBALT 5 50.00
COPPER 15 50.00
IRON 3 50.00
LITHIUM 4 50.00 No Qualifiers Applied
MAGNESIUM 2 50.00
MANGANESE 3 50.00
NICKEL 8 50.00
PHOSPHORUS 6 50.00
POTASSIUM 4 50.00
SODIUM 3 50.00
TIN 40 50.00
TITANIUM 7 50.00
VANADIUM 5 50.00
Zirconium 26 50.00

Project Name and Number: 1204-002-001-AL. - SSFL Area IV Phase 3
11/13/2013 10:45:59 AM ADR version 1.7.0.207 Page 1 of 3



Lab Reporting Batch ID: PH085
EDD Filename: PH085_v2

ANTIMONY
CADMIUM
LEAD
MOLYBDENUM
ZINC

Field Duplicate RPD Report

Laboratory: LL

€¢QAPP Name: CDM_SSFL_131101_Lan

0.584 1.39
15.4 27.3
0.853 0.380

50.00

50.00
50.00
50.00

J(all detects)
UJ(all non-detects)

106 219

Concentration (mg/Kg)
SL-583-SA8-SB-0.0-0.5 | SL-883-SA8-SB-0.0-0.5 Sample eQAPP
Analyte (TOT) (TOT) RPD RPD Flag
SELENIU 0.144 0.215 40 50.00
STRONTIUM 234 347 39 50.00 No Qualifiers Applied
THALLIUM 0.262 0.381 37 50.00
SILVER 0.0432 0.101 80 50.00 J(all detects)

Concentration (mg/Kg)

SL-583-SA8-8B-0.0-0.5

SL.-883-5A8-SB-0.0-0.5

No Qualifiers Applied

Analyte

EFH (C15-C20) -
EFH (C21-C30)
EFH (C30-C40)

51U 24
13 24

eQAPP

" 50.00

50.00
50.00

J(all detects)
UJ(all non-detects)

AROCLOR 1254
AROCLOR 1260
Aroclor 5460

34U 22

200

Concentration (ug/Kg)
Sample | eQAPP
SL-583-SA8-SB-0.0-0.5 | SL-883-SA8-SB-0.0-0.5 RPD RPD Flag
T 20 96 131 50.00
9.2 17U 200 50.00

50.00

J(all detects)
UJ(all non-detects)

SL-583-SA8-SB-0.0-0.5

eQAPP

RPD

50.00
50.00

Flag

No Qualifiers Applied

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/13/2013 10:45:59 AM
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH085 Laboratory: LL

EDD Filename: PH085_v2 M_SSFL_131101_L
Method: = 8270D SIM "

Matrix: SO
Concentration (ug/Kg)
Sample | eQAPP
Analyte SL-583-SA8-5B-0.00.5 | SL-883-SA8-SB-0.0-0.5 RPD RPD Fla
1-METHYLNAPHTHALENE 170 0.79 200 |
2-METHYLNAPHTHALENE 1.0 2.2 .
BENZO(E)PYRENE 17U 45 200 50.00
J(all detects)
BIS(2-ETHYLHEXYL)PHTHALATE 11 29 90 5000 | kel detects)
Butylbenzylphthalate 18U 27 200 50.00 ( )
DIBENZO(A,H)ANTHRACENE 17U 0.69 200 50.00
NAPHTHALENE 12

Concentration (ug/Kg)
Sample | eQAPP
Analyte SL-583-SA8-SB-0.0-0.5 | SL-883-SA8-SB-0.0-0.5 RPD RPD Flag
BENZO(A)ANTHRACENE 7 5 33 50.00
BENZO(B)FLUORANTHENE 8 9 12 50.00 . .
PHENANTHRENE 5 6 18 50.00 [N Qualifiers Applied
PYRENE 8 10 22 50.00
BENZO(K)FLUORANTHENE 8 4 67 50.00 J(all detects)
FLUORANTHENE 4 8 67 50.00

R R
Matrix: SO

Concentration (pH unit)

SL-583-SA8-SB-0.0-0.5 | SL-883-SA8-S

. No Qualifiers Applied

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PH085_v2 eQAPP Name: CDM_SSFL_131101_Lan
Method: 1613B ”
Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-564-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 1.38 5.06 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.146 5.06 PQL | ng/Kg
1,2,3,4,7,8-HxCDD J 0.157 5.06 PQL | ng/Kg
1,2,3,4,7,8-HXCDF Ja 0.211 5.06 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.426 5.06 PQL | ng/Kg
1,2,3,6,7,8-HXCDF J 0.196 5.06 PQL | ng/Kg
1,2,3,7,8,9-HXCDD J 0.437 5.06 PQL | ng/Kg
1,2,3,7,8,9-HXCDF Ja 0.295 5.06 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.155 5.06 PQL | ng/Kg
1,2,3,7,8-PECDF J 0.456 5.06 PQL | ng/Kg
2,3,4,6,7,8-HXCDF J 0.222 5.06 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.147 5.06 PQL | ng/Kg
2,3,7,8-TCDD JQ 0.0834 1.01 PQL | ng/Kg
2,3,7,8-TCDF J 0.241 1.01 PQL | ng/Kg
OCDF JB 3.91 10.1 PQL | ng/Kg
SL-582-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 1.98 5.19 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.207 5.19 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.206 5.19 PaL | ng/Kg
1,2,3,4,7,8-HXCDF J 0.327 5.19 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.978 5.19 PQL | ng/Kg
1,2,3,6,7,8-HXCDF J 0.441 5.19 PQL | ng/Kg
1,2,3,7,8,9-HXCDD J 0.918 5.19 PQL | ng/Kg
1,2,3,7,8,9-HXCDF J 0.896 5.19 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.362 5.19 PQL | ng/Kg
1,2,3,7,8-PECDF J 2.74 5.19 PQL | ng/Kg
2,3,4,6,7,8-HXCDF J 0.284 5.19 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.534 5.19 PQL | ng/Kg
2,3,7,8-TCDD Ja 0.135 1.04 PQL | ng/Kg
2,3,7,8-TCDF Ja 0.444 1.04 PQL | ng/Kg
OCDF JB 3.45 10.4 PQL | ng/Kg
SL-582-SA8-SB-2.5-3.5 1,2,3,4,6,7,8-HPCDD JB 0.453 5.12 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0800 5.12 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.444 5.12 PQL | ng/Kg
1,2,3,7,8,9-HXCDD J 0.650 5.12 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JQ 0.940 5.12 PQL | ng/Kg
1.2.3,7.8-PECDD JBQ | 0.0679 5.12 PQL |ngikg | (@Ndetects)
1,2,3,7,8-PECDF J 0.173 5.12 PQL | ng/Kg
2,3,4,6,7,8-HXCDF Ja 0.0207 5.12 PQL | ng/Kg
oCDD JB 3.23 10.2 PQL | ng/Kg
OCDF JBQ 0.156 10.2 PQL | ng/Kg
SL-583-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 1.65 495 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.189 495 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.266 4.95 PQL | ng/Kg
1,2,3,4,7,8-HXCDF J 0.347 4.95 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.870 4.95 PQL | ng/Kg
1,2,3,6,7,8-HXCDF J 0.403 4.95 PQL | ng/Kg
1,2,3,7,8,9-HXCDD J 0.861 4.95 PQL | ng/Kg
1.2,3.7.8,9-HXCDF J 0.396 4.95 PQL |ngiKg | (@l detects)
1,2,3,7,8-PECDD JB 0.151 495 PQL | ng/Kg
1,2,3,7,8-PECDF J 2.10 4.95 PQL | ng/Kg
2,3,4,6,7,8-HXCDF J 0.237 4.95 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.252 4.95 PQL | ng/Kg
2,3,7,8-TCDF J 0.581 0.990 PQL | ng/Kg
OCDF JB 3.08 9.90 PQL | ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers
Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PH085_v2 e¢QAPP Name: CDM_SSFL_131101_Lan
Wethod Hel3g =
SO

Matrix:

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-584-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 1.60 4.86 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.326 4.86 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF J 0.0350 4.86 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.0701 4.86 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0585 4.86 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.489 4.86 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0440 4.86 PQL ng/Kg
1.2,3,7,8,9-HXCDD J 0.584 4.86 PQL | ng/Kg | J(@lldetects)
1,2,3,7,8,9-HXCDF JB 0.352 4.86 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.0953 4.86 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.143 4.86 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0696 4.86 PQL ng/Kg
2,3,4,7, 8-PECDF JQ 0.0809 4.86 PQL ng/Kg
OCDF JBQ 0.646 9.72 PQL ng/Kg

SL-883-SA8-SB-0.0-0.5 1,2,3,4,7,8,9-HPCDF JQ 0.551 4.98 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.778 4.98 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 1.37 4.98 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 2.27 4.98 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 1.1 4.98 PQL ng/Kg
1,2,3,7,8,9-HXCDD J 1.93 4.98 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.642 4.98 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.548 4.98 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.767 4.98 PQL ng/Kg
2,3,4,7,8-PECDF J 1.66 4.98 PQL ng/Kg
2,3,7,8-TCDD J 0.0550 0.997 PQL ng/Kg

Method: 6010C

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-564-SA8-SB-0.0-0.5 ARSENIC J 3.02 4.05 PQL mg/Kg

BERYLLIUM J 0.728 1.01 PQL mg/Kg

CADMIUM J 0.198 1.01 PQL mg/Kg

MOLYBDENUM J 0.405 2.02 PQL mg/Kg J (all detects)

SODIUM J 62.8 101 PQL mg/Kg

TIN J 2.90 10.1 PQL | mg/Kg

Zirconium J 3.02 5.06 PQL mg/Kg
SL-582-SA8-SB-0.0-0.5 ANTIMONY J 2.05 4.21 PQL mg/Kg

ARSENIC J 2.89 4.21 PQL mg/Kg

BERYLLIUM J 0.680 1.05 PQL mg/Kg

CADMIUM J 0.594 1.05 PQL mg/Kg

MOLYBDENUM J 0.459 211 PQL |mg/Kg| Y (@lldetects)

SODIUM J 65.6 105 PQL |mg/Kg

TIN J 2.78 10.5 PQL mg/Kg

Zirconium J 2.32 5.27 PQL mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers
Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PH085_v2 eQAPP Name: CDM_SSFL_131101_Lan
Tethod: Jeojoc T .
SO

Matrix:

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-582-SA8-SB-2.5-3.5 ARSENIC J 2.37 4.21 PQL mg/Kg

BERYLLIUM J 0.784 1.056 PQL mg/Kg

CADMIUM J 0.253 1.05 PQL mg/Kg

MOLYBDENUM J 0.446 2.10 PQL mg/Kg J (all detects)

SODIUM J 69.8 105 PQL | mg/Kg

TIN J 2.69 10.5 PQL mg/Kg

Zirconium J 1.86 5.26 PQL | mg/Kg
SL-583-SA8-SB-0.0-0.5 ARSENIC J 1.72 4.00 PQL mg/Kg

BERYLLIUM J 0.621 0.999 PQL mg/Kg

CADMIUM J 0.584 0.999 PQL mg/Kg

MOLYBDENUM J 0.853 2.00 PQL mg/Kg J (all detects)

SODIUM J 64.5 99.9 PQL mg/Kg

TIN J 275 9.99 PQL mg/Kg

Zirconium J 2.53 5.00 PQL | mg/Kg
SL-584-SA8-SB-0.0-0.5 ARSENIC J 2.82 4.01 PQL mg/Kg

BERYLLIUM J 0.674 1.00 PQL mg/Kg

CADMIUM J 0.164 1.00 PQL mg/Kg

MOLYBDENUM J 0.634 2.01 PQL mg/Kg J (all detects)

SODIUM J 64.0 100 PQL mg/Kg

TIN J 2.66 10.0 PQL mg/Kg

Zirconium J 0.847 5.02 PQL mg/Kg
SL-883-SA8-SB-0.0-0.5 ARSENIC J 2.32 4.09 PQL mg/Kg

BERYLLIUM J 0.614 1.02 PQL mg/Kg

MOLYBDENUM J 0.380 2.05 PQL mg/Kg

SODIUM J 66.7 102 PQL |mg/Kg| Y (@lldetects)

TIN J 414 10.2 PQL mg/Kg

Zirconium J 1.94 5.12 PQL | mg/Kg

R

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
b | e | o | e [meme] snaee
AR T
SL-582-SA8-SB-2.5-3.5 2ﬁ_b%r\£um j c?-0237755 8:‘21% Egt :g;ﬁg J (all detects)
D | oo | ot [ ER [ma sienosen
SL-584-SA8-SB-0.0-0.5 gﬁ_ﬁr\gum j 096234319 8:381 igt mg;ﬁg J (all detects)
S1.-883-SA8-SB-0.0-0.5 2%/%2UM j 825(1)‘15 83‘3‘; IECQ.):: mg;ﬁg J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers
Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PH085_v2 eQAPP Name: CDM_SSFL_131101_Lan
R T _
SO

Matrix:

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-582-SA8-8B-0.0-0.5 EFH (C15-C20) J 5.8 11 PQL | mg/Kg J (all detects)
SL-582-SA8-SB-2.5-3.5 EFH (C21-C30) J 2.5 53 PQL mg/Kg J (all detects)
SL-883-SA8-SB-0.0-0.5 EFH (C15-C20) J 24 5.1 PQL |mg/Kg| J(all detects)

Method: 8081B

Matrix: - SO
Lab Reporting)] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-564-SA8-SB-0.0-0.5 4 4'-DDE J 13 1.8 PQL ug/Kg
4.4'DDT J 1.1 1.8 PQL | ugiKg | J(@lldetects)

Wethod: 8082A

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-582-SA8-SB-0.0-0.5 AROCLOR 1260 J 9.5 18 PQL | ug/Kg J (all detects)
SL-583-SA8-5B-0.0-0.5 AROCLOR 1260 J 9.2 17 PQL | ug/Kg J (all detects)
SL-883-SA8-5B-0.0-0.5 Aroclor 5460 J 22 34 PQL | ug/Kg J (all detects)
T e
Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-564-SA8-5B-0.0-0.5 2,4D J 23 37 PQL | ug/Kg J (all detects)
S1-583-SA8-SB-0.0-0.5 2,4-D J 23 37 PQL | ug/Kg J (all detects)
SL-883-5A8-5B-0.0-0.5 24D J 23 37 PQL | ug/Kg J (all detects)
P S
Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-583-SA8-SB-0.0-0.5 BENZO(A)ANTHRACENE J 7 17 PQL | ug/Kg
BENZO(B)FLUORANTHENE J 8 17 PQL | ug/Kg
BENZO(K)FLUORANTHENE J 8 17 PQL | ug/Kg
CHRYSENE J 7 17 PQL | ug/Kg J (all detects)
FLUORANTHENE J 4 17 PQL | ug/Kg
PHENANTHRENE J 5 17 PQL | ug/Kg
PYRENE J 8 17 PQL | ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH085 Laboratory: LL
EDD Filename: PH085_v2 eQAPP Name: CDM_SSFL_131101_Lan

Method: 8270D

Matrix: SO
Lab Reportingi RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-883-SA8-SB-0.0-0.5 ANTHRACENE J 3 17 PQL | ug/Kg
BENZO(A)ANTHRACENE J 5 17 PQL | ug/Kg
BENZO(A)PYRENE J 8 17 PQL ug/Kg
BENZO(B)FLUORANTHENE J 9 17 PQL ug/Kg
BENZO(G,H,l)PERYLENE J 6 17 PQL | ug/Kg J (all det
BENZO(K)FLUORANTHENE J 4 17 PQL | ug/Kg (all detects)
FLUORANTHENE J 8 17 PQL | ug/Kg
INDENO(1,2,3-CD)PYRENE J 5 17 PQL | ug/Kg
PHENANTHRENE J 6 17 PQL | ug/Kg
PYRENE J 10 17 PQL | ug/Kg

Method: 8270D SIM~

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-564-SA8-SB-0.0-0.5 BENZO(A)ANTHRACENE J 0.75 17 PQL | ug/Kg ) (all detect
BIS(2-ETHYLHEXYL)PHTHALATE J 8.2 19 PQL | ugiKg (all detects)
SL-582-SA8-SB-0.0-0.5 1-METHYLNAPHTHALENE J 13 1.8 PaL | ug/iKg
BENZO(A)ANTHRACENE J 0.85 18 PQL | ug/Kg
BENZO(A)PYRENE J 0.93 18 PQL | ug/Kg J (all detects)
BENZO(K)FLUORANTHENE J 0.73 18 PQL | ug/Kg
Butylbenzylphthalate J 9.7 19 PQL ug/Kg
SL-583-SA8-SB-0.0-0.5 2-METHYLNAPHTHALENE J 1.0 17 PQL | ug/Kg
BENZO(A)PYRENE J 1.1 17 POL | ug/Kg
BENZO(G,H,)PERYLENE J 0.71 17 PQL | ug/Kg J (all detects)
BIS(2-ETHYLHEXYL)PHTHALATE J 11 18 PQL | ug/Kg
NAPHTHALENE J 1.2 17 PQL | ug/Kg
SL-584-SA8-SB-0.0-0.5 BENZO(B)FLUORANTHENE J 1.0 1.7 PQL | ug/Kg
CHRYSENE J 1.1 1.7 PQL | ug/Kg
FLUORANTHENE J 1.1 17 PQL | ug/Kg J (all detects)
PHENANTHRENE J 0.78 17 PQL | ug/Kg
PYRENE J 0.93 1.7 PQL | ug/Kg
SL-883-SA8-SB-0.0-0.5 1-METHYLNAPHTHALENE J 0.79 1.7 PQL | ug/Kg
BENZO(E)PYRENE J 45 17 PQL | ug/Kg J (all detects)
DIBENZO(A,H)ANTHRACENE J 0.69 1.7 PQL | ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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LDC #:___30434A4 VALIDATION COMPLETENESS WORKSHEET pate: 124

SDG #:___PH085 ADR Page:\ of )
Laboratory:_Eurofins Lancaster Laboratories Reviewer: &1 __

2nd Reviewer; \/

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

Validation Area Comments
I.__| Technical holding times — Sampling dates: g/ 9/ rlj
Il. | ICP/MS Tune -
Ill.__| Calibration "
IV. | Blanks S\/\/
V. ICP Interference Check Sample (IC8) Analysis -
VI. | Matrix Spike Analysis Sk [ YS P
VII. | Duplicate Sample Analysis 8\*\/ D&/@
V1. | Laboratory Control Samples (LCS) @’ (_,C/%
IX. | Internal Standard (ICP-MS) N 7
X. Furnace Atomic Absorption QC N
XI. | ICP Serial Dilution (Q\/\/
Xl | Sample Resuit Verification N
XIll._| Overall Assessment of Data N

XIV. | Field Duplicates - Cb\ \5>
XV | Field Blanks S\’\/ {\——%: ?(‘)’Q"’{ \\5 EQ): M\K

Note: A = Acceptable ND = No compounds detected D Dlljpﬁ:;%ea) C @ H‘@%é)
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: ¢ \
1 | SL-564-SA8-SB-0.0-0.5 11 21 31
2 | SL-582-SA8-SB-0.0-0.5 12 22 32
3 | SL-582-SA8-SB-2.5-3.5 13 23 33
4 | SL-583-SA8-SB-0.0-0.5 14 24 34
5 | SL-883-SA8-SB-0.0-0.5 16 25 35
6 | SL-584-SA8-SB-0.0-0.5 16 26 36
7 | SL-583-SA8-SB-0.0-0.5MS 17 27 37
8 | SL-583-SA8-SB-0.0-0.5MSD 18 28 38
9 | SL-583-SA8-SB-0.0-0.5DUP 19 29 39
10 20 30 40
Notes:

30434A4W.wpd



LDC #:__30434A4 VALIDATION FINDINGS WORKSHEET Page: \ of ]

PB/ICB/CCB QUALIFIED SAMPLES Reviewer: (ZZ
METHOD: Trace metals (EPA SW 864 Method 6010B/6020/7000) Soil preparation factor applied:__100x Reason: B 2nd Reviewer: ‘ ~
Sample Concentration units, unless otherwise noted: mg/Kg Associated Samples: All

Maximum|| Maximum]| Actio
PB? ICB/CCB?
{malKa) {na/l ) (uall )

o | | 24 | 12| ouws

" | 7oV |

0.380 0.634

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet.
These sample results were qualified as not detected, "U".
Note : a - The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.

30434A4 . wpd



LDC #: 30434A4 VALIDATION FINDINGS WORKSHEET

Field Blanks
METHOD: Trace Metals (EPA SW846 6010B/7000)
Blank units:__ma/lL Associated sample units:__mag/Kg

Sampling date:_ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other:

Reason: F

Associated Samples;____All

f ‘

Page:_ _of '~

Reviewer:

2nd Reviewer:

| Analyte l Blank ID

Sample ldentification

FB-041113 | Action 1 2 3 4 5 6
(SDG: Limit
PH029)
Cu 0.0036 1.8
Mo 0.0036 1.8 0.40 0.46 0.45 0.85 0.38 0.63
Sampling date:__ 8/7/13 Soil factor applied 100x

Field blank type: (circle one) Field Blank / Rinsate / Other:

| Analyte | Blank ID
W 3

Associated Samples:

Sample ldentification

EB-080713 | Action 1-6
(SDG: Limit
PH086)
Al 0.143 71.5
Mo 0.0098 4.9 See FB
Sn 0.0029 1.45

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

30434A4eb.wpd
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é%euroﬁns; Lancaster QUALITY ASSURANCE SUMMARY
éLmﬁmmﬂ% FORM 5A (MS/MSD)

MATRIX SPIKE/MATRIX SPIKE DUPLICATE
SDG No.: PHO85
Matrix: SOIL Level
W
(low/med) : Lo

Background Lab Sample ID: 7152828BKG Matrix Spike Lab Sample ID: 7152829MS Matrix Spike Duplicate Lab Sample ID: 7152830MSD
Batch Id(s): P22037A, P22038A

BKG Sample MS Sample MSD Sample MS Spike | MSD Spike Control Limit
Analyte |[Mass Result [c Result C Result [C| Added Added |Units RPD[Q 3R RPD | M
| Rl 1508, 240543554« |- »23082:02720] | 7 19850198} 200, 0000|MG/KG]: = 20[p
Antimony 19.0760 50.0000|MG/KG 14 75-125 20/p
Arsenic 17.5210 15.0000|MG/KG 107 106 1 75-125 20/p
Barium 294.2870 198.0198 200.0000|MG/KG 104 102 0 75-125 20/p
Beryllium 5.8380 4.9505 5.0000MG/KG 106 105 0 75-125 20p
Boron 200.4130 198.0198 200.0000|MG/KG 95 94 0 75-125 20|P
Cadmium 5.8350 5.0000|MG/KG 98 105 8 75-125 20|P
WEH 9 9 ] 00:20000[MGY E2T0E % 20|p
Chromium 43.3470 19.8020 20.0000|MG/KG 121 118 1 75-125 20|P
Cobalt 54.4020 49.5050 50.0000|MG/KG 98 98 1 75-125 20|p
43.9270 24.7525 25.0000|MG/KG 115 117 2 75-125 20|P
/8804:068 9970099 TR00000 B 20[p
35.0820 14.8515 15. 75-125 20P
Lithium 121.7690 75-125 20/P
= 55505490 20
£t 3 S0 3 20p
Mercury 65 - 135 20|cv
Molybdenum 0.8373|B 193.6416 197.3840 75-125 20|p
Nickel 61.6881 62.2710 75-125 20|P
& |ERoSPhC j i : 550 0| ME 20/P
‘[Potassium 3223.0814 4780.3614 4709.0040 MG/KG 75-125 20|P
Selenium 78 0.1408|B 2.3525 2.8576 1.9802 2.0000|MG/KG 112 136|N| 19 75-125 20MS
Silver 107 0.0424|B 11.8893 15.2884 9.9010 10.0000[MG/KG 120 152|N| 25|*| 75-125 20MS
Sodium 63.3088|B 1090.2683 1088.7390 990.0990[ 1000.0000|MG/KG 104 103 0 75-125 20|P
Strontium 88 22.9345 34.3855 47.5294 7.9208 8.0000[MG/KG 145N 307|N| 32/*| 75-125 20[MS
Thallium 203 0.2571 0.7400 0.9864 0.3960 0.4000|MG/KG 122 182|N| 29|*| 75-125 20[MS

Note: Results shown are reported on an as—received basis.

METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV Cold Vapor U= Below MDL, B= Below LOQ
MS = ICP Mass Spectrometry AF Cold Vapor Atomic Fluorescence FLAGS:

PHNORAE Pane ANN02 nf A1R2 N = Matrix Spike 00s, * = Duplicate 00S
YOI —Fa gAY 09104

I




&% eurofins

QUALITY ASSURANCE SUMMARY
i Lancaster

i Laboratories FORM 5A (MS/MSD)
MATRIX SPIKE/MATRIX SPIKE DUPLICATE
SDG No.: PHO85
Matrix: SOIL Level

(low/med) : Low

¥

Background Lab Sample ID: 7152828BKG Matrix Spike Lab Sample ID: 7152829MS Matrix Spike Duplicate Lab Sample ID: 7152830MSD
Batch Id(s): P22037A, P22038A

BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit
Analyte Mass Result C Result C Result C Added Added Units| %R |Q SR [QIRPD{Q %R RPD | M
2.6971|B 357.8772

362.3720 396.0396 400.0000|MG/KG 90 90 1 75-125 20

P

Mo 3UBIBTBYY 330 0BE 90090 D0 0B 00 28 369 1 20|p

36.3353 95.7950 96.0610 49.5050 50.0000{MG/KG 120 119 0 75-125 2Q|p

Zinc 103.5833 155.4079 202.4700 49.5050 50.0000|MG/KG 105 198|N| 26|/*| 75-125 2Qp
Zirconium 2.4775[B 97.1208 97.3570 99.0099 100.0000|MG/KG 96 95 0 75-125 20|p

Note: Results shown are reported on an as—received basis.

METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV Cold Vapor U= Below MDL, B= Below LOQ
MS = ICP Mass Spectrometry AF Cold Vapor Atomic Fluorescence FLAGS:

PHOSE Panes AONR Af A1R2 N = Matrix Splke 00s, * = Duplicate 00S
oo —Tage-4vod-GH-a91+0L




&% eurofins

Lancaster

QUALITY ASSURANCE SUMMARY

Laboratories FORM 6
DUPLICATES
SDG No.: PHO85
Matrix: SOIL Level (low/med) LOW
Background Lab Sample ID: 7152828BKG Duplicate Lab Sample ID: 7152831DUP
Batch ID(s): P22037A, P22038A
Concentration Units: MG/KG
Control
Analyte Mass Limit Samples (S) C Duplicate (D) C RPD QM
Aluminum 17701 18427.3460
— — -
QEtLe - 20038 AR
Barium 90.3922 89.5440 1 p
Beryllium 0.6088|B 0.6140(B 1 p
Boron 9.8 11.9294 11.7030 2 P
Cadmium 0.5725|B 0.4970(B 14 P
Calcium 3314.8804 3299.2290 0 p
Chromium 19.6471 19.7790 1 P
Cobalt 5.3539 5.3610 0 P
Copper 14.5676 14.6440 1 p
Iron 20017.0529 20014,4100 0 p
Lead .8470 2 P
Lithium 3.9 .7180 2 P
Magnesium .9070 1 P
Manganese .3180 5 P
Mercury .0217 2 Ccv
Mo LyBd&nts 44690
Nickel .5660
Phosphorus .0720
Potassium .3820
Selenium 78 .1600
Silver 107 .0480
Sodium .8770
Strontium 88 9.6096 25 * [MS
& Thail 20349 i
Tin 2 B 2.8840|B 7 P
Titanium 961. 1016.9540 6 P
Vanadium 36. 36.8820 1 P
Zinc 103 96.0970 7 p
o ZdE i3] 0 P
NOTE: An asterisk (*) in column indicates poor duplicate precision (RPD > 20% OR
| (S) - (D)] > LOQ for wvalues < 5x LOQ).
The data are considered to be valid because the laboratory control sample is

within the control limits.

Note:

Results shown are reported on an as-received basis.

See the Laboratory Control Sample.

METHODS :

P = ICP Atomic Emission Spectrometer
= ICP Mass Spectrometry

Cold Vapor

Cold Vapor Atomic Fluoresc

MS
Ccv
AF

I

JSHO85 Page

CONCENTRATION QUALIFIERS:

U= Below MDL

Below LOQ

4I@O§Qf4311@glcate Out of Spec




&% eurofins | QUALITY ASSURANCE SUMMARY
i Lancaster

| Laboratories FORM 9

SERIAL DILUTIONS

SDG No.: PHO85

Matrix: SOIL Level LOW

(low/med) :
Background Lab Sample ID: 7152828BKG Serial Dilution Lab Sample ID: 7152828L
Batch ID(s): P22037A
Concentration Units: UG/L
Initial Sample Serial Dilution
Analyte Mass Result (I) C Result (8S) C| % Diff. |QO|M
Aluminum 180555.3900 189291.6500 5
Antimony 7.4000|U 37.0000]U
Arsenic 17.2200(B 35.0000{U 100
Barium 922.0000 981.9500 7
Beryllium 6.2100(B 6.1000
Boron 121.6800 181.8000
Cadmium 5.8400| B 4.5000
Calcium 33811.7800 35939.7000
Chromium 200.4000 209.4500
i [COBAT TR e s b D6 00 s s St 62056500

Copper 148.53900 134.6000

Iron 204173.9400 207166.9500

”U*U"U*U*U"U@_'UW*U*@*U*U*U*U'U*UFU*U*U

Lead 153.7400 153.5500

e kil i o sy e N R S DD AS 0.0 %

“[Magnesium 40419,9300 43377.2500

Manganese 2879.8100 3082.8500
Molybdenum 8.5400|B 35.4000
Nickel 118.1200 122.3500 4
Phosphorus 4161.9600 4229.6500 2
Potassium 32875.4300 33824.4500 3
Selenium 78 0.7180{B 2.5000(U 100 MS
Silver 107 0.2160}B 0.6500|U 100[ |MS
Sodium 645.7500{B 835.0000(U 100| |P
Strontium 88 116.9660 108.2350 70 [MS
Thallium 203 1.3110 1.2200|B 71 |MS
Tin 27.5100|B 42.7000| B 55 P
Titanium 9806.0500 9919.0000 1 p
Vanadium 370.6200 385.3000 4 P
Zinc 1056.5500 1075.1500 2 P
Zirconium 25.2700|B 42.0000|U 100 P

NOTE: An E in column @ indicates the presence of a chemical or physical
interference in the matrix when the % difference is greater than 10%. This
applies only when (I) is greater than or equal to 50x MDL for ICP, 100x MDL
for ICP-MS (6020), 50x MDL for ICP-MS (200.8), or 25x MDL for GFAA.

o,

METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer U= Below MDL
MS = ICP Mass Spectrometry B= Below LOQ
FLAGS:

E = Matrix Effects exist as proven by

PH085 Paqeld007 of £t62al Dilution or Spiked Dilution
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INTRODUCTION

This Data Validation Report (DVR) presents Level |ll data validation results for samples
collected on August 8, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan for Santa Susana Field Laboratory (SSFL), RCRA Facility Investigation,
Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA
Contract Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans Data Review (September
2005), and for Inorganic Data Review (January 2010). Where specific guidance is not available,
the data has been evaluated in a conservative manner consistent with industry standards using
professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVOCs) by Environmental Protection Agency (EPA) SW 846 Method 8270D
utilizing Selective lon Monitoring (SIM)

Pesticides by EPA SW 846 Method 8081B

Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A, and 7471B

Herbicides by EPA SW 846 Method 8151A

Total Petroleum Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M

TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment 1l. Level Il
Automated Data Review outliers are presented in Enclosure .

All sample results were subjected to Level il data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards (dioxins only), matrix spike/matrix spike
duplicates (MS/MSD), laboratory duplicates (DUP), laboratory control sample/laboratory control
sample duplicates (LCS/LCSD), ICP serial dilutions, method blanks, equipment blanks, field
blanks and trip blanks. No samples in this SDG were subjected to Level |V evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of ICB/CCBs and ICP serial
dilutions, which were validated manually. Quality assurance (QA)/QC criteria specified in the
QAPP and CLPNFGs were incorporated with the program’s reference library to assess
compliance with project requirements.



The following are definitions of the data qualifiers:

U

NJ

uJ

indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times

All technical holding time requirements were met.

Il. Initial Calibration

Initial Calibration data were not reviewed for level IIl.

lll. Continuing Calibration

Continuing calibration data were not reviewed for level lil.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of two blanks for dioxins
and metals. The associated sample results were qualified as non-detected (U) due to method
blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.
The details regarding the qualification of data are provided in Enclosure I.

No contaminant concentrations were detected in the initial or continuing calibration blanks with
the following exceptions:

SDG/ Maximum
Method Method Blank ID Analyte Concentration Associated Samples
PHO87/ ICB/CCB Molybdenum 1.9 ug/L SL-565-SA8-SB-0.0-0.5
6010C SL-565-SA8-SB-4.0-5.0

SL-567-SA8-SB-0.0-0.5
SL-567-SA8-SB-4.0-5.0
SL-567-SA8-SB-9.0-10.0

Sample concentrations were compared to concentrations detected in the initial and continuing
blanks. The sample concentrations were not detected or were significantly greater than the
concentrations found in the associated blanks with the following exceptions:

Reported Modified Final
SDG/Method Sample Compound Concentration Concentration
PHO87/ SL-565-SA8-SB-0.0-0.5 Molybdenum 0.535 ug/Kg 0.535U ug/Kg
6010C
PH087/ SL-567-SA8-SB-0.0-0.5 Molybdenum 0.913 ug/Kg 0.913U ug/Kg
6010C
PHO087/ SL-567-SA8-SB-4.0-5.0 Molybdenum 0.581 ug/Kg 0.581U ug/Kg
6010C




V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits.

VL. ICP Interference Check Sample (ICS) Analysis
ICP interference check data were not reviewed for level iil.

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of one MS/MSD pairs for metals in SDG PH088. The associated
sample results were qualified as detected estimated (J) or non-detected estimated (UJ) as
applicable. The details regarding the qualification of data are provided in Enclosure | of the DVR
for SDG PHO088.

VIil. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits with the exception of one DUP for metals in SDG PH088. The
associated sample results were qualified as detected estimated (J) or non-detected estimated
(UJ) as applicable. The details regarding the qualification of data are provided in Enclosure | of
the DVR for SDG PHO088.

IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits.

X. Internal Standards
Internal standards were reviewed for dioxins. Percent recoveries (%R) were within QC limits.
XI. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory in SDG PH088. The analysis
criteria were met with the following exceptions:

Associated
Diluted Sample Analyte %D (Limits) Samples Flag ‘| AorP
S1L-530-SA8-SB-4.0-5.0 Cobalt 12 (=10) All soil samples in SDG J (all detects) A
(from SDG PHO088) PHO087 UJ (all non-detects)

The associated sample results were qualified as detected estimated (J) or non-detected
estimated (UJ) as applicable.



XIl. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH087 All compounds reported as detected below the RL. J (all detects) A

XIll. Field Duplicate Samples
No field duplicates were identified in this SDG.
XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No contaminants were found in
the trip blank.

One equipment blank (from SDG PH086) was collected and analyzed for SVOCs, pesticides,
PCBs, metals, herbicides, TPH as gasoline, TPH as extractables and dioxins. The equipment
blank had several detections for SVOCs, metals and dioxins. The associated sample results
were qualified as non-detected (U) due to equipment blank contamination as applicable. The
sample results that were not detected or were significantly greater than the concentrations
found in the equipment blanks were not qualified. The equipment blank outlier reports are
presented in Enclosure I.

One field blank (from SDG PHO029) was collected and analyzed for SVOCs, pesticides, PCBs,
metals, herbicides, TPH as gasoline, TPH as extractables and dioxins. The field blank had
detections for several SVOCs, metals and dioxins. The associated sample results were
qualified as non-detected (U) due to field blank contamination as applicable. The sample
results that were not detected or were significantly greater than the concentrations found in the
field blank were not qualified. The field blank outlier reports are presented in Enclosure I.

XV. Overall Assessment of Data

No data associated with this sampling event were rejected. The overall assessment of QA/QC
data review by automated and manual validation of this sampling event met project
requirements and analytical completeness levels with the exceptions noted in the above
sections. All data are deemed useable for the intended use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
08-Aug-2013  SL-565-SA8-SB-0.0-0.5 7155505 N 3050B 6010C L]
08-Aug-2013  SL-565-SA8-SB-0.0-0.5 7155505 N 3050B 6020A n
08-Aug-2013  SL-565-SA8-SB-0.0-0.5 7155505 N 3546 8015M ]
08-Aug-2013  SL-565-SA8-S B-0.0-O.é 7155505 N 3546 8082A 1]
08-Aug-2013  SL-565-SA8-SB-0.0-0.5 7155505 N 3546 8270D SIM n
08-Aug-2013  SL-565-SA8-SB-0.0-0.5 7155505 N METHOD 1613B [}
08-Aug-2013  SL-565-SA8-SB-0.0-0.5 7155505 N METHOD 7471B n
08-Aug-2013  TB-080813 7155504 TB 5030B 8015M n
08-Aug-2013  SL-565-SA8-SB-4.0-5.0 7155506 N 3050B 6010C ]
08-Aug-2013  S1.-565-SA8-SB-4.0-5.0 7155506 N 3050B 6020A 1]
08-Aug-2013  SL-565-SA8-SB-4.0-5.0 7155506 N 3546 8015M ]
08-Aug-2013  SL-565-SA8-SB-4.0-5.0 7155506 N 3546 8082A i
08-Aug-2013  SL-565-SA8-SB-4.0-5.0 7155506 N 3546 8270D SIM ]}
08-Aug-2013  SL-565-SA8-SB-4.0-5.0 7155506 N 5035A 8015M 11
08-Aug-2013  SL-565-SA8-SB-4.0-5.0 7155506 N METHOD 1613B n
08-Aug-2013  SL-565-SA8-SB-4.0-5.0 7155506 N METHOD 7471B mn
08-Aug-2013  SL-567-SA8-SB-0.0-0.5 7155507 N 3050B 6010C n
08-Aug-2013  SL-567-SA8-SB-0.0-0.5 7155507 N 30508 6020A n
08-Aug-2013  SL-567-SA8-SB-0.0-0.5 7155507 N 3546 8015M LI}
08-Aug-2013  SL-567-SA8-SB-0.0-0.5 7155507 N 3546 8081B n
08-Aug-2013  SL-567-SA8-SB-0.0-0.5 7155507 N 3546 8082A 1
08-Aug-2013  SL-567-SA8-SB-0.0-0.5 7155507 N 3546 8270D SIM n
08-Aug-2013  SL-567-SA8-SB-0.0-0.5 7155507 N 3550B 8151A 1]l
08-Aug-2013  SL-567-SA8-SB-0.0-0.5 7155507 N METHOD 1613B 1]
08-Aug-2013  SL-567-SA8-SB-0.0-0.5 7155507 N METHOD 7471B 1]
08-Aug-2013  SL-567-SA8-SB-4.0-5.0 7155508 N 3050B 6010C i

Iil = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
08-Aug-2013  SL-567-SA8-SB-4.0-5.0 7155508 N 3050B 6020A i
08-Aug-2013  SL-567-SA8-SB-4.0-5.0 7155508 N 3546 8015M i
08-Aug-2013  SL-567-SA8-SB-4.0-5.0 7155508 N 3546 8081B ]
08-Aug-2013  SL-567-SA8-SB-4.0-5.0 7155508 N 3546 8082A n
08-Aug-2013  SL-567-SA8-SB-4.0-5.0 7155508 N 3546 8270D SIM ]
08-Aug-2013  SL-567-SA8-SB-4.0-5.0 7155508 N 3550B 8151A n
08-Aug-2013  SL-567-SA8-SB-4.0-5.0 7155508 N 5035A 8015M mn
08-Aug-2013  SL-567-SA8-SB-4.0-5.0 7155508 N METHOD 1613B i
08-Aug-2013  SL-567-SA8-SB-4.0-5.0 7155508 N METHOD 7471B ]
08-Aug-2013  SL-567-SA8-SB-9.0-10.0 7155509 N 3050B 6010C i
08-Aug-2013  SL-567-SA8-SB-9.0-10.0 7155509 N 3050B 6020A ][]
08-Aug-2013  SL-567-SA8-SB-9.0-10.0 7155509 N 3546 8015M mn
08-Aug-2013  SL-567-SA8-SB-9.0-10.0 7155509 N 3546 8081B i
08-Aug-2013  SL-567-SA8-SB-9.0-10.0 7155509 N 3546 8082A ][]
08-Aug-2013  SL-567-SA8-SB-9.0-10.0 7155509 N 3546 8270D SIM n
08-Aug-2013  SL-567-SA8-SB-9.0-10.0 7155509 N 3550B 8151A I
08-Aug-2013  SL-567-SA8-SB-9.0-10.0 7155509 N 5035A 8015M n
08-Aug-2013  SL-567-SA8-SB-9.0-10.0 7155509 N METHOD 7471B n

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate

Page 2 of 2



Attachment 2
Overall Data Qualification Summary



Lab Reporting Batch ID: PH087

Sample ID: SL-565-SA8-SB-0.0-0.5

Data Qualifier Summary

Collected: 8/8/2013 7:40:00 AM

eQAPP Name: CDM_SSFL_131101_Lan

SO

Analysis Type: REA

Laboratory: LL

Dilution: 1

Anal ‘e

Result

Data
Review

BORON
Sample ID: SL-565-SA8-SB-0.0-0.5 Collected: 8/8/2013 7:40:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
/ ‘e Result Qual mWRL Units Q){lyl?l} Code
ANTIMONY 4.06 0.751 MkDL 4.06 k ’ , Q
BERYLLIUM 0.910 J 0.0680 | MDL 1.01 PQL mg/Kg J z
CALCIUM 6410 3.39 MDL 20.3 PQL mg/Kg J E
COBALT 8.48 0.100 MDL 1.01 PQL mg/Kg J A
MOLYBDENUM 0.535 J 0.172 MDL 2.03 PQL mg/Kg u B,F,F
POTASSIUM 4990 8.46 MDL 101 PQL mg/Kg J Q
SODIUM 100 J 16.9 MDL 101 PQL mg/Kg J 4
TIN 3.47 J 0.223 MDL 10.1 PQL mg/Kg V] B
Zirconium 4.54 J 0.852 MDL 5.07 PQL mg/Kg J z
Sample ID: SL-565-SA8-SB-4.0-5.0 Collected: 8/8/2013 8:30:00 AM  Analysis Type: REA Dilution: 1
Data
Lab Lab Review Reason
Result Qual Qual Code

Sample ID: SL-565-SA8-SB-4.0-5.0 Collected: 8/8/2013 8:30:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
ANTIMONY 4.53 U 0.838 MDL 4.53 PQL mg/Kg uJ Q
ARSENIC 4.30 J 0.793 MDL 4.53 PQL mg/Kg J z
BERYLLIUM 0.992 J 0.0759 MDL 1.13 PQL mg/Kg J 4
CADMIUM 1.1 J 0.0861 MDL 1.13 PQL mg/Kg J z
CALCIUM 13000 3.78 MDL 227 PQL mg/Kg J E
COBALT 11.9 0.112 MDL 1.13 PQL mg/Kg J A
POTASSIUM 2670 9.45 MDL 113 PQL mg/Kg J Q
TIN 3.57 J 0.249 MDL 11.3 PQL mg/Kg U B
Zirconium 2.95 J 0.951 MDL 5.66 PQL mg/Kg J z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:33:38 AM

ADR version 1.7.0.207

Page 1 0of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH087 Laboratory: LL
EDD Filename: PH087_v1 eQAPP Name: CDM_SSFL 131101 Lan

Matrix: SO

Sample ID: SL-567-SA8-SB-0.0-0.5 Collected: 8/8/2013 12:50:00 Analysis Type: REA Dilution: 1

Data
Review

Sample ID: SL-567-SA8-SB-0.0-0.5 Collected: 8/8/2013 12:50:00 Analysis Type: RES Dilution: 1
Reason
ANTIMONY 4.55 U 0.842 MDL 4.55 PQL mg/Kg T Ud - Q
ARSENIC 4.21 J 0.797 MDL 4.55 PQL mg/Kg J Z
BERYLLIUM 1.07 J 0.0762 MDL 1.14 PQL mg/Kg J z
CALCIUM 7220 3.80 MDL 22.8 PQL ma/Kg J E
COBALT 10.6 0.113 MDL 1.14 PQL mg/Kg J A
MOLYBDENUM 0.913 J 0.193 MDL 2.28 PQL mg/Kg U B,F,F
POTASSIUM 5980 9.49 MDL 114 PQL mg/Kg J Q
SODIUM 88.0 J 19.0 MDL 114 PQL mg/Kg J z
TIN 3.45 J 0.250 MDL 11.4 PQL mg/Kg u B
Zirconium 4.11 J 0.956 MDL 5.69 PQL mg/Kg J z
Sample ID: S1.-567-SA8-SB-4.0-5.0 Collected: 8/8/2013 1:25:00 PM  Analysis Type: RES Dilution: 1
T Data

Lab Lab RL Review Reason
Analyte __|_Resuit Qual_| DL RL T e Qual Code
XNTIMONY - | 4.69 u 0.867 4.69 PQL mg/Kg U Q
BERYLLIUM 0.794 J 0.0785 MDL 147 PQL mg/Kg J z
CALCIUM 55600 3.91 MDL 234 PQL mg/Kg J E
COBALT 10.1 0.116 MDL 117 PQL mg/Kg J A
MOLYBDENUM 0.581 J 0.199 MDL 2.34 PQL mg/Kg U B,F,F
POTASSIUM 3800 9.77 MDL 117 PQL mg/Kg J Q
TiN 3.52 J 0.258 MDL 11.7 PQL mg/Kg U B
Zirconium 4.30 J 0.984 MDL 5.86 PQL mg/Kg J Z
Sample ID: SL.-567-SA8-SB-9.0-10.0 Collected: 8/8/2013 2:40:00 PM  Analysis Type: REA Dilution: 1

Lab Lab DL RL Reason
{\nal e Result
BORON

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:33:38 AM ADR version 1.7.0.207 Page 2 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH087 Laboratory: LL
EDD Filename: PH087_v1 eQAPP Name: CDM_SSFL_131101_Lan

Matrix:

SO
Sample ID: SL-567-SA8-SB-9.0-10.0 Collected: 8/8/2013 2:40:00 PM  Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte Result Qual | RL Qual Code
ANTIMONY 4.68 u - 0.867 mg/Kg Q T
BERYLLIUM 1.14 J 0.0785 | MDL 1.17 PQL mg/Kg J z
CALCIUM 13400 3.91 MDL 23.4 PQL mg/Kg J E
COBALT 10.9 0.116 MDL 1.17 PQL mg/Kg J A
POTASSIUM 2650 9.77 MDL 117 PQL mg/Kg J Q
TIN 3.86 J 0.258 MDL 1.7 PQL mg/Kg V] B
Zirconium 3.81 J 0.984 MDL 5.85 PQL mg/Kg J Z

SO

Sample ID: SL-565-SA8-SB-0.0-0.5 Collected: 8/8/2013 7:40:00 AM  Analysis Type: REA Dilution: 2

Data
Review
Qual

Lab
Result 1

nalyte

Sample ID: SL-565-SA8-SB-0.0-0.5 Collected: 8/8/2013 7:40:00 AM  Analysis Type: REA2 Dilution: 2

Data
Review
Qual

Reason
Code

Sample ID: SL-565-SA8-SB-0.0-0.5 Collected: 8/8/2013 7:40:00 AM  Analysis Type: RES Dilution: 2
Data

Reason
Cod

SILVER

Sample ID: S1.-565-SA8-SB-4.0-5.0 Collected: 8/8/2013 8:30:00 AM  Analysis Type: REA Dilution: 2

Data
Review

STRONTIUM

Sample ID: SL-565-SA8-SB-4.0-5.0 Collected: 8/8/2013 8:30:00 AM  Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Qual ] Code

SILVER 0.0458 J 0.0294 | MDL 0.227 PQL mg/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:33:38 AM ADR version 1.7.0.207 Page 3 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH087 Laboratory: LL
EDD Filename: PH087_v1 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: - SO

Sample ID: SL.-567-SA8-SB-0.0-0.5 Collected: 8/8/2013 12:50:00 Analysis Type: REA Dilution: 2

Data
Lab Review

Result Qual

Sample ID: SL-567-SA8-SB-0.0-0.5 Collected: 8/8/2013 12:50:00 Analysis Type: REA2 Dilution: 2

Sample ID: SL-567-SA8-SB-0.0-0.5 Collected: 8/8/2013 12:50:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte N | Result | Qual | DL Type RL Type | Units | Qual Code

Sample ID: SL-567-SA8-SB-4.0-5.0 Collected: 8/8/2013 1:25:00 PM  Analysis Type: REA Dilution: §

Reason
Code

Sample ID: SL-567-SA8-SB-4.0-5.0 Collected: 8/8/2013 1:25:00 PM  Analysis Type: REA2 Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual | DL T pe | RL Type | Units Qual _Code
SELENIUM 0.122 J 0.117 MDL 0.469 PQL mg/Kg J z
Sample ID: SL-567-SA8-SB-4.0-5.0 Collected: 8/8/2013 1:25:00 PM  Analysis Type: RES Dilution: 2

Reason
ode

Sample ID; SL-567-SA8-SB-9.0-10.0 Collected: 8/8/2013 2:40:00 PM  Analysis Type: REA Dilution: 2

Reason
Code

Sample ID: SL-567-SA8-SB-9.0-10.0 Collected: 8/8/2013 2:40:00 PM  Apnalysis Type: RES Dilution: 2

Data
Review Reason

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:33:38 AM ADR version 1.7.0.207 Page 4 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH087 Laboratory: LL
EDD Filename: PH087_v1 eQAPP Name: CDM_SSFL 131101 Lan

Matrix:

Sample ID: SL-565-SA8-SB-0.0-0.5 Collected: 8/8/2013 7:40:00 AM  Analysis Type: RES Dilution: 4

Sample ID: SL-567-SA8-SB-9.0-10.0 Collected: 8/8/2013 2:40:00 PM  Analysis Type: RES Dilution: 1

Reason
Code _

Matrix: SO
Sample ID: SL-565-SA8-SB-0.0-0.5 Collected: 8/8/2013 7:40:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

énal e Res”yl‘tﬂ Qual i DL Type RL Type | Units Qual pode
1,2,3,4,6,7,8-HPCDF 2.64 JB 0.0360 MDL 5.16 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.297 J 0.0455 MDL 5.16 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.356 JQ 0.0774 MDL 5.16 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.323 JBQ 0.0414 MDL 5.16 PQL ng/Kg J V4
1,2,3,6,7,8-HXCDD 1.03 JB 0.0840 MDL 5.16 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.273 JB 0.0426 MDL 5.16 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDD 0.843 J 0.0838 MDL 5.16 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.475 JB 0.0435 MDL 5.16 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.175 JBQ 0.0688 MDL 5.16 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.890 JB 0.0501 MDL 5.16 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.275 JBQ 0.0402 MDL 5.16 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.451 J 0.0494 MDL 5.16 PQL ng/Kg J 4
2,3,7,8-TCDD 0.0747 JQ 0.0507 MDL 1.03 PQL ng/Kg J z
2,3,7,8-TCDF 0.283 J 0.0774 MDL 1.03 PQL ng/Kg J z
OCDF 5.1 JB 0.0397 MDL | 103 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:33:38 AM ADR version 1.7.0.207 Page 5 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH087 Laboratory: LL
EDD Filename: PH087_v1 eQAPP Name: CDM_SSFL_131101_Lan

S0

Sample ID: SL-565-SA8-SB-4.0-5.0 Collected: 8/8/2013 8:30:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

f\nal e Resi{lt Qual DL RL Type

1,2,3,4,6,7,8-HPCDD 0.135 JBQ 0.0280 MDL 5.83 PQL ng/Kg U B
1.2,3,4,6,7,8-HPCDF 0.0637 JBQ 0.0137 MDL 5.83 PQL ng/Kg U B
1.2,3,4,7,8,9-HPCDF 0.0715 J 0.0197 MDL 5.83 PQL ng/Kg J 4
1,2,3,4,7,8-HxCDD 0.0928 J 0.0265 MDL 5.83 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.104 JBQ 0.0168 MDL 5.83 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0836 JBQ 0.0277 MDL 5.83 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.109 JBQ 0.0171 MDL 5.83 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0868 JQ 0.0274 MDL 5.83 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.0636 JB 0.0211 MDL 5.83 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0923 JBQ 0.0478 MDL 5.83 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.143 JB 0.0239 MDL 5.83 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0646 JBQ 0.0161 MDL 5.83 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.127 JQ 0.0221 MDL 5.83 PQL ng/Kg U B
2,3,7,8-TCDD 0.102 JQ 0.0425 MDL 1.17 PQL ng/Kg J z
2,3,7,8-TCDF 0.0357 JQ 0.0353 MDL 117 PQL ng/Kg J Z
OCDD 0.679 JB 0.0297 MDL 1.7 PQL ng/Kg U B
OCDF 0.0492 JBQ 0.0408 MDL 11.7 PQL ng/Kg U B
Sample ID: SL-567-SA8-SB-0.0-0.5 Collected: 8/8/2013 12:50:00 Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

Analyte _ Result Qual DL | Type RL Type | Units Qual Code
‘:IV,2,3,4.6,7,8-HPCDD T k 2.81 JB 0.0446 MDL 5.82 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.524 JB 0.0245 MDL 5.82 PQL ng/Kg z
1,2,3,4,7,8,9-HPCDF 0.0896 JQ 0.0273 MDL 5.82 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.0803 J 0.0418 MDL 5.82 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.102 JBQ 0.0303 MDL 5.82 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.478 JB 0.0449 MDL 5.82 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.146 JB 0.0316 MDL 5.82 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.663 J 0.0419 MDL 5.82 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDF 0.864 JB 0.0309 MDL 5.82 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.161 JBQ 0.0612 MDL 5.82 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.416 JB 0.0484 MDL 5.82 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.128 JB 0.0275 MDL 5.82 PQL ng/Kg U B
2,3,7,8-TCDF 0.325 Ja 0.0951 MDL 1.16 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:33:38 AM ADR version 1.7.0.207 Page 6 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH087 Laboratory: LL
EDD Filename: PH087_v1 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID: SL-567-SA8-SB-0.0-0.5 Collected: 8/8/2013 12:50:00 Analysis Type: RES Dilution: 1

Data
Lab Review

Result

Sample ID: SL-567-SA8-SB-4.0-5.0 Collected: 8/8/2013 1:25:00 PM  Analysis Type: RES Dilution: 1
‘ Data
Lab Lab DL Review Reason
Analyte_ Result | Qual | DL e | RL 1T} Code
1,2,3,4,6,7,8-HPCDF 0.0503 JBQ 0.0157 MDL 5.84 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0313 JQ 0.0211 MDL 5.84 PQL ng/Kg J Zz
1,2,3,4,7,8-HXCDF 0.0321 JBQ 0.0176 MDL 5.84 PQL ng/Kg ] B
1,2,3,6,7,8-HXCDF 0.0280 JBQ 0.0184 MDL 5.84 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0767 J 0.0302 MDL 5.84 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.0817 JBQ 0.0284 MDL 5.84 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0483 Ja 0.0262 | MDL 5.84 PQL ng/Kg V] B
OCDD 0.512 JBQ 0.0556 MDL 11.7 PQL ng/Kg U B
OCDF 0.0655 JBQ 0.0593 | MDL 1.7 PQL ng/Kg u B

Sample ID: SL-565-SA8-SB-0.0-0.5 Collected: 8/8/2013 7:40:00 AM  Analysis Type: RES Dilution: 1

Lab
Analyte - Result |

Matrix:” SO

Sample ID: SL-567-SA8-SB-0.0-0.5 Collected: 8/8/2013 12:50:00 Analysis Type: RES Dilution: 1

Data
Review Reason

Cod

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:33:38 AM ADR version 1.7.0.207 Page 7 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH087
EDD Filename: PH087_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Matrix: - SO

Sample ID: SL-565-SA8-$B-0.0-0.5 Collected: 8/8/2013 7:40:00 AM  Analysis Type: RES Dilution: 1

Analyte

AROCLOR 1260

8270D SIM

Matrix: - SO

Sample ID: SL-565-SA8-SB-0.0-0.5 Collected: 8/8/2013 7:40:00 AM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL Review Reason
2-METHYLNAPHTHALENE 1.0 J T 0.70 MDL 1.8 PQL ug/Kg J V4
ANTHRACENE 0.50 J 0.35 MDL 1.8 PQL ug/Kg J z
BENZO(A)ANTHRACENE 1.1 J 0.70 MDL 1.8 PQL ug/Kg J z
BENZO(A)PYRENE 1.1 J 0.70 MDL 1.8 PQL ug/Kg J z
BENZO(G,H,l)PERYLENE 0.86 J 0.70 MDL 1.8 PQL ug/Kg J z
BENZO(K)FLUORANTHENE 1.2 J 0.70 MDL 1.8 PQL ug/Kg J Z
INDENO(1,2,3-CD)PYRENE 0.71 J 0.70 MDL 1.8 PQL ug/Kg J z
NAPHTHALENE 1.3 J 0.70 MDL 1.8 PQL ug/Kg J z
Sample ID: SL-565-SA8-SB-4.0-5.0 Collected: 8/8/2013 8:30:00 AM  Analysis Type: RES Dilution: 1

Lab

1-METHYLNAPHTHALENE

1.6 J 0.78 MDL 2.0 PQL ug/Kg J 4

2-METHYLNAPHTHALENE 1.0 J 0.78 MDL 2.0 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 13 J 7.0 MDL 21 PQL ug/Kg J z
Sample ID: SL-567-SA8-SB-0.0-0.5 Collected: 8/8/2013 12:50:00 Analysis Type: RES-BASE/NEUTRAL  Difution: 10

Data
Lab
Result

Reason
Code

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:33:38 AM ADR version 1.7.0.207 Page 8 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH087

EDD Filename: PH087_v1

Reason Code Legend

Laboratory: LL
€QAPP Name: CDM_SSFL_131101_Lan

Reason Code Description

“# Professional Judgment

A ICP Serial Dilution

B Calibration Blank Contamination
B Method Blank Contamination

E Laboratory Duplicate Precision
F Equipment Blank Contamination
F Field Blank Contamination

Q Laboratory Duplicate Precision
Q Matrix Spike Lower Estimation
Q Matrix Spike Upper Estimation
S Surrogate/Tracer Recovery Upper Estimation
Z Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:33:38 AM

ADR version 1.7.0.207

Page 9 of 9



Enclosure |
EPA Level 111 ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outlier Reports

PHOZ7



Lab Reporting Batch ID: PH087
EDD Filename: PH087_v1

Method Blank Outlier Report

Laboratory: LL

¢QAPP Name: CDM_SSFL_131101_Lan

Method Blank

|Sample ID Analysis Date

BLK2270B370710

8/17/2013 7:10:00 AM

Analyte

1,2,3,4,6,7,8-HPCDD
1,2,3,4,6,7,8-HPCDF
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDD
1,2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDF
1,2,3,7,8-PECDD
1,2,3,7,8-PECDF
2,3,4,6,7,8-HXCDF
2,3,4,7,8-PECDF
OCcDD

OCDF

Result

0.0682 ng/Kg
0.0368 ng/Kg
0.0398 ng/Kg
0.0344 ng/Kg
0.0310 ng/Kg
0.0558 ng/Kg
0.0796 ng/Kg
0.0421 ng/Kg
0.0316 ng/Kg
0.0576 ng/Kg
0.286 ng/Kg
0.112 ng/Kg

Associated
Samples

SL-565-SA8-SB-0.
SL-565-SA8-SB-4.0-5.0
SL-567-SA8-SB-0.0-0.5
SL-567-SA8-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Resuit Final Result
SL-565-5A8-5B-0.0-0.5(RES) 12,3,7,8-PECDD T ~ 0ATsngiKg 0.175U ng/Kg
SL-565-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.135 ng/Kg 0.135U ng/Kg
SL-565-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0637 ng/Kg 0.0637U ng/Kg
SL-565-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.104 ng/Kg 0.104U ng/Kg
SL-565-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0836 ng/Kg 0.0836U ng/Kg
SL-565-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.109 ng/Kg 0.109U ng/Kg
SL-565-SA8-SB-4.0-5,0(RES) 1,2,3,7.8,9-HXCDF 0.0636 ng/Kg 0.0636U ng/Kg
SL-565-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.0923 ng/Kg 0.0923U ng/Kg
SL-565-5A8-SB-4.0-5.0(RES) 1,2,3,7 8-PECDF 0.143 ng/Kg 0.143U ng/Kg
SL-565-SA8-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0646 ng/Kg 0.0646U ng/Kg
SL-565-SA8-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.127 ng/Kg 0.127U ng/Kg
SL-565-SA8-SB-4.0-5.0(RES) 0CDD 0.679 ngiKg 0.679U ng/Kg
SL-565-SA8-5B-4.0-5.0(RES) OCDF 0.0492 ng/Kg 0.0492U ng/Kg
SL-567-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.102 ng/Kg 0.102U ng/Kg
SL-567-SA8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.146 ng/Kg 0.146U ng/Kg
SL-567-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.161 ng/Kg 0.161U ng/Kg
SL-567-SA8-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.128 ng/Kg 0.128U ng/Kg
SL-567-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0503 ng/Kg 0.0503U ng/Kg
SL-567-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0321 ng/Kg 0.0321U ng/Kg
SL.-567-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0280 ng/Kg 0.0280U ng/Kg
SL-567-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0817 ng/Kg 0.0817U ng/Kg
SL-567-SA8-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0483 ng/Kg 0.0483U ng/Kg
SL-567-SA8-SB-4.0-5.0(RES) ocDD 0.512 ng/Kg 0.512U ngiKg
SL-567-SA8-SB-4.0-5.0(RES) OCDF 0.0655 ng/Kg 0.0655U ng/Kg
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/6/2013 8:22:53 AM ADR version 1.7.0.207 Page 1 of 2



Lab Reporting Batch ID: PH087

Method Blank
ample ID

AnalysisD

8/20/2013 6:06:00 AM

Method Blank Outlier Report

EDD Filename: PH087_v1

Analyte

TIN

ALUMINUM

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Res

9.14 mg/Kg
1.77 mg/Kg

SL-565-SA8-SB-0.0-0.5

Associated
Sample

SL-565-SA8-SB-4.0-5.0
SL-567-SA8-SB-0.0-0.5
SL-567-SA8-SB-4.0-5.0
SL-567-5A8-5B-9.0-10.0

Reported

Reslt

Modified
Final Resul

SL565-5AB-SB-0.0-05RES) TN " 3.47 mglKg 3470 mg/kg
SL-565-SA8-SB-4.0-5.0(RES) TIN 3.57 mg/Kg 3.57U mg/Kg
SL-567-5A8-5B-0.0-0.5(RES) TIN 3.45 mg/kg 3.45U mg/Kg
SL-567-SA8-5B-4.0-5.0(RES) TIN 3.52 mg/Kg 3.52U mg/Kg
SL-567-SA8-5B-9.0-10.0(RES) TIN 3.86 mg/Kg 3.86U mg/Kg
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID: PH087
EDD Filename: PH087_v1

Field Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

[ar11

Collectd Date

COPPER
MOLYBDENUM

Analy )

'" esult

0.0036 mg/L
0.0036 mg/L

Associated
Samples

SL-565-SA8-5B-0.0-0.5

SL-565-SA8-SB-4.0-5.0
SL-567-SA8-SB-0.0-0.5
SL-567-SA8-SB-4.0-5.0
SL-567-SA8-SB-9.0-10.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
§L-565-SA8-SB-0.0-0.5(RES3V e TR e — == mg/k§ S ;;,r;g/Kg ,,,,,,,,
SL-567-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.913 mg/Kg 0.913U mg/Kg
SL-567-SA8-SB-4.0-5.0(RES) MOLYBDENUM 0.581 mg/Kg 0.581U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:31:55 AM

ADR version 1.7.0.207
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Equipment Rinsate Blank Outlier Report

Lab Reporting Batch ID: PH087
EDD Filename: PH087_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

S

8/7/2013 3:00;

Collected Date nalte

,,,,,,,,,,,,,,,

00 PM
TIN

ALUMINUM
MOLYBDENUM

0.143 mg/l.
0.0098 mg/L
0.0029 mg/L

Result

[SL-565-SA8-SB-0.0-0.5

Associated
Samples

SL-565-SA8-SB-4.0-5.0
SL-567-SA8-SB-0.0-0.5
SL-567-SA8-SB-4.0-5.0
SL-567-SA8-SB-9.0-10.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sale ID

SL-565-SA8-SB-0.0-0.5(RES)

Analte _

SR

Reported
Reslt

S e T R

Modified
aI RuIt

0.535 mg/Kg
SL-667-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.913 mg/Kg 0.913U mg/Kg
SL-567-SA8-SB-4.0-5.0(RES) MOLYBDENUM 0.581 mg/Kg 0.581U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:32:07 AM

ADR version 1.7.0.207
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Reporting Limit Outliers
L.ab Reporting Batch ID: PH087 Laboratory: LL
EDD Filename: PH087_v1 eQAPP Name: CDM_SSFL_131101_Lan
Met

Matrix:

SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-565-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 2.64 5.16 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF J 0.297 5.16 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.356 5.16 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.323 5.16 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.03 5.16 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.273 5.16 PQL ng/Kg
1,2,3,7,8,9-HXCDD J 0.843 5.16 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.475 5.16 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.175 5.16 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.890 5.16 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.275 5.16 PQL ng/Kg
2,3,4,7,8-PECDF J 0.451 5.16 PQL ng/Kg
2,3,7,8-TCDD Ja 0.0747 1.03 PQL | ng/Kg
2,3,7,8-TCDF J 0.283 1.03 PQL ng/Kg
OCDF JB 5.11 10.3 PQL ng/Kg
SL-565-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JBQ 0.135 5.83 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.0637 5.83 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF J 0.0715 5.83 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.0928 5.83 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.104 5.83 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0836 5.83 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.109 5.83 PQL ng/Kg
1,2,3,7,8,9-HXCDD Ja | 0.0868 5.83 PaAL | ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0636 5.83 POL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.0923 5.83 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.143 5.83 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0646 5.83 PQL | ng/Kg
2,3,4,7,8-PECDF Ja 0.127 5.83 PQL ng/Kg
2,3,7,8-TCDD Ja 0.102 1.17 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0357 1.17 PQL ng/Kg
0oCDD JB 0.679 1.7 PQL | na/Kg
OCDF JBQ | 0.0492 1.7 PQL | ng/Kg
SL-567-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 2.81 5.82 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.524 5.82 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF Ja | 0.089% 5.82 PQL | ng/Kg
1,2,3,4,7,8-HxCDD J 0.0803 5.82 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.102 5.82 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.478 5.82 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.146 5.82 PQL ng/Kg
1.2,3.7,8.9-HXCDD J 0.663 5.82 PQL | ngikg |  (@lldetects)
1,2,3,7,8,9-HXCDF JB 0.864 5.82 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.161 5.82 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.416 5.82 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.128 5.82 PQL ng/Kg
2,3,7,8-TCDF JQ 0.325 1.16 PQL ng/Kg
OCDF JBQ 0.759 11.6 PQL ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/6/2013 8:23:53 AM ADR version 1.7.0.207 Page 1 of 4



Reporting Limit Outliers

Lab Reporting Batch ID: PH087
EDD Filename: PH087_v1

Laboratory: LL

¢QAPP Name: CDM_SSFL_131101_Lan

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-567-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDF JBQ 0.0503 5.84 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JQ 0.0313 5.84 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0321 5.84 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0280 5.84 PQL ng/Kg
1,2,3,7,8,9-HXCDD J 0.0767 5.84 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDF JBQ 0.0817 5.84 PQL ng/Kg
2,3,4,7,8-PECDF Ja 0.0483 5.84 PQL ng/Kg
OCDD JBQ 0.512 11.7 PQL ng/Kg
JBQ 0.0655 11.7 PQL ng/Kg

Matrix: SO

P

OCDF

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-565-SA8-SB-0.0-0.5 BERYLLIUM J 0.910 1.01 PQL mg/Kg

BORON J 8.92 10.1 PQL mg/Kg

MOLYBDENUM J 0.535 2.03 PQL mg/Kg

SODIUM J 100 101 PQL |mgiKg| Y (8lldetects)

TIN J 3.47 10.1 PQL | mg/Kg

Zirconium J 4,54 5.07 PQL | mg/Kg
SL-565-SA8-SB-4.0-5.0 ARSENIC J 4,30 4.53 PQL mg/Kg

BERYLLIUM J 0.992 1.13 PQL mg/Kg

BORON J 8.72 11.3 PQL mg/Kg

CADMIUM J 1.1 1.13 PQL (mgiKg| J(@lldetects)

TIN J 3.57 11.3 PQL mg/Kg

Zirconium J 2.95 5.66 PQL mg/Kg
SL-567-SA8-SB-0.0-0.5 ARSENIC J 4.21 4.55 PQL mg/Kg

BERYLLIUM J 1.07 1.14 PQL mg/Kg

BORON J 9.45 11.4 PQL mg/Kg

MOLYBDENUM J 0.913 2.28 PQL mg/Kg J (all detects)

SODIUM J 88.0 114 PQL mg/Kg

TIN J 3.45 11.4 PQL mg/Kg

Zirconium J 4.11 5.69 PQL mg/Kg
SL-567-SA8-SB-4.0-5.0 BERYLLIUM J 0.794 1.17 PQL mg/Kg

MOLYBDENUM J 0.581 2.34 PQL mg/Kg

TIN 3 3.52 17 PQL |mgiKg| ¢ (@lldetects)

Zirconium J 4.30 5.86 PQL mg/Kg
SL-567-SA8-SB-9.0-10.0 BERYLLIUM J 1.14 1.17 PQL mg/Kg

BORON J 6.76 11.7 PQL mg/Kg

TIN J 3.86 1.7 PQL |mgkg| J(@Ndetects)

Zirconium J 3.81 5.85 PQL | mg/Kg

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-565-SA8-SB-0.0-0.5 SELENIUM J 0.245 0.406 PQL mg/Kg
SILVER J | o0.0483 0.203 PQL |mg/Kg| Y (@lldetects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID: PH087
EDD Filename: PH087_v1

Reporting Limit Outliers

Laboratory: LL

¢QAPP Name: CDM_SSFL_131101_Lan

Lab Reportingi RL
SamplelD Analyte Qual | Result Limit Type | Units Filag
SL-565-SA8-5B-4.0-6.0 SILVER J 0.0458 0.227 PQL | mg/Kg J (all detects)
SL-567-SA8-SB-0.0-0.5 SELENIUM J 0.323 0.455 PQL | mg/Kg J tall detect
SILVER J 0.0553 0.228 PQL | mg/Kg (all detects)
SL-567-SA8-SB-4.0-5.0 SELENIUM J 0.122 0.469 PQL | mg/Kg 1 (all detect
SILVER J 0.0426 0.234 PQL | mg/Kg (all detects)
SL-567-SA8-SB-9.0-10.0  |SILVER J 0.0677 0.234 PQL | mg/Kg J (all detects)

Lab Reportingi RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-565-SA8-SB-0.0-0.5 MERCURY J 0.0160 0.0172 PQL |malKg J (all detects)
SL-567-SA8-SB-9.0-10.0  |MERCURY J 0.0136 0.0185 PQL | mg/Kg J (all detects)

Wethod: | 8016M

Matrix: SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag ;
SL-565-SA8-SB-0.0-0.5 EFH (C15-C20) J 4.1 5.3 PQL [mg/Kg J (all detects)

Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-567-SA8-SB-0.0-0.5 4,4-DDT J 1.0 2.0 PQL ug/Kg J (all detects) —‘

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-565-SA8-SB-0.0-0.5 AROCLOR 1260 J 6.2 18 PQL ug/Kg J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

11/6/2013 8:23:53 AM

Page 3 of 4



Reporting Limit Outliers

Lab Reporting Batch ID: PH087 Laboratory: LL
EDD Filename: PH087_v1 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-565-SA8-SB-0.0-0.5 2-METHYLNAPHTHALENE J 1.0 1.8 PQL | ug/Kg
ANTHRACENE J 0.50 1.8 PQL | ug/Kg
BENZO(A)JANTHRACENE J 1.1 1.8 PQL | ug/Kg
BENZO(A)PYRENE J 1.1 1.8 PQL | ug/Kg 5 (all detect
BENZO(G,H,)PERYLENE J 0.86 1.8 PaL | ug/Kg ( cts)
BENZO(K)FLUORANTHENE J 1.2 1.8 PQL | ug/Kg
INDENO(1,2,3-CD)PYRENE J 0.71 1.8 PQL | ug/Kg
NAPHTHALENE J 1.3 1.8 PQL | ug/Kg
SL-565-SA8-SB-4.0-5.0 1-METHYLNAPHTHALENE J 16 2.0 PQL | ugiKg
2-METHYLNAPHTHALENE J 1.0 2.0 PQL | ug/Kg J (all detects)
BIS(2-ETHYLHEXYL)PHTHALATE J 13 21 PQL | ug/Kg
SL-567-SA8-SB-0.0-0.5 CHRYSENE J 5.5 20 PQL | ug/Kg J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/6/2013 8:23:53 AM ADR version 1.7.0.207 Page 4 of 4



LDC #.__ 30434B4 VALIDATION COMPLETENESS WORKSHEET Date:q{zé/ ’ 3
SDG #___PHO87 ADR Page._'of
Laboratory:_Eurofins Lancaster Laboratories Reviewer:_g_;

2nd Reviewer:
METHOD: Metais (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
l.__| Technical holding times " |sampling dates: g/ g/r%

I8 ICP/MS Tune

1. Calibration

IV. | Blanks

=Y
V. | ICP Interference Check Sample (ICS) Analysis T , ~
VI. ]| Matrix Spike Analysis 6W MSI (D C,%‘QQ/ Q HO%% 3
w/ | OO NV

VIIl. | Laboratory Control Samples (LCS) % (_,CS
N
N

A

VIl. | Duplicate Sample Analysis

IX. | Internal Standard (ICP-MS)

X. | Furnace Atomic Absorption QC

b

X1._| ICP Serial Dilution 2w | S MO & Co 212 (Sluy
XIll. | Sample Result Verification N 7
Xlll. | Overall Assessment of Data N
XIV. | Field Duplicates - .
Xv_] Field Blanks 3/\/ ?%: TR-ON\WWX & E@rogo// \?
Note: A = Acceptable ND = No compounds detected /(ISQ\?)?F;I%’;D C? H>O gé>
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: @ \
1 | SL-565-SA8-SB-0.0-0.5 11 21 31
2 | SL-565-SA8-SB-4.0-5.0 12 22 32
3 | SL-567-SA8-SB-0.0-0.5 13 23 33
4 | SL-567-SA8-SB-4.0-5.0 14 24 34
5 | SL-567-SA8-SB-9.0-10.0 15 25 35
6 16 26 36
7 17 27 37
8 18 28 38
9 19 ] 29 39
10 20 30 40
Notes:

30434B4W.wpd



LDC #:_30434B4 VALIDATION FINDINGS WORKSHEET Page: \ of\

PB/ICB/CCB QUALIFIED SAMPLES Reviewer_(J2
METHOD: Trace metals (EPA SW 864 Method 6010B/6020/7000) Soil preparation factor applied:__100x Reason: B 2nd Reviewer:__|_/~—

Sample Concentration units, unless otherwise noted: mg/Kg Associated Samples: All

Analytel] Maximumjl Maximu Maximum|| Actio 1 3 4
PB? PB? ICB/CCB?|| Level
{(malKa) {uc/l ) {ucyl )

Mo ” 1.9 0.95 0.535 0.913 0.581

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet.
These sample results were qualified as not detected, "U". )
Note: a- The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.

30434B4.wpd



LDC #:_.30434B4 VALIDATION FINDINGS WORKSHEET Page:_of_\
Field Blanks Reviewer: O1___
2nd Reviewer.__Y__
METHOD: Trace Metals (EPA SW846 6010B/7000)
Blank units:_ mg/L Associated sample units:__mg/Kg Reason: F
Sampling date:__ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:_ All
|Analyte| Blank ID Sample Identification
FB-041113 | Action 1 3 4
(SDG: Limit
PHO029)
0.0036 1.8
" Mo 0.0036 1.8 0.53 0.91 0.58
Sampling date:__ 8/7/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:___ All
IAnaIyteI Blank ID Sample Identification
T
: EB-080713 | Action 1,3,4
(SDG: Limit
PH086)
Al 0.143 71.5
Mo " 0.0098 4.9 See FB
Sn " 0.0029 1.45

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

30434B4eb.wpd



&% eurofins | Lancaster QUALITY ASSURANCE SUMMARY

i Laboratories FORM 5A (MS/MSD)
MATRIX SPIKE/MATRIX SPIKE DUPLICATE
SDG No.: PHOS88
Matrix: SOIL Level

(low/med) : Low

Background Lab Sample ID: 7156754BKG Matrix Spike Lab Sample ID: 7156755MS Matrix Spike Duplicate Lab Sample ID: 7156756MSD

Batch Id(s): P22337A, P23138A
BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit
Analyte Mass Result C Result C Result C Added Added Units| % Q % QIRPD|Q $R RPD | M
Aluminum 17083.0730 20509.4590 20482.5350 200.0000 200.0000Q|MG/KG} 1713 1700 0 20|p
ndj/'Antimony 0.7400(U 30.9810 31.7740 50.0000 50.0000[MG/KG 62N 64| N 3 75 -125 20|p
Arsenic 3.2060|B 17.9000 18.3950 15.0000 15.0000[MG/KG 98 101 3 75 -125 20|p
Barium 85.9770 279.2300 281.8090 200.0000 200.0000|MG/KG 97 98 1 75 -125 20|P
Beryllium 0.5820|B 5.5400 5.5620 5.0000 5.0000|MG/KG 99 100 0 75-125 20|p
Boron 5.1600|B 199.5850 197.8280 200.0000 200.0000|MG/KG 97 96 1 75 ~125 20|p
Cadmium 0.9640|B 5.5530 5.7730 5.0000 5.0000[MG/KG 92 96 4 75-125 2Q|p
Calcium 12531.1280 13642.1350 14133.5490 400.0000 400.0000|MG/KG 278 401 4 20|p
Chromium 24 .6090 45.9060 46.3010 20.0000 20.0000|MG/KG 106 108 1 75 -125 20|p
Cobalt 6.2280 50.7940 52.3660 50.0000 50.0000[MG/KG 89 92 3 75-125 20|p
Copper 14.4690 40.8770 41.0430 25.0000 25.0000|MG/KG 106 106 0 75-125 20|p
Iron 22577.7970 22906.4520 23148.5520 100.0000 100.0000|MG/KG 329 571 1 20|P
Lead 5.8440 19.6370 20.4560 15.0000 15.0000{MG/KG 92 97 4 75-125 20|p
Lithium 18.9460 113.4440 114.0070 100.0000 100.0000|MG/KG 94 95 0 75-125 20|p
Magnesium 5699.2620 6101.3830 6143.0950 200.0000 200.0000|MG/KG 201 222 1 20|p
Manganese 292.8510 293.0810 311.9510 50.0000 50.0000[MG/KG 0 38 6 20{p
Mercury 0.0097|U 0.1826 0.1805 0.1628 0.1630|MG/KG 112 111 1 65 - 135 20/|cv
Molybdenum 0.4550[B 186.9820 191.7470 200.0000 200.0000|MG/KG 93 96 3 75-125 20|p
Nickel 13.7540 58.6110 61.3840 50.0000 50.0000[MG/KG 90 95 5 75-125 20|p
Phosphorus 316.8430 411.7730 414.5770 100.0000 100.0000[MG/KG 95 98 1 75-125 20|p
jd ot [Potassium 1621.1240 2989.1230 2982.0330 1000.0000[ 1000.0000|MG/KG 137|N 136|N 0 75-125 20|p
Selenium 78 0.1000|U 1.9938 1.9752 2.0000 2.0000|MG/KG 100 99 1 75-125 20JMS
Silver 107 0.0490|B 10.4456 10.2942 10.0000 10.0000|MG/KG 104 102 1 75-125 20Ms
Sodium 556.1220 1523.9040 1530.3650 1000.0000f 1000.0000|MG/KG 97 97 0 75-125 20|p
Yot |Strontium 88 28.2986 39.1866 37.5476 8.0000 8.0000|MG/KG 136|N 116 4 75-125 20|MS
Thallium 203 0.2160 0.6324 0.6534 0.4000 0.4000|MG/KG 104 109 3 75-125 2qMS

Note: Results shown are reported on an as-received basis.

METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV Cold Vapor U= Below MDL, B= Below LOQ
MS = ICP Mass Spectrometry AF = Cold Vapor Atomic Fluorescence FLAGS:

PHARK] Pans 222N Af 282N N = Matrix Spike 00s, * = Duplicate 00S
o0 d4ge—o U-GHooouU
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eurofins | QUALITY ASSURANCE SUMMARY

X

! Lancast
| Laboratoties FORM 5A (MS/MSD)
MATRIX SPIKE/MATRIX SPIKE DUPLICATE
SDG No.: PHO88
Matrix: SOIL Level
W
(low/med) : Lo

Background Lab Sample ID: 7156754BKG Matrix Spike Lab Sample ID: 7156755MS Matrix Spike Duplicate Lab Sample ID: 7156756MSD
Batch Id(s): P22337A, P23138A

BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit

RAnalyte |Mass Result C Result C Result C Added Added Units| %R |Q! %R |Q|RPD|Q %R RPD [ M
Tin 2.9780/B 347.4710 357.9730 400.0000, 400.0000{MG/KG, 86 89 3 75-125 20/
Titanium 1267.1940 1576.1010 1556.1460 100.0000 100.0000[MG/KG 309 289 1 20|P
Vanadium 45.1040 98.5800 99.8080 50.0000 50.0000[MG/KG 107 109 1 75-125 20|p
Zinc 48.3700 96.1810 99.3540 50.0000 50.0000|MG/KG 96 102 3 75-125 20(p
Zirconium 2.2610|B 97.1860 97.9020 100.0000 100.0000|MG/KG 95! 96 1 75-125 20p

Note: Results shown are reported on an as-received basis.

METHODS : CONCENTRATION QUALIFIERS:

P = ICP Atomic Emission Spectrometer CV = Cold Vapor U= Below MDL, B= Below LOQ

MS = ICP Mass Spectrometry AF Cold Vapor Atomic Fluorescence FLAGS:

PHNRR Pana 2221 Af 2220 N = Matrix Spike 00s, * = Duplicate 00Ss
dgeo901-0se9oY

T ToOo0o—t
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Note: Results shown are reported on an as-received basis.

&% eurofins

Lancaster

QUALITY ASSURANCE SUMMARY

Laboratories FORM 6
DUPLICATES
SDG No.: PHO088
Matrix: SOIL Level (low/med): LOW
Background Lab Sample ID: 7156754BKG Duplicate Lab Sample ID: 7156757DUP
Batch ID(s): P22337A, P23138A
Concentration Units: MG/KG
Control
Analyte Mass Limit Samples (S) C Duplicate (D) RPD QM
Aluminum 17083.0730 17634.2360 3 p
Antimony -1.0750| B -0.9410 -13 p
Arsenic 3.2060|B 3.5700 11 P
Barium 85.9770 86.8650 1 p
Beryllium 0.5820|B 0.5770 1 P
Boron 5.1600| B 4,.6550 10 P
Cadmium 0.9640| B 0.9910 3 p
Calcium 12531.1280 21419.9100 52| * [P
Chromium 24,6090 25,5320 4 p
Cobalt 6.2280 5.9390 5 P
Copper 14.4690 14.2330 2 p
Iron 22577.7970 22655.7490 0 P
Lead 3.0 5.8440 5.9950 3 p
Lithium 4.0 18.9460 18.7910 1 P
Magnesium 5699.2620 5892.7890 3 p
Manganese 292.8510 270.5010 8 P
Mercury 0.0097|U0 0.0096 Ccv
Molybdenum 0.4550(B 0.1700 200 p
Nickel 13.7540 13.6880 0 P
Phosphorus 316.8430 340.6470 7 P
Potassium 1621.1240 1599.3090 1 P
Selenium 78 0.1000|U 0.1000 MS
Silver 107 0.0490|B 0.0260 200 MS
Sodium 556.1220 600.1470 8 p
Strontium 88 28.2986 30.5108 8 MS
Thallium 203 0.2 0.2160 0.2258 4 MS
Tin 2.9780{B 3.0820 3 P
Titanium 1267.1940 1253.4180 1 P
Vanadium 45.1040 46.0340 2 P
Zinc 48.3700 48.6870 1 P
Zirconium 2.2610|B 4.0150 56 P
NOTE: An asterisk (*) in column "Q" indicates poor duplicate precision (RPD > 20% OR

[ {S8) -
The data are considered to be valid because the laboratory control sample

within the control limits.

(D)

> LOQ for values < 5x LOQ).

See the Laboratory Control Sample.

METHODS::

P =
MS =
Ccv
AF

ICP Atomic Emission Spectrometer
ICP Mass Spectrometry

Cold Vapor
Cold Vapor Atomic Fluoresc

JLHO88 Page

CONCENTRATION QUALIFIERS:
Below MDL

U=
B= Below LOQ

%&ﬁﬁgbi§§@91cate OQut of Spec




&& eurofins Cancaster QUALITY ASSURANCE SUMMARY

Laboratories FORM 9
SERIAL DILUTIONS
SDG No.: PHO88
Matrix: SOIL Level LOW
(low/med) :
Background Lab Sample ID: 7156754BKG Serial Dilution Lab Sample ID: 7156754L
Batch ID(s): P22337A
Concentration Units: UG/L
Initial Sample Serial Dilution
Analyte Mass Result (I) C Result (8S) Cl % Diff. [Q|M
Aluminum 170830.7300 178155.7500 4 p
Antimony 7.4000{U0 37.0000|U p
Arsenic 32.0600{B 35.9000|B 12 P
Barium 859.7700 907.6000 6 P
Beryllium 5.8200|B 5.9000|B 1 p
Boron 51.6000]B 83.0500(B 61 P
Cadmium 9.6400|B 13.2000|B 37 p
Calcium 125311.2800 132497.4000 6 P
Chromium 246.0900 251.8500 2 P
S [vS [Cobalt 62.2800 70.0000 12|E [P
Copper 144.6900 144.5500 0 P
Iron 225777.9700 226083.8000 0 p
Lead 58.4400 64.5500(B 10 P
Lithium 189.4600 204.4000 8 P
Magnesium 56992.6200 60127.0500 5 p
Manganese 2928.5100 3086.2500 5 p
Molybdenum 4.5500(B 22.8500(B 402 p
Nickel 137.5400 146.3500 6 P
Phosphorus 3168.4300 3234.9500 2 p
Potassium 16211.2400 16350.5500 1 P
Selenium 78 0.5000]U0 2.5000{U0 MS
Silver 107 0.2450|B 0.6500|U 100 MS
Sodium 5561.2200 5605.0000 1 p
Strontium 88 141.4930 139.1950 2 MS
Thallium 203 1.0800 1.0450|B 3 MS
Tin 29.7800|B 30.4500|B 2 P
Titanium 12671.9400 12884.8500 2 P
Vanadium 451.0400 456.2000 1 P
Zinc 483.7000 495,1500 2 P
Zirconium 22.6100(B 60.4500|B 167 P

NOTE: An E 1n column Q 1indicates the presence of a chemical or physical
interference in the matrix when the % difference i1s greater than 10%. This
applies only when (I) 1is greater than or equal to 50x MDL for ICP, 100x MDL
for ICP-MS (6020), 50x MDL for ICP-MS (200.8), or 25x MDL for GFAA.

METHODS: CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer U= Below MDL
MS = ICP Mass Spectrometry B= Below LOQ
FLAGS:

E = Matrix Effects exist as proven by
PHO88 Paqel3390 of 38302l Dilution or Spiked Dilution
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INTRODUCTION

This Data Validation Report (DVR) presents Level Il data validation results for samples
collected on August 9, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan for Santa Susana Field Laboratory (SSFL), RCRA Facility Investigation,
Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA
Contract Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans Data Review (September
2005), and for Inorganic Data Review (January 2010). Where specific guidance is not available,
the data has been evaluated in a conservative manner consistent with industry standards using
professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVOCs) by Environmental Protection Agency (EPA) SW 846 Method 8270D
utilizing Selective lon Monitoring (SIM)

Pesticides by EPA SW 846 Method 8081B

Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A, and 7471B

Herbicides by EPA SW 846 Method 8151A

Total Petroleum Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M

TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment Il. Level llI
Automated Data Review outliers are presented in Enclosure |.

All sample results were subjected to Level lll data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards (dioxins only), matrix spike/matrix spike
duplicates (MS/MSD), laboratory duplicates (DUP), laboratory control sample/laboratory control
sample duplicates (LCS/LCSD), ICP serial dilutions, method blanks, equipment blanks, field
blanks, trip blanks and field duplicates. No samples in this SDG were subjected to Level |V
evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of ICB/CCBs and ICP serial
dilutions, which were validated manually. Quality assurance (QA)/QC criteria specified in the
QAPP and CLPNFGs were incorporated with the program’s reference library to assess
compliance with project requirements.



The following are definitions of the data qualifiers:

U

NJ

uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times

All technical holding time requirements were met.

Il. Initial Calibration

Initial Calibration data were not reviewed for level Ill.

lll. Continuing Calibration

Continuing calibration data were not reviewed for level ll1.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of several blanks for
dioxins and metals. The associated sample results were qualified as non-detected (U) due to
method blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.

The details regarding the qualification of data are provided in Enclosure 1.

No contaminant concentrations were detected in the initial or continuing calibration blanks with
the following exceptions:

SDG/ Maximum
Method Method Blank ID Analyte Concentration Associated Samples
PHO88/ ICB/CCB Molybdenum 1.9 ug/L SL-530-SA8-SB-0.0-0.5
6010C SL-530-SA8-SB-4.0-5.0

SL-830-SA8-SB-4.0-5.0
SL-538-SA8-SB-0.0-0.5

Sample concentrations were compared to concentrations detected in the initial and continuing
blanks. The sample concentrations were not detected or were significantly greater than the

concentrations found in the associated blanks with the following exceptions:

Reported Modified Final
SDG/Method Sample Compound Concentration Concentration
PHO88/ S1-530-SA8-SB-0.0-0.5 Molybdenum 0.344 ug/Kg 0.344U ug/Kg
6010C
PHO88/ SL-530-SA8-SB-4.0-5.0 Molybdenum 0.516 ug/Kg 0.516U ug/Kg
6010C
PHO88/ SL-538-SA8-SB-0.0-0.5 Molybdenum 0.282 ug/Kg 0.282U ug/Kg
6010C




V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits with the exception of one sample for pesticides. The
associated sample results were qualified as detected estimated (J). The details regarding the
qualification of data are provided in Enclosure |.

VL. ICP Interference Check Sample (ICS) Analysis

ICP interference check data were not reviewed for level Il

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of two MS/MSD pairs for TPH as extractables and metals. The
associated sample results were qualified as detected estimated (J) or non-detected estimated
(UJ) as applicable. The details regarding the qualification of data are provided in Enclosure |.
VIIl. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits with the exception of two DUPs for metals. The associated
sample results were qualified as detected estimated (J) or non-detected estimated (UJ) as
applicable. The details regarding the qualification of data are provided in Enclosure |.

IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits.

X. Internal Standards
Internal standards were reviewed for dioxins. Percent recoveries (%R) were within QC limits.
XI. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were met with
the following exceptions:

Associated
Diluted Sample Analyte %D (Limits) Samples Flag AorP

SL-530-SA8-SB-4.0-5.0 Cobalt 12 (<10) SL-530-SA8-SB-0.0-0.5 J (all detects) A
SL-530-SA8-SB-4.0-5.0 UJ (all non-detects)
SL-830-SA8-SB-4.0-5.0
SL-538-SA8-SB-0.0-0.5




Associated

Diluted Sample Analyte %D (Limits) Samples Flag AorP
SL-538-SA8-SB-4.0-5.0 Nickel 13 (210) SL-538-SA8-SB-4.0-5.0 J (all detects) A
Strontium 19 (<10) SL-838-SA8-SB-4.0-5.0 UJ (all non-detects)

SL-541-SA8-SB-0.0-0.5
SL-541-SA8-SB-4.0-5.0
SL-607-SA8-SB-0.0-0.5
SL-607-SA8-SB-5.0-6.0

The associated sample results were qualified as detected estimated (J) or non-detected
estimated (UJ) as applicable.

Xll. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH088 All compounds reported as detected below the RL. J (all detects) A

XIIl. Field Duplicate Samples

Two field duplicate pairs were collected and analyzed for SVOCs, PCBs, metals, TPH as
gasoline, TPH as extractables and dioxins. All RPDs were within QC limits with the exception of
several SVOCs, metals, TPH as extractables and dioxins. In these duplicate pairs, the
associated sample results were qualified as detected estimated (J) or non-detected estimated
(UJ) as applicable. The field duplicate result comparisons are provided in Enclosure I.

XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No contaminants were found in
the trip blank.

One equipment blank (from SDG PH086) was collected and analyzed for SVOCs, pesticides,
PCBs, metals, herbicides, TPH as gasoline, TPH as extractables and dioxins. The equipment
blank had several detections for SVOCs, metals and dioxins. The associated sample results
were qualified as non-detected (U) due to equipment blank contamination as applicable. The
sample results that were not detected or were significantly greater than the concentrations
found in the equipment blanks were not qualified. The equipment blank outlier reports are
presented in Enclosure I.

One field blank (from SDG PHO029) was collected and analyzed for SVOCs, pesticides, PCBs,
metals, herbicides, TPH as gasoline, TPH as extractables and dioxins. The field blank had
detections for several SVOCs, metals and dioxins. The associated sample results were
qualified as non-detected (U) due to field blank contamination as applicable. The sample
results that were not detected or were significantly greater than the concentrations found in the
field blank were not qualified. The field blank outlier reports are presented in Enclosure |.

5



XV. Overall Assessment of Data

No data associated with this sampling event were rejected. The overali assessment of QA/QC
data review by automated and manual validation of this sampling event met project
requirements and analytical completeness levels with the exceptions noted in the above
sections. All data are deemed useable for the intended use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
09-Aug-2013  SL-530-SA8-SB-0.0-0.5 7156753 N 3050B 6010C I
09-Aug-2013  SL-530-SA8-SB-0.0-0.5 7156753 N 3050B 6020A I
09-Aug-2013  SL-530-SA8-SB-0.0-0.5 7156753 N 3546 8015M n
09-Aug-2013  SL-530-SA8-SB-0.0-0.5 7156753 N 3546 8082A ]
09-Aug-2013  SL-530-SA8-SB-0.0-0.5 7156753 N 3546 8270D SIM mn
09-Aug-2013  SL-530-SA8-SB-0.0-0.5 7156753 N METHOD 1613B ]}
09-Aug-2013  SL-530-SA8-SB-0.0-0.5 7156753 N METHOD 7471B n
09-Aug-2013  SL-530-SA8-SB-4.0-5.0 7156754 N 3050B 6010C ]
09-Aug-2013  SL-530-SA8-SB-4.0-5.0 7166754 N 3050B 6020A m
09-Aug-2013  SL-530-SA8-SB-4.0-5.0 7156754 N 3546 8015M |
09-Aug-2013  SL-530-SA8-SB-4.0-5.0 7156754 N 3546 8082A n
09-Aug-2013  SL-530-SA8-SB-4.0-5.0 7156754 N 3546 8270D SIM ]
09-Aug-2013  SL-530-SA8-SB-4.0-5.0 7156754 N 5035A 8015M n
09-Aug-2013  SL-530-SA8-SB-4.0-5.0 7156754 N METHOD 1613B ][]
09-Aug-2013  SL-530-SA8-SB-4.0-5.0 7156754 N METHOD 7471B i
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MS 7156755 MS 3050B 6010C i
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MS 7156755 MS 3050B 6020A n
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MS 7156755 MS 3546 8015M ]
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MS 7156755 MS 3546 8082A ]
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MS 7156755 MS 3546 8270D SIM ]
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MS 7156755 MS 5035A 8015M IH
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MS 7156755 MS METHOD 1613B 1]
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MS 7156755 MS METHOD 7471B n
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MSD 7156756 MSD 3050B 6010C n
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MSD 7156756 MSD 3050B 6020A n
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MSD 7156756 MsSD 3546 8015M i

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID l.ab Sample ID Type Method Method Level
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MSD 7156756 MSD 3546 8082A I}
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MSD 7156756 MSD 3546 8270D SIM n
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MSD 7156756 MSD 5035A 8015M n
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MSD 7156756 MSD METHOD 16138 mn
09-Aug-2013  SL-530-SA8-SB-4.0-5.0MSD 7156756 MSD METHOD 7471B If
09-Aug-2013  SL-530-SA8-SB-4.0-5.0DUP 7156757 DUP 3050B 6010C 10l
09-Aug-2013  SL-530-SA8-SB-4.0-5.0DUP 7156757 DUP 3050B 6020A 1
09-Aug-2013  SL-530-SA8-5B-4.0-5.0DUP 7166757 DUP METHOD 7471B I
09-Aug-2013  SL-830-SA8-SB-4.0-5.0 7156758 FD 3050B 6010C ]
09-Aug-2013  SL-830-SA8-SB-4.0-5.0 7156758 FD 3050B 6020A 1]
09-Aug-2013  SL-830-SA8-SB-4.0-5.0 7156758 FD 3546 8015M mn
09-Aug-2013  SL-830-SA8-SB-4.0-5.0 7156758 FD 3546 8082A it
09-Aug-2013  SL-830-SA8-5B-4.0-5.0 7156758 FD 3546 8270D SIM i
09-Aug-2013  SL-830-SA8-5B-4.0-5.0 7156758 FD 5035A 8015M n
09-Aug-2013  SL-830-SA8-SB-4.0-5.0 7156758 FD METHOD 1613B n
09-Aug-2013  SL-830-SA8-SB-4.0-5.0 7156758 FD METHOD 7471B n
09-Aug-2013  TB-080913 7156752 TB 5030B 8015M i
09-Aug-2013  SL-538-SA8-5B-0.0-0.5 7156759 N 3050B 6010C I
09-Aug-2013  SL-538-SA8-5B-0.0-0.5 7156759 N 3050B 6020A ][]
09-Aug-2013  SL-538-SA8-SB-0.0-0.5 7156759 N 3546 8015M mn
09-Aug-2013  SL-538-SA8-SB-0.0-0.5 7156759 N 3546 8082A 1
09-Aug-2013  SL-538-SA8-SB-0.0-0.5 7156759 N 3546 8270D SIM n
09-Aug-2013  SL-538-SA8-SB-0.0-0.5 7156759 N METHOD 16138 i
09-Aug-2013  SL-538-SA8-SB-0.0-0.5 7156759 N METHOD 7471B |
09-Aug-2013  SL-538-SA8-SB-4.0-5.0 7156760 N 3050B 6010C n
09-Aug-2013  SL-538-SA8-SB-4.0-5.0 7156760 N 30508 6020A n

/Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
09-Aug-2013  SL-538-SA8-SB-4.0-5.0 7156760 N 3546 8015M mn
09-Aug-2013  SL-538-SA8-SB-4.0-5.0 7156760 N 3546 8082A m
09-Aug-2013  SL-538-SA8-SB-4.0-5.0 7156760 N 3546 8270D SIM n
09-Aug-2013  SL-538-SA8-SB-4.0-5.0 7156760 N 5035A 8015M I
09-Aug-2013  SL-538-SA8-SB-4.0-5.0 7156760 N METHOD 1613B [}
09-Aug-2013  SL-538-SA8-SB-4.0-5.0 7156760 N METHOD 7471B n
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MS 7156761 MS 30508 6010C n
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MS 7156761 MS 3050B 6020A ]
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MS 7156761 MS 3546 8015M i
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MS 7156761 MS 3546 8082A n
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MS 7156761 MS 3546 8270D SIM ]
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MS 7156761 MS 5035A 8015M n
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MS 7156761 MS METHOD 1613B n
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MS 7156761 MS METHOD 7471B ]
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MSD 7166762 MSD 3050B 6010C i
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MSD 7156762 MSD 3050B 6020A ]
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MSD 7166762 MSD 3546 8015M i
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MSD 7156762 MSD 3546 8082A 1
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MSD 7156762 MSD 3546 8270D SIM mn
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MSD 7156762 MSD 5035A 8015M i
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MSD 7156762 MSD METHOD 1613B i
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MSD 7166762 MSD METHOD 7471B n
09-Aug-2013  SL-538-SA8-SB-4.0-5.0DUP 7156763 DUP 3050B 6010C If
09-Aug-2013  SL-538-SA8-SB-4.0-5.0DUP 7156763 DUP 3050B 6020A mn
09-Aug-2013  SL-538-SA8-SB-4.0-5.0DUP 7156763 DUP METHOD 7471B n
09-Aug-2013  SL-538-SA8-SB-4.0-5.0MSD P156760M371156 MSD METHOD 1613B ]

il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
09-Aug-éo1 3  SL-538-SA8-SB-4.0-5.0MS P156760R371059 MS METHOD 1613B f
09-Aug-2013  SL-838-SA8-SB-4.0-5.0 7156764 FD 3050B 6010C i
09-Aug-2013  SL-838-SA8-SB-4.0-5.0 7156764 FD 3050B 6020A m
09-Aug-2013  SL-838-SA8-SB-4.0-5.0 7156764 FD 3546 8015M ]}
09-Aug-2013  SL-838-SA8-SB-4.0-5.0 7156764 FD 3546 8082A n
09-Aug-2013  SL-838-SA8-SB-4.0-5.0 7156764 FD 3546 8270D SIM n
09-Aug-2013  SL-838-SA8-SB-4.0-5.0 7156764 FD 5035A 8015M i
09-Aug-2013  SL-838-SA8-SB-4.0-5.0 7156764 FD METHOD 1613B mn
09-Aug-2013  SL-838-SA8-SB-4.0-5.0 7156764 FD METHOD 7471B I
09-Aug-2013  SL-607-SA8-SB-0.0-0.5 7156767 N 3050B 6010C n
09-Aug-2013  SL-607-SA8-SB-0.0-0.5 7156767 N 3050B 6020A ]
09-Aug-2013  SL-607-SA8-SB-0.0-0.5 7156767 N 3546 8015M mn
09-Aug-2013  SL-607-SA8-SB-0.0-0.5 7156767 N 3546 8081B mn
09-Aug-2013  SL-607-SA8-SB-0.0-0.5 7156767 N 3546 8082A 1
09-Aug-2013  SL-607-SA8-SB-0.0-0.5 7156767 N 3546 8270D SIM I}
09-Aug-2013  SL-607-SA8-SB-0.0-0.5 7156767 N 35508 8151A i
09-Aug-2013  SL-607-SA8-SB-0.0-0.5 7156767 N METHOD 1613B I
09-Aug-2013  SL-607-SA8-SB-0.0-0.5 7156767 N METHOD 7471B i
09-Aug-2013  SL-607-SA8-SB-5.0-6.0 7156768 N 3050B 6010C n
09-Aug-2013  SL-607-SA8-SB-5.0-6.0 7156768 N 3050B 6020A i
09-Aug-2013  SL-607-SA8-SB-5.0-6.0 7156768 N 3546 8015M Ht
09-Aug-2013  SL-607-SA8-SB-5.0-6.0 7156768 N 3546 8081B n
09-Aug-2013  SL-607-SA8-SB-5.0-6.0 7156768 N 3546 8082A i
09-Aug-2013  SL-607-SA8-SB-5.0-6.0 7156768 N 3546 8270D SIM mn
09-Aug-2013  SL-607-SA8-SB-5.0-6.0 7156768 N 3550B 8151A I
09-Aug-2013  SL-607-SA8-SB-5.0-6.0 7156768 N 5035A 8015M n

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
09-Aug-2013  SL-607-SA8-SB-5.0-6.0 7156768 N METHOD 1613B I
09-Aug-2013  SL-607-SA8-SB-5.0-6.0 7156768 N METHOD 7471B mn
09-Aug-2013  SL-541-SA8-SB-0.0-0.5 7156765 N 3050B 6010C n
09-Aug-2013  SL-541-SA8-SB-0.0-0.5 7156765 N 3050B 6020A n
09-Aug-2013  SL-541-SA8-SB-0.0-0.5 7156765 N 3546 8015M i
08-Aug-2013  SL-541-SA8-SB-0.0-0.5 7156765 N 3546 8082A ]
09-Aug-2013  SL-541-SA8-SB-0.0-0.5 7156765 N 3546 8270D SIM mn
09-Aug-2013  SL-541-SA8-SB-0.0-0.5 7156765 N METHOD 1613B I
09-Aug-2013  SL-541-SA8-5B-0.0-0.5 7156765 N METHOD 7471B n
09-Aug-2013  SL-541-SA8-SB-4.0-5.0 7156766 N 3050B 6010C ]
09-Aug-2013  SL-541-SA8-SB-4.0-5.0 7156766 N 3050B 6020A [
09-Aug-2013  SL-541-SA8-SB-4.0-5.0 7156766 N 3546 8015M Hi
09-Aug-2013  SL-541-SA8-SB-4.0-5.0 7156766 N 3546 8082A n
09-Aug-2013  SL-541-SA8-5B-4.0-5.0 7156766 N 3546 8270D SIM 1
09-Aug-2013  SL-541-5A8-SB-4.0-5.0 7156766 N 5035A 8015M il
09-Aug-2013  SL-541-SA8-SB-4.0-5.0 7156766 N METHOD 16138 mn
09-Aug-2013  SL-541-SA8-SB-4.0-5.0 7156766 N METHOD 7471B ]!

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Tnip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Attachment 2
Overall Data Qualification Summary



Data Qualifier Summary

Lab Reporting Batch ID: PH088 Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Matrix:” SO

Sample ID; SL-530-SA8-SB-0.0-0.5 Collected: 8/9/2013 7:25:00 AM  Analysis Type: REA2 Dilution: 5

Data
Review Reason

Sample ID: SL-530-SA8-SB-0.0-0.5 Collected: 8/9/2013 7:25:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyee Result | Qual | DL | Type | RL | Type Qual Code
ANTIMONY 4.09 U 0.756 MDL 4.09 PQL mg/Kg uJ Q
BERYLLIUM 0.827 J 0.0685 | MDL 1.02 PQL mg/Kg J z
CALCIUM 21900 3.41 MDL 20.4 PQL mg/Kg J E
COBALT 10.5 0.101 MDL 1.02 PQL mg/Kg J A
MOLYBDENUM 0.344 J 0.174 MDL 2.04 PQL mg/Kg U B,F, F
POTASSIUM 5640 8.52 MDL 102 PQL mg/Kg J Q
TIN 3.29 J 0.225 MDL 10.2 PQL mg/Kg u B
Zirconium 3.40 J 0.858 MDL 5.11 PQL mg/Kg J Z
Sample ID: SL-530-SA8-5B-4.0-5.0 Collected: 8/9/2013 7:45:00 AM  Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
B‘ORON 5.86 J 0.953 MDL 11.4 PQL mg/Kg J z
Sample ID: SL-530-SA8-SB-4.0-5.0 Collected: 8/9/2013 7:45:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code |
ANTIMONY 4.54 U 0.840 MDL 4.54 PQL mg/Kg uJ Q
ARSENIC 3.64 J 0.795 MDL 4.54 PQL mg/Kg J z
BERYLLIUM 0.661 J 0.0760 MDL 1.14 PQL mg/Kg J Z
CADMIUM 1.09 J 0.0863 MDL 1.14 PQL mg/Kg J z
CALCIUM 14200 3.79 MDL 22.7 PQL mg/Kg J E,FD
COBALT 7.07 0.112 MDL 1.14 PQL mg/Kg J A
IRON 25600 4.1 MDL 45.4 PQL mg/Kg J Q
MOLYBDENUM 0.516 J 0.193 MDL 2.27 PQL mg/Kg [UN] FD,B,F, F
POTASSIUM 1840 9.47 MDL 114 PQL mg/Kg J Q
TIN 3.38 J 0.250 MDL 11.4 PQL mg/Kg U B
Zirconium 2.57 J 0.953 MDL 5.68 PQL mg/Kg J V4

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Data Qualifier Summary
Lab Reporting Batch ID: PH088

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID: SL-538-SA8-SB-0.0-0.5 Collected: 8/9/2013 9:10:00 AM  Analysis Type: REA2 Dilution: 5

. Data
Lab Reason
ﬁnal e \ Resg{t
IRON :
Sample ID: SL-538-SA8-SB-0.0-0.5 Collected: 8/9/2013 9:10:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 4.16 U k 0.770 MDL ’ 4.16 PQL ’ mg/Kg U.’J’ T Q
BERYLLIUM 0.851 J 0.0697 | MDL 1.04 PQL mg/Kg J z
CALCIUM 21200 3.48 MDL 20.8 PQL mg/Kg J E
COBALT 8.86 0.103 MDL 1.04 PQL mg/Kg J A
MOLYBDENUM 0.282 J 0.177 MDL 2.08 PQL mg/Kg U B,F,F
POTASSIUM 5480 8.68 MDL 104 PQL mg/Kg J Q
SODIUM 93.6 J 17.4 MDL 104 PQL mg/Kg J z
TIN 3.26 J 0.229 MDL 10.4 PQL mg/Kg u B
Zirconium 2.78 J 0.874 MDL 5.20 PQL mg/Kg J Z
Sample ID: SL-538-SA8-SB-4.0-5.0 Collected: 8/9/2013 9:20:00 AM  Analysis Type: REA3 Dilution: 1
Data 7
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual Code
ANTIMONY T 4.52 U k 0.837 T MDL 4.52 k PQL mg/Kg
BERYLLIUM 0.841 J 0.0758 | MDL 1.13 PQL mg/Kg J z
BORON 8.87 J 0.950 MDL 11.3 PQL mg/Kg J 4
CALCIUM 31300 3.78 MDL 22.6 PQL mg/Kg J E, FD
MOLYBDENUM 0.230 J 0.192 MDL 2.26 PQL mg/Kg U F,F
NICKEL 17.8 0.147 MDL 2.26 PQL mg/Kg J A
POTASSIUM 3340 9.43 MDL 113 PQL mg/Kg J Q
SODIUM 93.5 J 18.9 MDL 113 PQL mg/Kg J Z
TIN 3.63 J 0.249 MDL 11.3 PQL mg/Kg U B
Sample ID: SL-541-SA8-SB-0.0-0.5 Collected: 8/9/2013 1:35:00 PM  Analysis Type: REA3 Dilution: 1
Data
Lab Lab Review
alyte _Result | Qual
AN{I“M’ONY 415 U 0.767 4.15 PQL mg/Kg uJ Q
BERYLLIUM 0.822 J 0.0694 MDL 1.04 PQL mg/Kg J z
CADMIUM 0.103 J 0.0788 MDL 1.04 PQL mg/Kg J z
CALCIUM 50500 3.46 MDL 20.7 PQL mg/Kg J E

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3

11/18/2013 6:55:17 AM

ADR version 1.7.0.207
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Data Qualifier Summary

Lab Reporting Batch ID: PH088
EDD Filename: PrepPH088

METALS

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Matrix:" SO

Sample ID: SL-541-SA8-SB-0.0-0.5 Collected: 8/9/2013 1:35:00 PM  Analysis Type: REA3

Dilution: 1

Data
Lab Review Reason
Result | Qual | DL | Ty L | Type | Units
MOLYBDENUM [ 0200 | J ]o176 | MDL | 207 | PQL | mgkg | U F.F
NICKEL 18.5 0.135 MDL 2.07 PQL mg/Kg J A
POTASSIUM 6700 8.64 MDL 104 PQL mg/Kg J Q
TIN 3.64 J 0.228 MDL 10.4 PQL mg/Kg U B
Zirconium 4.89 J 0.871 MDL 5.18 PQL mg/Kg J z
Sample ID; SL-541-SA8-SB-4.0-5.0 Collected: 8/9/2013 1:55:00 PM  Analysis Type: REA3 Dilution: 1
Data
Lab Review Reason
Analyte . Result DL | Qual
ANTIMONY 4.33 v, 0.801 MDL 4.33 PQL mg/Kg uJ Q
ARSENIC 3.34 J 0.758 MDL 4.33 PQL mg/Kg J z
BERYLLIUM 0.917 J 0.0725 MDL 1.08 PQL mg/Kg J 4
CADMIUM 0.108 J 0.0823 | MDL 1.08 PQL mg/Kg J z
CALCIUM 35400 3.62 MDL 216 PQL mg/Kg J E
MOLYBDENUM 0.225 J 0.184 MDL 2.16 PQL mg/Kg U F,F
NICKEL 21.0 0.141 MDL 2.16 PQL mg/Kg J A
POTASSIUM 7080 9.03 MDL 108 PQL mg/Kg J Q
TIN 3.59 J 0.238 MDL 10.8 PQL mg/Kg u B
Zirconium 4.73 J 0.909 MDL 5.41 PQL mg/Kg J z
Sample ID: SL-607-SA8-SB-0.0-0.5 Collected: 8/9/2013 12:15:00 Analysis Type: REA3 Dilution: 1
Data
Lab Lab DL RL Review Reason
Anmalyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code |
ANTIMONY k 0.791 J 0.759 MDL 4.10 PQL mg/Kg J Z,Q
BERYLLIUM 0.805 J 0.0687 MDL 1.03 PQL mg/Kg J
CADMIUM 0.182 J 0.0779 MDL 1.03 PQL mg/Kg J
CALCIUM 47500 3.43 MDL 20.5 PQL mg/Kg J
MOLYBDENUM 0.353 J 0.174 MDL 2.05 PQL mg/Kg u F.F
NICKEL 17.9 0.133 MDL 2.05 PQL mg/Kg J A
POTASSIUM 6440 8.55 MDL 103 PQL mg/Kg J
TIN 3.36 J 0.226 MDL 10.3 PQL mg/Kg U B
* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/18/2013 6:55:17 AM ADR version 1.7.0.207 Page 3 of 20



Lab Reporting Batch ID: PH088
EDD Filename: PrepPH088

Sample ID: SL-607-SA8-SB-5.0-6.0

Data Qualifier Summary

Matrix:

Collected: 8/9/2013 1:00:00 PM

eQAPP Name: C

SO

Analysis Type: REA3

Laboratory: LL

DM_SSFL_131101_Lan

Dilution: 1

Data
Lab Review Reason
ANTIMONY 4,29 0.793 4.29 uJ Q
BERYLLIUM 0.448 J 0.0718 MDL 1.07 PQL mg/Kg J z
BORON 8.28 J 0.900 MDL 10.7 PQL mg/Kg J Z
CADMIUM 0.303 J 0.0814 MDL 1.07 PQL mg/Kg J z
NICKEL 12.9 0.139 MDL 2.14 PQL mg/Kg J A
POTASSIUM 2010 8.94 MDL 107 PQL mg/Kg J Q
SODIUM 103 J 17.9 MDL 107 PQL mg/Kg J z
TIN 2.93 J 0236 [ MDL | 107 | PQL | mg/Kg U B
Zirconium 3.56 J 0.900 MDL 5.36 PQL mg/Kg J Z
Sample ID: SL-607-SA8-SB-5.0-6.0 Collected: 8/9/2013 1:00:00 PM  Analysis Type: REA4 Dilution: 10
Data
Lab Lab Review Reason
Qual Code

Result
206000

Sample ID: SL-830-SA8-5B-4.0-5.0

Dilution: 1

Data
Review

Analyte Qual
BbRON z
Sample ID: SL-830-SA8-SB-4.0-5.0 Collected: 8/9/2013 7:50:00 AM  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason

Analyte _Result | Qual | DL | Type | L _Code
ANTIMdNY ) 4.43 U 0.820 MDL 4.43 PQL mg/Kg uJ Q
ARSENIC 3.12 J 0.775 MDL 4.43 PQL mg/Kg J z
BERYLLIUM 0.631 J 0.0742 MDL 1.1 PQL mg/Kg J Z
CADMIUM 0.964 J 0.0842 MDL 1.1 PQL mg/Kg J z
CALCIUM 7280 3.70 MDL 221 PQL mg/Kg J E,FD
COBALT 6.66 0.110 MDL 1.1 PQL mg/Kg J A
IRON 23300 4.01 MDL 44.3 PaL mg/Kg J Q
MOLYBDENUM 2.21 U 0.188 MDL 2.21 PQL mg/Kg uJ FD
POTASSIUM 1440 9.24 MDL 111 PQL mg/Kg
TIN 3.25 J 0.244 MDL 11.1 PQL mg/Kg U
Zirconium 2.39 J 0.930 MDL 5.54 PQL mg/Kg
* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/18/2013 6:55:17 AM ADR version 1.7.0.207 Page 4 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PrepPH088 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Collected: 8/9/2013 9:30:00 AM  Analysis Type: REA3 Dilution: 1
Data
Lab DL RL Review Reason
Qual Qu Code
4.48 PQL mg/Kg uJ Q
BERYLLIUM 0.888 J 0.0750 | MDL 1.12 PQL | mg/Kg J z
BORON 8.43 J 0.941 MDL 11.2 PQL mg/Kg J Y4
CALCIUM 17800 3.74 MDL 22.4 PQL | mg/Kg J E,FD
MOLYBDENUM 0.247 J 0.190 | MDL 2.24 PQL | mg/Kg U F,F
NICKEL 19.3 0.146 | MDL 2.24 PQL | mg/Kg J A
POTASSIUM 3440 9.34 MDL 112 PQL | mg/Kg J Q
SODIUM 955 J 18.7 MDL 112 PQL | mg/Kg J z
TIN 3.66 J 0.246 | MDL 11.2 PQL | mg/Kg U B

Sample ID:SL.-530-SA8-SB-0.0-0.5 Collected: 8/9/2013 7:25:00 AM  Analysis Type: REA Dilution: 2

Data

Lab Review Reason
’ Result . Qual Code
48.5

Sample ID:SL-530-SA8-SB-0.0-0.5 Collected: 8/9/2013 7:25:00 AM  Analysis Type: REA2 Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code

SELENIUM 0.288 J 0.102 | MDL 0.409 PQL mg/Kg J Z

Data
Lab Review Reason
Result , , Qual | _ Code

Sample ID:SL-530-SA8-SB-4.0-5.0 Collected: 8/9/2013 7:45:00 AM  Analysis Type: REA Dilution: 2

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 11:24:04 AM ADR version 1.7.0.207 Page 5 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PrepPH088 €QAPP Name: CDM_SSFL_131101_Lan

Sample ID: SL-530-SA8-SB-4.0-5.0 Collected: 8/9/2013 7:45:00 AM  Analysis Type: RES Dilution: 2
Data
Lab Review Reason
ﬂgal e Result | Qual Code
SILVER 0.0556
Sample ID: SL-538-SA8-SB-0.0-0.5 Collected: 8/9/2013 9:10:00 AM  Analysis Type: REA Dilution: 2
Data
Review
Analyte Qual

STRONTIUM

Sample ID: SL-538-SA8-SB-0.0-0.5 Collected: 8/9/2013 9:10:00 AM  Analysis Type: REA2 Dilution: 2

Data
Lab Review Reason
Analyte Result Qual |
SELENIUM Z
Sample ID: SL-538-SA8-SB-0.0-0.5 Collected: 8/9/2013 9:10:00 AM  Analysis Type: RES Dilution: 2
Data
Lab DL RL Review Reason
oL ] a
J 0.0271 MDL 0.208 PQL J
Sample ID: SL-538-SA8-SB-4.0-5.0 Collected: 8/9/2013 9:20:00 AM  Analysis Type: REA3 Dilution: 2
Lab Lab Reason
Analyte | Result | Qual | DL | Type | RL | Type | _Qual | Code
SILVER 0.0323 J 0.0294 MDL 0.226 PQL mg/Kg J Z,QE
STRONTIUM 47.2 0.0769 MDL 0.452 PQL mg/Kg J E A
THALLIUM 0.411 0.0339 MDL 0.226 PQL mg/Kg J QE
Sample ID: SL-538-SA8-SB-4.0-5.0 Collected: 8/9/2013 9:20:00 AM  Analysis Type: REAS Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual
SELENIUM
Sample ID: SL-541-SA8-SB-0.0-0.5 Collected: 8/9/2013 1:35:00 PM  Analysis Type: REA3 Dilution: 2
Data
Lab Lab DL RL Review Reason

pnalyte | Result | Qual | DL | Type | RL_| Type | Units | Qual | Code

SILVER 0.0560 J 0.0269 | MDL 0.207 PQL mg/Kg J Z,QE
THALLIUM 0.490 0.0311 MDL 0.207 PQL mg/Kg J QE

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:55:18 AM ADR version 1.7.0.207 Page 6 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PrepPH038 e¢QAPP Name: CDM_SSFL_131101_Lan

SO

Sample ID: SL-541-SA8-SB-0.0-0.5 Collected: 8/9/2013 1:35:00 PM  Analysis Type: REA4 Dilution: 5

Data
Review

Lab
Result |

Analyte |

STRONTIUM
Sample ID: SL-541-SA8-SB-4.0-5.0 Collected: 8/9/2013 1:55:00 PM  Analysis Type: REA3 Dilution: 2
Data

Lab Lab DL RL Review Reason
Analyte — Result | Qual | : ; Code
SILVER 0.0413 J 0.0281 MDL 0.216 PQL mg/Kg J Z,QE
STRONTIUM 74.0 0.0736 MDL 0.433 PQL mg/Kg J E A
THALLIUM 0.397 0.0325 | MDL 0.216 PQL mg/Kg J QE
Sample ID: SL-541-SA8-SB-4.0-5.0 Collected: 8/9/2013 1:55:00 PM  Analysis Type: REAS Dilution: 2

Data
Lab Lab DL Review Reason
Qual | DL | Type | RL | Type | Units | Qual | Code |
0.108 MDL 0.433 I PQL mg/Kg J z
Sample ID: SL.-607-SA8-SB-0.0-0.5 Collected: 8/9/2013 12:15:00 Analysis Type: REA3 Dilution: 2
Data
DL RL Review Reason
Analyte Typ RL Type
SILVER 0.0541 J 0.0267 | MDL 0.205 PQL
THALLIUM 0.419 0.0308 | MDL 0.205 PQL
Sample ID: SL-607-SA8-SB-0.0-0.5 Collected: 8/9/2013 12:15:00 Analysis Type: REA4 Dilution: 5
Data
Review Reason

Cod

STRONTIUM

Sample ID: SL-607-SA8-5B-0.0-0.5 Collected: 8/9/2013 12:15:00 Analysis Type: REAS Dilution: 2

Data
Review

Reason

Analyte e — : ,
SELENIUM 0.401 J 0.103 I MDL 0.410 | PQL mg/Kg J V4
Sample ID: SL-607-SA8-SB-5.0-6.0 Collected:. 8/9/2013 1:00:00 PM  Analysis Type: REA3 Dilution: 2
Data

Lab Lab RL Review Reason

Result Qual | Type Qual __Code
SILVER 0.0639 J Z,QE
THALLIUM 0.311 0.0321 MDL 0.214 PQL mg/Kg J Q E |

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:55:18 AM ADR version 1.7.0.207 Page 7 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH088 Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

SO

Sample ID: SL-607-SA8-SB-5.0-6.0 Collected: 8/9/2013 1:00:00 PM  Apnalysis Type: REA4 Dilution: 5

Data
Review

Analyte

STRONTIUM

Sample ID: SL-607-SA8-SB-5.0-6.0 Collected: 8/9/2013 1:00:00 PM  Analysis Type: REAS5 Dilution: 2

Data
Lab Review
Analyte Result | Qual

SELENIUM

Sample ID: SL.-830-SA8-SB-4.0-5.0 Collected: 8/9/2013 7:50:00 AM  Analysis Type: REA Dilution: 2
Lab
Analyte | Result |
STRONTIUM
Sample ID: SL-830-SA8-SB-4.0-5.0 Collected: 8/9/2013 7:50:00 AM  Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte ; _ | Result | Qual |
SILVER 0.0357 J 0.0288 | MDL 0.221 PQL J
THALLIUM 0.212 J 0.0332 | MDL 0.221 PQL J
Sample ID: SL-838-SA8-SB-4.0-5.0 Collected: 8/9/2013 9:30:00 AM  Analysis Type: REA3 Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte it _DL_| Type | RL | T e
SILVER 0.0412 J 0.0291 MDL 0.224 PQL mg/Kg J Z,QE
STRONTIUM 52.8 0.0761 MDL 0.448 PQL mg/Kg J E, A
THALLIUM 0.431 0.0336 | MDL 0.224 PQL mg/Kg J QE
Sample ID: SL-838-SA8-SB-4.0-5.0 Coliected: 8/9/2013 9:30:00 AM  Analysis Type: REAS Dilution: 2
Data
Lab Lab Review Reason
Analyte S Result ual __Co
SELENIUM

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:55:18 AM ADR version 1.7.0.207 Page 8 of 20



Lab Reporting Batch ID: PH088

EDD Filename: PrepPH088

Data Qualifier Summary

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

SO

Sample ID: SL-541-SA8-SB-0.0-0.5 Collected: 8/9/2013 1:35:00 PM  Analysis Type: REA Dilution: 1
Data
DL RL Review Reason
| Type | RL | Type
MDL | 0.0167 | PQL mg/Kg J z
Sample ID: SL-607-SA8-SB-5.0-6.0 Collected: 8/9/2013 1:00:00 PM  Analysis Type: REA Dilution: 1

Data
Review

Qual

Matrix:

SO
Sample ID: SL-530-SA8-SB-0.0-0.5 Collected: 8/9/2013 7:25:00 AM  Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
1,2,3,4,6,7,8;HPCDF ) 0.964 JB 0.0288 MDL 5.13 PQL ng/Kg k z
1,2,3,4,7,8,9-HPCDF 0.108 J 0.0365 MDL 5.13 PQL ng/Kg J 4
1,2,3,4,7,8-HxCDD 0.144 J 0.0346 | MDL 513 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.154 JB 0.0235 MDL 5.13 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.316 JB 0.0378 MDL 5.13 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0177 JB 0.0232 MDL 5.13 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.292 J 0.0372 MDL 5.13 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.150 JB 0.0266 MDL 5.13 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0754 JB 0.0553 MDL 5.13 PQL ng/Kg u B
1,2,3,7,8-PECDF 1.02 JB 0.0401 MDL 5.13 PQL ng/Kg J 4
2,3,4,6,7,8-HXCDF 0.127 JBQ 0.0218 MDL 5.13 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.138 JB 0.0377 MDL 5.13 PQL ng/Kg u B
2,3,7,8-TCDF 0.226 J 0.0643 | MDL 1.03 PQL ng/Kg J z
OCDF 2.73 JB 0.0360 MDL 10.3 PQL ng/Kg J z
Sample ID: SL-530-SA8-SB-4.0-5.0 Collected: 8/9/2013 7:45:00 AM  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte _ Result "ngl DL ’ Type RL _ Type L{nits Qualw 1 Code
1,2,3,4,6,;,8”-\’I-’I’Pk(V)DD o 0.252 B JBQ 0.0361 MDL 5.46 PQL ng/Kg uJ B,FD
1,2,3,4,6,7,8-HPCDF 0.0604 JBQ 0.0148 MDL 5.46 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0212 JQ 0.0199 | MDL 5.46 PQL ng/Kg J Z,FD
1,2,3,4,7,8-HxCDD 5.46 U 0.0232 | MDL 5.46 PQL | ng/Kg uJ FD
* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/18/2013 6:55:18 AM ADR version 1.7.0.207 Page 9 of 20



Lab Reporting Batch ID;: PH088
EDD Filename: PrepPH088

Sample ID: SL-530-SA8-SB-4.0-5.0

Matrix:

Collected: 8/9/2013 7:45:00 AM

SO

Data Qualifier Summary

eQAPP Name: C

Analysis Type: RES

Laboratory: LL

DM_SSFL_131101_Lan

T

Dilution: 1

Data

1,2,3,4,7,8,9-HPCDF

0.0747

Lab Lab Review Reason
Analyte | _Result | Qual | DL | RL
1,2,3,4,7,8-HXCD 5.46 u 00126 546
1,2,3,6,7,8-HXCDD 5.46 U 0.0258 5.46 PQL ng/Kg uJ FD
1,2,3,6,7,8-HXCDF 5.46 U 0.0138 5.46 PQL ng/Kg uJ FD
1,2,3,7,8,9-HXCDD 0.0392 JQ 0.0250 MDL 5.46 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.0236 JBQ 0.0161 MDL 5.46 PQL ng/Kg uJ B, FD
1,2,3,7,8-PECDF 0.0519 JBQ 0.0222 MDL 5.46 PQL ng/Kg uJ B, FD
2,3,4,6,7,8-HXCDF 0.0159 JBQ 0.0120 MDL 5.46 PQL ng/Kg uJ B,FD
2,3,4,7,8-PECDF 0.0416 JBQ 0.0204 MDL 5.46 PQL ng/Kg U B
OCDD 1.59 JB 0.0277 MDL 10.9 PQL ng/Kg Z,FD
OCDF 0.158 JBQ 0.0325 MDL 10.9 PQL ng/Kg U B
Sample ID: SL-538-SA8-SB-0.0-0.5 Collected: 8/9/2013 9:10:00 AM  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason

Analyte _Result | Qual | DL | Type | RL | Type | Units | Qual | Code |

0.807 J MDL 5.29 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 1.26 J 0.0929 | MDL 5.29 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 1.40 JB 0.0725 MDL 5.29 PQL ng/Kg J Y4
1,2,3,6,7,8-HXCDF 1.17 JB 0.0727 MDL 5.29 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDD 3.32 J 0.0988 MDL 5.29 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDF 0.989 JB 0.0854 MDL 5.29 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.869 JB 0.0720 MDL 5.29 PQL ng/Kg J Z
1,2,3,7,8-PECDF 1.93 JB 0.0561 MDL 5.29 PQL ng/Kg J 4
2,3,4,6,7,8-HXCDF 1.98 JB 0.0684 | MDL 5.29 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.615 JBQ 0.0537 MDL 5.29 PQL ng/Kg J z
2,3,7,8-TCDD 0.0675 JQ 0.0397 MDL 1.06 PQL ng/Kg J V4
2,3,7,8-TCDF 0.343 JQ 0.0892 MDL 1.06 PQL ng/Kg J z
OCDF 8.30 JB 0.0451 MDL 10.6 PQL ng/Kg J z
Sample ID: SL-538-SA8-SB-4.0-5.0 Collected: 8/9/2013 9:20:00 AM  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCD’D T 6.07 B 0.0535 MDL 5.55 PQL ng/Kg J FD
1,2,3,4,6,7,8-HPCDF 0.543 JB 0.0173 MDL 5.55 PQL ng/Kg J Z,FD
1,2,3,4,7,8,9-HPCDF 0.0459 JBQ 0.0254 MDL 5.55 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HxCDD 0.0716 JBQ 0.0420 MDL 5.55 PQL ng/Kg uJd B, FD

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

11/18/2013 6:55:18 AM

Page 10 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PrepPH088 €QAPP Name: CDM_SSFL_131101_Lan

5

Matrix:" SO

Sample ID; SL-538-SA8-$B-4.0-5.0 Collected: 8/9/2013 9:20:00 AM  Analysis Type: RES Dilution: 1
Data
Review Reason
Analyte | L Qual | Code
1,2,3,4,7,8-HXCDF 0.106 Tm UJ T B, FDk
1,2,3,6,7,8-HXCDD 0.381 JB 0.0459 MDL 5.55 PQL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDF 0.107 JBQ 0.0213 MDL 5.55 PQL ng/Kg uJ B, FD
1,2,3,7,8,9-HXCDD 0.179 JB 0.0445 MDL 5.55 PQL ng/Kg uJ B, FD
1,2,3,7,8,9-HXCDF 0.0716 JBQ 0.0255 MDL 5.55 PQL ng/Kg uJ B, FD
1,2,3,7,8-PECDD 5.55 U 0.0467 MDL 5.55 PQL ng/Kg uJ FD
1,2,3,7,8-PECDF 0.0709 JB 0.0278 MDL 5.55 PQL ng/Kg UJ B, FD
2,3,4,6,7,8-HXCDF 0.0895 JB 0.0194 MDL 5.55 PQL ng/Kg uJ B, FD
2,3,4,7,8-PECDF 0.0502 JBQ 0.0247 MDL 5.55 PQL ng/Kg uJ B, FD
2,3,7,8-TCDD 1.1 U 0.0502 MDL 1.11 PQL ng/Kg uJ FD
2,3,7,8-TCDF 1.1 U 0.0439 MDL 1.1 PQL ng/Kg UJ FD
OCDD 56.6 B 0.0409 MDL 111 PQL ng/Kg J FD
OCDF 0.552 JB 0.0337 MDL 111 PQL ng/Kg uJ B, FD
Sample ID: SL-541-SA8-SB-0.0-0.5 Collected: 8/9/2013 1:35:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | Qual | Code
‘1””,’2’.3,4.6k,7,8-HPCIjD o 3.06 JB 0.0872 MDL 5.24 PQL ng/Kg J Z
1,2,3,4,6,7,8-HPCDF 0.796 JB 0.0288 MDL. 5.24 PQL ng/Kg Z
1,2,3,4,7,8,9-HPCDF 0.0930 JB 0.0434 MDL 5.24 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0999 JBQ 0.0499 MDL 5.24 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.212 JBQ 0.0485 MDL 5.24 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.220 JB 0.0562 MDL 5.24 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.664 JB 0.0480 MDL 5.24 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.147 JBQ 0.0584 MDL 5.24 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.203 JB 0.135 MDL 5.24 PQL ng/Kg ] B
2,3,4,6,7,8-HXCDF 0.400 JB 0.0460 MDL 5.24 PQL ng/Kg ] B
2,3,4,7,8-PECDF 0.307 JBQ 0.0812 MDL 5.24 PQL ng/Kg ] B
2,3,7,8-TCDF 0.603 J 0.149 MDL 1.05 PQL ng/Kg J z
OCDF 1.23 JB 0.0478 MDL 10.5 PQL ng/Kg J 4
Sample ID: SL-541-SA8-SB-4.0-5.0 Collected: 8/9/2013 1:565:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte ; , | Result | “qual | T e | Units | Qual Code

1,2,3,4,6,7,8-HPCDD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:55:18 AM ADR version 1.7.0.207 Page 11 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH088 Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID: SL-541-SA8-SB-4.0-5.0 Collected: 8/9/2013 1:55:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL Reason
Analye | Result | Qual | DL | Type | RL | Type | Uni Cod
1,2,3,4,6,7,8-HPCDF 0.0588 JB 0.0163 MDL ] 540 ’ PdL ng/Kg Uw B
1,2,3,4,7,8,9-HPCDF 0.0418 JBQ 0.0254 MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0483 JBQ 0.0342 MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0442 JBQ 0.0223 MDL 5.40 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0731 JBQ 0.0226 | MDL 5.40 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0490 JBQ 0.0365 MDL 5.40 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0319 JBQ 0.0305 MDL 5.40 PQL ng/Kg ] B
2,3,4,7,8-PECDF 0.0867 JBQ 0.0381 MDL 5.40 PQL ng/Kg U B
OCDD 1.81 JB 0.0326 MDL 10.8 PQL ng/Kg U B
OCDF 0.0876 JBQ 0.0438 MDL 10.8 PQL ng/Kg U B
Sample ID: SL-607-SA8-SB-0.0-0.5 Collected: 8/9/2013 12:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual Code
1’,2,3,4,6,7;78’-HPCDF 1.01 JBQ 0.0385 MDL 5.12 PQL ng/Kg J 4
1,2,3,4,7,8,9-HPCDF 0.0890 JBQ 0.0495 MDL 5.12 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.201 JBQ 0.0726 MDL 512 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.288 JB 0.0432 MDL 5.12 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.269 JBQ 0.0822 MDL 5.12 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.328 JBQ 0.0459 MDL 512 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.413 JB 0.0865 MDL 5.12 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.187 JBQ 0.0935 MDL 5.12 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.487 JBQ 0.0880 MDL 5.12 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.336 JB 0.0408 MDL 5.12 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.194 JBQ 0.0801 MDL 5.12 PQL ng/Kg U B
OCDF 1.67 JB 0.0423 MDL 10.2 PQL ng/Kg J z
Sample ID: SL-607-SA8-SB-5.0-6.0 Collected: 8/9/2013 1:00:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual _ Type Qual Code
’1 ,2,3,4,6,”7\’.8-HPCDD 0.0945 JBQ 0.0432 MDL 5.42 PQL ng/Kg B
1,2,3,4,6,7,8-HPCDF 0.0638 JBQ 0.0169 MDL 5.42 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0729 JBQ 0.0294 MDL 5.42 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.157 JBQ 0.0199 MDL 5.42 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0949 JBQ 0.0330 | MDL 5.42 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:55:18 AM ADR version 1.7.0.207 Page 12 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH088
EDD Filename: PrepPH088

SVO

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

T

Matrix: SO

Sample ID: SL-607-SA8-SB-5.0-6.0 Collected: 8/9/2013 1:00:00 PM  Analysis Type: RES Dilution: 1

Data
Lab Lab Review Reason
Analyte - ; | Qual |  Code
1,2,3,6,7,8-HXCDF 0.131 JBQ 0.0199 MDL 5.42 PQL ng/Kg’ U T B
1,2,3,7,8,9-HXCDD 0.0774 JB 0.0381 MDL 5.42 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0820 JBQ 0.0277 MDL 5.42 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.114 JBQ 0.0744 MDL 5.42 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.127 JBQ 0.0381 MDL 5.42 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0691 JBQ 0.0148 MDL 5.42 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.158 JBQ 0.0348 MDL 5.42 PQL ng/Kg ] B
2,3,7,8-TCDF 0.0941 JQ 0.0608 MDL 1.08 PQL ng/Kg J z
OCDD 0.627 JB 0.0372 MDL 10.8 PQL ng/Kg ] B
OCDF 0.139 JBQ 0.0450 MDL 10.8 PQL ng/Kg U B
Sample ID: SL.-830-SA8-SB-4.0-5.0 Collected: 8/9/2013 7:50:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Ty RL | Type | Units | _Code
1,2,3,4,6,7,8-HPCDD 0.146 JB 0.0318 MDL 5.46 PQL ng/Kg B, FD
1,2,3,4,6,7,8-HPCDF 0.0572 JB 0.0158 MDL 5.46 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0620 JQ 0.0205 MDL 5.46 PQL ng/Kg Z,FD
1,2,3,4,7,8-HxCDD 0.0499 JQ 0.0267 MDL 5.46 PQL ng/Kg J Z,FD
1,2,3,4,7,8-HXCDF 0.0715 JBQ 0.0174 MDL 5.46 PQL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDD 0.0902 JBQ 0.0289 MDL 5.46 PQL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDF 0.0473 JBQ 0.0178 MDL 5.46 PQL ng/Kg w B, FD
1,2,3,7,8,9-HXCDD 0.0771 Ja 0.0285 MDL 5.46 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.0850 JB 0.0227 MDL 5.46 PQL ng/Kg uJ B, FD
1,2,3,7,8-PECDF 0.0889 JB 0.0279 MDL 5.46 PQL ng/Kg uJ B,FD
2,3,4,6,7,8-HXCDF 0.0513 JBQ 0.0162 MDL 5.46 PQL ng/Kg uJ B, FD
2,3,4,7,8-PECDF 0.0571 JBQ 0.0248 MDL 5.46 PQL ng/Kg U B
OCDD 0.845 JB 0.0318 MDL 10.9 PQL ng/Kg [UN] B, FD
OCDF 0.173 JBQ 0.0409 MDL 10.9 PQL ng/Kg U B
Sample ID: SL.-838-SA8-SB-4.0-5.0 Collected: 8/9/2013 9:30:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result _RL_| Type | Units | Qual | Code
i 234678-HPCD 18.2 B 0.0869 MDL 5.72 PQL ng/Kg J FD
1,2,3,4,6,7,8-HPCDF 1.43 JB 0.0298 MDL 5.72 PQL ng/Kg J Z, FD
1,2,3,4,7,8,9-HPCDF 0.139 JB 0.0448 MDL 5.72 PQL ng/Kg uJ B, FD

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:55:18 AM
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Data Qualifier Summary

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PrepPH088 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: - SO

Sample ID: SL-838-SA8-SB-4.0-5.0 Collected: 8/9/2013 9:30:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab Review Reason

Analyte | Qual | Code
1,2,3,4,7,8-HxCDD 0.243 JBQ 0.0539 | MDL 5.72 PQL ng/Kg uJ B,FD
1,2,3,4,7,8-HXCDF 0.178 JBQ 0.0382 ; MDL 5.72 PQL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDD 1.07 JB 0.0618 | MDL 5.72 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDF 0.198 JBQ 0.0415 | MDL 5.72 PQL ng/Kg u B, FD
1,2,3,7,8,9-HXCDD 0.526 JB 0.0618 | MDL 5.72 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.120 JB 0.0495 | MDL 5.72 PQL ng/Kg uJ B,FD
1,2,3,7,8-PECDD 0.196 JBQ 0.0722 | MDL 5.72 PQL ng/Kg uJ B, FD
1,2,3,7,8-PECDF 0.250 JBQ 0.0412 | MDL 572 PQL ng/Kg uJ B, FD
2,3,4,6,7,8-HXCDF 0.217 JBQ 0.0374 | MDL 5.72 PQL ng/Kg uJ B, FD
2,3,4,7,8-PECDF 0.106 JBQ 0.0345 | MDL 5.72 PQL ng/Kg uJ B, FD
2,3,7,8-TCDD 0.106 JQ 0.0556 | MDL 1.14 PQL ng/Kg J Z,FD
2,3,7,8-TCDF 0.104 JQ 0.0717 | MDL 1.14 PQL ng/Kg J Z,FD
OCDD 166 B 0.0542 | MDL 11.4 PQL ng/Kg J FD

OCDF 1.45 JBQ 0.0453 | MDL 11.4 PQL ng/Kg J Z,FD

Matrix: SO

Sample ID: SL-530-SA8-SB-0.0-0.5 Collected: 8/9/2013 7:25:00 AM  Analysis Type: RES Dilution: 1

Data
Review

Lab

Analyte Result |2 _ Qual
EFH (C15-C20) 2.7 J 2.1 MDL

Sample ID: SL-530-SA8-SB-4.0-5.0 Collected: 8/9/2013 7:45:00 AM  Analysis Type: REA Dilution: 1
Data
Lab Lab Review Reason
\Analyte Result Qual Qual Code

EFH (C21-C30) 71 2.2 MDL
EFH (C30-C40) 6.1 J 4.5 MDL 11 PQL mg/Kg J Z,Q,QQ
Sample ID: SL-538-SA8-SB-4.0-5.0 Collected: 8/9/2013 9:20:00 AM  Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason

\Analyte ; Result , RL | Type | Qual 1 k”Code
EFH (C21-C30) 5.8 U 2.3 MDL 5.8 PQL mg/Kg uJ FD
EFH (C30-C40) 12 U 4.6 MDL 12 PQL mg/Kg uJ FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:55:18 AM ADR version 1.7.0.207 Page 14 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PrepPH088 eQAPP Name: CDM_SSFL_131101_Lan

Sample ID: SL-541-SA8-SB-0.0-0.5 Collected: 8/9/2013 1:35:00 PM  Analysis Type: RES Dilution: 1

Data
Review

_Qual |

EFH (C15-C20)

Sample ID: SL-541-SA8-SB-4.0-5.0 Collected: 8/9/2013 1:55:00 PM  Analysis Type: REA Dilution: 1

Data
Review
Qual

Sample ID: SL-607-SA8-SB-0.0-0.5 Collected: 8/9/2013 12:15:00 Analysis Type: RES Dilution: 1

Data
DL RL Review Reason
|_DL | Type | RL | Type | Qual | Code

EFH (C15-C20) 2.1 MDL 5.2 PQL mg/Kg

Sample ID: SL.-607-SA8-SB-5.0-6.0 Collected: 8/9/2013 1:00:00 PM  Analysis Type: REA Ditution: 1

Data
Review

EFH (C21-C30)

Sample ID: SL-830-SA8-SB-4.0-5.0 Collected: 8/9/2013 7:50:00 AM  Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte __ Result | Qual | DL | Type | RL | Type its | Qual |
EFH (C21-C30) 4.8 J 2.2 MDL 5.6 PQL | mg/Kg J
EFH (C30-C40) 4.8 J 4.5 MDL 11 PQL mg/Kg J
Sample ID: SL-838-SA8-SB-4.0-5.0 Collected: 8/9/2013 9:30:00 AM  Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Resurt | Quar | DL | Type | RL | Type | Units | Qual | Code
EFH (C21-C30) J 23 MDL PQL mg/Kg J Z,FD
EFH (C30-C40) 5.6 J 4.6 MDL 12 PQL mg/Kg J Z FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:55:18 AM ADR version 1.7.0.207 Page 15 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PrepPH088 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: - SO

Sample ID: SL-607-SA8-SB-0.0-0.5 - Collected: 8/9/2013 12:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code |
4,4-DDE 11 0.35 MDL 1.8 PQL ug/Kg J S ‘
4,4'-DDT 9.8 0.37 MDL 1.8 PQL ug/Kg J S
DIELDRIN 0.61 J 0.35 MDL 1.8 PQL ug/Kg J Z,8
ENDRIN ALDEHYDE 0.54 J 0.35 MDL 1.8 PQL ug/Kg J 2,8
HEPTACHLOR EPOXIDE 0.23 J 0.18 MDL 0.87 PQL ug/Kg J z,8

SO
Sample ID: SL-541-SA8-SB-0.0-0.5 Collected: 8/9/2013 1:35:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual Code
Aroclor 5460 25 b | | moL 35 PQL | ug/Kg z

Sample ID: SL-541-SA8-SB-4.0-5.0 Collected: 8/9/2013 1:55:00 PM  Analysis Type: RES Dilution: 1

Data
Lab Review
Analyte _Result | Jual

AROCLOR 1254

Sample ID: SL-607-SA8-SB-0.0-0.5 Collected: 8/9/2013 12:15:00 Analysis Type: RES Dilution: 1

Data
Lab DL RL Review Reason
RL | Type Units Qual Code

MDL 37 PQL ug/Kg z

Lab
__Result_

SVOA ,
8270D SIM SO

Sample ID: SL-530-SA8-SB-0.0-0.5 Collected: 8/9/2013 7:25:00 AM  Analysis Type: RES-BASE/NEUTRAL  Dijlution: 1

Data
Review

BENZO(A)ANTHRACENE

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/18/2013 6:55:18 AM ADR version 1.7.0.207 Page 16 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH088
EDD Filename: PrepPH088

Laboratory: LL
eQAPP Name; CDM_SSFL_131101_Lan

SVO

s

8270D SIM Matrix: SO
Sample ID: SL-530-SA8-5B-0.0-0.5 Collected: 8/9/2013 7:25:00 AM  Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL Review Reason
Analyte | Result Qual DL | _RL _ Units Qual Code
BENZO(A)PYRENE 1.4 J 0.70 MDL 1.8 ug/Kg J z
BENZO(G,H,|)PERYLENE 1.2 J 0.70 MDL 1.8 ug/Kg J 4
BENZO(K)FLUORANTHENE 1.2 J 0.70 MDL 1.8 ug/Kg J Z
Sample ID: SL-530-SA8-SB-0.0-0.5 Collected: 8/9/2013 7:25:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab Review Reason
Analyte I _Result | Qual | Qual Code
INDENO(1,2,3-CD)PYRENE z

Sample ID: SL-530-SA8-SB-4.0-5.0

Collected: 8/9/2013 7:45:00 AM

Analysis Type: RES-BASE/NEUTRAL

Dilution: 1

BENZO(A)ANTHRACENE

Data
Lab Lab DL RL Review Reason
Analyte Resuft | Qual | DL | Type | RL | Type | Units | Qual Code _
BIS(2-ETHYLHEXYL)PHTHALATE 20 U 6.8 MDL 20 PQL ug/Kg uJ FD
CHRYSENE 0.48 J 0.38 MDL 1.9 PQL ug/Kg J Z,FD
Sample ID: SL-538-SA8-SB-0.0-0.5 Collected: 8/9/2013 9:10:00 AM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab Review Reason
Analyte Result Qual Units Code

R,

BIS(2-ETHYLHEXYL)PHTHALATE

0.80 J 0.71 1.8 PQL ug/Kg J V4
BENZO(A)PYRENE 0.86 J 0.71 MDL 1.8 PQL ug/Kg J z
BENZO(G,H,I)PERYLENE 0.74 J 0.71 MDL 1.8 PQL ug/Kg J z
BENZO(K)FLUORANTHENE 0.76 J 0.71 MDL 1.8 PQL ug/Kg J Z
BIS(2-ETHYLHEXYL)PHTHALATE 6.6 J 6.4 MDL 19 PQL ug/Kg J z
NAPHTHALENE 0.82 J 0.71 MDL 1.8 PQL ug/Kg U F
PHENANTHRENE 13 J 0.71 MDL 1.8 PQL ug/Kg J z
Sample ID: SL-538-SA8-5SB-4.0-5.0 Collected: 8/9/2013 9:20:00 AM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1

Data

Lab Lab DL RL Review Reason

Analyte _Result | Qual | DL | Type | RL Units | Qual | Code

CHRYSENE

1.9

0.38

1.9 ug/Kg uJ

FD

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID: PH088

EDD Filename: PrepPH088

8270D SIM

Matrix:

Data Qualifier Summary

SO

Laboratory: LL

e¢QAPP Name: CDM_SSFL_131101_Lan

Sample ID: SL-541-SA8-SB-0.0-0.5 Collected: 8/9/2013 1:35:00 PM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual Qual Code
BENZO(G,H,)PERYLENE 0.94 J 0.70 MDL 1.8 PQL ug/Kg J z
BENZO(K)FLUORANTHENE 1.4 J 0.70 MDL 18 PQL | ug/Kg J z
INDENO(1,2,3-CD)PYRENE 0.97 J 0.70 MDL 1.8 PQL ug/Kg J z
Sample ID: SL-541-SA8-SB-4.0-5.0 Collected: 8/9/2013 1:55:00 PM Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Ang[ yte _ 1 ‘Rg-:-sult ‘ "Qual DL Type RL Type Units Qual Code
BENZO(B)FLUORANTHENE 0.95 J 0.74 MDL 1.9 PQL ug/Kg J Z
CHRYSENE 0.48 J 0.37 MDL 1.9 PQL ug/Kg J z
Sample ID: SL-607-SA8-SB-0.0-0.5 Collected: 8/9/2013 12:15:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Anatte | Resut | Qual | DL | Ty Units Code
2-METHYLNAPHTHALENE 0.88 J 0.70 MDL 1.7 PQL ug/Kg J z
BENZO(A)ANTHRACENE 1.1 J 0.70 MDL 1.7 PQL ug/Kg J z
BENZO(A)PYRENE 0.83 J 0.70 MDL 1.7 PQL ug/Kg J z
BENZO(G,H,)PERYLENE 0.84 J 0.70 MDL 1.7 PQL ug/Kg J Z
BENZO(K)FLUORANTHENE 0.71 J 0.70 MDL 1.7 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 16 J 6.3 MDL 19 PQL ug/Kg J z
INDENO(1,2,3-CD)PYRENE 0.97 J 0.70 MDL 1.7 PQL ug/Kg J z
NAPHTHALENE 1.1 J 0.70 MDL 1.7 PQL ug/Kg J Z
PHENANTHRENE 1.5 J 0.70 MDL 1.7 PQL ug/Kg J Z
Sample ID: SL-830-SA8-SB-4.0-5.0 Collected: 8/9/2013 7:50:00 AM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units al Code
BIS(2-ETHYLHEXYL)PHTHALATE 7.2 J 6.7 MDL 20 PQL ug/Kg J Z,FD
CHRYSENE 1.9 U 0.37 MDL 1.9 PQL ug/Kg uJ FD
Sample ID: SL.-838-SA8-SB-4.0-5.0 Collected: 8/9/2013 9:30:00 AM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab RL Review Reason
‘ Result Qual ‘ RL | Type | Units | Qual Code
BIS(2-ETHYLHEXYL)PHTHALATE 21 PQL ug/Kg uJ FD
CHRYSENE 0.47 J 0.38 MDL 1.9 PQL ug/Kg J Z,FD

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PrepPH088 eQAPP Name: CDM_SSFL_131101_Lan

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH088

EDD Filename: PrepPH088

Reqson Code

Reason Code Legend

Description

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

“# Professional Judgment

A ICP Serial Dilution

B Calibration Blank Contamination
B Method Blank Contamination

E Laboratory Duplicate Precision
E Matrix Spike Precision

F Equipment Blank Contamination
F Field Blank Contamination

FD Field Duplicate Precision

Q Laboratory Duplicate Precision
Q Matrix Spike Lower Estimation
Q Matrix Spike Lower Rejection

Q Matrix Spike Precision

Q Matrix Spike Upper Estimation
S Surrogate/Tracer Recovery Upper Estimation
Z Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Enclosure |
EPA Level Il1 ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outhier Reports

PHOY3



Lab Reporting Batc
EDD Filename: PHO

h ID: PHO8S
88_v2

Method Blank Outlier Report

Method Blank
Sample ID

Analysis Date

Analyte

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Result

Associated
Samples

BLK2270B370710 8/17/2013 7:10:00 AM 1,2,3,4,6,7,8-HPCDD 0.0682 ng/Kg SL-530-SA8-SB-0.0-0.5
1,2,3,4,6,7,8-HPCDF 0.0368 ng/Kg SL.-530-SA8-SB-4.0-5.0
1,2,3,4,7, 8-HXCDF 0.0398 ng/Kg SL-538-SA8-SB-0.0-0.5
1,2,3,6,7,8-HXCDD 0.0344 ng/Kg SL-830-SA8-SB-4.0-5.0
1,2,3,6,7,8-HXCDF 0.0310 ng/Kg
1,2,3,7,8,9-HXCDF 0.0558 ng/Kg
1,2,3,7,8-PECDD 0.0796 ng/Kg
1,2,3,7,8-PECDF 0.0421 ng/Kg
2,3,4,6,7,8-HXCDF 0.0316 ng/Kg
2,3,4,7,8-PECDF 0.0576 ng/Kg
OCDD 0.286 ng/Kg
OCDF 0.112 ng/Kg

BLK2320B370906 8/22/2013 2:06:00 AM 1,2,3,4,6,7,8-HPCDD 0.110 ng/Kg SL-538-SA8-SB-4.0-5.0
1,2,3,4,6,7,8-HPCDF 0.0933 ng/Kg SL-541-SA8-SB-0.0-0.5
1,2,3,4,7,8,9-HPCDF 0.0762 ng/Kg SL-541-SA8-SB-4.0-5.0
1,2,3,4,7,8-HxCDD 0.0685 ng/Kg SL-607-SA8-SB-0.0-0.5
1,2,3,4,7,8-HXCDF 0.101 ng/Kg SL-607-SA8-SB-5.0-6.0
1,2,3,6,7,8-HXCDD 0.106 ng/Kg S1.-838-SA8-SB-4.0-5.0
1,2,3,6,7,8-HXCDF 0.0806 ng/Kg
1,2,3,7,8,9-HXCDD 0.0775 ng/Kg
1,2,3,7,8,9-HXCDF 0.0474 ng/Kg
1,2,3,7,8-PECDD 0.117 ng/Kg
1,2,3,7,8-PECDF 0.0798 ng/Kg
2,3,4,6,7,8-HXCDF 0.0879 ng/Kg
2,3,4,7 8-PECDF 0.0923 ng/Kg
ochD 0.396 ng/Kg
OCDF 0.201 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sample ID

Analyte

Reported
Result

Modified
Final Result

“SL-530-SA8—SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.154 ng/Kg 0.154U ng/Kg
SL-530-SA8-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.150 ng/Kg 0.150U ng/Kg
SL-530-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0754 ng/Kg 0.0754U ng/Kg
SL-530-SA8-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.127 ng/Kg 0.127U ng/Kg
SL-530-SA8-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.138 ng/Kg 0.138U ng/Kg
SL-530-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.252 ng/Kg 0.252U ng/Kg
SL-530-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0604 ng/Kg 0.0604U ng/Kg
SL-530-SA8-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0236 ng/Kg 0.0236U ng/Kg

SL.-530-SA8-SB-4.0-5.0(RES)

1,2,3,7,8-PECDF

0.0519 ng/Kg

0.0519U ng/Kg

SL-530-SA8-5B-4.0-5.0(RES)

2,3,4,6,7,8-HXCDF

0.0159 ng/Kg

0.0159U ng/Kg

SL-530-SA8-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0416 ng/Kg 0.0416U ng/Kg
SL-530-5A8-5B-4.0-5.0(RES) OCDF 0.158 ng/Kg 0.158U ng/Kg
SL-538-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0459 ng/Kg 0.0459U ng/Kg
SL-538-SA8-5B-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0716 ng/Kg 0.0716U ng/Kg
SL-538-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.106 ng/Kg 0.108U ng/Kg
SL-538-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.381 ng/Kg 0.381U ng/Kg
SL-538-SA8-SB-4.0-5.0(RES) 1,2,3,6,7 8-HXCDF 0.107 nglKg 0.107U ng/Kg
SL-538-SA8-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.179 ng/Kg 0.179U ng/Kg
SL-538-SAB-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0716 ng/Kg 0.0716U ng/Kg
SL-538-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0708 ng/Kg 0.0709U ng/Kg
SL-538-SA8-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0895 ng/Kg 0.0895U ng/Kg
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID;: PH088

Method Blank
Sample ID

EDD Filename: PH088_v2

Method Blank Outlier Report

___|Analysis Date

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Result

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Associated

Samples

Sample ID

kSL-538-SA8-SB-4.0-5.0(RES)

2,3,4,7,8-PECDF

Analyte

Reported
Result

.0502 ng/Kg

Modified
Final Result

0.0502U ng/Kg

SL-538-SA8-SB-4.0-5.0(RES) OCDF 0.552 ng/Kg 0.552U ng/Kg
SL-541-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0930 ng/Kg 0.0930U ng/Kg
SL-541-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0999 ng/Kg 0.0999U ng/Kg
SL-541-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.212 ng/Kg 0.212U ngiKg
SL-541-SA8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.220 ng/Kg 0.220U ng/Kg
SL-541-SA8-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.147 ng/Kg 0.147U ng/Kg
SL-541-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.203 ng/Kg 0.203U ng/Kg
SL-541-SA8-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.400 ng/Kg 0.400U ng/Kg
SL-541-SA8-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.307 ngiKg 0.307U ng/Kg
SL-541-SAB-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.310 ng/Kg 0.310U ng/Kg
SL-541-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0588 ng/Kg 0.0588U ng/Kg

SL-541-SA8-SB-4.0-5.0(RES)

1.2,3,4,7,8,9-HPCDF

0.0418 ng/Kg

0.0418U ng/Kg

SL-541-SA8-SB-4.0-5.0(RES)

1.2,3,4,7,8-HxCDD

0.0483 ng/Kg

0.0483U ng/Kg

SL-541-SA8-SB-4.0-5.0(RES)

1,2,3,4,7,8-HXCDF

0.0442 ng/Kg

0.0442U ng/Kg

SL-541-SA8-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDF

0.0731 ng/Kg

0.0731U ng/Kg

SL-541-SA8-8B-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.0490 ng/Kg 0.0430U ng/Kg
SL-541-SA8-8B-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0319 ng/Kg 0.0319U ng/Kg
SL-541-5A8-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0867 ng/Kg 0.0867U ng/Kg
SL-541-SA8-SB-4.0-5.0(RES) ocDD 1.81 ng/Kg 1.81U ng/Kg

SL-541-SA8-SB-4.0-5.0(RES) OCDF 0.0876 ng/Kg 0.0876U ng/Kg
SL-607-5A8-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0890 ng/Kg 0.0890U ng/Kg
SL-607-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.201 ng/Kg 0.201U ng/Kg
SL-607-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.288 ng/Kg 0.288U ng/Kg
SL-607-SA8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.269 ng/Kg 0.269U ng/Kg
SL-607-5A8-SB-0.0-0.5(RES) 1,2,3,6.7,8-HXCDF 0.328 ng/Kg 0.328U ng/Kg
SL-607-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.187 ng/Kg 0.187U ng/Kg
SL-607-SA8-8B-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.336 ng/Kg 0.336U ng/Kg
SL-607-SA8-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.194 ng/Kg 0.194U ng/Kg
SL-607-SA8-SB-5.0-6.0(RES) 1,2,3,4.6,7,8-HPCDD 0.0945 ng/Kg 0.0945U ng/Kg
SL-607-SA8-SB-5.0-6.0(RES) 1,2,3,4,8,7,8-HPCDF 0.0638 ng/Kg 0.0638U ng/Kg
SL-607-SA8-SB-5.0-6.0(RES) 1,2,3,4,7,8-HxCDD 0.0729 ng/Kg 0.0729U ng/Kg
SL-607-SA8-8B-5.0-6.0(RES) 1,2,3,4,7,8-HXCDF 0.157 ng/Kg 0.157U ng/Kg
SL-607-5A8-SB-5.0-6.0(RES) 1,2,3,6,7,8-HXCDD 0.0949 ng/Kg 0.0949U ng/Kg
SL-607-SAB-SB-5.0-6.0(RES) 1,2,3,6,7,8-HXCDF 0.131 ng/Kg 0.131U ng/Kg
SL-607-SA8-5B-5.0-6.0(RES) 1,2,3.7,8,9-HXCDD 0.0774 ngiKg 0.0774U ng/Kg
SL-607-SA8-SB-5.0-6.0(RES) 1,2,3,7,8,9-HXCDF 0.0820 ng/Kg 0.0820U ng/Kg
SL-607-SA8-SB-5.0-6.0(RES) 1,2,3,7,8-PECDD 0.114 ng/Kg 0.114U ng/Kg
SL-607-SA8-SB-5.0-6.0(RES) 1,2,3,7,8-PECDF 0.127 ng/Kg 0.127U ng/Kg

SL-607-SA8-SB-5.0-6.0(RES)

2,3,4,6,7,8-HXCDF

0.0691 ng/Kg

0.0691U ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Method Blank Outlier Report

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PH088_v2 eQAPP Name: CDM_SSFL_131101_Lan

Method: ~ 1613B

Method Blank
Sample ID

Associated
Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sample ID

SL-607-SA8-SB-5.0-6.0(RES) ’

Analyte

Reported
Result

Modified
Final Result

0.158 ng/Kg 0.158UngiKg
SL-607-5A8-5B-5.0-6.0(RES) 0.627 ng/Kg 0.627U ng/Kg
SL-607-SA8-SB-5.0-6.0(RES) 0.139 ng/Kg 0.139U ng/Kg
SL-830-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.146 ng/Kg 0.146U ng/Kg

SL-830-SA8-SB-4.0-5.0(RES)

1,2,3,4,6,7,8-HPCDF

0.0572 ng/Kg

0.0572U ng/Kg

SL.-830-SA8-5B-4.0-5.0(RES)

1,2,3,4,7,8-HXCDF

0.0715 ng/Kg

0.0715U ng/Kg

SL-830-SA8-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDD

0.0802 ng/Kg

0.0902U ng/Kg

SL-830-SA8-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDF

0.0473 ngiKg

0.0473U ng/Kg

SL-830-SA8-SB-4.0-5.0(RES)

1,2,3,7,8,9-HXCDF

0.0850 ng/Kg

0.0850U ng/Kg

SL-830-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0889 ng/Kg 0.0889U ng/Kg
SL-830-SA8-SB-4.0-5.0(RES) 2,34,6,7,8-HXCDF 0.0513 ng/Kg 0.0513U ng/Kg
SL-830-5A8-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0571 ng/Kg 0.0571U ng/Kg
SL-830-SA8-SB-4.0-5.0(RES) ocoD 0.845 ng/Kg 0.845U ng/Kg
SL-830-SA8-SB-4.0-5.0(RES) OCDF 0.173 ng/Kg 0.173U ng/Kg
SL-838-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.139 ng/Kg 0.139U ng/Kg
SL-838-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.243 ng/Kg 0.243U ng/Kg
SL-838-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.178 ng/Kg 0.178U ng/Kg
SL-838-SA8-SB-4.0-5.0(RES) 1,2,3,6,7.8-HXCDF 0.198 ng/Kg 0.198U ng/Kg
SL-838-SA8-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.120 ng/Kg 0.120U ng/Kg
SL-838-5A8-5B-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.196 ng/Kg 0.196U ng/Kg
SL-838-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.250 ng/Kg 0.250U ng/Kg
SL-838-SA8-SB-4.0-5.0(RES) 2,3/4,6,7,8-HXCDF 0.217 ng/Kg 0.217U ng/Kg
SL-838-SAB-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.106 ng/Kg 0.108U ng/Kg

Method Blank
Sample ID

Analysis Date

8/20/2013 6:086:00 AM

Analyte

Result

Associated

Samples

P22337AB220606 ALUMINUM 9.14 mg/Kg SL-530-SA8-SB-0.0-0.5
TIN 1.77 mg/Kg SL-530-SA8-SB-4.0-5.0

SL-538-5A8-5B-0.0-0.5

SL-830-SA8-5B-4.0-5.0

P223378B221918 8/22/2013 7:18:00 PM TIN 1.70 mg/Kg SL-538-5A8-SB-4.0-5.0
ZINC 0.240 mg/Kg SL-541-SA8-5B-0.0-0.5

SL-541-5A8-SB-4.0-5.0
SL-607-SA8-5B-0.0-0.5
SL-607-SA8-SB-5.0-6.0
SL-838-5A8-5B-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sample ID

Analyte

Reported
Result

Modified
Final Resuit

'sL-530-SA3-SB-0.0-0.5(§Eéﬂ)‘wWWW TIN 3.29 mg/Kg 3.29U mg/Kg
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Method Blank Outlier Report

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PH088_v2 eQAPP Name: CDM_SSFL_131101_Lan

TS = R TS

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL5308A8SB4050(RES)$ s — T R == 338Umg/Kg e
SL-538-SA8-5B-0.0-0.5(RES) TIN 3.26 mgiKg 3.26U mg/Kg
SL-538-SA8-SB-4.0-5.0(REA3) TIN 3.63 mg/Kg 3.63U mg/Kg
SL-541-SA8-SB-0.0-0.5(REA3) TIN 3.84 mg/Kg 3.64U mg/Kg
SL-541-SA8-SB-4.0-5.0(REA3) TIN 3.59 mg/Kg 3.59U mg/Kg
SL-607-SA8-SB-0.0-0.5(REA3) TIN 3.36 mg/Kg 3.36U mg/Kg
SL-607-SA8-SB-5.0-6.0(REA3) TIN 2.93 mg/Kg 2.93U mg/Kg
SL-830-SA8-SB-4.0-5.0(RES) TIN 3.25 mg/Kg 3.25U mg/Kg
SL.-838-SA8-SB-4.0-5.0(REA3) TIN 3.66 mg/Kg 3.66U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/13/2013 11:15:29 AM ADR version 1.7.0.207 Page 4 of 4



Field Blank Outlier Report

Lab Reporting Batch ID: PH088
EDD Filename:; PH088_v2

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Method:
Field Blank Associated
Sample ID Collected Date Analyte Result Samples

4/11/2013 3:00:00PM  |COPPER
MOLYBDENUM

0.0036 mg/L SL-530-SA8-SB-0.0-0.5

0.0036 mg/L SL-530-SA8-SB-4.0-5.0
SL-538-SA8-SB-0.0-0.5
SL-538-SA8-SB-4.0-5.0
SL-541-SA8-SB-0.0-0.5
SL-541-SA8-SB-4.0-5.0
SL-607-SA8-SB-0.0-0.5
SL-607-SA8-SB-5.0-6.0
SL-830-SA8-SB-4.0-5.0
SL-838-SA8-SB-4.0-5.0

FB-041113(REA2)

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified

Sample ID Analyte Result Final Result
“sm‘L:éékd-s‘vAs-gé.‘c{6:6'.‘50{;5\37) B e e S = mé:é#iﬁwrﬁék/“k;" — W6'."342{}“&{5‘/‘1{9%W
SL-530-SA8-SB-4.0-5.0(RES) MOLYBDENUM 0.516 mg/Kg 0.516U mg/Kg
SL-538-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.282 mg/Kg 0.282U mg/Kg
SL-538-SA8-SB-4.0-5.0(REA3) MOLYBDENUM 0.230 mg/Kg 0.230U mg/Kg
SL-541-SA8-SB-0.0-0.5(REA3) MOLYBDENUM 0.200 mg/Kg 0.200U mg/Kg
SL-541-SA8-SB-4.0-5.0(REA3) MOLYBDENUM 0.225 mg/Kg 0.225U mg/Kg
SL-607-SA8-SB-0.0-0.5(REA3) MOLYBDENUM 0.353 mg/Kg 0.353U mg/Kg
SL-838-SA8-SB-4.0-5.0(REA3) MOLYBDENUM 0.247 mg/Kg 0.247U mg/Kg

SO

Field Blank
Sample ID

Associated
Coliected Date Analyte Result Samples

T e

FB-041113(RES) 4/11/2013 3:00:00 PM 1-METHYLNAPHTHALENE 0.019 ug/L |SL-530-SA8-SB-0.0-0.5

2-METHYLNAPHTHALENE 0.024 ug/L SL-530-SA8-SB-4.0-5.0
BIS(2-ETHYLHEXYL)PHTHALATE 0.082 ug/L SL-538-SA8-SB-0.0-0.5
Diethylphthalate 0.18 ug/L SL-538-SA8-SB-4.0-5.0
Di-n-butylphthalate 0.17 ug/L SL-541-SA8-SB-0.0-0.5
NAPHTHALENE 0.17 ug/L SL-541-SA8-SB-4.0-5.0

SL-607-SA8-SB-0.0-0.5
SL-607-SA8-SB-5.0-6.0
SL-830-SA8-SB-4.0-5.0
SL-838-SA8-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported
Result

Modified
Final Result

Sample ID

SL-538-SA8-SB-0.0-0.5(RES) ~ [NAPHTHALENE 0.82 ug/Kg 1.8U ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Equipment Rinsate Blank Outlier Report

Lab Reporting Batch ID: PH088
EDD Filename: PrepPH088

Method e Botic

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Equipment Blank Associated

Sample ID Collected Date Analyte Result Samples

EB-080713(REA2) 8/7/2013 3:00:00 PM ALUMINUM 0.143 mg/L SL-530-SA8-5B-0.0-0.5
MOLYBDENUM 0.0098 mg/L SL-530-SA8-8B-4.0-5.0
TIN 0.0029 mg/L SL-538-SA8-SB-0.0-0.5

SL-538-SA8-SB-4.0-5.0
SL-541-SA8-SB-0.0-0.5
SL-541-SA8-SB-4.0-5.0
SL-607-SA8-SB-0.0-0.5
SL-607-SA8-SB-5.0-6.0
S1.-830-SA8-SB-4.0-5.0
SL-838-SA8-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified

Sample ID Analyte Result Final Result

~530-SA8-5B-0.0-0.5( .344 mg/Kg . mg/Kg
SL-530-SA8-SB-4.0-5.0(RES) MOLYBDENUM 0.516 mg/Kg 0.516U mg/Kg
SL-538-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.282 mg/Kg 0.282U mg/Kg
SL-538-SA8-SB-4.0-5.0(REA3) MOLYBDENUM 0.230 mg/Kg 0.230U mg/Kg
SL-541-SA8-SB-0.0-0.5(REA3) MOLYBDENUM 0.200 mg/Kg 0.200U mg/Kg
SL-541-SA8-SB-4.0-5.0(REA3) MOLYBDENUM 0.225 mg/Kg 0.225U mg/Kg
SL-607-SA8-SB-0.0-0.5(REA3) MOLYBDENUM 0.353 mg/Kg 0.353U mg/Kg
SL-838-SA8-SB-4.0-5.0(REA3) MOLYBDENUM 0.247 mg/Kg 0.247U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207
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Surrogate Outlier Report

Lab Reporting Batch ID: PH088 - Laboratory: LL
EDD Filename: PH088_v2 €QAPP Name: CDM_SSFL_131101_Lan

Sample ID Sample % Recovery Affected
(Analysis Type) Surrogate % Recovery Limits Compounds Flag
SL-607-SA8-SB-0.0|DECACHLOROBIPHENYL | 131 20.00-120.00
-0.5

All Target Analytes

J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/13/2013 11:10:33 AM ADR version 1.7.0.207 Page 1 of 1



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH088

==

EDD Filename: PH088_v2

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R %R Limits | (Limits) Compounds Flag

SL-530-SA8-5B-4.0-5.0MS EFH (C15-C20) 169 - [49.00-123.00 | 37 (20.00) |EFH (C15-C20) ‘
SL-530-SA8-SB-4.0-5.0MSD  |EFH (C8-G11) - - |49.00-123.00 | 22 (20.00) |EFH (C8-C11) J (all detects)
(SL-530-SA8-SB-4.0-5.0)
SL-530-SA8.5B-4.0.5.0MS EFH (C21-C30) 279 24 | 49.00-123.00 | 109 (20.00) |EFH (C21-C30)
SL.-530-SA8 -SB-4.0-5.0MSD J(all detects)
(SL-530-SA8-SB-4.0-5.0) Riall non-detects)
SL-530-SA8-SB-4.0-5.0MS EFH (C30-C40) 635 9 |49.00-123.00 | 146 (20.00) |EFH (C30-C40) Jealld
S1.-530-5A8 -SB-4.0-5.0MSD (all detects)
(SL-530-SA8-SB-4.0-5.0) UJ(all non-detects)
SL-538-SA8-5B-4.0-50MSD  |EFH (C21-C30) - 142 |49.00-123.00 | 26 (20.00) |EFH (C21-C30) Jall detect
(SL-538-SA8-SB-4.0-5.0) EFH (C30-C40) - 197 |49.00-123.00 | 58 (20.00) |EFH (C30-C40) (all detects)

Method: 6010C

Matrix: SO

QC Sample ID

(Associated MS | MSD %R RPD Affected

_____Samples) | __ Compound %R | %R | Limits | (Limits) Compounds Flag
SL-530-SA8-SB-4.0-5.0MS ALUMINUM 1713 | 1700 |75.00-125.00 - ALUMINUM
(TOT) CALCIUM 278 401 | 75.00-125.00 - CALCIUM J(all detects)
SL-530-SA8-SB-4.0-5.0MSD  |IRON 329 871 | 75.00-125.00 - IRON
(ToT) MAGNESIUM 201 222 | 75.00-125.00 - MAGNESIUM -
(SL-530-SA8-5B-0.0-0.5 POTASSIUM 137 136 | 75.00-125.00 - POTASSIUM Al Ca, Mg, Ti
SL -530-5A8-SB-4.0-5.0 TITANIUM 309 289 | 75.00-125.00 - TITANIUM No Qual, >4x
SL -538-5A8-SB-0.0-0.5
SL -830-SA8-SB-4.0-5.0)
SL-530-SA8 -SB-4.0-5.0MS MANGANESE 0 38 [ 75.00-125.00 - MANGANESE
(ToT)
SL-530-SA8 -SB-4.0-5.0MSD
(TOT) No Qual, >4x
(SL-630-SA8-SB-0.0-0.5
SL -530-SA8-SB-4.0-5.0
SL -538-SA8-5B-0.0-0.5
SL -830-SA8-SB-4.0-5.0)
SL-530-SA8-SB-4.0-5.0MS ANTIMONY 62 64 | 75.00-125.00 - ANTIMONY

(ToT)
SL-530-SA8 -SB-4.0-5.0MSD
(ToT)
(SL-530-SA8-SB-0.0-0.5

SL -530-SA8-SB-4.0-5.0

SL -538-SA8-SB-0.0-0.5

SL -830-SA8-SB-4.0-5.0)

J(all detects)
UJ(alt non-detects)

Flag_____

(SL-530-SA8-5B-0.0-0.5
SL -530-SA8-SB-4.0-5.0
SL -538-SA8-5B-0.0-0.5
SL -830-SA8-SB-4.0-5.0)

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) ______Compound _%R %R _ Limits (Limits) Vqu‘mg gygds
SL-530-SA8 -SB-4.0-5.0MS STRONTIUM 136 - | 75.00-125.00 - STRONTIUM
(TOoT)

J(all detects)
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH088 Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

EDD Filename: PH088_v2

Method: 6010C
Matrix: SO

QC Sample ID
(Associated

i} Samglesg ;

Compound

MS

%R |

SL-538-SA8-SB-4.0-5.0MS
(TOT)
SL-538-SA8-SB-4.0-5.0MSD
(ToT
(SL-538-SA8-5B-4.0-5.0

SL -541-SA8-SB-0.0-0.5

SL -541-SA8-SB-4.0-5.0

SL -607-SA8-3B-0.0-0.5

SL -607-SAB-SB-5.0-6.0

SL -838-SA8-SB-4.0-5.0)

ALUMINUM
IRON
MAGNESIUM
POTASSIUM
TITANIUM

2265
630
294
174
252

ZR

MSD

2304
2388
297
157
305

%R
; Limits

RPD
(Limits)

Affected
Compounds

75.00-125.00
75.00-125.00
75.00-125.00
75.00-125.00
75.00-125.00

ALUMINUM
IRON
MAGNESIUM
POTASSIUM
TITANIUM

J(all detects)

Al, Fe, Mg, Ti
No Qual, >4x

SL.-538-SA8-SB-4.0-5.0MS
(ToT)
SL-538-SA8-SB-4.0-5.0MSD
(TOT)
(SL-538-SA8-5B-4.0-5.0

Sl -541-SA8-8B-0.0-0.5

SL -541-SA8-8B-4.0-5.0

SL -607-SA8-SB-0.0-0.5

SL -607-SA8-SB-5.0-6.0

SL -838-SA8-SB-4.0-5.0)

CALCIUM

-2143

-2856

75.00-125.00

CALCIUM

No Qual, >4x

SL-538-SA8-SB-4.0-5.0MS
(ToT)
SL-538-SA8-SB-4.0-5.0MSD
(TOT)
(SL-538-SA8-5B-4.0-5.0

SL -541-SA8-SB-0.0-0.5

SL -541-SA8-SB-4.0-5.0

SL -607-SA8-SB-0.0-0.5

SL -607-SAB-SB-5.0-6.0

SL -838-SA8-SB-4.0-5.0)

ANTIMONY
MANGANESE

54
67

55
175

75.00-125.00
75.00-125.00

ANTIMONY
MANGANESE

J(all detects)
UJ(all non-detects)

Mn,
No Qual, >4x

ethod: 6020A

Matrix: SO

QC Sample ID
(Associated
Samples)

Compound

MS
%R

MSD
%R

%R
Limits

RPD
(Limits)

Affected
Compounds

Flag |

SL.-538-SA8-SB-4.0-5.0MS
(TOT)

SL-538-SA8 -SB-4.0-5.0MSD
(TOT)
(SL-538-SA8-SB-4.0-6.0

SL -541-5A8-SB-0.0-0.5

Sl -541-SA8-SB-4.0-5.0

SL -607-SA8-SB-0.0-0.5

SL -607-SA8-SB-5.0-6.0

SL -838-SAB-SB-4.0-5.0)

STRONTIUM

208

29

75.00-125.00

28 (20.00)

STRONTIUM

J(all detects)
UJ(all non-detects)

No Qual %R >4x

SL.-538-SA8-SB-4.0-5.0MS
(TOT)
SL-538-SA8-SB-4,0-5.0MSD
(TOT)
(SL-538-SA8-8B-4.0-5.0

SL -541-SA8-SB-0.0-0.5

SL -541-SA8-SB-4.0-5.0

SL -607-SA8-SB-0.0-0.5

SL -607-SA8-SB-5.0-6.0

SL -838-SA8-SB-4.0-5.0)

SILVER
THALLIUM

138
146

75.00-125.00
75.00-125.00

23 (20.00)
24 (20.00)

SILVER
THALLIUM

J(all detects)
UJ(all non-detects)
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Lab Duplicate Outlier Report

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PH088_v2 eQAPP Name: CDM_SSFL_131101_Lan

QC Sample ID
(Associated Sample eQAPP
Sample ID) Analyte RPD RPD Flag
.0-5.0DUP CALCIUM 52 20.00

(TOT) MOLYBDENUM 200 20.00 U hoaatkts)
(SL-530-SA8-SB-0.0-0.5 Zirconium 56 20.00
SL -530-SA8-SB-4.0-5.0 Mo, Zr,
SL -538-SA8-SB-0.0-0.5 No Qual,
SL -830-SA8-SB-4.0-5.0) OK by Difference

Wiethod: 60208
Matrix: SO

QC Sample ID
(Associated Sample eQAPP
Sample ID)
TOT)
SL-530-SA8-SB-0.0-0.5 No Qual,
SL -530-SA8-SB-4.0-5.0 OK by Difference

SL -538-SA8-SB-0.0-0.5
SL -830-SA8-SB-4.0-5.0)

Method: 6010C

SO
QC Sample ID

(Associated Sample eQAPP

Sample ID) Analyte RPD RPD Flag
SL-538-SA8-SB-4.0-5.0DUP CALCIUM 49 20.00
TOT) MOLYBDENUM 200 20.00 J(all detects)
SL-538-SA8-SB-4.0-5.0 UJ(all non-detects)
SL -541-SA8-3B-0.0-0.5
SL -541-SA8-SB-4.0-5.0 Mo,
SL -607-SA8-5B-0.0-0.5 No Qual,
SL -607-SA8-SB-5.0-6.0 OK by Difference
SL -838-SA8-SB-4.0-5.0)

Wiho B020R ™
Matrix: SO

QC Sample ID
(Associated Sample eQAPP
Sample ID) Analyte RPD RPD Flag

SL-538-SA8-SB-4.0-5.0DUP SILVER 200 20.00
TOT)

(SL-538-SA8-SB-4.0-5.0
SL -541-SA8-SB-0.0-0.5 No Qual,

SL -541-SA8-SB-4.0-5.0 OK by Difference
SL -607-SA8-SB-0.0-0.5
ISL -607-SA8-SB-5.0-6.0
ISL -838-SA8-SB-4.0-5.0)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH088 Laboratory: LL
QAPP N : CDM_SSFL_131101_Lan

Concentration (%)

Sample | eQAPP
Analyte SL-530-SA8-SB-4.0-5.0 | SL-830-SA8-SB-4.0-5.0 RPD RPD Flag

11.9 10.6 12 No Qualifiers Applied

Concentration (%)

Sample eQAPP
SL-838-SA8-SB-4.0-5.0 RPD RPD Flag

Analyte SL-538-SA8-SB-4.0-5.0
13.3

0 No Qualifiers Applied

Concentration (ng/Kg)

Analyte SL-530-SA8-SB-4.0-5.0 | SL-830-SA8-5B-4.0-5.0 RPD RPD
1,2,3,4,6,7,8-HPCDF 0.0604 0.0572 5 50.00
2,3,4,7,8-PECDF 0.0416 0.0571 31 50.00 | No Qualifiers Applied
OCDF 0.158 0.173 9 50.00 0 Lualiliers Applie:
1,2,3,4,6,7,8-HPCDD 0.252 0.146 53 50.00
1,2,3,4,7,8,9-HPCDF 0.0212 0.0620 08 50.00
1,2,3,4,7,8-HxCDD 5.46 U 0.0499 200 50.00
1,2,3,4,7,8-HXCDF 546 U 0.0715 200 50.00
1,2,3,6,7,8-HXCDD 546U 0.0902 200 50.00 J(all detects)
1,2,3,6,7,8-HXCDF 5.46 U 0.0473 200 50.00 Udtall nondeteste)
1,2,3,7,8,9-HXCDD 0.0392 0.0771 65 50.00
1,2,3,7,8,9-HXCDF 0.0236 0.0850 113 50.00
1,2,3,7,8-PECDF 0.0519 0.0889 53 50.00
2,3,4,6,7,8-HXCDF 0.0159 0.0513 105 50.00
oCDD 1.59 0.845 61 50.00

Concentration (ng/Kg)
Sample eQAPP

Analyte SL-538-SA8-SB-4.0-5.0 | SL-838-SA8-SB-4.0-5.0 RPD RPD Flag
| v T St T T IR TR O Ay ~ T T e R Y ——
1,2,3,4,6,7,8-HPCDD 6.07 18.2 100 50.00
1,2,3,4,6,7,8-HPCDF 0.543 1.43 90 50.00
1,2,3,4,7,8,9-HPCDF 0.0459 0.139 101 50.00
1,2,3,4,7,8-HxCDD 0.0716 0.243 109 50.00
1,2,3,4,7,8-HXCDF 0.106 0.178 51 50.00
1,2,3,6,7,8-HXCDD 0.381 1.07 95 50.00
1,2,3,6,7,8-HXCDF 0.107 0.198 60 50.00
1,2,3,7,8,9-HXCDD 0.179 0.526 98 50.00
1,2,3,7,8,9-HXCDF 0.0716 0.120 51 50.00 | )
1,2,3,7,8-PECDD 5.55 U 0.196 200 50.00
1,2,3,7,8-PECDF 0.0709 0.250 112 50.00
2,3,4,6,7,8-HXCDF 0.0895 0.217 83 50.00
2,3,4,7,8-PECDF 0.0502 0.106 71 50.00
2,3,7,8-TCDD 111U 0.106 200 50.00
2,3,7,8-TCDF 111U 0.104 200 50.00
oCcDD 56.6 166 98 50.00
OCDF 0.552 1.45 90 50.00

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH088 Laboratory: LL
ilen:8 v2 eQAPP Name: CDM_SSFL_131101_Lan

Concentration (mg/Kg)
S1.-530-SA8-SB-4.0-5.0 | SL-830-SA8-SB-4.0-5.0

Analyte (TOT) (TOT)
ALUMINUM 19400 16900
ARSENIC 3.64 3.12
BARIUM 97.6 93.4
BERYLLIUM 0.661 0.631
BORON 5.86 4.11
CADMIUM 1.09 0.964
CHROMIUM 27.9 23.7
COBALT 7.07 6.66
COPPER 16.4 13.2
IRON 25600 23300
LEAD 6.63 6.18
LITHIUM 21.5 18.9 13 50.00 No Qualifiers Applied
MAGNESIUM 6470 5570 15 50.00
MANGANESE 332 373 12 50.00
NICKEL 15.6 16.2 4 50.00
PHOSPHORUS 360 281 25 50.00
POTASSIUM 1840 1440 24 50.00
SODIUM 631 538 16 50.00
TIN 3.38 3.25 4 50.00
TITANIUM 1440 1170 21 50.00
VANADIUM 51.2 43.5 16 50.00
ZINC 54.9 46.7 16 50.00
Zirconium 2,57 2.39 7 50.00
CALCIUM 14200 7280 64 50.00 J(all detects)
MOLYBDENUM 0.516 221U 200 50.00 UJ(all non-detects)

Concentration (mg/Kg)
SL-538-SA8-SB-4.0-5.0 | SL-838-SA8-SB-4.0-5.0 Sample eQAPP

Analyte (TOT) (TOT) RPD RPD Flag
ALUMINUM 28000 28300 1 50.00
ARSENIC 6.65 5.72 15 50.00
BARIUM 96.2 98.0 2 50.00
BERYLLIUM 0.841 0.888 5 50.00
BORON 8.87 8.43 5 50.00
CHROMIUM 34.1 35.9 5 50.00
COBALT 8.54 9.43 10 50.00
COPPER 151 16.5 9 50.00
IRON 30700 32500 6 50.00
LEAD 9.62 10.3 7 50.00
LITHIUM 254 25.5 0 50.00
MAGNESIUM 7020 7330 4 50.00 No Qualifiers Applied
MANGANESE 409 457 11 50.00
MOLYBDENUM 0.230 0.247 7 50.00
NICKEL 17.8 19.3 8 50.00
PHOSPHORUS 347 371 7 50.00
POTASSIUM 3340 3440 3 50.00
SODIUM 93.5 955 2 50.00
TIN 3.63 3.66 1 50.00
TITANIUM 1580 1520 4 50.00
VANADIUM 62.0 65.5 5 50.00
ZINC 61.3 63.5 4 50.00
Zirconium 8.30 8.38 1 50.00
CALCIUM 31300 17800 55 50.00 J(all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH088

E il : PH088 v2

_SSFL_1

Laboratory: LL
101_Lan

Method: 6020A
Concentration (mg/Kg)
SL-530-SA8-SB-4.0-5.0 | SL-830-SA8-SB-4.0-5.0 Sample eQAPP
’ (TOT) (TOT) RPD RPD Flag
SILVER 0.0556 0.0357 44 50.00 -
STRONTIUM 321 251 24 50.00 No Qualifiers Applied
THALLIUM 0.245 0.212 14 50.00
Concentration (mg/Kg)
SL-538-SA8-SB-4.0-5.0 | SL-838-SA8-SB-4.0-5.0 Sample eQAPP
Analyte (Tom) (TOT) RPD RPD Flag
SELENIUM 0.190 0.195 3 - 50.00 T —
SILVER 0.0323 0.0412 24 50.00 N lifi "
STRONTIUM 47.2 52.8 11 50.00 o Qualifiers Applied
THALLIUM 0.411 0.431 5 50.00

Concentration (mg/Kg)

EFH (C30-C40)

Sample | eQAPP
SL-530-SA8-SB-4.0-5.0 | SL-830-SA8-SB-4.0-5.0 RPD RPD Flag
EFH (C21-C30) 7.1 ‘ 48 ' 30 | 5000 . .
EFH (C30-C40) 6.1 48 24 50.00 | No Qualifiers Applied
Concentration (mg/Kg)
Sample eQAPP
SL-538-SA8-SB-4.0-5.0 | SL-838-SA8-SB-4.0-5.0 RPD RPD Flag
EFH (C21-C30) 58U 33 200 | 50.00 J(all detects)
12U 5.6 200 50.00 UJ(all non-detects)

CHRYSENE

Concentration (ug/Kg)
Sample eQAPP
Analyte SL-530-SA8-SB-4. SL-830-SA8-SB-4.0-5.0 RPD RPD Flag
BIS(2-ETHYLHEXYL)PHTHALATE 20U 2 200 50.00 J(all detects)
CHRYSENE 0.48 19U 200 50.00 UJ(all non-detects)
Concentration (ug/Kg)
Sample | eQAPP
Analyte SL-538-SA8-SB-4.0-5.0 | SL-838-SA8-SB-4.0-5.0 RPD RPD Flag
BIS(2-ETHYLHEXYL)PHTHALATE 73 21U 200 50.00 J(all detects)
1.9U 0.47 200 50.00 UJ(all non-detects)

7.86

7.95

Concentration (pH unit)
Sample | eQAPP
Analyte SL-530-SA8-SB-4.0-5.0 | SL-830-SA8-SB-4.0-5.0 RPD RPD Flag
Concentration (pH unit)
Sample | eQAPP
SL-538-SA8-SB-4.0-5.0 |SL-838-SA8-SB-4.0-5.0 RPD Flag

No Qualifiers Applied

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PH088_v2 eQAPP Name: CDM_SSFL_131101_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-530-SA8-SB-0.0-05  |1,2,3,4,6,7,8-HPCDF B | 0964 513 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF J 0.108 5.13 PQL | ng/Kg
1,2,3,4,7,8-HxCDD J 0.144 5.13 PAL | ng/Kg
1,2,3,4,7,8-HXCDE JB 0.154 5.13 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.316 5.13 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.177 513 PQL | ng/Kg
1,2,3.7,8,9-HXCDD J 0.292 5.43 PQL | ng/kg | o
1,2,3,7,8,9-HXCDF JB 0.150 5.13 PQL | ng/Kg (all detects)
1,2,3,7,8-PECDD JB | 00754 5.13 PQL | ng/Kg
1,2,3,7,8-PECDF JB 1.02 513 PQL | ng/Kg
2,3,4,6.7,8-HXCDF JBQ | 0.127 5.13 PQL | ng/Kg
2,3.4,7,8-PECDF JB | 0138 513 PQL | na/Kg
2.3,7,8-TCDF J 0.226 1.03 PQL | na/Kg
OCDF JB 273 10.3 PQL | na/Kg
SL-530-SA8-SB-4.0-50  |[1,2,3,4,6,7,8-HPCDD JBQ | 0252 5.46 PQL | na/Kg
1,2,3,4,6,7,8-HPCDF JBQ | 0.0604 5.46 PQL | ng/Kg
1,2,3.4,7,8,9-HPCDF Ja | 0.0212 5.46 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JQ | 00392 5.46 PQL | na/Kg
1,2,3,7,8,9-HXCDF JBQ | 0.0236 5.46 PQL | ng/k
1.2.3.7.8.PECDF JBQ | 0.0519 5.46 PQL nS/KS J (all detects)
2,3,4,6,7,8-HXCDF JBa | 0.0159 5.46 PQL | ng/Kg
2.3.4.7,8-PECDF JBQ | 0.0416 5.46 PQL | na/Kg
ocbD JB 1.59 10.9 PQL | ng/Kg
OCDF JBQ | 0.158 10.9 PQL | ng/Kg
SL-538-SA8-SB-0.0-05  |1,2,3,4,7,8,9-HPCDF J 0.807 5.29 PQL | na/Kg
1,2,3,4,7,8-HxCDD J 1.26 5.29 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 1.40 5.29 PQL | ng/Kg
1,2,3.6,7,8-HXCDF JB 1.17 5.29 POL | ng/Kg
1,2,3,7,8,9-HXCDD J 3.32 5.29 PQL | ng/Kg
1.2,3.7,8.9-HXCDF JB 0.989 5.29 PQL | ng/Kg
1,2,3,7,8-PECDD JB | 0869 5.29 PQL | ng/Kg | J(all detects)
1,2,3,7,8-PECDF JB 1.93 5.29 PQL | ng/Kg
2.3.4.6,7,8-HXCDF JB 1.98 5.29 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ | 0615 5.29 PQL | ng/Kg
2,3,7,8-TCDD Ja | 00675 1.06 PQL | ng/Kg
2,3,7,8-TCDF Ja | 0343 1.06 PaL | ng/Kg
OCDF JB 8.30 10.6 PQL | ng/Kg
SL-538-SA8-SB-4.0-50  |1,2,3,4,6,7,8-HPCDF JB 0.543 5.55 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0459 5.55 PQL | ng/Kg
1,2,3,4,7,8-HXCDD JBQ | 0.0716 5.55 PQL | ng/Kg
1,2,3.4,7,8-HXCDF JB 0.106 5.55 PQL | ng/Kg
1,2,3.6.7,8-HXCDD JB 0.381 5.55 POL | ng/Kg
1,2,3.6,7,8-HXCDF JBQ | 0.107 5.55 POL | ng/Kg
1.2:3.7.8.9-HXCDD JB | 0179 5.55 PQL | ng/Kg | (@il detects)
1,2,3,7,8,9-HXCDF JBQ | 0.0716 5.55 POL | ng/Kg
1,2,3.7,8-PECDF JB | 0.0709 5.55 PQL | na/Kg
2.3.4.6,7,8-HXCDF JB | 0.0895 5.55 PQL | ng/Kg
2.3.4.7,8-PECDF JBQ | 0.0502 5.55 PQL | ng/Kg
OCDF JB | 0552 11.1 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PH088_v2 eQAPP Name: CDM_SSFL_131101_Lan
‘Method: 1613B
Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-541-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 3.06 5.24 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.796 5.24 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0930 5.24 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.0999 5.24 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.212 5.24 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.220 5.24 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.664 5.24 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD JBQ 0.147 5.24 PQL | ng/Kg
1,2,3,7,8-PECDD JB 0.203 5.24 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.400 5.24 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ 0.307 5.24 PQL | ng/Kg
2,3,7,8-TCDF J 0.603 1.05 PQL | ng/Kg
OCDF JB 1.23 10.5 PQL | ng/Kg
SL-541-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JBQ 0.310 5.40 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0588 5.40 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0418 5.40 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.0483 5.40 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ | 0.0442 5.40 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0731 5.40 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD JBQ | 0.0490 5.40 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JBQ | 0.0319 5.40 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ | 0.0867 5.40 PQL | ng/Kg
oCcDD JB 1.81 10.8 PQL | ng/Kg
OCDF JBQ | 0.0876 10.8 PQL | ng/Kg
SL-807-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JBQ 1.01 5.12 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0890 5.12 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.201 5.12 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.288 5.12 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.269 5.12 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.328 5.12 PQL | ng/Kg
1.2.3.7.8.9-HXCDD JB | 0413 512 PQL | ngiKg | Y (8lldetects)
1,2,3,7,8-PECDD JBQ 0.187 5.12 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.487 5.12 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.336 5.12 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ 0.194 5.12 PQL | ng/Kg
OCDF JB 1.67 10.2 PQL | ng/Kg
SL-807-SA8-SB-5.0-6.0 1,2,3,4,6,7,8-HPCDD JBQ | 0.0945 5.42 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ | 0.0638 5.42 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.0729 5.42 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.157 5.42 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JBQ | 0.0949 5.42 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.131 5.42 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0774 5.42 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JBQ | 0.0820 5.42 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.114 5.42 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.127 5.42 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0691 5.42 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ 0.158 5.42 PQL | ng/Kg
2,3,7,8-TCDF Ja 0.0941 1.08 PQL | ng/Kg
OCDD JB 0.627 10.8 PQL | ng/Kg
OCDF JBQ 0.139 10.8 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PH088_v2 e¢QAPP Name: CDM_SSFL_131101_Lan

Method: 1613B

Matrix: SO
Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-830-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.146 5.46 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0572 5.46 PQL ng/Kg
1.2,3,4,7,8,9-HPCDF JQ 0.0620 5.46 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0499 5.46 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0715 5.46 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0902 5.46 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0473 5.46 PQL ng/Kg J (all detect
1,2,3,7,8,9-HXCDD Ja | 00771 5.46 PQL | ng/Kg (all detects)
1,2,3,7,8,9-HXCDF JB 0.0850 5.46 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0889 5.46 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0513 5.46 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0571 5.46 PQL ng/Kg
ocDbD JB 0.845 10.9 PQL | ng/Kg
OCDF JBQ 0.173 10.9 PQL ng/Kg
SL-838-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDF JB 1.43 5.72 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.139 5.72 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.243 5.72 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.178 5.72 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.07 5.72 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.198 5.72 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.526 5.72 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.120 5.72 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.196 5.72 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.250 5.72 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.217 5.72 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.106 5.72 PQL ng/Kg
2,3,7,8-TCDD JQ 0.106 1.14 PQL ng/Kg
2,3,7,8-TCDF JQ 0.104 1.14 PQL ng/Kg
OCDF JBQ 1.45 11.4 PQL | ng/Kg
Method:
Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type [ Units Flag
SL-530-SA8-SB-0.0-0.5 BERYLLIUM J 0.827 1.02 PQL mg/Kg
MOLYBDENUM J 0.344 2.04 PQL mg/Kg
TIN J 3.29 10.2 PQL |mgKg| ¢ (Blldetects)
Zirconium J 3.40 5.11 PQL mg/Kg
SL-530-SA8-SB-4.0-5.0 ARSENIC J 3.64 4.54 PQL mg/Kg
BERYLLIUM J 0.661 1.14 PQL mg/Kg
BORON J 5.86 11.4 PQL | maiKg
CADMIUM J 1.09 1.14 PQL mg/Kg J (all detects)
MOLYBDENUM J 0.516 2.27 PQL mg/Kg
TIN J 3.38 11.4 PQL | mgiKg
Zirconium J 2.57 5.68 PQL mg/Kg
SL-538-SA8-SB-0.0-0.5 BERYLLIUM J 0.851 1.04 PQL mg/Kg
MOLYBDENUM J 0.282 2.08 PQL mg/Kg
SODIUM J 93.6 104 PQL | mg/Kg J (all detects)
TIN J 3.26 10.4 PQL | mgiKg
Zirconium J 2.78 5.20 PQL mg/Kg
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Lab Reporting Batch ID: PH088
EDD Filename: PH088_v2

Method: 6010

Reporting Limit Outliers

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
Lab Reporting] RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-538-SA8-SB-4.0-5.0 BERYLLIUM J 0.841 1.13 PQL mg/Kg

BORON J 8.87 1.3 PQL | mg/Kg

MOLYBDENUM J 0.230 2.26 PQL mg/Kg J (all detects)

SODIUM J 93.5 113 PQL mg/Kg

TIN J 3.63 11.3 PQL | mg/Kg
SL-541-SA8-SB-0.0-0.5 BERYLLIUM J 0.822 1.04 PQL mg/Kg

CADMIUM J 0.103 1.04 PQL mg/Kg

MOLYBDENUM J 0.200 2.07 PQL mg/Kg J (all detects)

TIN J 3.64 10.4 PQL mg/Kg

Zirconium J 4.89 5.18 PQL mg/Kg
SL-541-SA8-SB-4.0-5.0 ARSENIC J 3.34 4,33 PQL mg/Kg

BERYLLIUM J 0.917 1.08 PQL mg/Kg

CADMIUM J 0.108 1.08 PQL mg/Kg J (all detect

MOLYBDENUM J 0.225 2.16 PQL | ma/Kg (all detects)

TIN J 3.59 10.8 PQL | mg/Kg

Zirconium J 4.73 5.41 PQL mg/Kg
SL-607-SA8-SB-0.0-0.5 ANTIMONY J 0.791 4.10 PQL mg/Kg

BERYLLIUM J 0.805 1.03 PQL mg/Kg

CADMIUM J 0.182 1.03 PQL mg/Kg J (all detects)

MOLYBDENUM J 0.353 2.05 PQL mg/Kg

TIN J 3.36 10.3 PQL mg/Kg
SL-607-SA8-SB-5.0-6.0 BERYLLIUM J 0.448 1.07 PQL mg/Kg

BORON J 8.28 10.7 PQL | mg/Kg

CADMIUM J 0.303 1.07 PQL mg/Kg

SODIUM J 103 107 PQL |mgikg| ¢ (@Ndetects)

TIN J 2.93 10.7 PQL mg/Kg

Zirconium J 3.56 5.36 PQL mg/Kg
SL-830-SA8-SB-4.0-5.0 ARSENIC J 3.12 4.43 PQL mg/Kg

BERYLLIUM J 0.631 1.11 PQL mg/Kg

BORON J 4.11 11.1 PQL | mg/Kg

CADMIUM J 0.964 1.11 PQL |mg/Kg| Y (@lldetects)

TIN J 3.25 11.1 PQL | ma/Kg

Zirconium J 2.39 5.54 PQL mg/Kg
SL-838-SA8-SB-4.0-5.0 BERYLLIUM J 0.888 1.12 PQL mg/Kg

BORON J 8.43 1.2 PQL | mg/Kg

MOLYBDENUM J 0.247 2.24 PQL mg/Kg J (all detects)

SODIUM J 95.5 112 PQL mg/Kg

TiN J 3.66 11.2 PQL mg/Kg

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-530-SA8-SB0.0-0.5  |SELENIUM J 0.288 0.409 PQL | mg/Kg
SILVER J | 00433 | 0204 PQL |mgKg| Y (@lldetects)
SL-530-SA8-SB-4.0-50  |SILVER J | oo0ss6 | 0227 PQL |mg/Kg| J(all detects)
SL-538-SA8-SB-0.0-0.5 __|SELENIUM J 0.255 0.416 PQL | mg/Kg
SILVER J | 00589 | 0208 PQL |mgiKg| * (8lldetects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID: PH088

Method:

EDD Filename: PH088_v2

Reporting Limit Outliers

Laboratory: LL
¢QAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-538-SA8-SB-4.0-5.0 SELENIUM J 0.190 0.452 PQL | mg/Kg J (all detect
SILVER J | 00323 | 022 PQL | mg/Kg (all detects)
SL-541-SA8-SB-0.0-0.5 SILVER J 0.0560 0.207 PQL | mg/Kg J (all detects)
SL-541-SAB8-SB-4.0-5.0 SELENIUM J 0.316 0.433 PQL |mag/Kg J (all detects
SILVER J 0.0413 0.216 PQL | mg/Kg )
SL-607-SA8-SB-0.0-0.5 SELENIUM J 0.401 0.410 PQL | mg/Kg ) (all detect
SILVER J 0.0541 0.205 PQL | mg/Kg (all detects)
SL-607-SA8-SB-5.0-6.0 SELENIUM J 0.411 0.429 PQL | mg/Kg J (all detects)
SILVER J 0.0639 0.214 PQL | mg/Kg
SL-830-SA8-SB-4.0-5.0 SILVER J 0.0357 0.221 PQL | mg/Kg J (all detects)
THALLIUM J 0.212 0.221 PQL | mg/Kg
SL-838-SA8-SB-4.0-5.0 SELENIUM J 0.195 0.448 PQL | mg/Kg
J | 00412 | 0224 PQL |mgiKg| (Bl detects)

SILVER

Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-541-SA8-SB-0.0-0.5 MERCURY J 0.0108 0.0167 PQL | mg/Kg J (all detects)
SL-607-SA8-SB-5.0-6.0 MERCURY J 0.0144 0.0177 PQL | mg/Kg J (all detects)

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-530-5A8-5B-0.0-0.5 EFH (C15-C20) J 2.7 5.3 PQL | mg/Kg J (all detects)
SL-530-SA8-SB-4.0-5.0 EFH (C30-C40) J 6.1 11 PQL | mg/Kg J (all detects)
SL-541-SA8-SB-0.0-0.5 EFH (C15-C20) J 45 5.3 PQL | mg/Kg J (all detects)
SL-541-SA8-SB-4.0-5.0 EFH (C15-C20) J 27 5.6 PQL | mg/Kg J (all detects)
SL-607-SA8-SB-0.0-0.5 EFH (C15-C20) J 33 52 PQL | mg/Kg J (all detects)
SL-607-SA8-SB-5.0-6.0 EFH (C21-C30) J 5.4 5.5 PQL | mg/Kg J (all detects)
el AR
SLESAESB4080 e CaL O TIEEEREEE I
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Reporting Limit Outliers

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PH088_v2 eQAPP Name: CDM_SSFL_131101_Lan

WMethod: 80818

Matrix: SO
Lab Reporting| RL
SampIeID Analyte Qual | Result Limit Type | Units Flag
SL-607-SA8-SB-0.0-0.5 DIELDRIN J 0.61 1.8 PQL ug/Kg
ENDRIN ALDEHYDE J 0.54 1.8 PQL ug/Kg J (all detects)
HEPTACHLOR EPOXIDE J 0.23 0.87 PQL ug/Kg

Method: 8082A

Matrix: SO

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-541-SA8-SB-0.0-0.5 Aroclor 5460 J 25 35 PQL | ug/Kg J (all detects)
SL-541-SA8-SB-4.0-5.0 AROCLOR 1254 J 8.5 19 PQL | ug/Kg J (all detects)

SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-607-SA8-SB-0.0-0.5 2,4-D J 19 37 PQL | ug/Kg J (all detects)

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-530-SA8-SB-0.0-0.5 BENZO(A)ANTHRACENE J 1.3 1.8 PQL ug/Kg
BENZO(A)PYRENE J 1.4 1.8 PQL ug/Kg
BENZO(G,H,!)PERYLENE J 1.2 1.8 PQL ug/Kg J (all detects)
BENZO(K)FLUORANTHENE J 1.2 1.8 PQL ug/Kg
INDENO(1,2,3-CD)PYRENE J 0.97 1.8 PQL ug/Kg
SL-530-SA8-SB-4.0-5.0 CHRYSENE J 0.48 1.9 PQL | ug/Kg J (all detects)
SL-538-SA8-SB-0.0-0.5 BENZO(A)ANTHRACENE J 0.80 1.8 PQL ug/Kg
BENZO(A)PYRENE J 0.86 1.8 PQL ug/Kg
BENZO(G,H,I)PERYLENE J 0.74 1.8 PQL ug/Kg
BENZO(K)FLUORANTHENE J 0.76 1.8 PQL ug/Kg J (all detects)
BIS(2-ETHYLHEXYL)PHTHALATE J 6.6 19 PQL ug/Kg
NAPHTHALENE J 0.82 1.8 PQL ug/Kg
PHENANTHRENE J 1.3 1.8 PQL ug/Kg
SL-538-SA8-SB-4.0-5.0 BIS(2-ETHYLHEXYL)PHTHALATE J 7.3 21 PQL | ug/Kg J (all detects)
SL-541-SA8-SB-0.0-0.5 BENZO(G,H,)PERYLENE J 0.94 1.8 PQL ug/Kg
BENZO(K)FLUORANTHENE J 1.4 1.8 PQL | ug/Kg J (all detects)
INDENO(1,2,3-CD)PYRENE J 0.97 1.8 PQL ug/Kg
SL-541-SA8-SB-4.0-5.0 BENZO(B)FLUORANTHENE J 0.95 1.9 PQL ug/Kg J (all detects)
CHRYSENE J 0.48 1.9 PQL ug/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH088 Laboratory: LL
EDD Filename: PH088_v2 eQAPP Name: CDM_SSFL_131101_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-607-SA8-SB-0.0-0.5 2-METHYLNAPHTHALENE J 0.88 1.7 PQL ug/Kg
BENZO(A)ANTHRACENE J 1.1 1.7 PQL ug/Kg
BENZO(A)PYRENE J 0.83 1.7 PQL ug/Kg
BENZO(G,H,)PERYLENE J 0.84 1.7 PQL ug/Kg
BENZO(K)FLUORANTHENE J 0.71 1.7 PQL ug/Kg J (all detects)
BIS(2-ETHYLHEXYL)PHTHALATE J 16 19 PQL ug/Kg
INDENO(1,2,3-CD)PYRENE J 0.97 1.7 PQL ug/Kg
NAPHTHALENE J 1.1 17 PQL ug/Kg
PHENANTHRENE J 1.5 1.7 PQL ug/Kg
SL-830-5A8-5B-4.0-5.0 BIS(2-ETHYLHEXYL)PHTHALATE J 7.2 20 PQL ug/Kg J (all detects)
SL-838-SA8-SB-4.0-5.0 CHRYSENE J 0.47 1.9 PQL | ug/Kg J (all detects)
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LDC #__30434C4 VALIDATION COMPLETENESS WORKSHEET pate: 1243

SDG #___PH088 ADR Page:\ of | _
Laboratory:_Eurofins Lancaster Laboratories Reviewer, A

2nd Reviewer.__ Y/~

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
l. | Technical holding times 7_ Sampling dates: g/ q /FS
1. | ICP/MS Tune T
1. | calibration “
Iv. | Blanks S,

—

V. | ICP Interference Check Sample (ICS) Analysis

VI. | Matrix Spike Analysis S&/\/ ‘(\{\S l O
O

VIl. | Duplicate Sample Analysis %\N\/
VIIl. | Laboratory Control Samples (LCS) IPY (./C§
IX. | Internal Standard (ICP-MS) N
X. Furnace Atomic Absorption QC N
Xl. { ICP Serial Dilution %l/\[
Xll. | Sample Result Verification N
Xill. | Overall Assessment of Data N
XIV. | Field Duplicates — | () (S, 6 )
xv | Field Blanks Sa/ Tz FR-cHITY R E-05071°%
Note: A = Acceptable ND = No compounds detected (@ Holﬁqlg.:plicate C@ HO%@)
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: < o \< \
- N
1 | SL-530-SA8-SB-0.0-0.5 11 |SL-530-SA8-SB-4.0-5.0MS 21 31
2 | SL-530-SA8-8B-4.0-5.0 12 |SL-530-SA8-SB-4.0-5.0MSD 22 32
3 | SL-830-SA8-SB-4.0-5.0 1(; SL-530-SA8-SB-4.0-5.0DUP 23 33
Z SL-538-SA8-SB-0.0-0.5 1 :'1, S1L-538-SA8-SB-4.0-5.0MS 24 34
51/— SL-538-SA8-SB-4.0-5.0 15 |SL-538-SA8-SB-4.0-5.0MSD 25 35
6 | SL-838-SA8-SB-4.0-5.0 123/ SL-538-SA8-SB-4.0-5.0DUP 26 36
7 | SL-541-SA8-SB-0.0-0.5 117 27 37
8 | SL-541-SA8-SB-4.0-5.0 18 28 38
9 | SL-607-SA8-SB-0.0-0.5 19 29 » 39
1 (;V SL-607-SA8-S B-.5.0-6.0 20 30 40
Notes:
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A
LDC #:_30434C4 VALIDATION FINDINGS WORKSHEET Page: - of

PB/ICB/CCB QUALIFIED SAMPLES Reviewer: /]
METHOD: Trace metals (EPA SW 864 Method 6010B/6020/7000) Soil preparation factor applied:_100x Reason: B 2nd Reviewer: Lo

Sample Concentration units, unless otherwise noted: mg/Kg Associated Samples 1-4

0

ICB/CCB®
(malKq) (uafl) {(ugil)
0.344 6sSlkb 2372
Mo 1.9 0.95 834 52 628

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet.
These sample results were qualified as not detected, "U".
Note: a- The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.
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LDC #:.30434C4 VALIDATION FINDINGS WORKSHEET Page:lof \

Field Blanks Reviewer:

2nd Reviewer:_ { ~—
METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:_mg/L Associated sample units:__ma/Kg Reason: F
Sampling date:_ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other:

Associated Samples:___ All

|Analyte | Blank ID Sample Identification
. FB-041113 | Action 1 2 4 5 6 7 8 9
(SDG: Limit
PHO029)
Cu 0.0036 1.8
o. 24 o.5) 02H1T 0220 o2\ 200 0.225 035
Mo 0.0036 1.8 %4}‘ -9-51? e—%? G.—2—3-3 $-25 = %ae 823 9-35-?’
Sampling date:__ 8/7/13 Soil factor applied 100x

Field blank type: (circle one) Field Blank / Rinsate / Other:

Associated Samples._ All

|Ana|yte| Blank ID Sample Identification
EB-080713 | Action 1,2,4-9
| (SDG: Limit
PH086)
0.143 71.5
" Mo " 0.0098 4.9 See FB
“ Sn " 0.0029 1.45

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".
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&% eurofins | Loncaster QUALITY ASSURANCE SUMMARY

i Laboratories FORM 5A (MS/MSD)

MATRIX SPIKE/MATRIX SPIKE DUPLICATE
i \& SDG No.: PHO88
\6 "ﬁ Matrix: SOIL - Level

(low/med) : Low

SL-536-5A8-5B-4.0-5.0
Background Lab Sample ID: 7156754BKG Matrix Spike Lab Sample ID: 7156755MS Matrix Spike Duplicate Lab Sample ID: 7156756MSD
Batch Id(s): P22337A, P23138A

BKG Sample MS Sample MSD Sample MS Spike | MSD Spike Control Limit
Analyte |Mass Result |C Result [c Result |C| Added Added RPD [0 3R RPD | M
s AT RIm e Aame 1708341078 205 g 48245850)h 00 & 0 20|p
Antimony 0.74001U 30.9810 31.7740 3 75-125 20|p
Arsenic 3.2060|B 17.9000 18.3950 3 75-~125 20lp
Barium 85.9770 279.2300 281.8090 1 75 ~-125 20|p
Beryllium | 0.5820|B 5.5400 5.5620 0 75~125 20/p
Boron 5.1600/B 199.5850 197.8280 1 75-125 20/p
Cadmium 0 5.7730 4 75-125 20P
earer i 4 20p
Chromium 46.3010 MG/KG 1 75-125 20p
Cobalt 6.2280 50.7940 52.3660 MG/KG 89 92 3 75~-125 20p
Copper 14.4690 40.8770 41.0430 MG/KG 106 106 0 75-125 20p
Iron 22577.7970 22906.4520 23148.5520 100.0000 100.0000|MG/KG 329 571 1 20p
Lead 5.8440 19.6370 20.4560 15.0000 15.0000|MG/KG 4 75~-125 20[p
Lithium 113.4440 114,0070, MG/KG 0 75 ~125 20ip
3830 1250 ; 7 1 20[p
8 S : i ! e HOO00IMGAKG 6 20[p
Mercury 0.182¢ 0.1805 0.1628 0.1630|MG/KG 1 65~ 135 20|CV
Molybdenum : 0.4550| B 186.9820 191.7470 200.0000 200.0000|MG/KG 3 75-125 20p
Nickel 13.7540 58.6110 61.3840 50.0000 50.0000|MG/KG 5 75-125 20|p
Phosphorus 316.8430 411.7730 414.5770 100.0000 100.0000|MG/KG 1 75~125 20p
Potassium 1621.1240 2989.1230 2982.0330 1000.0000; 1000.0000[MG/KG 0 75~-125 20|p
Selenium 78 0.1000/U 1.9938 1.9752 2.0000 2.0000|MG/KG 1 75~125 20[MS
Silver 107 0.0490|B 10.4456 10.2942 10.0000 10.0000|MG/KG 1 75-125 20MS
Sodium 556.1220 1523.9040 1530.3650 1000.0000] 1000.0000|MG/KG 0 75 -125 20jp
Strontium 88 28.2986 39.1866 37.5476§ 8.0000 8.0000|MG/KG 136/ N 116 4 75 -125 20MS
Thallium 203 0.2160 0.6324 0.6534 0.4000 0.4000|MG/KG 104 109 3 75 ~-125 20Ms

Note: Results shown are reported on an as-received basis.

METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV Cold Vapor U= Below MDIL, B= Below LOQ
MS = ICP Mass Spectrometry AF = Cold Vapor Atomic Fluorescence FLAGS:

PUNAR] Pane 22N Af 2220 N = Matrix Spike 00S, * = Duplicate 00S
. oo—+Fagdbooeu-0oosld
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QUALITY ASSURANCE SUMMARY

FORM 5A (MS/MSD)

MATRIX SPIKE/MATRIX SPIKE DUPLICATE
SDG No.: PHO88
Matrix: SOIL

&& eurofins ¢
¢ i Lancaster
i Laboratories

Level

(low/med) : Low

Background Lab Sample ID: 7156754BKG Matrix Spike Lab Sample ID: 7156755MS Matrix Spike Duplicate Lab Sample ID: 7156756MSD

"Batch Id(s): P22337A, P23138A
BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit

RAnalyte |Mass Result C Result C Result C Added Added Units| %R [Q| %R |[Q|RPD{Q %R RPD | M
Tin 2.9780[B 347.4710 357.9730 400.0000 400.0000|MG/KG 3 75-125 20|P
& P& m Q26794 61080 G0 DOHOOH #O000) 1 20[p
Vanadium 45.1040 98.5800 99.8080 50.0000 50.0000 1 75-125 20|P
Zinc 48.3700 96.1810 99.3540 50.0000 50.0000 3 75-125 20|p
Zirconium 2.2610|B 97.1860 97.9020 100.0000 100.0000 1 75-125 20[p

Note: Results shown are reported on an as-received basis.
METHODS :
P = ICP Atomic Emission Spectrometer CV
MS = ICP Mass Spectrometry AF

CONCENTRATION QUALIFIERS:

U= Below MDIL, B= Below LOQ
FLAGS:

N = Matrix Spike 00S,

Cold Vapor
Cold Vapor Atomic Fluorescence

PHO88 Page 3381-0f 3830

* = Duplicate 00S
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QUALITY ASSURANCE SUMMARY

! Laborateories FORM 6
DUPLICATES
SDG No.: PHO88
Matrix: SOIL Level (low/med): LOW
Background Lab Sample ID: 7156754BKG Duplicate Lab Sample ID: 7156757DUP
Batch ID(s): P22337A, P23138A
Concentration Units: MG/KG
Control
Analyte Mass Limit Samples (S) C Duplicate (D) C RPD QM
Aluminum 17083.0730 17634.2360 3 P
Antimony -1.0750|B -0.9410|B -13 P
Arsenic 3.2060(B 3.5700(B 11 P
Barium 85.9770 86.8650 1 P
Beryllium 0.5820| B 0.5770|B 1 P
Boron 5.1600| B 4.6550|B 10 p
Cadmium 0.9640|B 0.9910|B 3 P
Calcium 12531.1280 21419.9100 52| * [P
Chromium 24.6090 25.5320 4 P
Cobalt 6.2280 5.9390 5 P
Copper 14.4690 14,2330 2 P
Iron 22577.7970 22655.7490 0 p
Lead 3.0 5.8440 5.9950 3 p
Lithium 4.0 18.9460 18.7910 1 P
Magnesium 5699.2620 5892.7890 3 P
Manganese 292.8510 270.5010 8 P
Mercury 0.0097|U 0.0096]U Ccv
v/ [Molybdenti De 455018 -
Nickel 13.7540 P
Phosphorus 316.8430 p
Potassium 1621.1240 P
Selenium MS
0490} MS
Sodium 556.1220 600.1470 8 P
Strontium 88 28.2986 30.5108 8 MS
Thallium 203 0.2 0.2160 0.2258 4 MS
Tin 2.9780|B 3.0820(B 3 P
Titanium 1267.1940 1253.4180 1 P
Vanadium 45,1040 46.0340 2 P
Zinc 48.3700 48.6870 1 P
22610 ; P
NOTE : An asterisk (*) in column "Q" indicates poor duplicate precision (RPD > 20% OR
[ {S) - (D) > LOQ for values < 5x LOQ).
The data are considered to be valid because the laboratory control sample is
within the control limits. See the Laboratory Control Sample.
Gobocel
|
Note: Results shown are reported on an as-received basis.
METHODS: CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer U= Below MDL
MS = ICP Mass Spectrometry B= Below LOQ
CV = Cold Vapor GS:
AF = Cold Vapor Atomic Fluoresceﬁ?lttp88 Page I51"3%6?0;?ﬁ%gicate Out of Spec
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QUALITY ASSURANCE SUMMARY
Lancaster

l Laboratories FORM 9
SERIAL DILUTIONS
SDG No.: PHO88
Matrix: SOIL Level LOW
(low/med) :
Background Lab Sample ID: 7156754BKG Serial Dilution Lab Sample ID: 7156754L
Batch ID(s): P22337A
Concentration Units: UG/L
Initial Sample Serial Dilution
Analyte Mass Result (I) C Result (S) C| % Diff. |[Q| M
Aluminum 170830.7300 178155.7500 4 p
Antimony 7.4000|U 37.0000|U p
Arsenic 32.0600|B 35.9000|B 12 P
Barium 859.7700 907.6000 6 P
Beryllium 5.8200{B 5.9000(B 1 p
Boron 51.6000{B 83.0500|B 61 p
Cadmium 9.6400(B 13.2000|B 37 p
Calcium 125311.2800 132497.4000 6 P
Chromium 246.0900 251.8500 2 P
4Cobialit 9622800 6160 il
Copper 144.6900 144.5500 0 p
! Iron 225777.9700 226093.8000 0 p
Lead 58.4400 64.5500({B 10 p
Lithium 189.4600 204.4000 8 P
Magnesium 56992.6200 60127.0500 5 P
Manganese 2928.5100 3086.2500 5 P
Molybdenum 4.5500{B 22.8500|B 402 P
Nickel 137.5400 146.3500 6 P
Phosphorus 3168.4300 3234.9500 2 P
Potassium 16211.2400 16350.5500 1 P
Selenium 78 0.5000(U 2.5000{U MS
Silver 107 0.2450(B 0.6500{U 100 [Ms
Sodium 5561.2200 5605.0000 1 p
Strontium 88 141.4930 139.1950 2 MS
Thallium 203 . 1.0800 1.0450(B 3 [MS
Tin ' 29.7800|B 30.4500|B 2 p
Titanium 12671.9400 12884.8500 2 P
Vanadium 451.0400 456.2000 1 P
Zinc 483.7000 495,1500 2 p
Zirconium 22.6100(B 60.4500|B 167 p
NOTE: An E in column Q indicates the presence of a chemical or physical
interference in the matrix when the % difference is greater than 10%. This
applies only when (I) is greater than or equal to 50x MDL for ICP, 100x MDL
for ICP-MS (6020), 50x MDL for ICP-MS (200.8), or 25x MDL for GFAA.

Lo

I

METHODS :
P:
MS =

ICP Atomic Emission Spectrometer
ICP Mass Spectrometry

PHO88 Page

CONCENTRATION QUALIFIERS:

U

B
FLAGS:

E

il

Below MDL
Below LOQ

= Matrix Effects exist as proven by
3390 of 3R®3FHal Dilution or Spiked Dilution




& eurofins . QUALITY ASSURANCE SUMMARY

| Laboratories FORM 5A (MS/MSD)
MATRIX SPIKE/MATRIX SPIKE DUPLICATE
SDG No.: PHO88
Matrix: SOIL Level

(low/med) : Low

S5L53%8-sag-3B-4.0-5.0
Background Lab Sample ID: 7156760BKG Matrix Spike Lab Sample ID: 7156761MS Matrix Spike Duplicate Lab Sample ID: 7156762MSD

Batch Id(s): P22337B, P23138B
BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MSD Control Limit

Analyte |Mass Result  |[C Result [c Result C| Added Added |Units 3R _[o|reD|Q] %R RPD | M

o [Bliamdm 30818843 287 598 e A 20p
Antimony 0.7255/U 26.5078 49.0196 49.0196|MG/KG 55/ N 1 75 - 125 20[p
Arsenic 5.7676 19.5461 14.7059 14.7059|MG/KG 1 75 - 125 20[p
Barium 83.3647 284.6275 196.0784) 196.0784[MG/KG 2 75 - 125 20[p
Beryllium 0.7294|B 5.5108 4.9020 4.9020[MG/KG 2 75— 125 20[p
Boron 7.6931|B 199.5088 196.0784| 196.0784[MG/KG 1 75 -125 20[p
Cadmium 0.0745|U 4.6294 4.9020 4.9020[MG/KG 0 75 - 125 20[p
Yo s OO QLA 1594928 T o S5 EOINEKE| 16 20[p
Chromium 29.5814 49,8480 50.6000 19.6078 19.6078|MG/KG 1 75~ 125 20[p
Cobalt 7.4000 53.3627 54.7020 49.0196 49.0196|MG/KG 2 75~ 125 20[p
Copper 13.1294 38.8461 39.3931 24.5098 24.5098|MG/KG 1 75 - 125 20[p
| Tz o , B60840:20m 58 2,891 FR006)w B HO 8RB DRk EoBR 0392 MEAKel: s 6 20[p
#llead 8.3431 22.5157 14.7059 14.7059MG/KG 2 75 - 125 20[p
Lithium 22.0255 122.3951 98. 0392 98.0392 MG/KG 1 75~ 125 20[p
O8RS 4059 0 20[p

; T S ? : ¥ 13 20[p
Mercury ' 0.0100/U 0.1875 0.1905 0.1575 0.1615MG/KG 119 118 2 65-135 20[cv
Molybdenum 0.1990|B 181.9284 183.7490 196.0784] 196.0784[MG/KG 93 94 1 75~ 125 20[p
Nickel 15.3902 61.7814 63.2696 49.0196 49.0196|MG/KG 95 98 2 75-125 20[p
Phosphorus 300.8225 414.5304 402.0333 98.0392 98.0392|MG/KG 116 103 3] | 75-125 20[p
Potassium 2891.8931 4593.4010 4428.4402 980.3922]  980.3922|MG/KG 174|N 157|N 4 75-125 20[p
Selenium 78 0.1647|B 2.4829 2.0873 1.9608 1.9608|MG/KG 75~ 125 20[MS
Silver 107 0.0280|B 13.5929 10.7853 9.8039 9.8039|MG/KG *| 75-125 20[MS
Sodium 81.0882(B 1060.2314| ..1051.6637 980.3922 22| MGAKG 75~ 125 20[p
clerrggle 4998 2992 T g3, 1665 F T84S MG/KG 20[Ms

.9275 0.7278 0.3922] 0.3922[MG/KG *| 75-125 20[Ms

Note: Results shown are reported on an as-received basis.

METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV Cold Vapor U= Below MDL, B= Below LOQ
MS = ICP Mass Spectrometry AF Cold Vapor Atomic Fluorescence FLAGS:

PHNR] Pana 2229 Af 2820 N = Matrix Spike 00S, * = Duplicate 00S
YOO+ age-oso4L0toooU
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s¥eurofins | QUALITY ASSURANCE SUMMARY

éLawmmﬁ% FORM 5A (MS/MSD)
MATRIX SPIKE/MATRIX SPIKE DUPLICATE
SDG No.: PHO88
Matrix: SOIL Level

(low/med) : Low

Background Lab Sample ID: 7156760BKG Matrix Spike Lab Sample ID: 7156761MS Matrix Spike Duplicate Lab Sample ID: 7156762MSD
Batch Id(s): P22337B, P23138B

BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit
Analyte |Mass Result C Result C Result C Added Added Units| %R [Q] %R [Q|RPD|Q %R RPD | M
Tin o 41|B 354.1549 358.4020 1569 392.1569 1 75-125 20|P
| Tk 1372 5[] 19617916529 16T 26294 592 985089 3 20/p
Vanadium 53.7863 106.2951 108.0490 49.0196 49 2 75-125 20/P
Zinc 53.1784 103.2627 103.1059 49.0196 49 0 75-125 20|p
Zirconium 7.1931 98.4755 98.8657 98.0392 98 0 75-125 20|P
Note: Results shown are reported on an as-received basis.
METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV = Cold Vapor U= Below MDL, B= Below LOQ

MS = ICP Mass Spectrometry AF

It

Cold Vapor Atomic Fluorescence FLAGS:
PHNOR2 Pane 2292 Anf 2220 N = Matrix Spike 00S, * = Duplicate 00S
FRUce—+—ageosos0isesld
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QUALITY ASSURANCE SUMMARY

Loborataries FORM 6
DUPLICATES
SDG No.: PHO88
Matrix: SOIL Level (low/med): LOW
Background Lab Sample ID: 7156760BKG Duplicate Lab Sample ID: 7156763DUP
Batch ID(s): P22337B, P23138B
Concentration Units: MG/KG
Control
Analyte Mass Limit Samples (S) C Duplicate (D) C RPD QM
Aluminum 24303.8843 23887.2069 2 p
Antimony 0.7255|U0 0.7255|U0 P
Arsenic 3.9 5.7676 5.3843 7 P
Barium 83.3647 82.9000 1 p
Beryllium 0.7294|B 0.7353|B 1 P
Boron 7.6931|B 7.0765|B 3 p
Cadmium 0.0745|U 0.0745|U P
Calcium 27149.8843 16430.5814 49| * P
Chromium 29.5814 29.6490 0 p
Cobalt 7.4000 7.1304 4 P
Copper 13.1294 13.4784 3 P
Iron 26576.8412 26919.8412 1 P
Lead 2.9 8.3431 8.1137 3 P
Lithium 22,0255 21.8510 1 P
Magnesium 6083.4451 6171.6441 1 P
Manganese 354.8882 338.2647 5 p
Mercury 0.0100 cv
Mo Tsyiy el s ORI010 BRI 200 P
Nickel 15.3902 Tl P
Phosphorus 300.8225 308.1363 2 p
Potassium 2891.8931 2890.6971 0 P
78 0.1647 1341 MS
ST OT g s PQEO28 0L B 102565 ¢ |MS
81.0882 p
Strontium 88 40.8998 MS
Thallium 203 0.2 0.3563 1 MS
Tin 3.1441 0 P
Titanium 1372.2745 1323.8294 4 p
Vanadium 53.7863 53.9363 0 p
Zinc 53.1784 53.3686 0 p
Zirconium 4.9 7.1931 7.0510 2 P
NOTE: An asterisk (*) in column "Q" indicates poor duplicate precision (RPD > 20% OR
| (S) - (D)| > LOQ for values < 5x LOQ).
The data are considered to be wvalid because the laboratory control sample is

within the control limits.

ageddoy

See the

Laboratory Control Sample.

| 510

Note: Results shown are reported on an as-received basis.

METHODS:

P = ICP Atomic Emission Spectrometer

MS
Cv
AF

Cold Vapor

ICP Mass Spectrometry

Cold Vapor Atomic Fluoresce@t@ss Page

CONCENTRATION QUALIFIERS:
U= Below MDL
= Below LOQ

5T

%ﬁ@@icate Out of Spec
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Background Lab Sample ID: 7156760BKG
Batch ID(s): P22337B
Concentration Units: UG/L

QUALITY ASSURANCE SUMMARY

FORM 9

SERIAL DILUTIONS

SDG No.: PHO088

Matrix: SOIL Level LOW

(low/med) :

Serial Dilution Lab Sample ID: 7156760L

Initial Sample

Serial Dilution

Analyte Mass Result (I) C Result (8) C| % Diff. |Q|M
Aluminum 247899.6200 256686.5500 4 P
Antimony 7.4000|U 37.0000fU p
Arsenic 58.8300 109.8000(B 87 P
Barium 850.3200 883.1500 4 P
Beryllium 7.4400{B 8.0500|B 8 P
Boron 78.4700|B 118.6000|B 51 P
Cadmium 0.7600|U 3.8000 p
Calcium 276928.8200 287301.2000 P
Chromium 301.7300 329.2500 P
Cobalt 75.4800 78.7000 P
Copper 133.9200 135.9500 p
Iron 135541.8900 130820.9500 P
Lead 85.1000 94.1500 P
Lithium 224.6600 220.4000 P
Magnesium 62051.1400 64918.8000 P
Manganese 3619,.8600 3911.0000 P
Molybdenum .5000 P

. N2 — SO R
Phosphorus 4500 p
Potassium 1000 p
Selenium .5000 MS
Silver 107 B 0.6500 MS
Sodium B 868.1500 P
Thallium 203 1.8170 1.4450{B 20| |MS
Tin 32.0700(B 29.7500(B 7 P
Titanium 6998.6000 6931.7000 1 P
Vanadium 548.6200 577.1500 5 P
Zinc 542.4200 569.2000 5 P
Zirconium 73.3700 85.2500|B 16 P

NOTE: An E in column Q indicates
interference in the matrix when

the presence of a chemical or physical
the % difference is greater than 10%. This

X

applies only when (I) is greater than or equal to 50x MDL for ICP, 100x MDL
for ICP-MS (6020), 50x MDL for ICP-MS (200.8), or 25x MDL for GFAA.

Gosocrat l-// S0

METHODS :
P = ICP Atomic Emission Spectrometer

= ICP Mass Spectrometry

CONCENTRATION QUALIFIERS:
U= Below MDL
B= Below LOQ
FLAGS:
E = Matrix Effects exist as proven by

PH088 Paqel3391 of 38302l Dilution or Spiked Dilution
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INTRODUCTION

This Data Validation Report (DVR) presents Level Il data validation results for samples
collected on August 12, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan for Santa Susana Field Laboratory (SSFL), RCRA Facility Investigation,
Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA
Contract Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans Data Review (September
2005), and for Inorganic Data Review (January 2010). Where specific guidance is not available,
the data has been evaluated in a conservative manner consistent with industry standards using
professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVOCs) by Environmental Protection Agency (EPA) SW 846 Method 8270D
utilizing Selective lon Monitoring (SIM)

Pesticides by EPA SW 846 Method 8081B

Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A, and 7471B

Herbicides by EPA SW 846 Method 8151A

Total Petroleum Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M

TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment Il. Level Il
Automated Data Review outliers are presented in Enclosure .

All sample results were subjected to Level lll data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards (dioxins only), matrix spike/matrix spike
duplicates (MS/MSD), laboratory duplicates (DUP), laboratory control sample/laboratory control
sample duplicates (LCS/LCSD), ICP serial dilutions, method blanks, equipment blanks, field
blanks and trip blanks. No samples in this SDG were subjected to Level IV evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of ICB/CCBs and ICP serial
dilutions, which were validated manually. Quality assurance (QA)/QC criteria specified in the
QAPP and CLPNFGs were incorporated with the program’s reference library to assess
compliance with project requirements.



The following are definitions of the data qualifiers:

U

NJ

uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times

All technical holding tirhe requirements were met.

Il. Initial Calibration

Initial Calibration data were not reviewed for level |lI.
lll. Continuing Calibration

Continuing calibration data were not reviewed for level Il1.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of several blanks for
dioxins and metals. The associated sample results were qualified as non-detected (U) due to
method blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.
The details regarding the qualification of data are provided in Enclosure |.

No contaminant concentrations were detected in the initial or continuing calibration blanks.
V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits.

VL. ICP Interference Check Sample (ICS) Analysis
ICP interference check data were not reviewed for level ill.
VIl. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of one MS/MSD pair for metals in SDG PH090. The associated sample
results were qualified as detected estimated (J) or non-detected estimated (UJ) as applicable.
The details regarding the qualification of data are provided in Enclosure | of the DVR for SDG
PHO090.

VIIl. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits with the exception of one DUP for metals in SDG PH090. The
associated sample results were qualified as detected estimated (J) or non-detected estimated
(UJ) as applicable. The details regarding the qualification of data are provided in Enclosure | of
the DVR for SDG PHO090.



IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits with the exception of one
LCS/LCSD pair for PCBs. The associated sample results were qualified as detected estimated
(J) as applicable. The details regarding the qualification of data are provided in Enclosure |.

X. Internal Standards

Internal standards were reviewed for dioxins. Percent recoveries (%R) were within QC limits.
XI. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were met.

Xll. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH089 All compounds reported as detected below the RL. J (all detects) A

XIIl. Field Duplicate Samples
No field duplicates were identified in this SDG.
XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No contaminants were found in
the trip blank.

One equipment blank (from SDG PH091) was collected and analyzed for SVOCs, pesticides,
PCBs, metals, herbicides, TPH as gasoline, TPH as extractables and dioxins. The equipment
blank had several detections for SVOCs, metals and dioxins. The associated sample results
were qualified as non-detected (U) due to equipment blank contamination as applicable. The
sample results that were not detected or were significantly greater than the concentrations
found in the equipment blanks were not qualified. The equipment blank outlier reports are
presented in Enclosure .

One field blank (from SDG PH029) was collected and analyzed for SVOCs, pesticides, PCBs,
metals, herbicides, TPH as gasoline, TPH as extractables and dioxins. The field blank had
detections for several SVOCs, metals and dioxins. The associated sample results were
qualified as non-detected (U) due to field blank contamination as applicable. The sample
results that were not detected or were significantly greater than the concentrations found in the
field blank were not qualified. The field blank outlier reports are presented in Enclosure |.



XV. Overall Assessment of Data

No data associated with this sampling event were rejected. The overall assessment of QA/QC
data review by automated and manual validation of this sampling event met project
requirements and analytical completeness levels with the exceptions noted in the above
sections. All data are deemed useable for the intended use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
12-Aug-2013  TB-081213 7158598 B 5030B 8015M n
12-Aug-2013  SL-593-SA8-SB-0.0-0.5 7158605 N 3050B 6010C 1]
12-Aug-2013  SL-593-SA8-SB-0.0-0.5 7158605 N 3050B 6020A n
12-Aug-2013  SL-593-SA8-SB-0.0-0.5 7168605 N 3546 8015M n
12-Aug-2013  SL-593-SA8-SB-0.0-0.5 7158605 N 3546 8082A ]
12-Aug-2013  SL-593-SA8-SB-0.0-0.5 7158605 N 3546 8270D SIM m
12-Aug-2013  SL-593-SA8-SB-0.0-0.5 7158605 N METHOD 1613B [}
12-Aug-2013  SL-593-SA8-SB-0.0-0.5 7158605 N METHOD 74718 n
12-Aug-2013  SL-593-SA8-SB-4.0-5.0 7158606 N 3050B 6010C n
12-Aug-2013  SL-593-SA8-SB-4.0-5.0 7158606 N 3050B 6020A 1]l
12-Aug-2013  SL-593-SA8-SB-4.0-5.0 7158606 N 3546 8015M n
12-Aug-2013  SL-593-SA8-SB-4.0-5.0 7158606 N 3546 8082A in
12-Aug-2013  SL-593-SA8-SB-4.0-5.0 7158606 N 3546 8270D SIM ]
12-Aug-2013  SL-593-SA8-SB-4.0-5.0 7158606 N 5035A 8015M [}
12-Aug-2013  SL-593-SA8-SB-4.0-5.0 7158606 N METHOD 1613B 1l
12-Aug-2013  SL-593-SA8-SB-4.0-5.0 7158606 N METHOD 7471B mn
12-Aug-2013  SL-592-SA8-SB-0.0-0.5 7158603 N 3050B 6010C I
12-Aug-2013  SL-592-SA8-SB-0.0-0.5 7158603 N 3050B 6020A m
12-Aug-2013  SL-592-SA8-SB-0.0-0.5 7158603 N 3546 8015M mn
12-Aug-2013  SL-592-SA8-SB-0.0-0.5 7158603 N 3546 8082A mn
12-Aug-2013  SL-592-SA8-SB-0.0-0.5 71 586103 N 3546 8270D SIM [}
12-Aug-2013  SL-592-SA8-SB-0.0-0.5 7158603 N METHOD 1613B ]
12-Aug-2013  SL-592-SA8-SB-0.0-0.5 7158603 N METHOD 74718 i
12-Aug-2013  SL-592-SA8-SB-3.5-4.5 7158604 N 3050B 6010C i
12-Aug-2013  SL-592-SA8-SB-3.5-4.5 7158604 N 30508 6020A 1}
12-Aug-2013  SL-592-SA8-SB-3.5-4.5 7158604 N 3546 8015M n

1l = EPA Level 3 Data Review
|V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicale

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
12-Aug-2013  SL-592-SA8-SB-3.5-4.5 7158604 N 3546 8082A ]
12-Aug-2013  SL-592-SA8-SB-3.5-4.5 7158604 N 3546 8270D SiM i
12-Aug-2013  SL-592-SA8-SB-3.5-4.5 7158604 N 5035A 8015M I
12-Aug-2013  SL-592-SA8-SB-3.5-4.5 7158604 N METHOD 1613B n
12-Aug-2013  SL-592-SA8-SB-3.5-4.5 7158604 N METHOD 7471B il
12-Aug-2013  SL-591-SA8-SB-0.0-0.5 7158602 N 3050B 6010C [}
12-Aug-2013  SL-591-SA8-SB-0.0-0.5 7158602 N 3050B 6020A ]
12-Aug-2013  SL-591-SA8-SB-0.0-0.5 7158602 N 3546 8015M [}
12-Aug-2013  SL-591-SA8-SB-0.0-0.5 7158602 N 3546 8082A n
12-Aug-2013  SL-591-SA8-SB-0.0-0.5 7158602 N 3546 8270D SIM 1]
12-Aug-2013  SL-591-SA8-SB-0.0-0.5 7158602 N METHOD 1613B ][]
12-Aug-2013  SL-591-SA8-SB-0.0-0.5 7158602 N METHOD 7471B ]
12-Aug-2013  SL-590-SA8-SB-0.0-0.5 7158599 N 3546 8015M n
12-Aug-2013  SL-590-SA8-SB-0.0-0.5 7158599 N 3546 8081B ]
12-Aug-2013  SL-590-SA8-SB-0.0-0.5 7158599 N 3546 8082A i
12-Aug-2013  SL-590-SA8-SB-0.0-0.5 7158599 N 3546 8270D SIM i
12-Aug-2013  SL-590-SA8-SB-0.0-0.5 7158599 N 3550B 8151A Il
12-Aug-2013  SL-590-SA8-SB-0.0-0.5 7158599 N METHOD 1613B i
12-Aug-2013  SL-590-SA8-SB-0.0-0.5MSD P158599M242322A MSD 3546 8082A H
12-Aug-2013  SL-590-SA8-SB-0.0-0.5MS P158599R242304A MS 3546 8082A mn
12-Aug-2013  SL-590-SA8-SB-4.0-5.0 7158600 N 3050B 6010C mn
12-Aug-2013  SL-590-SA8-SB-4.0-5.0 7158600 N 3050B 6020A n
12-Aug-2013  SL-590-SA8-SB-4.0-5.0 7158600 N 3546 8015M n
12-Aug-2013  SL-590-SA8-SB-4.0-5.0 7158600 N 3546 8081B n
12-Aug-2013  SL-590-SA8-SB-4.0-5.0 7158600 N 3546 8082A n
12-Aug-2013  SL-590-SA8-SB-4.0-5.0 7158600 N 3546 8270D SIM il

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
12-Aug-2013  SL-590-SA8-SB-4.0-5.0 7158600 N 3550B 8151A [}
12-Aug-2013  SL-590-SA8-SB-4.0-5.0 7158600 N 5035A 8015M I
12-Aug-2013  SL-590-SA8-SB-4.0-5.0 7158600 N METHOD 1613B n
12-Aug-2013  SL-590-SA8-SB-4.0-5.0 7158600 N METHOD 7471B n
12-Aug-2013  SL-590-SA8-SB-7.0-8.0 7158601 N 3050B 6010C n
12-Aug-2013  SL-590-SA8-SB-7.0-8.0 7158601 N 3050B 6020A I
12-Aug-2013  SL-590-SA8-SB-7.0-8.0 7158601 N 3546 8015M n
12-Aug-2013  SL-590-SA8-SB-7.0-8.0 7158601 N 3546 8081B i
12-Aug-2013  SL-590-SA8-SB-7.0-8.0 7158601 N 3546 8082A ]
12-Aug-2013  SL-590-SA8-SB-7.0-8.0 7158601 N 3546 8270D SIM ]
12-Aug-2013  SL-590-SA8-SB-7.0-8.0 7158601 N 3550B 8151A m
12-Aug-2013  SL-590-SA8-SB-7.0-8.0 7158601 N 5035A 8015M 1}
12-Aug-2013  SL-590-SA8-SB-7.0-8.0 7158601 N METHOD 7471B n
12-Aug-2013  SL-590-SA8-SB-7.0-8.0DUP P158601D221614 DUP METHOD 7471B 1]
12-Aug-2013  SL-590-SA8-SB-7.0-8.0MSD P158601M221619 MSD METHOD 7471B [}
12-Aug-2013  SL-590-SA8-SB-7.0-8.0MS P158601R221616 MS METHOD 7471B m
12-Aug-2013  SL-585-SA8-SB-0.0-0.5 7158607 N 3050B 6010C L}
12-Aug-2013  SL-585-SA8-SB-0.0-0.5 7158607 N 3050B 6020A I
12-Aug-2013  SL-585-SA8-SB-0.0-0.5 7158607 N 3546 8015M 1
12-Aug-2013  SL-585-SA8-SB-0.0-0.5 7158607 N 3546 8082A [}
12-Aug-2013  SL-585-SA8-SB-0.0-0.5 7158607 N 3546 8270D SIM "
12-Aug-2013  SL-585-SA8-SB-0.0-0.5 7158607 N METHOD 1613B mn
12-Aug-2013  SL-585-SA8-SB-0.0-0.5 7158607 N METHOD 7471B n

/Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Attachment 2
Overall Data Qualification Summary



Data Qualifier Summary

Lab Reporting Batch ID: PH089 Laboratory: LL

EDD Filename: PH089_v1 eQAPP Na

Method Category:

Matrix: SO
Sample ID:SL-585-SA8-SB-0.0-0.5 Collected: 8/12/2013 1:35:00 Analysis Type: RES Dilution: 1
Data
Lab DL Review Reason
ANTIMONY 3.99 u 0.738 | MDL 3.99 mQ/Kg UJ Q
BERYLLIUM 0.598 J 0.0668 [ MDL | 0.997 mg/Kg J z
BORON 3.31 J 0.837 | MDL 9.97 mg/Kg U F
CADMIUM 0.0927 J 0.0758 | MDL | 0.997 mg/Kg J z
MOLYBDENUM 0.416 J 0.169 | MDL 1.99 mg/Kg u F
PHOSPHORUS 503 2.88 MDL 9.97 mg/Kg J Q
SODIUM 71.9 J 16.6 MDL 99.7 mg/Kg J z
TIN 3.26 J 0.219 | MDL 9.97 mg/Kg U B
Zirconium 2.73 J 0.837 | MDL 4.98 mg/Kg J Y4
Sample ID:SL.-590-SA8-SB-4.0-5.0 Collected: 8/12/2013 10:45:00  Analysis Type: RES Dilution: 1
Data
Lab Lab Review Reason
— | Result | Qual f Units | _Q Code
ANTIMON 4.09 U 0.757 | MDL 4.09 PQL | mg/Kg uJ Q
BERYLLIUM 0.628 J 0.0685 | MDL 1.02 PQL | mg/Kg J z
BORON 3.59 J 0.859 | MDL 10.2 PQL | mg/Kg U F
MOLYBDENUM 0.488 J 0.174 | MDL 2.04 PQL | mg/Kg U F
PHOSPHORUS 365 2.95 MDL 10.2 PQL | mg/Kg J Q
TIN 321 J 0.225 | MDL 10.2 PQL | mg/Kg U B
Zirconium 3.91 J 0.859 | MDL 5.11 PQL | mg/Kg J Z
Sample ID:SL-590-SA8-SB-7.0-8.0 Collected: 8/12/12013 11:10:00  Analysis Type: RES Dilution: 1
Data
Lab Lab Review Reason
ANTIM&NY ] ] 4.08 U 0.756 { MDL 4.08 PQL | mg/Kg uJ Q
BERYLLIUM 0.550 J 0.0684 | MDL 1.02 PQL | mg/Kg J z
BORON 1.73 J 0.858 | MDL 10.2 PQL | mg/Kg U F
MOLYBDENUM 0.213 J 0.174 | MDL 2.04 PQL | mg/Kg u F
PHOSPHORUS 403 2.95 MDL 10.2 PQL | mg/Kg J Q
TIN 3.28 J 0.225 | MDL 10.2 PQL | mg/Kg u B
Zirconium 4.30 J 0.858 | MDL 5.11 PQL ma/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:14:19 AM ADR version 1.7.0.207 Page 1 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH089 Laboratory: LL
EDD Filename: PH089_v1 €¢QAPP Name: CDM_SSFL_131101_Lan
e C’afegory:” - ————— -

Matrix: SO

Sample ID:SL-591-SA8-SB-0.0-0.5 Collected: 8/12/2013 9:50:00 Analysis Type: RES Dilution: 1

Data
Review Reason
Code

3
[(=]
S
x|
w [y
c
[
o

4.01

BERYLLIUM 0.541 0.0671 | MDL 1.00 PQL | mg/Kg J z
BORON 3.36 0.842 | MDL 10.0 PQL | mg/Kg u F
CADMIUM 0.104 0.0762 | MDL 1.00 PQL | mg/Kg J z
MOLYBDENUM 0.446 0.170 | MDL 2.00 PQL | mg/Kg u F
PHOSPHORUS 500 2.90 MDL 10.0 PQL | mg/Kg J Q
SODIUM 79.3 J 16.7 MDL 100 PQL | mg/Kg J z
TIN 3.04 J 0.220 | MDL 10.0 PQL | mg/Kg u B
Zirconium 2.35 J 0.842 MDL 5.01 PQL mg/Kg J z
Sample ID:SL-592-SA8-SB-0.0-0.5 Collected: 8/12/2013 9:00:00 Analysis Type: RES Dilution: 1
Data
Lab Review Reason

ANTIMONY 0.742 | MDL 4.01

4.01 PQL mg/Kg uJ Q
BERYLLIUM 0.646 0.0672 ] MDL 1.00 PQL | mg/Kg J 4
BORON 3.08 0.843 | MDL 10.0 PQL | mg/Kg U F
MOLYBDENUM 0.481 0.171 MDL 2.01 PQL | mg/Kg u F
PHOSPHORUS 407 2.90 MDL 10.0 PQL | mg/Kg J Q
SODIUM 75.1 J 16.8 MDL 100 PQL | mg/Kg J z
TIN 3.34 J 0.221 MDL 10.0 PQL | mg/Kg U B
Zirconium 2.56 J 0.843 | MDL 5.02 PQL | mg/Kg J z
Sample ID:SL-592-SA8-SB-3.5-4.5 Collected: 8/12/2013 9:20:00 Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual |  Code
ANTIMONY ) 4.00 U 0.740 | MDL 4.00 PQL | mg/Kg uJ Q
BERYLLIUM 0.630 J 0.0670 | MDL 1.00 PQL | mg/Kg J z
BORON 1.66 J 0.840 | MDL 10.0 PQL | mg/Kg u F
MOLYBDENUM 0.446 J 0.170 | MDL 2.00 PQL | mg/Kg u F
PHOSPHORUS 258 2.89 MDL 10.0 PQL | mg/Kg J Q
TIN 3.24 J 0.220 | MDL 10.0 PQL | mg/Kg u B
Zirconium 2.77 J 0.840 | MDL 5.00 PQL mg/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:14:19 AM ADR version 1.7.0.207 Page 2 of 14



Data Qualifier Summary

Lab Reporting Batch ID;: PH089 Laboratory: LL
EDD Filename: PH089_v1 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
Sample ID:SL-593-SA8-SB-0.0-0.5 Collected: 8/12/2013 8:05:00 Analysis Type: RES Dilution: 1
Data
Review Reason

NTIMON . u 0.743 MDL 4.62 PQL mg/Kg’ uJ Q
BERYLLIUM J 0.0673 | MDL 1.00 PQL | mg/Kg J z
BORON J 0.843 | MDL 10.0 PQL | mg/Kg u F
CADMIUM J 0.0763 [ MDL 1.00 PQL | mg/Kg J z
MOLYBDENUM J 0.171 MDL 2.01 PQL | mg/Kg u F
PHOSPHORUS 477 2.90 MDL 10.0 PQL | mg/Kg J Q
SODIUM 745 J 16.8 MDL 100 PQL | mg/Kg J z
TIN 3.28 J 0.221 MDL 10.0 PQL | mg/Kg u B
Zirconium 2.35 J 0.843 | MDL 5.02 PQL | mg/Kg J Z
Sample ID:SL-593-SA8-SB-4.0-5.0 Collected: 8/12/2013 8:20:00 Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

Analyte Result Qqal DL Type RL T its | (id
ANTIMbNY 413 U 0.764 | MDL 413 PQL | mg/Kg uJ Q
BERYLLIUM 0.642 J 0.0692 { MDL 1.03 PQL mg/Kg J z
BORON 2.69 J 0.867 | MDL 10.3 PQL | mg/Kg U F
MOLYBDENUM 0.498 J 0.176 | MDL 2.06 PQL | mg/Kg u F
PHOSPHORUS 558 2.98 MDL 10.3 PQL | mg/Kg J Q
SODIUM 86.3 J 17.2 MDL 103 PQL | mg/Kg J z
TIN 3.32 J 0.227 | MDL 10.3 PQL | mg/Kg U B
Zirconium 2.77 J 0.867 | MDL 5.16 PQL mg/Kg J Z

Matrix: - SO

Sample ID:SL-585-SA8-SB-0.0-0.5 Collected: 8/12/2013 1:35:00 Analysis Type: REA Dilution: 2

Data
Review Reason

Sample ID:SL-585-SA8-SB-0.0-0.5 Collected: 8/12/2013 1:35:00 Analysis Type: RES Dilution: 2

0.0440
STRONTIUM 30.2 0.0678 | MDL | 0.399 PQL | mg/Kg J E

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:14:19 AM ADR version 1.7.0.207 Page 3 of 14



Lab Reporting Batch ID: PH089

Method Category:  MET

Matrix:

Collected: 8/12/2013 1:35:00

Data Qualifier Summary

SO

Analysis Type: RES

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Dilution: 2

Collected: 8/12/2013 10:45:00

Analysis Type: REA

Collected: 8/12/2013 10:45:00

Analysis Type: RES

Dilution: 2

Result

Reason

0.0470 0.0266 0.204 PQL | mg/Kg 4
STRONTIUM 28.8 0.0695 | MDL 0.409 PQL mg/Kg J E
THALLIUM 0.338 0.0307 | MDL 0.204 PQL mg/Kg J Q
Sample ID:SL-590-SA8-SB-7.0-8.0 Collected: 8/12/2013 11:10:00  Analysis Type: REA Dilution: 2
Data
Review Reason

Collected: 8/12/2013 11:10:00

Analysis Type: RES

Dilution: 2

S AR

Lab

Reason

SELENIUM

THALLIUM J Q
Sample ID:SL-591-SA8-SB-0.0-0.5 Dilution: 2
Data
Review Reason
_Qual

Sample ID:SL-591-SA8-SB-0.0-0.5 Collected: 8/12/2013 9:50:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual | DL | Type | RL | Type | Units | Qual Code

STRONTIUM

THALLIUM

* denotes a non-reportable resuit

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

11/6/2013 8:14:19 AM

Page 4 of 14




Lab Reporting Batch ID: PH089
EDD Filename: PH089_v1

Method Category: = METALS =~

Method: 6020A

Sample ID:SL.-592-SA8-SB-0.0-0.5

Data Qualifier Summary

Matrix: SO

Collected: 8/12/2013 9:00:00

Analysis Type: REA

Laboratory: LL
€QAPP Name: CDM_SSFL_131101_Lan

Dilution: 2

Data
Review

_Qual |  Code

Collected: 8/12/2013 9:00:00

Analysis Type: RES

Dilution: 2

Reason
0.0261
STRONTIUM 29.5 0.0682 | MDL | 0.401 POL | mg/Kg J E
THALLIUM 0.318 0.0301] MDL | 0.201 PQL | mg/Kg J Q
Sample ID:SL-592-SA8-SB-3.5-4.5 Collected: 8/12/2013 9:20:00 Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual | DL Type RL Type | Units | Qual Code
SELENIUM 0.364 J 0.100 | MDL | 0.400 PQL | mg/Kg J z
Sample ID:SL-592-SA8-SB-3.5-4.5 Collected: 8/12/2013 9:20:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units L Code
SILVER 0.0378 J 0.0260| MDL | 0.200 PQL | mg/Kg J z
STRONTIUM 19.0 0.0680 MDL | 0.400 PQL | mg/Kg J E
THALLIUM 0.341 0.0300 | MDL | 0.200 PQL | mg/Kg J Q
Sample ID:SL-593-SA8-SB-0.0-0.5 Collected: 8/12/2013 8:05:00 Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
_Resuit

T

Collected: 8/12/2013 8:05:00

Analysis Type: RES

Dilution: 2

Lab Lab

Data
Review

Reason

STRONTIUM 224 0.0683| MDL | 0.402 mg/Kg J E
THALLIUM 0.264 0.0301 ([ MDL | 0.201 mg/Kg J

* denotes a non-reportable resuit

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:14:19 AM ADR version 1.7.0.207 Page 5 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH089 Laboratory: LL
EDD Filename: PH089_v1 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL-593-SA8-SB-4.0-5.0 Collected: 8/12/2013 8:20:00 Analysis Type: REA Dilution: 2

Data
Review Reason

T TR T

Sample ID:SL-593-SA8-SB-4.0-5.0 Collected: 8/12/2013 8:20:00 Analysis Type: RES Dilution: 2

Reason

Anal e

SILVER 0.0448 J 0.0268 | MDL | 0.206 PQL | mg/Kg J Y4
STRONTIUM 20.5 0.0702| MDL | 0.413 PQL | mg/Kg J E
THALLIUM 0.277 0.0310| MDL | 0.206 PQL | mg/Kg J Q

Method Category:  METALS =

Method: 7471B Matrix: SO

Sample ID:SL-585-SA8-SB-0.0-0.5 Collected: 8/112/2013 1:35:00 Analysis Type: RES Dilution: 1

Data
Review

R

Sample ID:S1.-593-SA8-SB-4.0-5.0 Collected: 8/12/2013 8:20:00 Analysis Type: RES Dilution: 1

TR Category SUOR T

Method: 1613B Matrix: SO

Sample ID:SL-585-SA8-SB-0.0-0.5 Collected: 8/12/2013 1:35:00 Analysis Type: RES Dilution: 1
Lab Lab

1 .2,>3,4,6.7,8-HPCDD k ng/Kg

1,2,3,4,6,7,8-HPCDF 0.601 JB 0.0848 | MDL 4.98 PQL ng/Kg z

1,2,3,4,7,8-HXCDF 0.0883 JBQ 0.0318 | MDL 4.98 PQL ng/Kg U B

1,2,3,6,7,8-HXCDD 0.233 JBQ |0.0680| MDL 4.98 PQL ng/Kg U B

1,2,3,6,7,8-HXCDF 0.124 JBQ 0.0308 | MDL 4.98 PQL ng/Kg U B

1,2,3,7,8,9-HXCDD 0.252 JBQ 0.0666 | MDL 4.98 PQL ng/Kg U B

1,2,3,7,8,9-HXCDF 0.243 JB 0.0422 1 MDL 4.98 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:14:19 AM ADR version 1.7.0.207 Page 6 of 14



Lab Reporting Batch ID: PH089

EDD Filename: PH089_v1

16138

Matrix:

Collected: 8/12/2013 1:35:00

Data Qualifier Summary

SO

Analysis Type: RES

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Dilution: 1

Result

Lab

S

Lab

0.0819

4.98

Reason
Code

1,2 PCDD

S O e

T

0.0648

T

5.07

1,2,3,7,8-PECDD 0.102 JBQ PQL B
1,2,3,7,8-PECDF 0.302 JBQ 0.0546 | MDL 4.98 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.118 JBQ 0.0289 | MDL 4.98 PQOL ng/Kg v B
2,3,4,7,8-PECDF 0.0675 JBQ 0.0418 | MDL 4.98 PQL ng/Kg U B
2,3,7,8-TCDF 0.161 J 0.0836 | MDL ([ 0.996 PQL ng/Kg J z
OCDF 1.10 JB 0.0670 | MDL 9.96 PQL ng/Kg J z
Sample ID:SL-590-SA8-SB-0.0-0.5 Collected: 8/12/2013 10:20:00  Analysis Type: RES Dilution: 4
Data
RL Review Reason
Units | Qual Code

1,2,3,4,6,7,8-HPCDF 0.640 JBQ | 0.0395| MDL 5.07 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.239 JBQ 0.0429 1 MDL 5.07 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.408 JBQ 0.0755| MDL 5.07 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.363 JBQ | 0.0393| MDL 5.07 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.530 JB 0.0798 | MDL 5.07 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.426 JB 0.0414| MDL 5.07 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.462 JB 0.0742 | MDL 5.07 PQL ng/Kg J VA
1,2,3,7,8,9-HXCDF 0.323 JB 0.0370 | MDL 5.07 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.363 JBQ 0.0737 | MDL 5.07 PQOL ng/Kg U B
1,2,3,7,8-PECDF 0.746 JB 0.0578 | MDL 5.07 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.358 JB 0.0366 | MDL 5.07 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.497 JB 0.0469 | MDL 5.07 PQL ng/Kg J z
2,3,7,8-TCDD 0.177 J 0.0841 ] MDL 1.01 PQL ng/Kg J z
2,3,7,8-TCDF 0.275 JQ 0.106 | MDL 1.01 PQL ng/Kg J z
OCDF 1.47 JB 0.0396 | MDL 10.1 PQL ng/Kg J z
Sample ID:SL-590-SA8-SB-4.0-5.0 Collected: 8/12/2013 10:45:00  Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
L — Result | Qual | DL | Type | RL | Type | Units | Qual Code
‘1,2,3,4,6, ,8-HPCDD 0.976 JBQ | 0.0606| MDL 5.12 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.225 JBQ 0.0216 | MDL 5.12 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0958 JB 0.0529 | MDL 5.12 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.111 JBQ | 0.0283| MDL 5.12 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.146 JB 0.0565 | MDL 5.12 PQL ng/Kg u B
* denotes a non-reportable resuit
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/6/2013 8:14:19 AM ADR version 1.7.0.207 Page 7 of 14



Lab Reporting Batch ID: PH089

EDD Filename:

PH089_v1

Data Qualifier Summary

Method Category: SVOA =

Method:

1613B

Matrix: SO

Laboratory: LL
¢QAPP Name: CDM_SSFL_131101_Lan

Sample ID:SL-590-SA8-SB-4.0-5.0 Collected: 8/12/2013 10:45:00  Analysis Type: RES Dilution: 1
Data
DL RL Review Reason
Analyte T

R O T

1,2,3,6,7,8-HXCDF

5.12

1,2,3,7,8,9-HXCDD 0.0542 | MDL 5.12 PQL ng/Kg B
1,2,3,7,8,9-HXCDF 0.0267 | MDL 5.12 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0712 | MDL 5.12 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0388 | MDL 5.12 POL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0252 | MDL 5.12 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0348 | MDL 5.12 PQL ng/Kg U B
2,3,7,8-TCDF 0.0657 | MDL 1.02 PQL ng/Kg J z
ocDD 0.0433 | MDL 10.2 PQOL ng/Kg J V4
OCDF 0.0626 | MDL 10.2 PQL ng/Kg U B
Sample ID:SL-591-SA8-SB-0.0-0.5 Collected: 8/12/2013 9:50:00 Analysis Type: RES Dilution: 1
Data
Lab Review Reason
Rosult | Qual | DL | Units | Qual | ¢

7.8-HPCD

D

PQL

J

1,2,3,4,6,7,8-HPCDF 0.510 JBQ | 0.0376 | MDL 4.91 POL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.114 JBQ |0.0717 | MDL 4.91 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.0419 JBQ |0.0385| MDL 4.91 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.243 JBQ | 0.0828| MDL 4.91 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.120 JBQ | 0.0366 | MDL 4.91 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.173 JBQ | 0.0847 | MDL 4.91 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.159 JBQ | 0.0422| MDL 4.91 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.174 JB 0.0917 | MDL 4.91 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.130 JBQ | 0.0351| MDL 4.91 PQOL ng/Kg U B
2,3,4,7,8-PECDF 0.186 JBQ | 0.0531| MDL 4.91 PQL ng/Kg U B
2,3,7,8-TCDF 0.143 J 0.0840| MDL | 0.982 PQL ng/Kg J z
OCDF 1.07 JB 0.0664 | MDL 9.82 PQL ng/Kg J z
Sample ID:SL-592-SA8-SB-0.0-0.5 Collected: 8/12/2013 9:00:00 Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
I ﬁgﬁggult WQual | T pe ‘ Qualw

2.40 ng/Kg J
1,2,3,4,6,7,8-HPCDF 0.477 JB 0.0327 | MDL 4.92 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0494 JB 0.0312 | MDL 4.92 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.158 JBQ 0.0734 | MDL 4.92 PQOL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:14:19 AM
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Data Qualifier Summary

Lab Reporting Batch ID: PH089 Laboratory: LL
EDD Filename: PH089_v1 eQAPP Name: CDM_SSFL_131101_Lan
ST Categd)fy? VoL

1613B Matrix: SO
Sample ID: SL-592-SA8-SB-0.0-0.5 Collected: 8/12/2013 9:00:00 Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason
= COde‘ ey
0.121 0.0205 -
1,2,3,7,8,9-HXCDD 0.261 0.0735| MDL 4.92 PQL ng/Kg B
1,2,3,7,8,9-HXCDF 0.0951 JB 0.0299 | MDL 4.92 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.134 JBQ 0.0745 MDL 4.92 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.142 JBQ | 0.0390| MDL 4.92 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0888 JB 0.0276 | MDL 4.92 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0817 JB 0.0381 | MDL 4.92 PQL ng/Kg u B
2,3,7,8-TCDF 0.0976 J 0.0736 | MDL | 0.984 POL ng/Kg J z
OCDF 0.770 JBQ 0.0574 | MDL 9.84 PQL ng/Kg U B
Sample ID:SL-592-SA8-SB-3.5-4.5 Collected: 8/12/2013 9:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte — e ROSUlt | Qual | DL | Type | RL | Type | Units | Qual | _Code
1,2,3,4,6,7,8-HPCDD 0.773 JB 0.0916 | MDL 5.17 PQL ng/Kg J z ]
1,2,3,4,6,7,8-HPCDF 0.190 JB 0.0378 | MDL 517 PQL ng/Kg U B
1,2,3,4,7,8 9-HPCDF _ 0.0871 JBQ | 0.0570| MDL 517 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0474 JBQ 0.0435| MDL 5.17 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0665 JBQ 0.0557 | MDL 517 PQL ng/Kg U B
OCcDD 7.93 JB 0.0632| MDL 10.3 PQL ng/Kg J z
OCDF 0.808 JBQ 0.0860 | MDL 10.3 PQL ng/Kg U B
Sample ID:SL-593-SA8-SB-0.0-0.5 Collected: 8/12/2013 8:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
/ Result | (¢
1,2,3,4,7,8,9-HPCDF 0.139 J8 0.0728 | MDL 4.90 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.208 JB 0.107 | MDL 4.90 POL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.354 JBQ | 0.0685| MDL 4.90 PQL ng/Kg 8] B
1,2,3,6,7,8-HXCDD 0.828 JBQ 0.116 MDL 4.90 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.341 JBQ 0.0678 | MDL 4.90 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.663 JBQ 0.107 | MDL 4.90 PQOL ng/Kg J 4
1,2,3,7,8,9-HXCDF 0.152 JB 0.0666 | MDL 4.90 POL ng/Kg u B
1,2,3,7,8-PECDD 0.133 JBQ | 0.0971] MDL 4.90 PQL ng/Kg u B
1,2,3,7,8-PECDF 1.21 JB 0.116 { MDL 4.90 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.283 JB 0.0623 | MDL 4.90 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:14:19 AM ADR version 1.7.0.207 Page 9 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH089 Laboratory: LL
EDD Filename: PH089_v1 €QAPP Name: CDM_SSFL_131101_Lan
tethod Céiéébryé e e =
Method: 1613B Matrix: SO
Sample ID:SL-593-SA8-SB-0.0-0.5 Collected: 8/12/2013 8:05:00 Analysis Type: RES Dilution: 1

Data

Lab

Review Reason
_Qusa Code

ng/Kg U B
2,3,7,8-TCDF JQ 0.199 MDL 0.981 ng/Kg J V4
OCDF JB 0.0734 | MDL 9.81 ng/Kg J z
Sample ID:SL-593-SA8-SB-4.0-5.0 Collected: 8/12/2013 8:20:00 Analysis Type: RES Dilution: 1

Data
Review

Reason

Analyte

’;,2,3,4,6,7;8-HPCDD

1,2,3,4,6,7,8-HPCDF 0.599 JBQ 0.124 | MDL 5.10 PQL ng/Kg Z
1,2,3,4,7,8,9-HPCDF 0.239 JBQ 0.157 | MDL 5.10 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0752 JBQ 0.0318 | MDL 5.10 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.249 JBQ 0.0775} MDL 510 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.135 JBQ 0.0761 | MDL 5.10 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0956 JB 0.0417 | MDL 5.10 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0930 JBQ 0.0693 | MDL 5.10 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0709 JB 0.0330 | MDL 5.10 PQL ng/Kg U B
2,3,7,8-TCDF 0.114 J 0.0993 | MDL 1.02 PQL ng/Kg J Z
OCDF 1.25 JB 0.0740 | MDL 10.2 PQL ng/Kg J Z

Matrix: SO

Sample ID:SL.-585-SA8-SB-0.0-0.5 Collected: 8/12/2013 1:35:00 Analysis Type: RES Dilution: 1

Sample ID:SL-590-SA8-SB-0.0-0.5 Collected: 8/12/2013 10:20:00  Analysis Type: RES Dilution: 1

Data
Review

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:14:19 AM ADR version 1.7.0.207 Page 10 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH089 Laboratory: LL
EDD Fllename PH089 v1 €QAPP Name: CDM_SSFL_131101_Lan

8015M Matrix: SO

Sample ID:SL-590-SA8-SB-4.0-5.0 Collected: 8/12/2013 10:45:00  Analysis Type: REA Dilution: 1

Data
Review

Sample ID:SL-592-SA8-SB-3.5-4.5 Collected: 8/12/2013 9:20:00 Analysis Type: REA Dilution. 1

EFH (021 CSO)

Sample ID:SL-593-SA8-SB-0.0-0.5 Collected: 8/12/2013 8:05:00 Analysis Type: RES Dilution: 4

Matrix:” SO

Sample ID:SL-590-SA8-SB-0.0-0.5 Collected: 8/12/2013 10:20:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Anal _ _ , ; Result Qual_ Type RL Type i _Qual

4,4-DDE 1.0 J 0.34 MDL 1.7 PQL ug/Kg J 4
4,4-DDT 0.67 J 0.36 MDL 1.7 PQL ug/Kg J Y4

Method: 8082A Matrix: SO

Sample ID:SL-592-SA8-SB-0.0-0.5 Collected: 8/12/2013 9:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Qual | DI Code

AROCLOR 1254

Z L
Aroclor 5460 18 J 10 MDL 33 PQL ug/Kg J z
Sample ID:SL-593-SA8-SB-0.0-0.5 Collected: 8/12/2013 8:05:00 Analysis Type: RES Dilution: 1

Data
Lab RL Review Reason

Analyte : N _Result | ype | RL | Type | Units | Qual | Code
AROCLOR 1254 9.4 J 4.5 MDL 17 PQL ug/Kg J Z L
Aroclor 5460 20 J 10 MDL 33 PQL ug/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:14:20 AM ADR version 1.7.0.207 Page 11 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH089 Laboratory: LL
EDD Filename: PH089_v1 ¢QAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Matrix: SO

Sample ID:SL-590-SA8-SB-0.0-0.5 Collected: 8/12/2013 10:20:00  Analysis Type: RES Dilution: 1

Data
Review Reason

Sample ID:SL-590-SA8-SB-4.0-5.0 Collected: 8/12/2013 10:45:00  Analysis Type: RES Dilution: 1

8270D SIM Matrix: SO
Sample ID:SL.-585-SA8-SB-0.0-0.5 Collected: 8/12/2013 1:35:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
— T T T e P ,;.,Resu,tgm T T R = = T T I Mz;NQuaI SRS COde
BENZO(B)FLUORANTHENE 0.87 J 0.67 MDL 1 .7 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 8.2 J 6.0 MDL 18 PQL ug/Kg J z
CHRYSENE 0.87 J 0.34 MDL 1.7 PQL ug/Kg J z
FLUORANTHENE 0.90 J 0.67 MDL 1.7 PQL ug/Kg J z
PYRENE 0.77 J 0.67 MDL 1.7 PQL ug/Kg J z
Sample ID:SL-590-SA8-SB-0.0-0.5 Collected: 8/12/2013 10:20:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1 METHYLNAPHTHALENE 1.4 J . MDL 1.7 PQL J z
ANTHRACENE 0.40 J 0.34 MDL 1.7 PQL J z
BENZO(A)ANTHRACENE 0.68 J 0.68 MDL 1.7 PQL J z
BENZO(B)FLUORANTHENE 1.4 J 0.68 MDL 1.7 PQL J z
BIS(2-ETHYLHEXYL)PHTHALATE 8.6 J 6.1 MDL 18 PQL J z
FLUORENE 1.4 J 0.68 MDL 1.7 PQL J z
PYRENE 1.6 J 0.68 MDL 1.7 PQL J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 8:14:20 AM ADR version 1.7.0.207 Page 12 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH089 Laboratory: LL
EDD Filename: PH089_v1 €QAPP Name: CDM_SSFL_131101_Lan
Method Category: SVOA = "

8270D SIM Matrix: SO

Sample ID:SL-590-SA8-SB-4.0-5.0 Collected; 8/12/2013 10:45:00  Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Data
Review Reason

Sample ID:SL-591-SA8-SB-0.0-0.5 Collected: 8/12/2013 9:50:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Reason
R T A R ReSUIt = T R T P e R R T e N e T D
BENZO(B)FLUORANTHENE 1.4 ] ' ; wikg | 4 |z
BIS(2-ETHYLHEXYL)PHTHALATE 9.1 J 6.1 MDL 18 PQL ug/Kg J b4
CHRYSENE 1.3 J 0.34 MDL 17 PQL ug/Kg J z
FLUORANTHENE 1.5 J 0.67 MDL 17 PQL ug/Kg J Z
PHENANTHRENE 0.98 J 0.67 MDL 1.7 PQL ug/Kg J V4
PYRENE 1.3 J 0.67 MDL 17 PQL ug/Kg J z
Sample ID:SL-592-SA8-SB-0.0-0.5 Collected: 8/12/2013 9:00:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data

Lab Lab DL RL Review Reason
Angl temﬂmww ___ _ Result mmgual DL ;; Type RL T pe Umts I Qual Code
BENZO(B)FLUORANTHENE 0.83 J 0.68 MDL 1.7 PQL ug/Kg J V4
BIS(2-ETHYLHEXYL)PHTHALATE 10 J 6.1 MDL 18 PQL ug/Kg J z
CHRYSENE 0.79 J 0.34 MDL 1.7 PQL ug/Kg J 4
FLUORANTHENE 0.85 J 0.68 MDL 17 PQL ug/Kg J z
PYRENE 0.74 J 0.68 MDL 1.7 PQL ug/Kg J z
Sample ID:SL-593-SA8-SB-0.0-0.5 Collected: 8/12/2013 8:05:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte B Result Qual DL | Type | RL | Type | Units | Qual Code
‘BENZO G,H,1)PERYLEN 11 J 0.68 MDL 1.7 PQL ug/Kg J
BENZO(K)FLUORANTHENE 1.6 J 0.68 MDL 1.7 PQL ug/Kg J V4
BIS(2-ETHYLHEXYL)PHTHALATE 16 J 6.1 MDL 18 PQL ug/Kg J VA
FLUORENE 0.99 J 0.68 MDL 1.7 PQL ug/Kg J Z
INDENO(1,2,3-CD)PYRENE 0.98 J 0.68 MDL 17 PQL ug/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area 1V Phase 3

11/6/2013 8:14:20 AM ADR version 1.7.0.207 Page 13 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH089 Laboratory: LL
EDD Filename: PH089_v1 eQAPP Name: CDM_SSFL_131101_Lan
Reason Code Legend

Reason Code Description

B Method Blank Contamination

E Laboratory Duplicate Precision

F Equipment Blank Contamination

F Field Blank Contamination

L Laboratory Control Spike Upper Estimation

Laboratory Duplicate Precision

Matrix Spike Lower Estimation

Matrix Spike Upper Estimation

Surrogate/Tracer Recovery Upper Estimation

Nl o] 2| o

Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL. - SSFL Area IV Phase 3

11/6/2013 8:14:20 AM ADR version 1.7.0.207 Page 14 of 14



Enclosure |
EPA Level I1I ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outlier Reports

PHOZ9



Lab Reporting Batch ID: PH089
EDD Filename: PH089_v1

Method Blank

Sample ID Analysis Date

BLK23208370906

8/22/2013 9:06:00 AM

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Analyte

1,2,3,4,6,7,8-HPCDD
1.2,3,4,6,7,8-HPCDF
1,2,3,4,7,8, 9-HPCDF
1,2,3,4,7,8-HxCDD
1.2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDD
1,2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDD
1,2,3,7,8,9-HXCDF
1,2,3,7,8-PECDD
1.2,3,7,8-PECDF
2,3,4,6,7,8-HXCDF
2,3,4,7,8-PECDF
OCDD

OCDF

Associated
Samples

0.110 ng/Kg SL-585-SA8-SB-0.0-0.5
0.0933 ng/Kg SL-590-SA8-SB-0.0-0.5
0.0762 ng/Kg SL-590-SA8-SB-4.0-5.0
0.0685 ng/Kg SL-591-SA8-$B-0.0-0.5
0.101 ng/Kg SL-592-SA8-SB-0.0-0.5
0.106 ng/Kg SL-592-SA8-SB-3.5-4.5
0.0806 ng/Kg SL-593-SA8-SB-0.0-0.5
0.0775 ng/Ka SL-593-SAB-SB-4.0-5.0
0.0474 ng/Kg
0.117 ng/Kg
0.0798 ng/Kg
0.0879 ng/Kg
0.0923 ng/Kg
0.396 ng/Kg
0.201 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-585-SA8-5B-0.0-0.5(RES) ~ [12,34,7,8-HXCOF 00883ngKg |  00883UngKg |
SL-585-SA8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.233 ng/Kg 0.233U ng/Kg
SL-585-5A8-5B-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.124 ng/Kg 0.124U ng/Kg
SL-585-5A8-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.252 ng/Kg 0.252U ng/Kg
SL-585-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.102 ng/Kg 0.102U ng/Kg
SL-585-3A8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.302 ng/Kg 0.302U ng/Kg
SL-585-5A8-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.118 ng/Kg 0.118U ng/Kg
SL-585-SA8-8B-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0675 ng/Kg 0.0675U ng/Kg
SL-590-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.239 ng/Kg 0.239U ng/Kg
SL-590-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.363 ng/Kg 0.363U ng/Kg
SL-590-SA8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.530 ng/Kg 0.530U ng/Kg
SL-590-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.363 ng/Kg 0.363U ng/Kg
SL-590-SA8-$B-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.358 ng/Kg 0.358U ng/Kg
SL-590-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCOF 0.225 ng/Kg 0.225U ng/Kg
SL-590-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HxCDD 0.0958 ng/Kg 0.0958U ng/Kg
SL-590-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.111 ng/Kg 0.111U ng/Kg
SL-590-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.146 ng/Kg 0.146U ng/Kg
SL-590-3A8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.0784 ng/Kg 0.0784U ng/Kg
SL-590-SA8-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.157 ng/Kg 0.157U ng/Kg
SL-590-SA8-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.133 ng/Kg 0.133U ng/Kg
SL-590-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.276 ng/Kg 0.276U ng/Kg
SL-590-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.272 ng/Kg 0.272U ng/Kg
SL-590-SA8-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0793 ng/Kg 0.0793U ng/Kg
SL-590-5A8-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.212 ng/Kg 0.212U ng/Kg
SL-590-SA8-SB-4.0-5.0(RES) OCDF 0.389 ng/Kg 0.389U ng/Kg
SL-591-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.114 ng/Kg 0.114U ng/Kg
SL-591-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0419 ng/Kg 0.0419U ng/Kg
SL-591-5A8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.243 ng/Kg 0.243U ng/Kg
SL-591-SA8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.120 ng/Kg 0.120U ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 7:51:33 AM
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Lab Reporting Batch ID: PH089
EDD Filename: PH089_v1

Method:  1613B

Method Blank Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Associated
Samples

Reported
Result

Modified
Final Result

SL-g;1-SAB-SB-0.0-O.S(RkEg;m 1,2,3,7,8,9-HXCD 173 ng/Kg 0.173U ng/Kg
SL-591-8A8-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.159 ng/Kg 0.159U ng/Kg
SL-591-SA8-8B-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.174 ng/Kg 0.174U ng/Kg
SL-591-SA8-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.130 ng/Kg 0.130U ng/Kg
SL-591-SA8-5B-0.0-0.5(RES) 2,3.47,8-PECDF 0.186 ng/Kg 0.186U ng/Kg
SL-592-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0494 ng/Kg 0.0494U ng/Kg
SL-592-SA8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.158 ng/Kg 0.158U ng/Kg
SL-592-SA8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.121 ng/Kg 0.121U ng/Kg
SL-592-SA8-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.261 ng/Kg 0.261U ng/Kg
SL-592-SA8-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.0951 ng/Kg 0.0951U ng/Kg
SL-592-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.134 ng/Kg 0.134U ng/Kg
SL-502-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.142 ng/Kg 0.142U ng/Kg
SL-592-SA8-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0888 ng/Kg 0.0888U ng/Kg
SL-592-SA8-8B-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0817 ng/Kg 0.0817U ng/Kg
SL-592-SA8-SB-0.0-0.5(RES) OCDF 0.770 ng/Kg 0.770U ng/Kg
SL-592-SA8-SB-3.5-4.5(RES) 1,2,3,4,6,7,8-HPCDF 0.190 ng/Kg 0.190U ng/Kg
SL-592-SA8-SB-3.5-4.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0871 ng/Kg 0.0871U ng/Kg
SL-592-SA8-SB-3.5-4.5(RES) 1,2,3,7,8,9-HXCDF 0.0474 ng/Kg 0.0474U ng/Kg
SL-502-SAB8-SB-3.5-4.5(RES) 2,3,4,7,8-PECDF 0.0665 ng/Kg 0.0665U ng/Kg
SL-592-GA8-SB-3.5-4.5(RES) OCDF 0.808 ng/Kg 0.808U ng/Kg
SL-593-SA8-5B-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.139 ng/Kg 0.139U ng/Kg
SL-593-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.208 ng/Kg 0.208U ng/Kg
SL-593-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.354 ng/Kg 0.354U ng/Kg
SL-593-SA8-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.341 ng/Kg 0.341U ng/Kg
SL-5093-SA8-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.152 ng/Kg 0.152U ng/Kg
SL-593-SA8-5B-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.133 ng/Kg 0.133U ng/Kg
SL-593-SA8-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.283 ng/Kg 0.283U ng/Kg
SL-593-5A8-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.178 ng/Kg 0.178U ng/Kg
SL-593-SA8-8B-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.239 ng/Kg 0.239U ng/Kg
SL-593-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0752 ng/Kg 0.0752U ng/Kg
SL-503-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.249 ng/Kg 0.249U ng/Kg
SL-593-5A8-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDD 0.135 ng/Kg 0.135U ng/Kg
SL-593-SA8-8B-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.0956 ng/Kg 0.0958U ng/Kg
S1-593-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0930 ng/Kg 0.0930U ng/Kg
SL-593-5A8-SB-4.0-5.0(RES) 2,3,4,6,7,8-HXCDF 0.0708 ng/Kg 0.0708U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH089
EDD Filename: PH089_v1

6010C

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Method Blank
Sample D

P225378B220:

T

520

Analyte

TIN
ZINC

Res u

1.83 mg/Kg
0.316 mg/Kg

Associated

SL-585-5A8-SB-0.0-0.5
SL-590-SA8-5B-4.0-5.0
SL-590-SA8-SB-7.0-8.0
SL-591-SA8-SB-0.0-0.5
SL-592-SA8-SB-0.0-0.5
SL-592-SA8-SB-3.5-4.5
SL-593-SA8-SB-0.0-0.5
SL-593-SA8-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Result Final Result
e 51§E:8.5(RES ;;;;;;;;;; e = s === glKg; ‘‘‘‘‘‘‘‘‘‘
SL-590-SA8-SB-4.0-5.0(RES) TIN 3.21 mg/kg 3.21U mg/Kg
SL-590-3A8-SB-7.0-8.0(RES) TIN 3.28 mg/Kg 3.28U mg/Kg
SL-591-SA8-SB-0.0-0.5(RES) TIN 3.04 mg/Kg 3.04U mg/Kg
SL-592-SA8-SB-0.0-0.5(RES) TIN 3.34 mg/Kg 3.34U mg/Kg
SL-592-SA8-SB-3.5-4.5(RES) TIN 3.24 mg/Kg 3.24U mg/Kg
SL-593-SA8-SB-0.0-0.5(RES) TIN 3.28 mg/Kg 3.28U mg/Kkg
SL-593-SA8-SB-4.0-5.0(RES) TiN 3.32 mgiKg 3.32U mg/Kg
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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EDD Filename: PrepPH089
Tethou TEa0 106

Equipment Rinsate Blank Outlier Report

Lab Reporting Batch ID: PH089

SO

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Equipment Blank
S

EB-081413(RES)

ple ID Collected Date
8/14/2013 3:00:00 PM

~|Analyte

BORON
CALCIUM

Result

0.0106 mg/L
0.0798 mg/L

Associated
Sam ples

A0

SL-585-SA8-SB-0.0-0.5
SL-590-SA8-SB-0.0-0.5
SL-590-SA8-SB-4.0-5.0
SL-590-SA8-SB-7.0-8.0
S1-591-SA8-SB-0.0-0.5
SL-592-SA8-SB-0.0-0.5
SL-592-SA8-SB-3.5-4.5
SL-593-SA8-SB-0.0-0.5
SL-593-SA8-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Analyte Final Result
. . . mg/Kg
SL-590-SA8-SB-4.0-5.0(RES) BORON 3.59 mg/Kg 3.59U mg/Kg
SL-590-SA8-SB-7.0-8.0(RES) BORON 1.73 mg/Kg 1.73U mg/Kg
SL-591-SA8-SB-0.0-0.5(RES) BORON 3.36 mg/Kg 3.36U mg/Kg
SL-592-SA8-SB-0.0-0.5(RES) BORON 3.08 mg/Kg 3.08U mg/Kg
SL-592-SA8-SB-3.5-4.5(RES) BORON 1.66 mg/Kg 1.66U mg/Kg
SL-593-SA8-5B-0.0-0.5(RES) BORON 3.24 mg/Kg 3.24U mg/Kg
SL-593-SA8-SB-4.0-5.0(RES) BORON 2.69 mg/Kg 2.69U mg/Kg
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Field Blank Outlier Report

Lab Reporting Batch 1D: PH089 Laboratory: LL
EDD Filename: PrepPH089 eQAPP Name: CDM_SSFL._131101_Lan
Tothod eoToET —

SO

Field Blank Associated
Sample ID Collected Date Result Samples

4/11/2013 3:00:00 PM COPPER 0.0036 mg/L SL-585-SA8-SB-0.0-0.5
MOLYBDENUM 0.0036 mg/L SL-590-SA8-SB-0.0-0.5
SL-590-SA8-SB-4.0-5.0
SL-590-SA8-SB-7.0-8.0
SL-591-SA8-5B-0.0-0.5
SL-592-SA8-5B-0.0-0.5
SL-592-SA8-SB-3.5-4.5
SL-593-SA8-8B-0.0-0.5
SL-593-SA8-SB-4.0-5.0

FB-041113(REA2)

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-585-SA8-SB-0.0-0.5(RES) ~ |MOLYBDENUM T [ o0416mgiKg ~0.416U mg/Kg
SL-590-5A8-SB-4.0-5.0(RES) MOLYBDENUM 0.488 mg/Kg 0.488U mg/Kg
SL-590-5A8-SB-7.0-8.0(RES) MOLYBDENUM 0.213 mg/Kg 0.2130 mg/Kg
SL-591-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.446 mg/Kg 0.4460 mg/Kg
SL-592-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.481 mg/Kg 0.481U mg/Kg
SL-592-SA8-SB-3.5-4 5(RES) MOLYBDENUM 0.446 mg/Kg 0.446U mg/Kg
SL-593-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.355 mg/Kg 0.3550 mg/Kg
SL-593-SA8-SB-4.0-5.0(RES) MOLYBDENUM 0.498 mg/Kg 0.498U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Control Spike/Lab Control Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH089
EDD Filename: PH089_v1

e T
SO

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

QC Sample ID
(Associated LCS (LCSD %R RPD Affected

Limits Compounds
72.00-120.00 - AROCLOR 1242
(SL-585-SA8-SB-0.0-0.5 AROCLOR 1248
SL -590-SA8-SB-0.0-0.5 AROCLOR 1254
SL -590-SA8-5B-4.0-5.0 AROCLOR 1260
SL -590-SA8-SB-7.0-8.0 AROCLOR 1262
SL -591-SA8-$B-0.0-0.5 AROCLOR 1268

SL -592-SA8-8B-0.0-0.5
SL -592-SA8-SB-3.5-4.5
SL -593-SA8-SB-0.0-0.5
SL -593-SA8-SB-4.0-5.0)

S S A

J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH0389 Laboratory: LL
EDD Filename: PH089_v1 eQAPP Name: CDM_SSFL_131101_Lan

T e

'Method: 1613B

Matrix: SO
Lab Reporting)] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-585-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 3.49 4.98 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.601 4.98 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0883 4.98 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.233 4.98 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.124 4.98 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.252 4.98 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.243 4.98 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.102 4.98 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.302 4.98 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.118 4.98 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0675 498 PQL ng/Kg
2,3,7,8-TCDF J 0.161 0.996 PQL ng/Kg
OCDF JB 1.10 9.96 PQL ng/Kg
SL-590-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 4.00 5.07 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.640 5.07 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.239 5.07 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.408 5.07 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.363 5.07 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.530 5.07 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.426 5.07 PQL ng/Kg
1,2,3,7,8,8-HXCDD JB 0.462 5.07 PQL ng/Kg
1.2.3,7.8.9-HXCDF JB | 0323 5.07 PQL | ngiKg | Y (@lidetects)
1,2,3,7,8-PECDD JBQ 0.363 5.07 PQL ng/Kg
1,2,3,7,.8-PECDF JB 0.746 5.07 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.358 5.07 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.497 5.07 PQL ng/Ka
2,3,7,8-TCDD J 0.177 1.01 PQL ng/Kg
2,3,7,8-TCDF Ja 0.275 1.01 PQL ng/Kg
OCDF JB 1.47 10.1 PQL ng/Kg
SL.-590-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JBQ 0.976 5.12 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.225 5.12 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0958 5.12 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.111 5.12 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.146 5.12 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0784 5.12 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.157 5.12 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.133 5.12 PQL ng/Kg J (all detects)
1.2,3,7,8-PECDD JBQ 0.276 5.12 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.272 512 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0793 512 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.212 5.12 PQL | ng/Kg
2,3,7,8-TCDF JQ 0.109 1.02 PQL ng/Kg
OCDD JB 9.36 10.2 PQL ng/Kg
OCDF JB 0.389 10.2 PQL ng/Kg
SL.-591-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 2.68 4.91 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.510 4.91 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.114 4.91 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0419 4.91 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.243 4.9 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.120 491 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.173 4.91 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.159 4.91 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.174 491 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.130 4.91 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.186 4.91 PQL ng/Kg
2,3,7,8-TCDF J 0.143 0.982 PQL ng/Kg
OCDF JB 1.07 9.82 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH089
EDD Filename: PH089_v1

Laboratory: LL

Method: 1613B

Matrix: SO

eQAPP Name: CDM_SSFL_131101_Lan

Lab Reporting, RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-592-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 2.40 4.92 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.477 4.92 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0494 4,92 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.158 4,92 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.121 4,92 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.261 4,92 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0951 4.92 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.134 4.92 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.142 4.92 PQL ng/Kg
2,3,4,6,7,8-HXCDF J8 0.0888 4.92 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0817 4.92 PQL ng/Kg
2,3,7,8-TCDF J 0.0976 0.984 PQL ng/Kg
OCDF JBQ 0.770 9.84 PQL | ng/Kg
SL-592-SA8-SB-3.5-4.5 1,2,3,4,6,7,8-HPCDD JB 0.773 517 PQL ng/Kg 7
1,2,3,4,6,7,8-HPCDF JB 0.190 5.17 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0871 5.17 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ | 0.0474 5.17 PQL | ng/Kg J (all detects)
2,3,4,7,8-PECDF JBQ 0.0665 517 PQL ng/Kg
OCDD JB 7.93 10.3 PQL ng/Kg
OCDF JBQ 0.808 10.3 PQL ng/Kg
SL-593-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 1.69 4.90 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.139 4.90 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.208 4.90 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.354 4.90 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.828 4.90 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.341 4.90 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.663 4.90 PQL ng/Kg
1.2.3,7.8,9-HXCDF B | 0152 4.90 PQL | ngikg | ¥ (@lldetects)
1,2,3,7,8-PECDD JBQ 0.133 4.90 PQL ng/Kg
1,2,3,7,8-PECDF JB 1.21 4.90 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.283 4.90 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.178 4.90 PQL ng/Kg
2,3,7,8-TCDF JQ 0.532 0.981 PQL ng/Kg
OCDF JB 3.36 9.81 PQL ng/Kg
SL-593-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 4,32 5.10 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.599 5.10 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.239 510 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0752 5.10 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.249 5.10 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.135 5.10 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.0956 5.10 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0930 5.10 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0709 5.10 PQL ng/Kg
2,3,7,8-TCDF J 0.114 1.02 PQL ng/Kg
OCDF JB 1.25 10.2 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH089 Laboratory: LL
EDD Filename: PH089_v1 eQAPP Name: CDM_SSFL_131101_Lan
Mothod: 60T0C. T o T .
Matrix: SO
Lab Reportingl RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-585-SA8-SB-0.0-0.5 BERYLLIUM J 0.598 0.997 PQL mg/Kg

BORON J 3.31 9.97 PQL mg/Kg

CADMIUM J 0.0927 0.997 PQL mg/Kg

MOLYBDENUM J 0.416 1.99 PQL mg/Kg J (all detects)

SODIUM J 71.9 99.7 PQL mg/Kg

TIN J 3.26 9.97 PQL mg/Kg

Zirconium J 2.73 4.98 PQL mg/Kg
SL-590-SA8-SB-4.0-5.0 BERYLLIUM J 0.628 1.02 PQL mg/Kg

BORON J 3.59 10.2 PQL mg/Kg

MOLYBDENUM J 0.488 2.04 PQL mg/Kg J (all detects)

TIN J 3.21 10.2 PQL | mg/Kg

Zirconium J 3.91 511 PQL | mg/Kg
SL-590-SA8-SB-7.0-8.0 BERYLLIUM J 0.550 1.02 PQL mg/Kg

BORON J 1.73 10.2 PQL mg/Kg

MOLYBDENUM J 0.213 2.04 PQL mg/Kg J (all detects)

TIN J 3.28 10.2 PQL | mg/Kg

Zirconium J 4.30 5.1 PQL mg/Kg
SL-591-SA8-SB-0.0-0.5 BERYLLIUM J 0.541 1.00 PQL mg/Kg

BORON J 3.36 10.0 PQL mg/Kg

CADMIUM J 0.104 1.00 PQL mg/Kg

MOLYBDENUM J 0.446 2.00 PQL mg/Kg J (all detects)

SODIUM J 79.3 100 PQL | mg/Kg

TIN J 3.04 10.0 PQL mg/Kg

Zirconium J 2.35 5.01 PQL | mg/Kg
SL-592-SA8-SB-0.0-0.5 BERYLLIUM J 0.646 1.00 PQL mg/Kg

BORON J 3.08 10.0 PQL mg/Kg

MOLYBDENUM J 0.481 2.01 PQL mg/Kg

SODIUM J 75.1 100 PQL |mgKg| Y @ldetects)

TIN J 3.34 10.0 PQL mg/Kg

Zirconium J 2.56 5.02 PQL [ mg/Kg
SL-592-SA8-SB-3.5-4.5 BERYLLIUM J 0.630 1.00 PQL mg/Kg

BORON J 1.66 10.0 PQL | mg/Kg

MOLYBDENUM J 0.446 2.00 PQL | mg/Kg J (all detects)

TIN J 3.24 10.0 PQL mg/Kg

Zirconium J 2.77 5.00 PQL | mg/Kg
SL-593-SA8-SB-0.0-0.5 BERYLLIUM J 0.539 1.00 PQL mg/Kg

BORON J 3.24 10.0 PQL mg/Kg

CADMIUM J 0.119 1.00 PQL mg/Kg

MOLYBDENUM J 0.355 2.01 PQL | mg/Kg J (all detects)

SODIUM J 74.5 100 PQL mg/Kg

TIN J 3.28 10.0 PQL [ mg/Kg

Zirconium J 2.35 5.02 PQL mg/Kg
SL-593-SA8-SB-4.0-5.0 BERYLLIUM J 0.642 1.03 PQL mg/Kg

BORON J 2.69 10.3 PQL mg/Kg

MOLYBDENUM J 0.498 2.06 PQL mg/Kg

SODIUM J 86.3 103 POL |mgikg| (@lldetects)

TIN J 3.32 10.3 PQL mg/Kg

Zirconium J 2.77 5.16 PQL mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/6/2013 7:53:04 AM ADR version 1.7.0.207 Page 3 of 5



Lab Reporting Batch ID: PH089
EDD Filename: PH089_v1

Method: 6020A

Reporting Limit Outliers

Laboratory: LL
¢QAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
Lab Reporting! RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-585-SA8-SB-0.0-0.5 SELENIUM J 0.191 0.399 PQL | mg/Kg i
SILVER J | 0.0440 0.199 PQL |mgikg| Y (8lldetects)
SL-590-SA8-5B-4.0-5.0 SELENIUM J 0.165 0.409 POL [moiKg| ..
SILVER J | 00470 | 0204 PQL | mg/Kg (all detects)
SL-590-SA8-SB-7.0-8.0 SELENIUM J 0.116 0.408 PQL | mg/Kg J (all detects)
SL-591-SA8-SB-0.0-0.5 SELENIUM J 0.142 0.401 POL |mgiKg| | oo
SILVER J | 00407 | 0200 PQL | mg/Kg (all detects)
SL-592-SA8-SB-0.0-0.5 SELENIUM J 0.172 0.401 POL [moKg| | oo
SILVER J | 00479 0.201 PQL | mg/Kg (all detects)
SL-592-SA8-SB-3.5-4.5 SELENIUM J 0.364 0.400 POL [moKg| | oo
SILVER J 0.0378 0.200 PQL | mg/Kg (all detects)
SL-593-SA8-SB-0.0-0.5 SELENIUM J 0.166 0.402 PaL [moKg| | i
SILVER J 0.0479 0.201 PQL | mg/Kg (all detects)
SL-593-SA8-SB-4.0-5.0 SELENIUM J 0.212 0.413 PQL /K,
J :g /Kg J (all detects)

Method: 74718

SILVER

0.0448

0.206

PQL

Matrix: SO

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-585-SA8-SB-0.0-0.5 MERCURY J 0.0152 0.0165 PQL mg/Kg J (all detects)
SL-593-5A8-5B-4.0-5.0 MERCURY J 0.0152 0.0173 PQL | mg/Kg J (all detects)

Method: 8015M

Matrix: SO

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-585-SA8-SB-0.0-0.5 EFH (C15-C20) J 23 5.0 PQL | mg/Kg J(all detects)
SL-590-SA8-SB-0.0-0.5 EFH (C15-C20) J 4.1 5.1 PQL | mg/Kg J (all detects)
SL-590-SA8-SB-4.0-5.0 EFH (C15-C20) J 2.3 5.2 PQL |mg/Kg| J (all detects)
SL-592-SA8-SB-3.5-4.5 EFH (C21-C30) J 46 5.2 PQL | mg/Kg J (all detects)
SL-593-SA8-SB-0.0-0.5 J 43 5.1 PQL mg/Kg J (all detects)

Method: 8081B

EFH (C21-C30)

Matrix: SO
Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-590-SA8-SB-0.0-0.5 4,4'-DDE J 1.0 1.7 PQL ug/Kg
4,4-DDT J 0.67 17 PQL |ugikg | J(@ldetects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/6/2013 7:53:04 AM

ADR version 1.7.0.207
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Reporting Limit Outliers

Lab Reporting Batch ID: PH089
EDD Filename: PH089_v1

Method: 8082A

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-592-SA8-SB-0.0-0.5 AROCLOR 1254 J 8.8 17 PQL | ug/Kg |
Aroclor 5460 J 18 33 PQL |ugikg |  (@lldetects)
SL-593-SA8-SB-0.0-0.5 AROCLOR 1254 J 9.4 17 PQL | ug/Kg
Aroclor 5460 J 20 33 PQL |ugiKg | Y (Bl detects)

‘Method: 8151A

Matrix: SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-590-SA8-SB-0.0-0.5 2,4-D J 25 37 PQL ug/Kg J (all detects)
SL-590-SA8-SB-4.0-5.0 J 20 38 PQL ug/Kg J (all detects)

2,4-D

Method: 8270DSIM

Matrix: SO
Lab Reporting)] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-585-SA8-SB-0.0-0.5 BENZO(B)FLUORANTHENE J 0.87 1.7 PQL | ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 8.2 18 PQL | ug/Kg
CHRYSENE J 0.87 1.7 PQL | ug/Kg J (all detects)
FLUORANTHENE J 0.90 1.7 PQL | ug/Kg
PYRENE J 0.77 1.7 PQL | ug/Kg
SL-590-SA8-SB-0.0-0.5 1-METHYLNAPHTHALENE J 1.4 1.7 PQL | ug/Kg
ANTHRACENE J 0.40 1.7 PQL | ug/Kg
BENZO(A)JANTHRACENE J 0.68 1.7 PQL | ug/Kg
BENZO(B)FLUORANTHENE J 1.4 1.7 PQL | ug/Kg J (all detects)
BIS(2-ETHYLHEXYL)PHTHALATE J 8.6 18 PQL | ug/Kg
FLUORENE J 1.4 1.7 PQL | ug/Kg
PYRENE J 1.6 1.7 PQL | ug/Kg
SL-590-SA8-5B-4.0-5.0 CHRYSENE J 0.39 1.7 PQL | ug/Kg J (all detects)
SL-591-SA8-SB-0.0-0.5 BENZO(B)FLUORANTHENE J 1.4 1.7 PQL | ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 9.1 18 PQL | ug/Kg
CHRYSENE J 1.3 1.7 PQL | ug/Kg
FLUORANTHENE J 15 17 PQL | ugiKg | (@l detects)
PHENANTHRENE J 0.98 1.7 PQL | ug/Kg
PYRENE J 1.3 1.7 PQL | ug/Kg
SL-592-SA8-SB-0.0-0.5 BENZO(B)FLUORANTHENE J 0.83 1.7 PQL | ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 10 18 PQL | ug/Kg
CHRYSENE J 0.79 1.7 PQL | ug/Kg J (all detects)
FLUORANTHENE J 0.85 1.7 PQL | ug/Kg
PYRENE J 0.74 1.7 PQL | ug/Kg
SL-593-SA8-SB-0.0-0.5 BENZO(G,H,l)PERYLENE J 1.1 1.7 PQL | ug/Kg
BENZO(K)FLUORANTHENE J 1.6 1.7 PQL | ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 16 18 PQL | ug/Kg J (all detects)
FLUORENE J 0.99 1.7 PQL | ug/kg
INDENO(1,2,3-CD)PYRENE J 0.98 1.7 PQL | ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 7:53:04 AM
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LDC #.___30434D4 VALIDATION COMPLETENESS WORKSHEET Date:q/ 24 t%

SDG #:___PH089 ADR Page:\ of\ _
Laboratory:_Eurofins Lancaster Laboratories Reviewer._¢7
2nd Reviewer:__{/~—

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments

. Technical holding times I Sampling dates:

Il ICP/MS Tune T

I1Il.__| Calibration —

IV. | Blanks A

V. ICP Interference Check Sample (ICS) Analysis - , \
VI. | Matrix Spike Analysis N (\(\5/ @ CS‘QQ/ Q\’}OC? O \
Vil. | Duplicate Sample Analysis N @\,O ) —
VIIl. | Laboratory Control Samples (LCS) P‘PS l/(/g\

IX. | Internal Standard (ICP-MS) N

X. | Furnace Atomic Absorption QC N

xI. | 1cP Serial Ditution A
XIl. | Sample Result Verification N
XIIL._| Overall Assessment of Data N

XIV. | Field Duplicates

xv_| Field Bianks SW/ | = oIy ety

Note: A = Acceptable ND = No compounds detected ce H?D?’IZ)QDDupIicate (?qu ')
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: <o ~\ \
1 | sL-500-5A8-5B-4.05.0 1] A2 NOL % |y 31
2 | SL-590-SA8-58B-7.0-8.0 12 22 32
3 | SL-591-SA8-SB-0.0-0.5 13 23 33
4 | SL-592-SA8-5B-0.0-0.5 14 24 34
5 | SL-592-SA8-SB-3.54.5 15 25 35
6 | SL-593-SA8-5B-0.0-0.5 16 26 36
7 | SL-593-SA8-SB-4.0-5.0 17 27 37
8 | SL-585-SA8-SB-0.0-0.5 18 28 38
o [z Y |4 29 39
10 NS g 20 30 40
Notes:

30434D4W.wpd



LDC #: 30434D4 VALIDATION FINDINGS WORKSHEET

Field Blanks

Page:_lof_\_

Reviewer: Q 2

2nd Reviewer__ [~
METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mg/L Associated sample units:___ma/Kg Reason: F

Sampling date:__ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:___All
|Ana| tel Blank ID Sample ldentification
Q FB-041113 | Action 1 2 3 4 5 6 7 8
(SDG: Limit
PH029)
Cu 0.0036 1.8
0.Y%% 6-49496 09496 0.375s 0. 93y 0.91%
Mo 0.0036 1.8 045 0.213 0.45- 0.48| 045~ £:36- 859~ 942,
Sampling date:__ 8/14/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:___All
|Analyte| Blank ID Sample ldentification
EB-081413 [ Action 1 2 3 4 5 6 7 8
(SDG: Limit
PHO91)
0.0798 39.9
'S } 3.0 I. 7.6
0.0106 5.3 éa:&ﬁ 173 3;54‘? —3.—1} 4-3(9 3.2y —2—7j 3.3)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

30434D4eb.wpd
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INTRODUCTION

This Data Validation Report (DVR) presents Level |V data validation results for samples
collected on August 13, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan for Santa Susana Field Laboratory (SSFL), RCRA Facility Investigation,
Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA
Contract Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans Data Review (September
2005), and for Inorganic Data Review (January 2010). Where specific guidance is not available,
the data has been evaluated in a conservative manner consistent with industry standards using
professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVOCs) by Environmental Protection Agency (EPA) SW 846 Method 8270D
utilizing Selective lon Monitoring (SIM)

Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A, and 7471B

Total Petroleum Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M

TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment Il. Automated Data
Review outliers are presented in Enclosure |. Method specific Level IV DVRs are presented in
Enclosure |I.

All sample results were subjected to Level IV data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing
calibrations, initial and continuing calibration blanks (ICB/CCBs), surrogates, internal standards,
interference check (ICSA and ICSAB) samples, matrix spike/matrix spike duplicates (MS/MSD),
laboratory duplicates (DUP), laboratory control sample/laboratory control sample duplicates
(LCS/LCSD), ICP serial dilutions, method blanks, trip blanks, equipment blanks, field blanks,
field duplicate samples, and the raw data to confirm sample quantitation and identification.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of initial and continuing
calibrations, ICB/CCBs, interference check samples, and ICP serial dilutions, which were
validated manually. Quality assurance (QA)/QC criteria specified in the QAPP and CLPNFGs
were incorporated with the program’s reference library to assess compliance with project
requirements.



The following are definitions of the data qualifiers:

U

NJ

uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
QUaIity control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times
All technical holding time requirements were met.

Il. Initial Calibration
All criteria for the initial calibration of each method were met.
lll. Continuing Calibration

All criteria for the initial calibration verifications and continuing calibration of each method were
met.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of two blanks for dioxins
and metals. The associated sample results were qualified as non-detected (U) due to method
blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.
The details regarding the qualification of data are provided in Enclosure |.

No contaminant concentrations were detected in the initial or continuing calibration blanks with

the exceptions of several metals. The details regarding the qualification of data are provided in
Enclosure 1.

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits.

VL. ICP Interference Check Sample (ICS) Analysis
The frequency of analysis was met.

The criteria for analysis were met.

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of one MS/MSD pair for SVOCs, TPH as extractables and metals. The
associated sample results were qualified as detected estimated (J) or non-detected estimated
(UJ) as applicable. The details regarding the qualification of data are provided in Enclosure I.

VIIl. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits with the exception of one DUP for metals. The associated sample
results were qualified as detected estimated (J) or non-detected estimated (UJ) as applicable.
The details regarding the qualification of data are provided in Enclosure |.



IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits.

X. Internal Standards

All internal standard areas and retention times were within QC limits.

XI. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were met.

Xll. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH090 All compounds reported as detected below the RL. J (all detects) A

XIIl. Field Duplicate Samples

One field duplicate pair was collected and analyzed for SVOCs, PCBs, metals, TPH as
gasoline, TPH as extractables and dioxins. All RPDs were within QC limits with the exception of
several SVOCs and dioxins. In these duplicate pairs, the associated sample results were
qualified as detected estimated (J) or non-detected estimated (UJ) as applicable. The field
duplicate result comparisons are provided in Enclosure |.

XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No contaminants were found in
the trip blank.

One equipment blank (from SDG PH091) was collected and analyzed for SVOCs, PCBs,
metals, TPH as gasoline, TPH as extractables and dioxins. The equipment blank had several
detections for SVOCs, metals and dioxins. The associated sample results were not detected or
were significantly greater than the concentrations found in the equipment blank, therefore no
data were qualified.

One field blank (from SDG PH029) was collected and analyzed for SVOCs, PCBs, metals, TPH
as gasoline, TPH as extractables and dioxins. The field blank had detections for several
SVOCs, metals and dioxins. The associated sample results were qualified as non-detected (U)
due to field blank contamination as applicable. The sample results that were not detected or
were significantly greater than the concentrations found in the field blank were not qualified.
The field blank outlier reports are presented in Enclosure |.



XV. Overall Assessment of Data

No data associated with this sampling event were rejected. The overall assessment of QA/QC
data review by automated and manual validation of this sampling event met project
requirements and analytical completeness levels with the exceptions noted in the above
sections. All data are deemed useable for the intended use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
13-Aug-2013  SL-543-SA8-SB-0.0-0.5 7160447 N 3050B 6010C v
13-Aug-2013  SL-543-SA8-SB-0.0-0.5 7160447 N 3050B 6020A \Y
13-Aug-2013  SL-543-SA8-SB-0.0-0.5 7160447 N 3546 8015M v
13-Aug-2013  SL-543-SA8-SB-0.0-0.5 7160447 N 3546 8082A 1\
13-Aug-2013  SL-543-SA8-SB-0.0-0.5 7160447 N 3546 8270D SIM 1\
13-Aug-2013  SL-543-SA8-SB-0.0-0.5 7160447 N METHOD 1613B 1\
13-Aug-2013  SL-543-SA8-SB-0.0-0.5 7160447 N METHOD 7471B v
13-Aug-2013  TB-081313 7160446 TB 50308 8015M v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0 7160448 N 3050B 6010C v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0 7160448 N 3050B 6020A v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0 7160448 N 3546 8015M v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0 7160448 N 3546 8082A v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0 7160448 N 3546 8270D SIM v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0 7160448 N 5035A 8015M v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0 7160448 N METHOD 1613B v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0 7160448 N METHOD 7471B v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MS 7160449 MS 3050B 6010C v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MS 7160449 MS 3050B 6020A v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MS 7160449 MS 3546 8015M v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MS 7160449 MS 3546 8082A v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MS 7160449 MS 3546 8270D SIM v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MS 7160449 MS 5035A 8015M v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MS 7160449 MS METHOD 1613B v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MS 7160449 MS METHOD 74718 v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MSD 7160450 MSD 3050B 6010C 1\
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MSD 7160450 MSD 30508 6020A v

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 1 of 3



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MSD 7160450 MSD 3546 8015M 1\
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MSD 7160450 MSD 3546 8082A IV
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MSD 7160450 MSD 3546 8270D SIM v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MSD 7160450 MsSD 5035A 8015M v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MSD 7160450 MSD METHOD 16138 1\
13-Aug-2013  SL-543-SA8-SB-4.0-5.0MSD 7160450 MSD METHOD 7471B v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0DUP 7160451 DUP 3050B 6010C \Y)
13-Aug-2013  SL-543-SA8-SB-4.0-5.0DUP 7160451 buprP 3050B 6020A v
13-Aug-2013  SL-543-SA8-SB-4.0-5.0DUP 7160451 DUP METHOD 7471B v
13-Aug-2013  SL-843-SA8-SB-4.0-5.0 7160452 FD 3050B 6010C 1\
13-Aug-2013  SL-843-SA8-SB-4.0-5.0 7160452 FD 3050B 6020A \Y)
13-Aug-2013  SL-843-SA8-SB-4.0-5.0 7160452 FD 3546 8015M v
13-Aug-2013  SL-843-SA8-SB-4.0-5.0 7160452 FD 3546 8082A v
13-Aug-2013  SL-843-SA8-SB-4.0-5.0 7160452 FD 3546 8270D SIM 1\
13-Aug-2013  SL-843-SA8-SB-4.0-5.0 7160452 FD 5035A 8015M 1\
13-Aug-2013  SL-843-SA8-SB-4.0-5.0 7160452 FD METHOD 1613B v
13-Aug-2013  SL-843-SA8-SB-4.0-5.0 7160452 FD METHOD 7471B v
13-Aug-2013  SL-609-SA8-SB-0.0-0.5 7160453 N 30508 6010C v
13-Aug-2013  SL-609-SA8-SB-0.0-0.5 7160453 N 30508 6020A v
13-Aug-2013  SL-609-SA8-SB-0.0-0.5 7160453 N 3546 8015M v
13-Aug-2013  SL-609-SA8-SB-0.0-0.5 7160453 N 3546 8082A v
13-Aug-2013  SL-609-SA8-SB-0.0-0.5 7160453 N 3546 8270D SIM v
13-Aug-2013  SL-609-SA8-SB-0.0-0.5 7160453 N METHOD 16138 v
13-Aug-2013  SL-609-SA8-SB-0.0-0.5 7160453 N METHOD 7471B v
13-Aug-2013  SL-609-SA8-SB-4.0-5.0 7160454 N 3050B 6010C v
13-Aug-2013  SL-609-SA8-SB-4.0-5.0 7160454 N 3050B 6020A v

/Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
13-Aug-2013  SL-609-SA8-SB-4.0-5.0 7160454 N 3546 8015M v
13-Aug-2013  SL-609-SA8-SB-4.0-5.0 7160454 N 3546 8082A v
13-Aug-2013  SL-609-SA8-SB-4.0-5.0 7160454 N 3546 8270D SIM v
13-Aug-2013  SL-609-SA8-SB-4.0-5.0 7160454 N 5035A 8015M v
13-Aug-2013  SL-609-SA8-SB-4.0-5.0 7160454 N METHOD 1613B v
13-Aug-2013  SL-609-SA8-SB-4.0-5.0 7160454 N METHOD 7471B v
13-Aug-2013  SL-614-SA8-SB-0.0-0.5 7160455 N 3050B 6010C v
13-Aug-2013  SL-614-SA8-SB-0.0-0.5 7160455 N 3050B 6020A v
13-Aug-2013  SL-614-SA8-SB-0.0-0.5 7160455 N 3546 8015M v
13-Aug-2013  SL-614-SA8-SB-0.0-0.5 7160455 N 3546 8082A v
13-Aug-2013  SL-614-SA8-SB-0.0-0.5 7160455 N 3546 8270D SIM v
13-Aug-2013  SL-614-SA8-SB-0.0-0.5 7160455 N METHOD 1613B v
13-Aug-2013  SL-614-SA8-SB-0.0-0.5 7160455 N METHOD 7471B 1\
13-Aug-2013  SL-614-SA8-SB-4.0-5.0 7160456 N 30508 6010C %
13-Aug-2013  SL-614-SA8-SB-4.0-5.0 7160456 N 30508 6020A v
13-Aug-2013  SL-614-SA8-SB-4.0-5.0 7160456 N 3546 8015M v
13-Aug-2013  SL-614-SA8-SB-4.0-5.0 7160456 N 3546 8082A \%
13-Aug-2013  SL-614-SA8-SB-4.0-5.0 7160456 N 3546 8270D SIM v
13-Aug-2013  SL-614-SA8-SB-4.0-5.0 7160456 N 5035A 8015M v
13-Aug-2013  SL-614-SA8-SB-4.0-5.0 7160456 N METHOD 1613B v
13-Aug-2013  SL-614-SA8-SB-4.0-5.0 7160456 N METHOD 7471B 1\

il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Attachment 2
Overall Data Qualification Summary



Data Qualifier Summary

Lab Reporting Batch ID: PH090
EDD Filename: PH090_v1

Matrix:

L

aboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

SO

Sample ID:SL-543-SA8-SB-0.0-0.5 Collected: 8/13/2013 7:45:00 Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason
é\nal t DL 4 y Code
ANTIMONY 4.07 u 0.753 | MDL 4.07 ;QL mg/Kg uJ ) MWS ﬁ
ARSENIC 3.35 J 0.712 | MDL 4.07 PQL | mg/Kg J z
BERYLLIUM 0.906 J 0.0682 | MDL 1.02 PQL | mg/Kg J z
BORON 9.80 J 0.855 | MDL 10.2 PQL | mg/Kg J z
CADMIUM 0.123 J 0.0773 | MDL 1.02 PQL | mg/Kg J z
MOLYBDENUM 0.294 J 0.173 | MDL 2.04 PQL | mg/Kg u F
PHOSPHORUS 591 2.94 MDL 10.2 PQL | mg/Kg J Q
SODIUM 97.6 J 17.0 MDL 102 PQL | mg/Kg J z
TIN 3.52 J 0.224 | MDL 10.2 PQL | mg/Kg u B
Sample ID:S1.-543-SA8-SB-4.0-5.0 Collected: 8/13/2013 8:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
_Result P Type Qual COde wrem
ANTIMONY 443 U 0.820 | MDL 4.43 PQL uJ Q ’
ARSENIC 2.60 J 0.775 | MDL 443 PQL J z
BERYLLIUM 1.08 J 0.0742| MDL 1.11 PQL J z
BORON 7.60 J 0.930 | MDL 11.1 PQL J z
MOLYBDENUM 0.250 J 0.188 | MDL 2.21 PQL U F
PHOSPHORUS 261 3.20 MDL 11.1 PQL J Q
TIN 4.06 J 0.244 | MDL 11.1 PQL U B
Sampile ID:SL.-609-SA8-SB-0.0-0.5 Collected: 8/13/2013 12:15:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL T RL Type | Units Qial Coge
ANTIMONY 417 U 0.771 MDL 4.17 PQL | mg/Kg uJ Q
ARSENIC 2.82 J 0.729 | MDL 4.17 PQL | mg/Kg J z
BERYLLIUM 0.923 J 0.0698 { MDL 1.04 PQL | mg/Kg J z
MOLYBDENUM 0.189 J 0.177 | MDL 2.08 PQL | mg/Kg u F
PHOSPHORUS 766 3.01 MDL 10.4 PQL | mg/Kg J Q
TIN 3.63 J 0.229 MDL 10.4 PQL mg/Kg U B
Sample ID:SL-609-SA8-SB-4.0-5.0 Collected: 8/13/2013 12:45:00  Analysis Type: RES Dilution: 1
Data
Lab Lab Review Reason
Result\ i

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:562:31 AM

ADR version 1.7.0.207
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Data Qualifier Summary

Lab Reporting Batch ID: PH090 Laboratory: LL
EDD Filename: PH090_v1 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL-609-SA8-SB-4.0-5.0 Collected: 8/13/2013 12:45:00  Analysis Type: RES Dilution: 1

Data
Lab RL Review Reason
Qual

ARSENIC . J 0768 | MDL | 439 | PQL | mg/Kg J z

BERYLLIUM . J 0.0735 | MDL 1.10 PQL | mg/Kg J z
PHOSPHORUS 3.17 MDL 11.0 PQL | mg/Kg J Q
TIN J 0.241 MDL 11.0 PQL | mg/Kg U B
Sample ID:SL-614-SA8-SB-0.0-0.5 Collected: 8/13/2013 1:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

C _ Re Qual Code
ANTIMONY 4.20 U 0.776 MDL. 4.20 PQL mg/Kg uJ Q

BERYLLIUM 0.692 J 0.0703 | MDL 1.05 PQL mg/Kg J 4
CADMIUM 0.148 J 0.0797 | MDL 1.05 PQL mg/Kg J z
MOLYBDENUM 0.208 J 0.178 MDL 210 PQL mg/Kg U F
PHOSPHORUS 539 3.03 MDL 10.5 PQL mg/Kg J Q
TIN 3.42 J 0.231 MDL 10.5 PQL mg/Kg U B
Sample ID:SL-614-SA8-SB-4.0-5.0 Collected: 8/13/2013 2:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

DL
0.787

ANTIMONY 4.25 4.25

PQL Q
BERYLLIUM 0.713 J 0.0712] MDL 1.06 PQL J 4
CADMiUM 0.101 J 0.0808 | MDL 1.06 PQL J Y4
PHOSPHORUS 529 3.07 MDL 10.6 PQL J Q
TIN 3.56 J 0.234 | MDL 10.6 PQL U B
Sample ID:SL.-843-SA8-SB-4.0-5.0 Collected: 8/13/2013 8:30:00 Analysis Type: RES Dilution: 1
Data
Lab RL Review Reason
Result DL Type ual
ANTIMONY 4.50 U 0.832 | MDL 4.50 PQL uJ
ARSENIC 3.25 J 0.787 | MDL 4.50 PQL J
BERYLLIUM 1.07 J 0.0754 | MDL 1.12 PQL J
BORON 7.10 J 0.945 | MDL 11.2 PQL J
MOLYBDENUM 0.297 J 0.191 MDL 2.25 PQL U
PHOSPHORUS 287 3.25 MDL 11.2 PQL J
TIN 3.90 J 0.247 | MDL 1.2 PQL U

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:52:31 AM ADR version 1.7.0.207 Page 2 of 13



Lab Reporting Batch ID: PH090
EDD Filename: PH090_v1

Data Qualifier Summary

Matrix: SO

Collected: 8/13/2013 7:45:00

Laboratory: LL
€¢QAPP Name: CDM_SSFL_131101_Lan

Analysis Type: REA2

Dilution: 2

Sample ID:SL-543-SA8-SB-0.0-0.5 Collected: 8/13/2013 7:45:00 Analysis Type: RES Dilution: 2
Data
Lab Review Reason
_Resuit DL RL_| Ty Code
SILVER 0.0469 J 0.0265 0.204 PQL z
STRONTIUM 57.0 0.0692 | MDL | 0.407 PQL | mg/Kg J E
THALLIUM 0.463 0.0305| MDL | 0.204 PQL | mg/Kg J Q
Sample ID:SL-543-SA8-SB-4.0-5.0 Collected: 8/13/2013 8:15:00 Analysis Type: REA2 Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
SELENIUM 0.198 J 0.111 MDL | 0.443 PQL | mg/Kg J 4
Sample ID:SL-543-SA8-SB-4.0-5.0 Collected: 8/13/2013 8:15:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL | Type | Units | Qual Code
SILVER 0.0507 J 0.0288 | MDL | 0.221 PQL | mg/Kg J z
STRONTIUM 492 0.0753 | MDL | 0.443 POL | mg/Kg J E
THALLIUM 0.401 0.0332| MDL | 0.221 PQL | mg/Kg J Q
Sample ID:SL-609-SA8-SB-0.0-0.5 Collected: 8/13/2013 12:15:00  Analysis Type: REA Dilution: §
Data
Review Reason
Qual Code

STRONTIUM

Sample ID:SL-609-SA8-SB-0.0-0.5

Collected: 8/13/2013 12:15:00

Analysis Type: RES

Dilution: 2

SILVER

RL
0.208

Data
Review

Reason

0.0271
THALLIUM 0.391 0.0313 0.208 PQL mg/Kg J
Sample ID:SL-609-SA8-SB-4.0-5.0 Collected: 8/13/2013 12:45:00  Analysis Type: REA Dilution: 10
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

ADR version 1.7.0.207

11/6/2013 9:52:31 AM

Page 3 0f 13



Data Qualifier Summary

Lab Reporting Batch ID: PH090 Laboratory: LL
EDD Filename: PH090_v1 €¢QAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL-609-SA8-SB-4.0-5.0 Collected: 8/13/2013 12:45:00  Analysis Type: REA2 Dilution: 2

Sample ID:SL-609-SA8-SB-4.0-5.0 Collected: 8/13/2013 12:45:00  Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte ] Result Qua( | DL Type RL Type | Units | Qual Code

e Ol BT

SILVER 0.0362 J 0.0285 ) MDL 0.220 PQL | mg/Kg J z
THALLIUM 0.405 0.0329| MDL | 0.220 PQL | mg/Kg J Q
Sample ID:SL.-614-SA8-SB-0.0-0.5 Collected: 8/13/2013 1:45:00 Analysis Type: REA Dilution: 10
Data
Lab Lab Review Reason

Qual Code

Sample ID:SL-614-SA8-SB-0.0-0.5 Collected: 8/13/2013 1:45:00 Analysis Type: REA2 Dilution: 2
Data
Lab Lab DL Review Reason
Analyte _ Result Qual DL | Type RL , Units | Qual Code |
SELENIUM 0.344 J 0.105 { MDL 0.420 mg/Kg J 4
Sample ID:SL-614-SA8-SB-0.0-0.5 Collected: 8/13/2013 1:45:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
SILVER 0.0465 J 0.0273 | MDL 0.210 PQL mg/Kg J 4
THALLIUM 0.349 0.0315| MDL 0.210 PQL mg/Kg J Q
Sample ID:SL-614-SA8-SB-4.0-5.0 Collected: 8/13/2013 2:10:00 Analysis Type: REA Dilution: 10
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type RL Type | Units | Qual _Code
STRONTIUM 186 0.362 | MDL 2.13 PQL mg/Kg J E
Sample ID:SL-614-SA8-SB-4.0-5.0 Collected: 8/13/2013 2:10:00 Analysis Type: REA2 Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _Result | Qual | DL | Type | RL | T Units | Qual | Code

SELENIUM 0.218 J 0.106 | MDL 0.425 PQL mg/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:52:31 AM ADR version 1.7.0.207 Page 4 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH090 Laboratory: LL
EDD Filename: PH090_v1 e¢QAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL.-614-SA8-SB-4.0-5.0 Collected: 8/13/2013 2:10:00 Analysis Type: RES Dilution: 2

Data
Lab Lab RL Review Reason

B S o £ T R 55 — T e T COde
SILVER 0.0338 J 0.0276 | MDL | 0.213 PQL | mg/Kg J z
THALLIUM 0.368 0.0319| MDL | 0.213 PQL | mg/Kg J Q
Sample ID:SL-843-SA8-SB-4.0-5.0 Collected: 8/13/2013 8:30:00 Analysis Type: REA2 Dilution: 2
Data
Lab Lab DL RL Review Reason

Analyte Qual Uni Qual |  Code
SELENIUM

Sample ID:SL-843-SA8-SB-4.0-5.0 Collected: 8/13/2013 8:30:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL | Type | Units | Qual Code
SILVER 0.0616 J 0.0292 ([ MDL 0.225 PQL mg/Kg J z
STRONTIUM 59.0 0.0765| MDL 0.450 PQL mg/Kg J E
THALLIUM 0.445 0.0337 ] MDL 0.225 PQL mg/Kg J Q

Matrix: SO

Sample ID:S1.-543-SA8-SB-0.0-0.5 Collected: 8/13/2013 7:45:00 Analysis Type: RES Dilution: 1

Data
Review Reason
di

MERCURY

Sample ID:SL-609-SA8-SB-0.0-0.5 Collected: 8/13/2013 12:15:00  Analysis Type: RES Dilution: 1

Data
Lab Review

Result

Sample ID:SL-609-SA8-SB-4.0-5.0 Collected: 8/13/2013 12:45:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual dee __

MERCURY 0.0178 J 0.0108 | MDL | 0.0181 PQL mg/Kg J 4

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:52:31 AM ADR version 1.7.0.207 Page 50f 13



Data Qualifier Summary

Lab Reporting Batch ID: PH090
EDD Filename: PH090_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Collected: 8/13/2013 2:10:00

Matrix: SO

Analysis Type: RES

Dilution: 1

0.0119

Units | Qual

R

Dilution: 1

Sample ID:S1.-543-SA8-SB-0.0-0.5 Collected: 8/13/2013 7:45:00 Analysis Type: RES
Data

Lab Lab DL RL Review Reason
énal e Result Qual DL Type | RL Type | Units | Qual C_gde |
1,2,3,4,6,7,8-HPCDD 3.71 JBQ 0.140 | MDL 517 PQL ng/Kg J Z ‘‘‘‘‘
1,2,3,4,6,7,8-HPCDF 1.05 JB 0.0388 ] MDL 5.17 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0945 JB 0.0783 | MDL 5.17 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0961 Ja 0.0747 | MDL 517 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.149 JBQ 0.0612 | MDL 5.17 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.532 JQ 0.0854 | MDL 5.17 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.532 Ja 0.0903 | MDL 5.17 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.266 JQ 0.0755| MDL 5.17 PQL ng/Kg J V4
1,2,3,7,8-PECDD 0.195 JBQ 0.150 | MDL 5.17 PQL ng/Kg U B
1,2,3,7,8-PECDF 1.48 J 0.0835| MDL 5.17 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.164 Ja 0.0611 | MDL 517 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.103 JBQ 0.0786 | MDL 5.17 PQL ng/Kg u B
2,3,7,8-TCDF 0.355 Ja 0.158 | MDL 1.03 PQL ng/Kg J z
OCDF 2.33 JB 0.105 | MDL 10.3 PQL ng/Kg J z
Sample ID:SL-543-SA8-SB-4.0-5.0 Collected: 8/13/2013 8:15:00 Analysis Type: RES Dilution: 1

Lab Lab DL RL
A nalyte Result RL
1,2,3,4,6,7,8-HPCDD 0.436 JBQ 0.0559 | MDL 5.54 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.0899 JBQ 0.0168 | MDL 5.54 PQL ng/Kg uJ B, FD
1,2,3,4,7,8,9-HPCDF 5.54 u 0.0426 | MDL 5.54 PQOL ng/Kg uJ FD
1,2,3,4,7,8-HxCDD 5.54 U 0.0559 | MDL 5.54 PQL ng/Kg uJ FD
1,2,3,4,7,8-HXCDF 0.0429 JBQ 0.0368 | MDL 5.54 PQL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDD 0.245 JQ 0.0607 { MDL 5.54 PQL ng/Kg z
1,2,3,6,7,8-HXCDF 0.0787 JB 0.0321 | MDL 5.54 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.380 Ja 0.0604 | MDL 5.54 PQOL ng/Kg z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:52:32 AM ADR version 1.7.0.207 Page 6 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH090 Laboratory: LL
EDD Filename: PH090_v1 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL-543-SA8-SB-4.0-5.0 Collected: 8/13/2013 8:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyt ul pe | RL Code
1,2,3,7,8,9-HXCDF 0.359 J 0.0457 | MDL 5.54 PQL ng/Kg J
1,2,3,7,8-PECDD 5.54 u 0.0849 ( MDL 5.54 PQL ng/Kg uJ FD
1,2,3,7,8-PECDF 0.181 JQ 0.0359 | MDL 5.54 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 5.54 U 0.0349 | MDL 5.54 PQL ng/Kg uJ FD
2,3,4,7,8-PECDF 5.54 u 0.0418 | MDL 5.54 PQL ng/Kg uJ FD
OCDD 2.26 JB 0.0431 1 MDL 11.1 PQL ng/Kg J Z,FD
OCDF 0.265 JBQ 0.0953 | MDL 111 PQL ng/Kg U B
Sample ID:SL-609-SA8-SB-0.0-0.5 Collected: 8/13/2013 12:15:00  Analysis Type: RES Dilution: 1
Data

Lab DL RL Review Reason

1.08 MDL 5.16 PQL

1,2,3,4,6,7,8-HPCDD

0.0658 J z
1,2,3,4,6,7,8-HPCDF 0.172 JBQ |0.0168| MDL 5.16 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0507 JBQ 0.0421 | MDL 5.16 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0781 JBQ 0.0339 | MDL 516 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.109 JQ 0.0535| MDL 5.16 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0890 JBQ 0.0290 | MDL 5.16 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.107 Jo 0.0526 | MDL 5.16 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.114 Ja 0.0413 | MDL 5.16 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0676 JQ 0.0326 | MDL 5.16 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.0766 JBQ 0.0469 | MDL 5.16 PQL ng/Kg u B
2,3,7,8-TCDF 0.148 J 0.0951 | MDL 1.03 PQL ng/Kg J z
OCDD " 6.00 JB 0.0440 | MDL 10.3 PQL ng/Kg J z
OCDF 0.281 JB 0.0823 | MDL 10.3 PQL ng/Kg u B
Sample ID:SL-609-SA8-SB-4.0-5.0 Collected: 8/13/2013 12:45:00  Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason

Analyte | Result | Qual RL L Type Code
’{,2.3,4,6,7.é-HP”(A3I5D - ’ 0.302 JB ng/Kg
1,2,3,4,6,7,8-HPCDF 0.0859 JBQ 0.0102| MDL 5.47 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0811 JBQ 0.0292 ] MDL 5.47 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0806 J 0.0292 | MDL 5.47 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0408 JBQ 0.0276 | MDL 5.47 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0532 J 0.0309 | MDL 5.47 PQL ng/Kg J Y4
1,2,3,6,7,8-HXCDF 0.0581 JBQ 0.0226 | MDL 5.47 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:52:32 AM ADR version 1.7.0.207 Page 7 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH090 Laboratory: LL
EDD Filename: PH090_v1 ¢QAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL-609-SA8-SB-4.0-5.0 Collected: 8/13/2013 12:45:00  Analysis Type: RES Dilution: 1
Data
Lab DL Review Reason
Anal - _ ; Code
1,2,3,7,8,9-HXCDD 0.0377 JQ 0.0308 5.47
2,3,4,6,7,8-HXCDF 0.0309 JQ 0.0251 | MDL 5.47 ng/Kg J z
2,3,4,7,8-PECDF 0.0642 JB 0.0378 | MDL 5.47 ng/Kg U B
2,3,7,8-TCDF 0.0753 JQ 0.0724 | MDL 1.09 ng/Kg J V4
OoCbD 1.75 JB 0.0335| MDL 10.9 ng/Kg J z
OCDF 0.209 JB 0.0731{ MDL 10.9 ng/Kg U B
Sample ID:SL-614-SA8-SB-0.0-0.5 Collected: 8/13/2013 1:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab RL Review Reason
— A : A J Co
1,2,3,4,6,7,8-HPCDD 4.27 JB 0.0576 | MDL 5.15 PQL ng/Kg J V4
1,2,3,4,6,7,8-HPCDF 0.832 JB 0.0251} MDL 5.15 PQL ng/Kg J 4
1,2,3,4,7,8,9-HPCDF 0.169 JB 0.0583 | MDL 5.15 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.201 JQ 0.0478 | MDL 5.15 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.236 JBQ 0.0505 ; MDL 5.15 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.296 J 0.0528 | MDL 5.16 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.223 JBQ 0.0439{ MDL 5.15 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.228 JQ 0.0520 | MDL 5.15 PQL ng/Kg J 4
1,2,3,7,8-PECDD 0.337 JBQ 0.0666 | MDL 515 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.358 J 0.0469 | MDL 5.15 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.266 J 0.0445 ( MDL 5.15 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.470 JBQ 0.0524 | MDL 5.15 PQL ng/Kg J z
2,3,7,8-TCDD 0.106 J 0.0656 | MDL 1.03 PQL ng/Kg J z
2,3,7,8-TCDF 0.262 J 0.0944 | MDL 1.03 PQL ng/Kg J Y4
OCDF 1.56 JBQ 0.0565 | MDL 10.3 PQL ng/Kg J Z
Sample ID:SL-614-SA8-SB-4.0-5.0 Collected: 8/13/2013 2:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL T RL T Units | Qual Code _
1,2,3,4,6,7,8-HPCDD 2.73 JB | 00581| MDL | 541 PQL | ng/Kg J
1,2,3,4,6,7,8-HPCDF 0.406 JB 0.0218 ] MDL 5.41 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0823 JBQ 0.0557 | MDL 5.41 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.208 JQ 0.0441 ] MDL 5.41 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.229 JB 0.0389 | MDL 5.41 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.215 JQ 0.0484 | MDL 5.41 PQL ng/Kg J VA

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:52:32 AM ADR version 1.7.0.207 Page 8 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH090 Laboratory: LL
EDD Filename: PH090_v1 €QAPP Name: CDM_SSFL_131101_Lan

Method Category: SVOA
16138

Matrix: SO

Sample ID:SL-614-SA8-SB-4.0-5.0 Collected: 8/13/2013 2:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
0.213 0.0329 | MDL 5.41
1,2,3,7,8,9-HXCDD 0.169 J 0.0514 | MDL 541 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.129 JBQ 0.0674 | MDL 5.41 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.438 J 0.0508 | MDL 5.41 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.176 Ja 0.0359 | MDL 541 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.284 JBQ |0.0525| MDL | 5.41 PQL | ng/Kg J 4
2,3,7,8-TCDF 0.224 Ja 0.0857 | MDL 1.08 PQL ng/Kg J z
OCDF 0.958 JB 0.0761 | MDL 10.8 PQL ng/Kg J 4
Sample ID:SL-843-SA8-SB-4.0-5.0 Collected: 8/13/2013 8:30:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL Review Reason

1,2,3,4,6,7,8-HPCDD 0.690

1,2,3,4,6,7,8-HPCDF 0.195 JBQ 0.0165| MDL 5.37 uJ B,FD
1,2,3,4,7,8,9-HPCDF 0.0842 JBQ 0.0372 ) MDL 5.37 uJ B, FD
1,2,3,4,7,8-HxCDD 0.0875 J 0.0444 | MDL 5.37 J Z,FD
1,2,3,4,7,8-HXCDF 0.105 JBQ 0.0357 | MDL 5.37 uJ B, FD
1,2,3,6,7,8-HXCDD 0.220 Ja 0.0494 | MDL 5.37 z
1,2,3,6,7,8-HXCDF 0.126 JB 0.0298 | MDL 5.37 U B
1,2,3,7,8,9-HXCDD 0.386 Ja 0.0497 | MDL 5.37 z
1,2,3,7,8,9-HXCDF 0.607 Ja 0.0443 | MDL 5.37 J Z FD
1,2,3,7,8-PECDD 0.194 JB 0.0816 | MDL 5.37 uJ B, FD
1,2,3,7,8-PECDF 0.219 J 0.0369 | MDL 5.37 J z
2,3,4,6,7,8-HXCDF 0.112 Ja 0.0322| MDL 5.37 J Z FD
2,3,4,7,8-PECDF 0.0563 JB 0.0415| MDL 5.37 uJ B, FD
OCDD 5.06 JB 0.0402 ] MDL 10.7 J Z FD
OCDF 0.422 JB 0.0777 { MDL 10.7 U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL. - SSFL Area IV Phase 3

11/6/2013 9:52:32 AM ADR version 1.7.0.207 Page 9 of 13



Lab Reporting Batch ID: PH090

EDD Filename: PH090 v1

Data Qualifier Summary

Matrix: SO

Collected: 8/13/2013 12:45:00

Analysis Type: REA

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Dilution: 1

Lab

DL

Reason
Code

9.2

4.4

MDL

11

Matrix:

SO

Sample ID:SL-543-SA8-SB-0.0-0.5 Collected: 8/13/2013 7:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
y_{jal (2] Result Qual DL Type RL Type | Units | Qual Code

AROCLOR 1254

17

R

Method Category: SVOA

Method:

Sample ID:SL-543-SA8-5B-0.0-0.5

8270D SIM

Collected: 8/13/2013 7:45:00

Analysis Type: RES

Dilution: 1

Analyte : -
1-METHYLNAPHTHALENE

0.70

1.7

RL

Data
Review
_Qual_

Reason
Cod

e T

MDL PQL | ug/Kg J z
2-METHYLNAPHTHALENE 1.5 J 0.70 MDL 1.7 PQL ug/Kg J z
ACENAPHTHYLENE 1.0 J 0.35 MDL 1.7 PQL ug/Kg J z
Sample ID:SL-543-SA8-SB-4.0-5.0 Coliected: 8/13/2013 8:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte |_Result | Qual | DL | Type | RL | Type | Units | Qual Code
1 -METHYLNAPHTHALENE 1.9 U 0.75 MDL 1.9 PQL ug/Kg uJ FD
2-METHYLNAPHTHALENE 1.9 U 0.75 MDL 1.9 PQL ug/Kg uJ FD
BIS(2-ETHYLHEXYL)PHTHALATE 20 U 6.7 MDL 20 PQL ug/Kg uJ FD
CHRYSENE 1.9 U 0.37 MDL 1.9 PQL ug/Kg uJ FD
NAPHTHALENE 11 J 0.75 MDL 1.9 PQL ug/Kg J z
Sample ID:SL-609-SA8-SB-0.0-0.5 Collected: 8/13/2013 12:15:00  Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL T pe RL Type L{nits AMQuaI 1 ggde
é-METHYLNAPHTHALENE 0.73 J 0.69 MDL 1.7 PQL ug/Kg J 4
BENZO(B)FLUORANTHENE 1.3 J 0.69 MDL 1.7 PQL ug/Kg J z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:52:32 AM

ADR version 1.7.0.207

Page 10 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH090 Laboratory: LL
EDD Filename: PH090_v1 €QAPP Name: CDM_SSFL_131101_Lan

8270D SIM Matrix: SO

Sample ID:SL-609-SA8-SB-0.0-0.5 Collected: 8/13/2013 12:15:00  Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab RL Review Reason

Analyte I t | DL , | Ty Qual Code
Butylbenzylphthalate 6.9 J 6.3 19 PQL ug/Kg J V4
CHRYSENE 0.97 J 0.35 1.7 PQL ug/Kg J V4
NAPHTHALENE 1.5 J 0.69 1.7 PQL ug/Kg J Z
Sample ID:SL-609-SA8-SB-4.0-5.0 Collected: 8/13/2013 12:45:00  Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Data
Review Reason
Qual

NAPHTHALENE

Sample ID:SL.-614-SA8-SB-0.0-0.5 Collected: 8/13/2013 1:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Anal e Result Qual RL Qual Code
1-METHYLNAPHTHALENE 0.97 J 0.71 MDL 1.8 PQL ug/Kg J z ‘
2-METHYLNAPHTHALENE 1.0 J 0.71 MDL 1.8 PQL ug/Kg J z
BENZO(A)PYRENE 0.76 J 0.71 MDL 1.8 PQL ug/Kg J Y4
BENZO(G,H,|)PERYLENE 0.87 J 0.71 MDL 1.8 PQL ug/Kg J z
BENZO(K)FLUORANTHENE 1.1 J 0.71 MDL 1.8 PQL ug/Kg J z
CHRYSENE 1.0 J 0.35 MDL 1.8 PQL ug/Kg J z
FLUORANTHENE 0.90 J 0.71 MDL 1.8 PQL ug/Kg J z
INDENO(1,2,3-CD)PYRENE 0.77 J 0.71 MDL 1.8 PQL ug/Kg J z
PYRENE 0.97 J 0.71 MDL 1.8 PQL ug/Kg J z
Sample ID:SL-614-SA8-SB-4.0-5.0 Collected: 8/13/2013 2:10:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resutt | Quar | DL | Qual | _Code
BENZO(B)FLUORANTHENE 0.86 J 0.72 MDL 1.8 PQL ug/Kg
CHRYSENE 1.1 J 0.36 MDL 1.8 PQL ug/Kg J z
FLUORANTHENE 0.97 J 0.72 MDL 1.8 PQL ug/Kg J z
PYRENE 1.1 J 0.72 MDL 1.8 PQL ug/Kg J z
Sample ID:SL-843-SA8-SB-4.0-5.0 Collected: 8/13/2013 8:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
ﬂnal te Iggsult Qual DL Type RL Type | Units MQyjI Code
;-METHYLNAPHTHALENE 0.94 J 0.75 MDL 1.9 PQOL ug/Kg J Z,FD
2-METHYLNAPHTHALENE 1.1 J 0.75 MDL 1.9 PQL ug/Kg J Z,FD

* denotes a non-reportable resuit
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:52:32 AM ADR version 1.7.0.207 Page 11 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH090

Laboratory: LL
EDD Filename: PH090_v1

eQAPP Name: CDM_SSFL_131101_Lan

8270D SIM Matrix: SO

Sample ID:SL-843-SA8-SB-4.0-5.0 Collected: 8/13/2013 8:30:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual Code |
BIS(2-ETHYLHEXYL)PHTHALATE 7.5 J 6.7 MDL 20 PQL ug/Kg J Z,FD
CHRYSENE 0.48 J 0.37 MDL 1.9 PQL ug/Kg J Z,FD
NAPHTHALENE 1.6 J 0.75 MDL 1.9 PQL ug/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:52:32 AM ADR version 1.7.0.207 Page 12 of 13



Lab Reporting Batch ID: P
EDD Filename: PH090_v1

Reason Code

Data Qualifier Summary

H090

Reason Code Legend

Description

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

B Method Blank Contamination
E Laboratory Duplicate Precision
E Matrix Spike Precision

F Field Blank Contamination

FD Field Duplicate Precision

Q Laboratory Duplicate Precision
Q Matrix Spike Lower Estimation
Q Matrix Spike Precision

Q Matrix Spike Upper Estimation
S Surrogate/Tracer Recovery Upper Estimation
z Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:52:32 AM

ADR version 1.7.0.207

Page 13 of 13



Enclosure |
EPA Level 111 ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outlier Reports

PHO090



Lab Reporting Batch ID: PH090

Method:  1613B
SO

EDD Filename: PH090_v1

Method Blank Outlier Report

Laboratory: LL

€¢QAPP Name: CDM_SSFL_131101_Lan

Method Blank
|Sample ID

Analysis Date

8/24/2013 9:19:00 AM

Analyte

1,2,3,4,6,7,8-HPCDD
1,2,3,4,6,7,8-HPCDF
1,2,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDF
1,2,3,7,8-PECDD
2,3,4,7,8-PECDF
oCDD

OCDF

Result

0.0505 ng/Kg
0.0404 ng/Kg
0.0549 ng/Kg
0.0573 ng/Kg
0.0277 ng/Kg
0.0869 ng/Kg
0.0473 ng/Kg
0.294 ng/Kg
0.126 ng/Kg

Associated
Samples

SL-543-SA8-SB-0.0-0.5
S1.-543-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sample ID

Analyte

1,2,3,4,7,8,9-HPCDF

Reported
Result

0.0945 ng/Kg

Modified
Final Result

0.0945U ng/Kg

SL-543-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.149 ng/Kg 0.149U ng/Kg
SL-543-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.195 ng/Kg 0.195U ng/Kg
SL.-543-SA8-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.103 ng/Kg 0.103U ng/Kg

SL-543-SA8-SB-4.0-5.0(RES)

1,2,3,4,6,7,8-HPCDF

0.0899 ng/Kg

0.0899U ng/Kg

SL-543-SA8-SB-4.0-5.0(RES)

1,2,3,4,7,8-HXCDF

0.0429 ng/Kg

0.0429U ng/Kg

SL-543-SA8-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDF

0.0787 ng/Kg

0.0787U ng/Kg

SL-543-SA8-SB-4.0-5.0(RES)

OCDF

0.265 ng/Kg

0.265U ng/Kg

SL-609-SA8-5B-0.0-0.5(RES)

1,2,3,4,6,7,8-HPCDF

0.172 ng/Kg

0.172U ng/Kg

SL-609-SA8-SB-0.0-0.5(RES)

1,2,3,4,7,8,9-HPCDF

0.0507 ng/Kg

0.0507U ng/Kg

SL-609-SA8-SB-0.0-0.5(RES)

1,2,3,4,7,8-HXCDF

0.0781 ng/Kg

0.0781U ng/Kg

SL-609-SA8-SB-0.0-0.5(RES)

1,2,3,6,7,8-HXCDF

0.0890 ng/Kg

0.0890U ng/Kg

SL-609-SA8-SB-0.0-0.5(RES)

2,3,4,7,8-PECDF

0.0766 ng/Kg

0.0766U ng/Kg -

SL-609-SA8-SB-0.0-0.5(RES)

OCDF

0.281 ng/Kg

0.281U ng/Kg

SL-609-SA8-SB-4.0-5.0(RES)

1,2,3,4,6,7,8-HPCDF

0.0859 ng/Kg

0.0859U ng/Kg

SL-609-SA8-SB-4.0-5.0(RES)

1,2,3,4,7,8,9-HPCDF

0.0811 ng/Kg

0.0811U ng/Kg

SL-609-SA8-SB-4.0-5.0(RES)

1,2,3,4,7,8-HXCDF

0.0408 ng/Kg

0.0408U ng/Kg

SL-609-SA8-SB-4.0-5.0(RES)

1,2,3,6,7,8-HXCDF

0.0581 ng/Kg

0.0581U ng/Kg

SL-609-SA8-SB-4.0-5.0(RES)

2,3,4,7,8-PECDF

0.0642 ng/Kg

0.0642U ng/Kg

SL-609-SA8-SB-4.0-5.0(RES) OCDF 0.209 ng/Kg 0.209U ng/Kg
S1-614-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.169 ng/Kg 0.169U ng/Kg
SL-614-SA8-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.236 ng/Kg 0.236U ng/Kg
SL-614-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.337 ng/Kg 0.337U ng/Kg
SL-614-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0823 ng/Kg 0.0823U ng/Kg
SL-614-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.229 ng/Kg 0.220U ng/Kg
S1-614-SAB-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.129 na/Kg 0.129U ng/Kg
SL-843-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.195 ng/Kg 0.195U ng/Kg
SL-843-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0842 ng/Kg 0.0842U ng/Kg
SL-843-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.105 ng/Kg 0.105U ng/Kg
SL-843-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.126 ng/Kg 0.126U ng/Kg
SL-843-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.194 ng/Kg 0.194U ng/Kg
SL-843-SA8-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0563 ng/Kg 0.0563U ng/Kg
SL-843-SA8-SB-4.0-5.0(RES) OCDF 0.422 ng/Kg 0.422U nglKg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

11/6/2013 9:28:56 AM

Page 1 of 2



Method Blank Outlier Report

Lab Reporting Batch ID: PH090 Laboratory: LL
EDD Filename: PH090_v1 eQAPP Name: CDM_SSFL_131101_Lan

Method Blank Associated
Sample ID Analysis Date Result S |

TR

P22537BB220520 1.83 mg/Kg SL-543-SA8-SB-0.0-0.5
0.316 mg/Kg SL-543-SA8-SB-4.0-5.0

SL-609-SA8-5B-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Resul
e TS = — — 352mg/Kg = mg/Kg
SL-543-SA8-SB-4.0-5.0(RES) TIN 4,06 mg/Kg 4.06U mg/Kg
SL-609-SA8-SB-0.0-0.5(RES) TIN 3.863 mg/Kg 3.63U mg/Kg
SL-609-SA8-SB-4.0-5.0(RES) TIN 3.61 mg/Kg 3.61U mg/Kg
SL-614-SA8-5B-0.0-0.5(RES) TIN 3.42 mg/Kg 3.42U mg/Kg
SL-614-SA8-SB-4.0-5.0(RES) TIN 3.56 mg/Kg 3.56U mg/Kg
SL-843-SA8-SB-4.0-5.0(RES) TIN 3.90 mg/Kg 3.90U mgiKg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/6/2013 9:28:56 AM ADR version 1.7.0.207 Page 2 of 2



Field Blank Outlier Report
Lab Reporting Batch ID: PH090 Laboratory: LL
EDD Filename: PH090_v1 eQAPP Name: CDM_SSFL_131101_Lan

Field Blank Associated

Sample ID Collected Date Analyte Result Samples

FB-041 113(REA2) 411172013 3:00:00 PM COPPER ' 0. 0036 mgll SL 543 SASJSB 0.0-0.5
MOLYBDENUM 0.0036 mg/L SL-543-SA8-SB-4.0-5.0

SL-609-SA8-SB-0.0-0.5
S1.-609-SA8-SB-4.0-5.0
SL-614-SA8-8B-0.0-0.5
SL-614-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified

Analyte Resuit Final Result

TMOLYBDENU

/ 6.294 mg/Kg

.0-0. 0.294U mg/Ké
SL-543-SA8-SB-4.0-5.0(RES) MOLYBDENUM 0.250 mg/Kg 0.250U mg/Kg
SL-609-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.189 mg/Kg 0.189U mg/Kg
SL-614-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.208 mg/Kg 0.208U mg/Kg
SL-843-SA8-SB-4.0-5.0(RES) MOLYBDENUM 0.297 mg/Kg 0.297U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/6/2013 9:46:22 AM ADR version 1.7.0.207 Page 1 of 1



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH090 Laboratory: LL
EDD Filename: PH090_v1 eQAPP Name: CDM_SSFL_131101_Lan
Method: 8015M
Matrix: 8O
QC Sample ID ;
(Associated MS | MSD %R Affected
%R le Compounds Flag |
s = = R
(SL-543-SA8-SB-4.0-5.0) (Ca0-c40) J (all detects)
Method: 6010C
Matrix: SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
 Samples) |  Compound | %R | %R | Limits | (Limits) Compounds _Flag |
SL-543-SA8-SB-4.0-5.0MS  |ALUMINUM 1975 | 2935 | 75.00-125.00 . ALUMINUM —
(TOT) CALCIUM 176 - |75.00-125.00 . CALCIUM
SL-543-SA8-SB-4.0-5.0MSD  |MAGNESIUM 198 278 | 75.00-125.00 - MAGNESIUM J(all detects)
(Tom MANGANESE 132 129 | 75.00-125.00 - MANGANESE
(SL-543-SA8-8B-0.0-0.5 PHOSPHORUS 161 - |75.00-125.00 - PHOSPHORUS
SL -543-SA8-SB-4.0-5.0 POTASSIUM 190 152 | 75.00-125.00 - POTASSIUM Al Ca. Ma. Mn. K. Ti
SL -609-SA8-5B-0.0-0.5 TITANIUM 205 | 242 |75.00-125.00 . TITANIUM e ol
SL -609-SA8-SB-4.0-5.0 '

SL -614-SA8-8B-0.0-0.5
SL -614-SA8-5B-4.0-5.0
SL -843-SA8-SB-4.0-5.0)

SL-543-SA8-SB-4.0-5.0MS ANTIMONY 51 52 75.00-125.00 - ANTIMONY

(TOT) IRON 854 40 75.00-125.00 - IRON

SL-543-SA8-SB-4.0-5.0MSD J(all detects)
{TOT) UJ(all non-detects)

(SL.-543-SA8-SB-0.0-0.5
SL. -543-SA8-SB-4.0-5.0
SL -609-SA8-SB-0.0-0.5 Fe,

SL -609-SA8-SB-4.0-5.0 No Qual, >4x
SL -614-SA8-8B-0.0-0.5
SL -614-SA8-SB-4.0-5.0
SL -843-SA8-5B-4.0-5.0)

Wethod: G020A

Matrix: SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
| Samples) | Compound | %R | %R | Limits | (Limits) | __ Compounds | _ Flag
SL-543-SA8 -SB-4.0-5.0MS STRONTIUM 221 T 266 | 75.00-125.00 - STRONTIUM
(TOoT) THALLIUM - 134 | 75.00-125.00 - THALLIUM
SL-543-SA8 -SB-4.0-5.0MSD
(Tom) J(all detects)

(SL-543-SA8-SB-0.0-0.5
SL -543-SA8-SB-4.0-5.0 Sr,

SL -609-SA8-SB-0.0-0.5 No Qual, >4x
SL -609-SA8-SB-4.0-5.0
SL -614-SA8-SB-0.0-0.5
SL -614-SA8-SB-4.0-5.0
SL -843-SA8-5B-4.0-5.0)
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH090

EDD Filename: PH090_v1

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

QC Sample ID
(Associated

Sample: ) 1

SL-543-SA8 -SB-4.0-5.
(SL-543-SA8-SB-4.0-5.0)

Compound

N-NITROSODIMETHYLAMINE

Fla%

MS | MSD %R RPD Affected
| %R | %R Limits (Limits) Co;p ”””” g‘qnds
- 115 | 48.00-113.00 - SODIMETHYLAMINE

J(all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:20:46 AM

ADR version 1.7.0.207
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Lab Duplicate Outlier Report

Lab Reporting Batch ID: PH090

EDD Filename: PH090_v1

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

QC Sample ID
(Associated
Sample iD)

SL-543-SA8-SB-4.0-5.0DUP
TOT)
(SL-543-SA8-SB-0.0-0.5

SL -543-SA8-SB-4.0-5.0

SL -609-SA8-SB-0.0-0.5

SL -609-SA8-SB-4.0-5.0

SL -614-SA8-SB-0.0-0.5

SL -614-SA8-SB-4.0-5.0

MOLYBDENUM

No Qual,
OK by Difference

SL -843-SA8-SB-4.0-5.0)

QC Sample ID
(Associated
Samle D)

TOT)

(SL-543-SA8-SB-0.0-0.5

SL -543-SA8-SB-4.0-5.0
L -609-SA8-SB-0.0-0.5
. -609-SA8-5B-4.0-5.0
L -614-SA8-SB-0.0-0.5
L. -614-SA8-SB-4.0-5.0
L -843-SA8-SB-4.0-5.0)

SL-543-5A8-SB-4.0-5.00UP |

STRONTIUM

Sample

23

Flag

J(all detects)
UJ(all non-detects)

Se,
No Qual,
OK by Difference

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/6/2013 9:26:58 AM
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH090

Laboratory: LL

Concentration (%)

SL.-843-SA8-SB-4.0-5.0

SL-543-SA8-5B-4.0-5.0

10.6

Flag

No Qualifiers Applied

Concentration (ng/Kg)
Sample | eQAPP
Analyte SL-543-SA8-SB-4.0-5.0 | SL-843-SA8-SB4.0-5.0 RPD RPD Flag

1,2,3,4,6,7,8-HPCDD 0.436 .
1,2,3,6,7,8-HXCDD 0.245 0.220 11 50.00
1,2,3,6,7,8-HXCDF 0.0787 0.126 46 50.00
1,2,3,7,8,9-HXCDD 0.380 0.386 2 50.00 No Qualifiers Applied
1,2,3,7,8-PECDF 0.181 0.219 19 50.00
OCDF 0.265 0.422 46 50.00
1,2,3,4,6,7,8-HPCDF 0.0899 0.195 74 50.00
1,2,3,4,7,8,9-HPCDF 5.54 U 0.0842 200 50.00
1,2,3,4,7,8-HxCDD 5.54 U 0.0875 200 50.00
1,2,3,4,7,8-HXCDF 0.0429 0.105 84 50.00 J(all detects)
1,2,3,7,8,9-HXCDF 0.359 0.607 51 50.00 UJ(all non-detects)
1,2,3,7,8-PECDD 5.54 U 0.194 200 50.00
2,3,4,6,7,8-HXCDF 5.54 U 0.112 200 50.00
2,3,4,7,8-PECDF 554U 0.0563 200 50.00
OCDD 2.26 5.06 77 50.00

ALUMINUM
ARSENIC
BARIUM
BERYLLIUM
BORON
CALCIUM
CHROMIUM
COBALT
COPPER

IRON

LEAD

LITHIUM
MAGNESIUM
MANGANESE
MOLYBDENUM
NICKEL
PHOSPHORUS
POTASSIUM
SODIUM

TIN

TITANIUM
VANADIUM
ZINC

Zirconium

Concentration (mg/Kg)

SL-543-SA8-SB-4.0-5.0 | SL-843-SA8-SB-4.0-5.0
(TOT) (TOT)
160 169
1.08 1.07
7.60 7.10
8040 10700
411 41.1
10.1 10.8
18.9 191
36500 36100
11.6 11.7
27.9 27.8
7890 7810
445 498
0.250 0.297
21.9 23.1
261 287
4910 5050
320 257
4.06 3.90
1890 1830
76.9 75.9
74.6 75.2
8.30 8.28

Sample

corcwsNwoarIlroasasvyoRwa=sNe

No Qualifiers Applied

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH090 Laboratory: LL
” vi eQAPP Name: CDM_SSFL_131101_Lan

Concentration (mg/Kg)
SL-543-SA8-SB-4.0-5.0 | SL-843-SA8-SB-4.0-5.0 Sample eQAPP

Analyte (TOT) (TOT) RPD RPD Flag
SELENIUM 0.198 0.262 28 50.00
SILVER 0.0507 0.0616 19 50.00 | o Quaiifiers Appli
STRONTIUM 49.2 59.0 18 50.00 0 Qualifiers Applied
THALLIUM 0.401 0.445 10 50.00

TR TR
Matrix: SO

Concentration (ug/Kg)

Sample | eQAPP
Analyte SL-543-SA8-SB-4.0-5.0 | SL-843-SA8-5B-4.0-5.0 RPD RPD Flag
NAPHTHALENE 1.6 37 50.00 No Qualifiers Applied
1-METHYLNAPHTHALENE 0.94 200 50.00
2-METHYLNAPHTHALENE 11 200 50.00 J(all detects)
BIS(2-ETHYLHEXYL)PHTHALATE 7.5 200 50.00 UJ(all non-detects)
CHRYSENE 0.48 200 50.00

Concentration (pH unit)

Sample | eQAPP

SL-543-SA8-SB-4.0-5.0 | SL-843-5A8-SB-4.0-5.0 RPD RPD Flag
PH 7.63 8.09 6 50.00 | No Qualifiers Applied

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/6/2013 9:35:57 AM ADR version 1.7.0.207 Page 2 of 2



Reporting Limit Outliers

Lab Reporting Batch ID: PH090

Matrix: SO

EDD Filename: PH090_v1
e e R

Laboratory: LL

¢QAPP Name: CDM_SSFL_131101_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-543-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JBQ 3.71 5.17 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 1.05 5.17 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0945 5.17 PQL | ng/Kg
1,2,3,4,7,8-HxCDD Ja 0.0961 5.17 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.149 5.17 PQL | ng/Kg
1,2,3,6,7,8-HXCDD Ja 0.532 5.17 PQL | ng/Kg
1,2,3,7,8,9-HXCDD Ja 0.532 5.17 PQL | ng/Kg
1,2,3,7,8,9-HXCDF Ja 0.266 517 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.195 5.17 PQL | ng/Kg
1,2,3,7,8-PECDF J 1.48 5.17 PQL | ng/Kg
2,3,4,6,7,8-HXCDF Ja 0.164 5.17 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ 0.103 5.17 PQL | ng/Kg
2,3,7,8-TCDF Ja 0.355 1.03 PQL | ng/Kg
OCDF JB 2.33 10.3 PQL | ng/Kg
SL-543-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JBQ 0.436 5.54 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ | 0.0899 5.54 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ | 0.0429 5.54 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JQ 0.245 5.54 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0787 5.54 PQL | ng/K
1.2.3,7.8.9-HXCDD Ja | 0380 5.54 PQL | nglkg | (el detects)
1,2,3,7,8,9-HXCDF J 0.359 5.54 PQL | ng/Kg
1,2,3,7,8-PECDF Ja 0.181 5.54 PQL | ng/Kg
OCDD JB 2.26 1.1 PQL | ng/Kg
OCDF JBQ 0.265 11.1 PQL | ng/Kg
SL-609-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 1.08 5.16 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.172 5.16 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0507 5.16 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ | 0.0781 5.16 PQL | ng/Kg
1,2,3,6,7,8-HXCDD Ja 0.109 5.16 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0890 5.16 PQL | ng/Kg
1,2,3,7,8,9-HXCDD Ja 0.107 5.16 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDF Ja 0.114 5.16 PQL | ng/Kg
2,3,4,6,7,8-HXCDF Ja 0.0676 5.16 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ | 0.0766 5.16 PQL | ng/Kg
2,3,7,8-TCDF J 0.148 1.03 PQL | ng/Kg
OCDD JB 6.00 10.3 PQL | ng/Kg
OCDF JB 0.281 10.3 PQL | ng/Kg
SL-609-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.302 5.47 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ | 0.0859 5.47 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0811 5.47 PQL | ng/Kg
1,2,3,4,7,8-HxCDD J 0.0806 5.47 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ | 0.0408 5.47 PQL | ng/Kg
1,2,3,6,7,8-HXCDD J 0.0532 5.47 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0581 5.47 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD Ja 0.0377 5.47 PQL | ng/Kg
2,3,4,6,7,8-HXCDF Ja 0.0309 5.47 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.0642 5.47 PQL | ng/Kg
2,3,7,8-TCDF Ja 0.0753 1.09 PQL | ng/Kg
OCDD JB 1.75 10.9 PQL | ng/Kg
OCDF JB 0.209 10.9 PQL | ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers
Lab Reporting Batch ID: PH090 Laboratory: LL
EDD Filename: PH090_v1 eQAPP Name: CDM_SSFL_131101_Lan
TR I

Matrix:

SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-614-SA8-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 4.27 5.15 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.832 5.15 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.169 5.15 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.201 5.15 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.236 5.15 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.296 5.15 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.223 5.15 PQL ng/Kg
1,2,3,7,8,9-HXCDD JQ 0.228 5.15 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.337 5.15 PQL ng/Kg
1,2,3,7,8-PECDF J 0.358 5.15 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.266 5.15 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.470 5.15 PQL ng/Kg
2,3,7,8-TCDD J 0.106 1.03 PQL ng/Kg
2,3,7,8-TCDF J 0.262 1.03 PQL | ng/Kg
OCDF JBQ 1.56 10.3 PQL | ng/Kg
SL-614-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 2.73 5.41 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.406 541 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0823 5.41 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.208 5.41 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.229 5.41 PQL ng/Kg
1,2,3,6,7,8-HXCDD Jo 0.215 5.41 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0213 5.41 PQL | ng/Kg
1.2.3,7,8.9-HXCDD J 0.169 5.41 PQL | ngikg | (@ldetects)
1,2,3,7,8-PECDD JBQ 0.129 5.41 PQL ng/Kg
1,2,3,7,8-PECDF J 0.438 5.41 PQL ng/Kg
2,3,4,6,7,8-HXCDF JQ 0.176 5.41 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.284 5.41 PQL ng/Kg
2,3,7,8-TCDF Jo 0.224 1.08 PQL ng/Kg
OCDF JB 0.958 10.8 PQL ng/Kg
SL-843-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.690 5.37 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.195 5.37 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0842 5.37 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.0875 5.37 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.105 5.37 PQL ng/Kg
1,2,3,6,7,8-HXCDD JQ 0.220 5.37 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.126 5.37 PQL ng/Kg
1,2,3,7,8,9-HXCDD Ja 0.386 5.37 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JQ 0.607 5.37 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.194 5.37 PQL ng/Kg
1,2,3,7,8-PECDF J 0.219 5.37 PQL ng/Kg
2,3,4,6,7,8-HXCDF JQ 0.112 5.37 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0563 5.37 PQL ng/Kg
OCDD JB 5.06 10.7 PQL ng/Kg
OCDF JB 0.422 10.7 PQL | ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID: PH090

Reporting Limit Outliers

Laboratory: LL
€QAPP Name: CDM_SSFL_131101_Lan

Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-543-SA8-SB-0.0-0.5  |ARSENIC J 3.35 4.07 PQL | mg/Kg
BERYLLIUM J 0.906 1.02 PQL | mg/Kg
BORON J 9.80 10.2 PQL | mg/Kg
CADMIUM J 0.123 1.02 PQL |mg/Kg| J (all detects)
MOLYBDENUM J 0.204 2.04 PQL | mg/Kg
SODIUM J 97.6 102 PQL | mg/Kg
TIN J 3.52 10.2 PQL | mg/Kg
SL-543-SA8-SB-4.050  |ARSENIC J 2.60 4.43 PQL | mg/Kg
BERYLLIUM J 1.08 1.11 PQL | mg/Kg
BORON J 7.60 11.1 PQL mg/Kg J (all detects)
MOLYBDENUM J 0.250 2.21 PQL | mg/Kg
TIN J 4.06 11.1 PQL | mg/Kg
SL-609-SA8-SB-0.005 _ |ARSENIC J 2.82 417 PQL | mg/Kg
BERYLLIUM J 0.923 1.04 PQL | mg/Kg
MOLYBDENUM J 0.189 2.08 PQL |[mgiKg| Y (@lldetects)
TIN J 3.63 10.4 PQL | mg/Kg
SL-609-SA8-SB-4.0-5.0 _ |ARSENIC J 434 4.39 PQL | mg/Kg
BERYLLIUM J 0.857 1.10 POL |mg/Kg| J(all detects)
TIN J 3.61 11.0 PQL | mg/Kg
SL614-SA8-SB-0.0-05 _ |BERYLLIUM J 0.692 1.05 PQL | mg/Kg
CADMIUM J 0.148 1.05 PQL | mg/Kg
MOLYBDENUM J 0.208 210 PQL |mgiKg| (8Nl detects)
TIN J 3.42 105 PQL | mg/Kg
SL-614-SA8-SB-4.050 _ |BERYLLIUM J 0.713 1.06 PQL | mg/Kg
CADMIUM J 0.101 1.06 POL |mg/Kg| J(all detects)
TIN J 3.56 106 PQL | mg/Kg
SL-843-SA8-SB-4.050  |ARSENIC J 3.25 4.50 PQL | mg/Kg
_ BERYLLIUM J 1.07 1.12 PQL | mg/Kg
BORON J 7.10 11.2 PQL |mg/Kg| J (all detects)
MOLYBDENUM J 0.297 2.25 PQL | mg/Kg
J 3.90 11.2 PQL | mg/Kg

Matrix: = SO

PR e

TIN

Lab Reporting] RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-543-SA8-SB-0.0-0.5  |SELENIUM J 0.345 0.407 PQL | mg/Kg

SILVER J | 00469 | 0204 PQL |mgiKg| Y (@lldetects)
SL-543-SA8-SB-4.050 _ |SELENIUM J 0.198 0.443 PQL | mg/Kg

SILVER J | 00507 | 0221 PQL |mg/Kg| Y (@lldetects)
SL-609-SA8-5B-0.0-0.5 SILVER J 0.0368 0.208 PQL | mg/Kg J (all detects)
SL-609-SA8-SB-4.050  |SELENIUM J 0.278 0.439 PQL | mg/Kg

SILVER J | 00362 0.220 PQL |mgiKg| Y (8lldetects)
SL-614-SA8-SB-0.0-0.5 __|SELENIUM J 0.344 0.420 PQL | mg/Kg

SILVER J 0.0465 0.210 PQL |mg/Kg| ¢ (dlldetects)
SL-614-SA8-SB-4.050  |SELENIUM J 0218 0.425 PQL | mg/Kg

SILVER J | o033 | 0213 PQL |mgiKg| “ (@lldetects)
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Reporting Limit Outliers

Lab Reporting Batch ID: PH090
EDD Filename: PH090_v1

Matrix: SO

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Method: 7471B

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-843-SA8-SB-4.0-5.0 SELENIUM J 0.262 0.450 PQL mg/Kg
SILVER J | ooste | 0225 POL |[mgiKg| J(alldetects)

Matrix: - SO

Lab Reporting| RL
k’SMampIelD Analy’fg“ Qual ’ Result Limit Type | Units Flag
SL-543-SA8-SB-0.0-0.5 MERCURY J 0.0108 0.0163 PQL | mg/Kg J (all detects)
SL-609-SA8-SB-0.0-0.5 MERCURY J 0.0156 0.0167 PQL | mg/Kg J (all detects)
SL-609-SA8-5B-4.0-5.0 MERCURY J 0.0178 0.0181 PQL | mg/Kg J (all detects)
SL-614-SA8-SB-4.0-5.0 J 0.0119 0.0170 PQL | mg/Kg J (all detects)

MERCURY

Matrix: SO
Lab Reporting)] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-609-SA8-SB-4.0-5.0 EFH (C21-C30) J 2.9 5.5 PQL mg/Kg
J 9.2 11 PQL |mg/Kg| Y (@lldetects)

EFH (C30-C40)

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-543-SA8-SB-0.0-0.5 AROCLOR 1254 J 17 18 PQL | ug/Kg

Wethod:  8270D SIM

J (all detects)

Matrix: =~ SO
Lab Reporting)l RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-543-SA8-SB-0.0-0.5 1-METHYLNAPHTHALENE J 0.76 17 PQL ug/Kg
2-METHYLNAPHTHALENE J 1.5 1.7 PQL ug/Kg J (all detects)
ACENAPHTHYLENE J 1.0 1.7 PQL ug/Kg
SL-543-SA8-SB-4.0-5.0 NAPHTHALENE J 1.1 1.9 PQL | ug/Kg J (all detects)
SL-609-SA8-SB-0.0-0.5 2-METHYLNAPHTHALENE J 0.73 1.7 PQL ug/Kg
BENZO(B)FLUORANTHENE J 1.3 1.7 PQL ug/Kg
Butylbenzylphthalate J 6.9 19 PQL ug/Kg J (all detects)
CHRYSENE J 0.97 1.7 PQL ug/Kg
NAPHTHALENE J 1.5 1.7 PQL ug/Kg
SL-609-SA8-SB-4.0-5.0 NAPHTHALENE J 1.3 1.8 PQL | ug/Kg J (all detects)
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Reporting Limit Outliers

Lab Reporting Batch ID: PHOQO Laboratory: LL
EDD Filename: PH090_v1 ¢QAPP Name: CDM_SSFL_131101_Lan

et

sim

Matrix: SO
Lab Reporting RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-614-SA8-SB-0.0-0.5 1-METHYLNAPHTHALENE J 0.97 1.8 PQL | ug/Kg
2-METHYLNAPHTHALENE J 1.0 1.8 PQL | ug/Kg
BENZO(A)PYRENE J 0.76 1.8 PQL | ug/Kg
BENZO(G,H,)PERYLENE J 0.87 1.8 PQL | ug/Kg
BENZO(K)FLUORANTHENE J 1.1 1.8 PQL | ug/Kg J (all detects)
CHRYSENE J 1.0 1.8 PQL | ug/Kg
FLUORANTHENE J 0.90 1.8 PQL | ug/Kg
INDENO(1,2,3-CD)PYRENE J 0.77 1.8 PQL | ug/Kg
PYRENE J 0.97 1.8 PQL | ug/Kg
SL-614-SA8-SB-4.0-5.0 BENZO(B)FLUORANTHENE J 0.86 1.8 PQL | ug/Kg
CHRYSENE J 1.1 1.8 PQL | ug/Kg
FLUORANTHENE J 0.97 18 PQL | ugiKg | Y (@lldetects)
PYRENE J 1.1 1.8 PQL | ug/Kg
SL-843-SA8-SB-4.0-5.0 1-METHYLNAPHTHALENE J 0.94 1.9 POL | ug/Kg
2-METHYLNAPHTHALENE J 1.1 1.9 POL | ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 7.5 20 PQL | ug/Kg J (all detects)
CHRYSENE J 0.48 1.9 PQL | ug/Kg
NAPHTHALENE J 1.6 1.9 POL | ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/6/2013 9:30:52 AM ADR version 1.7.0.207 Page 5of 5



Enclosure 1l

EPA Level IV Data Validation Reports



LDC Report# 30434E2b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:

Collection Date:

LDC Report Date:

Matrix:

Parameters:

Validation Level:

Laboratory:

Sample Delivery Group (SDG):
Sample Identification

SL-543-SA8-SB-0.0-0.5
SL-543-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0
SL-543-SA8-SB-4.0-5.0MS
SL-543-SA8-SB-4.0-5.0MSD

VALOGIN\CDM\SSFL\30434E2B_CD4.DOC

Santa Susana Field Laboratory
August 13, 2013

September 26, 2013

Soil

Semivolatiles

Level IV

Eurofins Lancaster Laboratories

PHO90



Introduction
This data review covers 9 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8270D using
Selected lon Monitoring (SIM) for Semivolatiles.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

udJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\30434E2B_CD4.DOC



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals. All ion abundance
requirements were met.

lll. Initial Calibration
Initial calibration was performed using required standard.

Percent relative standard deviations (%RSD) were less than or equal to 30.0% for all
compounds.

Average relative response factors (RRF) for all compounds were within method and
validation criteria.

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

Percent differences (%D) between the initial calibration RRF and the continuing
calibration RRF were within the method criteria of less than or equal to 20.0% for

calibration check compounds (CCCs) and 25.0% for all other compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 25.0% for all compounds.

All of the continuing calibration relative response factors (RRF) were within method and
validation criteria.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No semivolatile
contaminants were found in the method.

Sample EB-081413 (from SDG PH091) was identified as an equipment blank. No
semivolatile contaminants were found with the following exceptions:

VALOGIN\CDM\SSFL\30434E2B_CD4.DOC



Sampling Associated
Blank ID Date Compound Concentration Samples
EB-081413 8/14/13 Naphthalene 0.058 ug/L All samples in SDG PH090
2-Methylnaphthalene 0.012 ug/L.
Diethylphthalate 0.31 ug/L
Di-n-butylphthalate 0.2 ug/L
Bis(2-ethylhexyl)phthalate 0.3 ug/L

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No semivolatile
contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
FB-041113 41113 Di-n-butylphthalate 0.17 ug/L All samples in SDG PH0%0
Diethylphthalate 0.18 ug/L
Bis(2-ethylhexyl)phthalate 0.082 ug/L
1-Methyinaphthalene 0.019 ug/L
2-Methylnaphthalene 0.024 ug/L
Naphthalene 0.17 ug/L

Sample concentrations were compared to concentrations detected in the field blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated field blanks.

VL. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates
Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits with the following exceptions:

Spike ID
(Associated MS (%R) MSD (%R) RPD
Samples) Compound (Limits) (Limits) (Limits) Flag AorP

SL-543-SA8-SB-4.0-5.0MS/MSD 115 (48-113) - J (all detects) A

N-Nitrosodimethylamine -
(SL-543-SA8-SB-4.0-5.0) .

VIII. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limit.

VALOGIN\CDM\SSFL\SA8\30434E2B_CD4.DOC



IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Internal Standards

All internal standard areas and retention times were within QC limits.
XI. Target Compound Identifications

All target compound identifications were within validation criteria.
Xll. Compound Quantitation

All compound quantitation were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH090 All compounds reported below the RL. J (all detects) A

XIll. Tentatively Identified Compounds (TICs)

Tentatively identified compounds were not reported by the laboratory.

XIV. System Performance

The system performance was acceptable.

XV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XVLI. Field Duplicates

Samples SL-543-SA8-SB-4.0-5.0 and SL-843-SA8-SB-4.0-5.0 were identified as field

duplicates. No volatiles were detected in any of the samples with the following
exceptions:

Concentration (ug/Kg)

RPD
Compound SL-543-SA8-SB-4.0-5.0 | SL-843-SA8-SB-4.0-5.0 (Limits) Flag AorP
Naphthalene 1.1 1.6 37 (s50)

VALOGIN\CDM\SSFL\SA8\30434E2B_CD4.DOC



Concentration (ug/Kg)

VALOGIN\CDOM\SSFL\SA8\30434E2B_CD4.DOC

RPD
Compound SL-543-SA8-SB-4.0-5.0 | SL-843-SA8-SB-4.0-5.0 | (Limits) Flag AorP
Chrysene 1.9V 0.48 200 (=50) J (all detects) A
UJ (all non-detects)
Bis(2-ethylhexyl)phthalate 20U 7.5 200 (s50) J (all detects) A
UJ (all non-detects)
1-Methylnaphthalene 1.9U 0.94 200 (=50) J (all detects) A
UJ (all non-detects)
2-Methylnaphthalene 1.9U 11 200 (=50) J (all detects) A
UJ (all non-detects)
6




Santa Susana Field Laboratory
Semivolatiles - Data Qualification Summary - SDG PH090

SL-843-SA8-SB-4.0-5.0

Bis(2-ethylhexyl)phthalate

1-Methylnaphthalene
2-Methylnaphthalene

UJ (all non-detects)

SDG Sample Compound Flag AorP Reason (Code)
PH090 SL-543-SA8-SB-4.0-5.0 N-Nitrosodimethylamine J (all detects) A Matrix spike/Matrix spike
duplicate (%R) (Q)
PH090 SL-543-SA8-SB-0.0-0.5 All compounds reported J (all detects) A Compound quantitation
SL-543-SA8-SB-4.0-5.0 below the RL. (¥4)
SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0
PHO90 SL-543-SA8-SB-4.0-5.0 Chrysene J (all detects) A Field duplicates (RPD)

(FD)

Santa Susana Field Laboratory
Semivolatiles - Laboratory Blank Data Qualification Summary - SDG PH090

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Semivolatiles - Field Blank Data Qualification Summary - SDG PH090

VALOGIN\CDM\SSFL\SA8\30434E2B_CD4.DOC

No Sample Data Qualified in this SDG




LDC #__ 30434E2b VALIDATION COMPLETENESS WORKSHEET Date:__7/%X/1>

SDG #:___PH090 Level IV Page:_[of /
Laboratory:_Eurofins Lancaster Laboratories Reviewer. &~

von 2nd Reviewer: f
METHOD: GC/MS PeWnuebaPAfomatthycrrocarbons (EPA SW 846 Method 82702’ -SIM)

The samples listed below were reviewed for each of the following validation areas. Valldatlon findings are noted in attached
validation findings worksheets.

Validation Area Comments
I.__{ Technical holding times A Sampling dates: % ' 1 ' 1Y
1. GC/MS Instrument performance check JAN ‘ '
.| Initial calibration JAN % pr0 £ 30
IV. | Continuing calibration/ICV A ey / eV £ X
V. | Blanks JAS
VI. | Surrogate spikes D
Vil. | Matrix spike/Matrix spike duplicates A
VII. | Laboratory control samples -;L\ L 0‘7
IX. | Regional Quality Assurance and Quality Control N
X. | Internal standards A
Xl. | Target compound identification JAX
Xll. | Compound guantitation/RL/LOQ/LODs A
XIil. | Tentatively identified compounds (TICs) N
XIV. | System performance ﬂ
XV. | Overali assessment of data A.
XVI. | Field duplicates W p= L 4>
xvil. | Field blanks SW ER=EB—0B|HW> opg b+ Pl

PB— o413 3D§ Byuore

Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank

Validated Samples:

1 | SL-543-SA8-SB-0.0-0.5 M| SHL \‘/_ L\ 2322 21 31
2 | SL-543-SA8-§B-4.0-5.0 12 22 32
3 | SL-843-SA8-SB-4.0-5.0 13 23 33
4 | SL-609-SA8-SB-0.0-0.5 14 24 34
5 | SL-609-SA8-SB-4.0-5.0 15 25 35
6 | SL-614-SA8-SB-0.0-0.5 16 26 36
7 | SL-614-SA8-SB4.0-5.0 17 27 37
8 | SL-543-SA8-SB-4.0-5.0MS 18 28 38
9 | SL-543-SA8-SB4.0-5.0MSD__ | 19 29 39
10 20 30 40

30434E2bW.wpd



LDC#__ HO42H E b VALIDATION FINDINGS CHECKLIST Page: / of 2=
Reviewer: FT

2nd Reviewer: f

Area Yes No NA Findings/Comments

%&W@

Method: Semivolatiles (EPA SW 846 Method 8270C)

Validation

All technical holding times were met.

Cooler temperature criteria was met

Were the DFTPP performance results reviewed and found to be within the specified
criteria?

Were all samples analyzed within the 12 hour clock criteria?

Did the laboratory perform a 5 point calibration prior to sample analysis?

e
Were all percent relative standard deviations (%RSD) and relative response factors /
(RRF) within method criteria for all CCCs and SPCCs?

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907?

Were all percent relative standard deviations (%RSD) < 30%5% and relative 7
response factors (RRF) > 0.057

Was a continuing calibration standard analyzed at least once every 12 hours for ~
each instrument?

Were all percent differences (%D) and relative response factors (RRF) within
method criteria for all CCCs and SPCCs?

-
. v —
Were all percent differences (%D) < z%and relative response factors (RRF) >
0.05?

o

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet

Were all surrogate %R within QC limits?

If 2 or more base neutral or acid surrogates were outside QC limits, was a
reanalysis performed to confirm %R?

If an

\

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated

MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

N

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Level IV checklist_8270C.wpd version 2.0



LDC# oHHHEIY VALIDATION FINDINGS CHECKLIST Page: Zof %
Reviewer:_ FT

2nd Reviewer: %

Validation Area Yes | No | NA Findings/Comments

Was an LCS analyzed per extraction batch?

P
Were the LCS percent recoveries (%R) and relative percent difference (RPD) within /
the QC limits?

Were performance evaluation (PE) samples performed? g

Were the performance evaluation (PE) samples within the acceptance limits?
N

Were internal standard area counts within -50% or +100% of the associated
calibration standard?

Did compound spectra meet specified EPA "Functional Guidelines" criteria?

/
Were relative retention times (RRT's) within + 0.06 RRT units of the standard? -~
e

Were the correct internal standard (IS), quantitation ion and relative response factor
(RRF) used to quantitate the compound? el

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and -
dry weight factors applicable to level IV validation?

o N

Were the major ions (> 10 percent relative intensity) in the reference spectrum L
evaluated in sample spectrum? -7

Were relative intensities of the major ions within + 20% between the sample and the
reference spectra? A

Did the raw data indicate that the laboratory performed a library search for all
required peaks in the chromatograms (samples and blanks)?

Field duplicate pairs were identified in this SDG. 1

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

Level IV checklist_8270C.wpd version 2.0



METHOD: GC/MS SVOA

VALIDATION FINDINGS WORKSHEET

A. Phenol

T. 4-Chloroaniline

MM. 4-Chlorophenyi-phenyl ether

FFF. Di-n-octylphthalate

YYY. 2,3,5-Trimethylnaphthalene

B. Bis (2-chloroethy!) ether

U. Hexachlorobutadiene

NN. Fluorene

GGG. Benzo(b)fluoranthene

Z7ZZ. Perylene

C. 2-Chlorophenol

V. 4-Chloro-3-methyiphenol

00. 4-Nitroaniline

HHH. Benzo(k)fluoranthene

AAAA. Dibenzothiophene

D. 1,3-Dichlorobenzene

W. 2-Methylnaphthalene

PP. 4,6-Dinitro-2-methylphenol

lll. Benzo(a)pyrene

BBBB. Benzo(a)fluoranthene

E. 1,4-Dichlorobenzene

X. Hexachlorocyclopentadiene

QQ. N-Nitrosodiphenylamine

JJJ. Indeno(1,2,3-cd)pyrene

CCCC. Benzo(b)fiuorene

F. 1,2-Dichlorobenzene

Y. 2,4,6-Trichlorophenol

RR. 4-Bromophenyl-phenylether

KKK. Dibenz(a,h)anthracene

DDDD. cis/trans-Decalin

G. 2-Methylphenol

Z. 2,4,5-Trichlorophenol

SS. Hexachiorobenzene

LLL. Benzo(g,h,i)perylene

EEEE. Biphenyl

H. 2,2'-Oxybis(1-chioropropane)

AA. 2-Chloronaphthalene

TT. Pentachlorophenol

MMM. Bis(2-Chioroisopropyl)ether

FFFF. Retene

1. 4-Methytphenol

BB. 2-Nitroaniline

UU. Phenanthrene

NNN. Aniline

GGGG. C30-Hopane

J. N-Nitroso-di-n-propylamine

CC. Dimethyiphthalate

VV. Anthracene

00O0. N-Nitrosodimethylamine

HHHH. 1-Methylphenanthrene

K. Hexachloroethane

DD. Acenaphthylene

WW. Carbazole

PPP. Benzoic Acid

Ilil, 1,4-Dioxane

L. Nitrobenzene

EE. 2,6-Dinitrofoluene

XX. Di-n-butylphthalate

QQQ. Benzyl alcohol

JJJJ. Acetophenone

M. Isophorone

FF. 3-Nitroaniline

YY. Fluoranthene

RRR. Pyridine

KKKK. Atrazine

N. 2-Nitrophenol

GG. Acenaphthene

ZZ. Pyrene

SSS. Benzidine

LLLL, Benzaldehyde

0. 2,4-Dimethylphenol

HH. 2,4-Dinitrophenol

AAA. Butylbenzylphthalate

TTT. 1-Methylinaphthalene

MMMM. Caproiactam

P. Bis(2-chloroethoxy)methane 1. 4-Nitrophenol BBB. 3,3"-Dichlorobenzidine UUU.Benzo(b)thiophene NNNN.
Q. 2,4-Dichlorophenol JJ. Dibenzofuran CCC. Benzo{a)anthracene VVV.Benzonaphthothiophene 0000.
R. 1,2,4-Trichlorobenzene KK. 2,4-Dinitrotoluene DDD. Chrysene WWW.Benzo(e)pyrene PPPP.

S. Naphthalene LL. Diethylphthalate EEE. Bis(2-ethylhexyl)phthalate XXX. 2,6-Dimethylnaphthalene QQQQ.

V:\Validation Worksheets\ Semivolatiles\82706C\COMPNDL_SVOA wpd



VALIDATION FINDINGS WORKSHEET page. of /
Field Blanks Reviewer:  FT

4 2nd Reviewer:___ 2>
ETHOD: GC/MS BNA (EPA SW 846 Method 8270,@5

N/A Were field blanks identified in this SDG?
N/A Weye target compounds detected in the fig|d blanks?

nk units:__W ssociated sample units:__ s T
Sampling date:_ % \> _
Field blank type: (circlé one) Field Blank / Rinsate / Other: €1®  Associated Samples: A \;5 C VO 4 »g 7<>

Lbc#__ >04>d4E3b

_M"ﬂ__l Blank 1D Sample Identification
St
o) 0.098 | 0.29
w) 0.0\2 | 0.0l
Ly 0.3\ 1-99
XX 0.2 l.oO
EEE 0. 1-$
Blank units: L Associated sample units: wa “(ﬁa FB= FR - o\ >

Sampling date:

Field blank type: (circle one) Field Blank / Rinsate / Other:_ BB Associated Samples: -Ar \\ < NO 7 X >
Compound | Blank ID Sample Identification
e gX
bad 0.\1 0.5
L 0.|¥ 0.90
EEE 0.092 | o0.4|
TT71 ©.019 0.095
w .04 | o012
S 0.\ 0.95

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Common contaminants such as the phthalates and TICs noted above that were detected in samples within ten times the associated field blank concentration were qualified as not detected, "U". Other

contaminants within five times the field blank concentration were also qualified as not detected, "U".

FBLKASC2.28



LDC #_20434 €2, VALIDATION FINDINGS WORKSHEET Page:_| of |

Matrix Spike/Matrix Spike Duplicates Reviewer_ AL
2nd Reviewer:
METHOD: GC/MS BNA (EPA SW 846 Method 8270D) f
Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
Y N N/A Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each matrix in this SDG? If no, indicate which matrix does not have an associated

MS/MSD. Soil / Water.
N/A Was a MS/MSD analyzed every 20 samples of each matrix?
Y ﬁ) N/A Were the MS/MSD percent recoveries (%R) and the relative percent differences (RPD) within the QC limits?

MS MSD
# Date MS/MSD ID Compound %R (Limits) %R (Limits) RPD (Limits) Associated Samples Qualifications
8/9 000 NS ye-13) = 2 3 (dedectd /A

(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(

(
(
(
(
(
(
(
(
{
(
(
(
(
(
(
(
(
(
(
(
(
(
(
{
(
(
(
{

- |~ 1~ |~~~ ]~~~ |~F}~|~~ |~~~ 1]~|~]~]~]- ]|
b |~ |~ | |~ |~~~ |~ |~~~ |~ | |~ |~ |~ ]~ |~ |~

)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)

)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)
)

__(

MSD.2SD



LDC#_ 2% > HE™

METHOD: GC/MS BNA (EPA SW 846 Method 8270C)

YN N/A
Y/N N/A

Were field duplicate pairs identified in this SDG?
Were target compounds identified in the field duplicate pairs?

VALIDATION FINDINGS WORKSHEET
Field Duplicates

Page: / of
Reviewer:  FT

2nd reviewer:

Cancentration (

Cm)
£ 50

)
Compound o— 5 RPD
S /-] R% 27
PP [-9u 0.48 200 3 [ud/a
EEE 204 1.5
71T LouU 0.94
W ]-9u Ly J \Y
Caoncentration ( )
Compound RPD
Concentration { )
Compound RPD
Concentration ( )
Compound RPD

FLDUP4.28



Loc# oY 3yESb

METHOD: GC/MS BNA (EPA SW 846 Method 8270€7 £

VALIDATION FINDINGS WORKSHEET
Initial Calibration Calculation Verification

Page: L of _{

Reviewer:  FT

2nd Reviewer: =

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation (%RSD) were recalculated for the compounds identified below using the following

calculations:

RRF = (A)C/(As)(C,))

average RRF = sum of the RRFs/number of standards

%RSD = 100 * (S/X)

A, = Area of compound,
C, = Concentration of compound,
S = Standard deviation of the RRFs,

A, = Area of associated internal standard

C, = Concentration of internal standard
X = Mean of the RRFs

—Reported |

Reported Recalciilated Reparted Recalculated |
Calibration RRF RRF Average RRF | Average RRF %RSD %RSD
# Standard ID Date Compound {Reference Internai Standard) { \ std) ( ! std) (initial) (initial)
1 \ oL '&Iq I \> o8- (1stinternal standard) 0 10LA 0.6 o110 0-110 [ S
S {2nd internal standard) 1.05 \ j.evl 1. O4lo (0‘“0 2. 2
N (3rd internal standard) 1. %24 |- 324 \-29% {- 7/ﬁ8 3 >
YY (4th internal standard) 104 |- %04 \. 29D 1:1299 % 3 3
eTE (5th internal standard) 0. 707 0. ']O7 0. 71%4 o :\’5‘/ & 'Y
1T (Bth i L 1S2- [\ &2 IRBIAS -l 2 —
2
3

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated

results.

INICLC.2S8



LDc# S0 43y Fab

VALIDATION FINDINGS WORKSHEET

Continuing Calibration Results Verification

D

METHOD: GC/MS BNA (EPA SW 846 Method 82702{/"/

/
Page: of /

Reviewer:  FT

2nd Reviewer: e

The percent difference (%D) of the initial calibration average Relative Response Factors (RRFs) and the continuing calibration RRFs were recalculated for the compounds
identified below using the following calculation:

% Difference = 100 * (ave. RRF - RRF)/ave. RRF

RRF = (A}C)/I(ANC,)

Where:

RRF = continuing calibration RRF
A, = Area of compound,
C, = Concentration of compound,

ave. RRF = initial calibration average RRF

A, = Area of associated internal standard
C;, = Concentration of internal standard

Renortad Recalculated Reported Recalculated |
Calibration Compound {Reference Internal Average RRF . RRF RRF %D %D
# Standard ID Date Standard) (initial) (CC) {CC)
1 [O0eN X '243\ \'b 66 _(1st internal standard) o-170 (o alox! 0 .10 \% | K
S (2nd internal standard) v o4l y.037 _|-© L7 2- s
VN (3rd internal standard) | |- 298 1.24 9 1.-299 = )
Y Y (4th internal standard) {-2>4Y - 3072 1 302 O o
EEFE (5th internal standard) o- 34 0.774% O.749 2~ >
T Tit (6th internal standardy | L * Wl |~)&7_. \-L;aa')/ G (&
2 (1st internal standard)
(2nd internal standard)
(3rd internal standard)
___(4thinternal standard)
(5th internal standard)
{6th internal standard)
3

(2nd internal standard)

(3rd internal standard)

(4th internal standard)

(5th internal standard)

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the

recalculated results.

CONCLC.2S



Vd

VALIDAIION FINDINGS WORKSHEET Page:_ 7 of

Surrogate Results Verification Reviewer: FT

2nd reviewer: {

LDC# 2L s &S/

p
METHOD: GC/MS Semivolatiles (EPA SW 846 Method 8270€7 F

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100 Where: SF = Surrogate Found
S8 = Surrogate Spiked
Sample ID: 3|
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
. benz(ﬂfe\_/vﬁv’o\mw .0 0. AW 2 » B
2-Fluorobiph%%*mba—(;b\)$ revs A 0.919 X A |
Tapnenfre - ‘x«m}' It b 0.9%9 29 i 4
Phenol/S l
2~Flu/rophenol
2,4/é-Tribromophenol
%é)hlorophenol-d4
Z1.,.2-Diehle«eéeﬁ-zeﬁe~d4
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5
2-Fluorobiphenyl
Terphenyl-d14
Phenol-d5
2-Fluorophenol
2,4,6-Tribromophenol
2-Chlorophenol-d4
1,2-Dichlorobenzene-d4
Sample ID: _
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5
2-Fluorobiphenyi
Terphenyl-d14
Phenol-d5
2-Fluorophenol
2,4,6-Tribromophenol
2-Chlorophenol-d4
1,2-Dichlorcbenzene-d4

SURRCALC.28




LDC #_Boy3vESL VALIDATION FINDINGS WORKSHEET Page: ~ of/_
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer:  FT

2nd Reviewer: %

i7
METHOD: GC/MS BNA (EPA SW 846 Method 827027 F7

The percent recoveries (%R) and Relative Percent Difference (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below
using the following calculation:

% Recovery = 100 * (SSC - SC)/SA Where: SSC = Spiked sample concentration SC = Sample concentation
SA = Spike added

RPD =1 MSC - MSC | * 2/(MSC + MSDC) MSC = Matrix spike concentration MSDC = Matrix spike duplicate concentration

MS/MSD samples: ¥ 1+ A

Spike Sample Spiked Sample ___Matrix Spike Mafrix Spike Duplicat MS/MSD
Added Concentration Concentration .
Compound ( \\\6’\ (ual { Percent Recovery Percent Recovery RPD
< S b [9) J
MS V1 0 T | E— MS MSD Reported Recalc Repart alc Reparted Recalculated |
Phenol
N-Nitroso-di-n-propylamine
4-Chloro-3-methylphenol
Acenaphthene 2%.%D |33, (SAP 2\-9% 32.57% AL aL Ay 2K > 2
Pentachlorophenol
Pyrene 3.3 | 33.3% 1% .8l |32.0q | L ae b /
L

Comments: Referto Matrix Spike/Matrix Spike Duplicates findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalculated results.

MSDCLC.2S



LDC#_ 30y 3y € 25 VALIDATION FINDINGS WORKSHEET Page:_/ofi
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer,_ FT

2nd Reviewer:@;

D
METHOD: GC/MS BNA (EPA SW 846 Method 8270€§ 7

The percent recoveries (%R) and Relative Percent Difference (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

% Recovery = 100 * (SC/SA Where: SSC = Spike concentration
SA = Spike added
RPD =1LCSC - LCSDC | * 2/(LCSC + LCSDC) LCSC = Laboratory control sample concentration LCSDC = Laboratory contro! sample duplicate concentration
LCS/LCSD samples: L2 LBLAD
Spike Spike 1CS 1 GSD L CSN CSD
Added Concentration
Compound ( q\m ( wse \¥4, Percent Recovery Percent Recovery RPD
[ g 7 [4)
S | CSND I CS 1 CSD Reported Recalc Reported Recalc Reparted Recalculated |
Phenol (
N-Nitroso-di-n-propylamine
4-Chloro-3-methylphenol
Acenaphthene 2%, 3y A 23.4 WA 10 o 10 L) /
Pentachlorophenol /
Pyrene 2. 3 A 2. 4S NGYAN 100 oD A

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicates findings worksheet for list of qualifications and associated samples when reported
results do not agree within 10.0% of the recalculated results.

LCSCLC.28



Loc#_ S04 3¥Exb

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

/

Page: 4 of
Reviewer: FT

p
METHOD: GC/MS BNA (EPA SW 846 Method 8270255 17

Y N N/A
Y N _N/A

2nd reviewer: é

Were all reported results recalculated and verified for all level IV samples?
Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Concentration =  (A)IXV)DF)(2.0) Example:
(A)(RRF)(V)(V))(%S)

A, = Area of the characteristic ion (EICP) for the Sample 1.D. ! . Mbo ) 'YU)

compound to be measured
A, = Area of the characteristic ion (EICP) for the specific

internal standard o
Iy = Amount of internal standard added in nanograms (ng) Conc. = ( 3o "H)P \ 1Y) X \ X {0(90)( )

d ( X X ) )
2440 b

A = Volume or weight of sample extract in milliliters (ml) or ' L\‘_} -\ 30 0. cl S

grams (g).
V, = Volume of extract injected in microliters (ul) =
V, = Volume of the concentrated extract in microliters (ul)
Df = Diltion Factor. 1o “y \'\(‘X
%S = Percent solids, applicable to soil and solid matrices

only.
2.0 = Factor of 2 to account for GPC cleanup

Reported Calculated
Concentration Concentration
# Sample ID Compound ( ) ( ) Qualification

RECALC.2S



LDC Report# 30434E3b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: August 13, 2013

LDC Report Date: September 26, 2013

Matrix: Soil

Parameters: Polychlorinated Biphenyls
Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH090
Sample ldentification

SL-543-SA8-SB-0.0-0.5
SL-543-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0
SL-543-SA8-SB-4.0-5.0MS
SL-543-SA8-SB-4.0-5.0MSD

VALOGIN\CDM\SSFL\30434E3B_CD4.DCC



Introduction
This data review covers 9 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8082A for
Polychlorinated Biphenyis.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

ud Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\30434E3B_CD4.DOC 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. GC/ECD Instrument Performance Check

Instrument performance was acceptable unless noted otherwise under initial calibration
and continuing calibration sections.

Ill. Initial Calibration

Initial calibration of multicomponent compounds was performed for the primary
(quantitation) column as required by the method.

The percent relative standard deviations (%RSD) were less than or equal to 20.0% for
all compounds.

Retention time windows were evaluated and considered technically acceptable.
IV. Continuing Calibration
Continuing calibration was performed at required frequencies.

The percent differences (%D) of calibration factors in continuing standard mixtures were
within the 20.0% QC limits.

The percent difference (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No polychlorinated
biphenyl contaminants were found in the method blanks.

Sample EB-081413 (from SDG PH091) was ldentlﬂed as an equipment blank. No
polychlorinated biphenyl contaminants were found.

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No
polychlorinated biphenyl contaminants were found.

VALOGIN\CDM\SSFL\30434E3B_CD4.DOC 3



VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VIl. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.

VIII. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Florisil Cartridge Check

Florisil cleanup was not required and therefore not performed in this SDG.
Xl. GPC Calibration

GPC cleanup was not required and therefore not performed in this SDG.
XIl. Target Compound ldentification

All target compound identifications were within validation criteria.

Xlll. Compound Quantitation

All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH090 All compounds reported below the RL. J (all detects) A

XIV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

VALOGIN\CDM\SSFL\30434E3B_CD4.DOC



XV. Field Duplicates

Samples SL-543-SA8-SB-4.0-5.0 and SL-843-SA8-SB-4.0-5.0 were identified as field
duplicates. No polychlorinated biphenyls were detected in any of the samples.

VALOGIN\CDM\SSFL\SA8\30434E3B_CD4.DOC



Santa Susana Field Laboratory
Polychlorinated Biphenyls - Data Qualification Summary - SDG PH090

SDG

Sample

Compound

Flag

AorP

Reason (Code)

PHOQ90

SL-543-SA8-SB-0.0-0.5
SL-543-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0

All compounds reported
below the RL.

J (all detects)

Compound quantitation

)

Santa Susana Field Laboratory
Polychlorinated Biphenyls - Laboratory Blank Data Qualification Summary - SDG

PHO090

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Polychlorinated Biphenyls - Field Blank Data Qualification Summary - SDG PH090

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\30434E3B_CD4.DOC



LDC #__ 30434E3b VALIDATION COMPLETENESS WORKSHEET Date: 7[7\’//3

SDG #:___PH090 Level IV Page._ lof /
Laboratory: Eurofins Lancaster Laboratories Reviewer:; 2]
2nd Reviewer.____z~

METHOD: GC Polychlorinated Biphenyls (EPA SW 846 Method 8082A)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validati A .
l. | Technical holding times A Sampling dates: ‘&l ) \_")
li. | GC/ECD Instrument Performance Check NA
. | Initial calibration N % A0 & 20
IV. { Continuing calibration/ICV A \(N / eN £ 7")
V. | Blanks A
VI. | Surrogate spikes [
VII. | Matrix spike/Matrix spike duplicates A
VIIi. | Laboratory control samples A LeS
1X. | Regional quality assurance and quality control N
X. | Florisil cartridge check N
Xl. | GPC Calibration N
XIi. | Target compound identification A
XIIi. | Compound guantitation/RL/LOQ/LODs AN
XIV. | Overall assessment of data A
XV. | Field duplicates r\J % D = > a H
XVI. | Field blanks MO BB ER— 0BI4TS o6 U proal
Note: A = Acceptable ND = No compounds de‘:ec(:?ed:: ¥ &D: D?[;i*c;t;‘ > 5 \Qé" ﬂ— \9-\;\0 241
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples:
201L
1_| SL-543-SA8-SB-0.0-0.5 11| PBRL\O23S 21 31
2 | SL-543-SA8-SB-4.0-5.0 12 22 32
3 | SL-843-SA8-SB-4.0-5.0 13 23 33
4 | SL-609-SA8-SB-0.0-0.5 14 24 34
5 | SL-609-SA8-SB-4.0-5.0 15 25 35
6 | SL-614-SA8-SB-0.0-0.5 16 ‘ 26 36
7 | SL-614-SA8-SB-4.0-5.0 17 27 37
8 | SL-543-SA8-SB-4.0-5.0MS 18 28 38
9 | SL-543-SA8-SB-4.0-5.0MSD 19 29 39
10 20 30 40
Notes:

30434E3bW.wpd



oc#_ 30H434E>D

Method: /GC HPLC

VALIDATION FINDINGS CHECKLIST

Page: ! of *
Reviewer: FT
2nd Reviewer: A
——

Validation Are

All technical holding times were met.

Findings/Comments
Nt 7

Cooler temperature criteria was met.

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) < 20%?

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.990?

Were the RT windows properl

established?

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7?

Were all the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet

Weré all surrogate %R within the QC limits?

If the percent recovery (%R) for one or more surrogates was out of QC limits, was
ed

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

\

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC Iimits? _

controlsamples

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



Loc#__ 3PH»HE>h

VALIDATION FINDINGS CHECKLIST

Page:_% of_ %
Reviewer.__ FT7T

2nd Reviewer: é 7

Validation Area

[el
[o]

o

Were compound quantitation and CRQLs adjusted to reflect ail sample dilutions
and dry weight factors applicable to level IV validation?

i :

Field duplicate pairs were identified in this SDG.

Were the retention times of reported detects within the RT windows? ‘--—
- 5 .

Findings/Comments

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0



LDC#__ 3O Y34 €3, VALIDATION FINDINGS WORKSHEET Page.__“of__/

Initial Calibration Calculation Verification Reviewer.___ 7~ 7

2nd Reviewer:
. _@

METHOD: GC HPLC

The calibration factors (CF) and relative standard deviation (%RSD) were recalculated using the following calculations:

CF=A/C Where: A = Area of compound

Average CF = sum of the CF/number of standards C = Concentration of compound

%RSD = 100 * (S/X) S = Standard deviation of calibration factors
X = Mean of calibration factors

Reported Reparted _R Renorted Recalculated |
Calibration CF CF
Standard ID Date Compound ( MO0 std) (=0 O std) Ave CF (initial) Ave CF (intial) %RSD %RSD
\eA g2 1>
ZBHR) eo -\ 2<%l WWC || B || Y 1o /©
2B MR 12,0 =) 25t \& Ko \P ) ¥SHOS gstos” ~ v

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

INICLCrev.wpd



LDC #:

METHOD: GC

3oY3YE 2 b

/
HPLC

VALIDATION FINDINGS WORKSHEET
Continuing Calibration Results Verification

Page:._“of _~/
Reviewer. A2

2nd Reviewer: @

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration CF were recalculated for the compounds identified

below using the following calcutation:

% Difference = 100 * (ave. CF -CF)/ave.CF Where: ave. CF = initial calibration average CF
CF = continuing calibration CF
A = Area of compound
C = Concentration of compound
Reported Recalculated Reported Recalculated
Standard Calibration
# ID. Date Compound Average CF(lcal)/ CF/ Conc. CF/ Conc. %D %D
CCV Conc. cCcVv CCV
1 |1T203 x]m‘b]\"; Avocder 120 O 20,0 203, 2 203, B 2 P
zh MR)
PR ) 2v0. O 24 . 9L 24 -9 1> 1r—
2
3
4

Comments: Refer o Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of

the recalculated results.

CONCLC.wpd



LDCc #_ 2o LI E 35 VALIDATION FINDINGS WORKSHEET
Surrogate Results Verification

METHOD: -~ GC __ HPLC

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100 Where: SF = Surrogate Found
S8 = Surrogate Spiked
Sample ID: 4 |

Page: / of/

Reviewer: £7

2nd reviewer: @

Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Temx Bme) 10.0 \0 . 4q 20 104 10< oAl
—
Pt 2B MR L 19.0 V0. Sor\ A 10 10 1- 14
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated

SURRCALCNew.wpd



LDC# 3o 23%5‘% VALIDATION FINDINGS WORKSHEET Page:_/of 7
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer_ £ 7

2nd Reviewer: @__

/

METHOD: _—~ _GC _ _HPLC
The percent recoveries (%R) and relative percent differences (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below using
the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =(({SSCMS - SSCMSD} * 2) / (SSCMS + SSCMSD))*100 MS = Matrix spike MSD = Matrix spike duplicate
MS/MSD samples: ‘l{ -4 a\
Spike Sample Spike Sample Matrix spike Matrix Spike Duplicate MS/MSD

Added Copg. Concentration
Compound (MR \4‘\ ) ( “‘6\) { ) Percent Recovery Percent Recovery RPD
o

MS MSD Reported Recalc. Reported Recalc. Reported Recalc.
Gasoline (8015)
Diesel (8015)
Benzene (8021B)
Methane (RSK-175)
2.4-D (8151)
Dinoseb (8151)

Naphthalene  (8310)

Anthracene (8310)

HMX (8330)

2,4,6-Trinitrotoluene (8330)
PR - O Vol 7 v 0 V1879 | 1£).49 0] 107 109 j03 2 2-

Comments: Referto Matrix Spike/Matrix Spike Duplicates findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalculated results.

MSDCLCNew.wpd



Page: ___/ of _/
Reviewer,  /~7

2nd Reviewer:@

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

VALIDATION FINDINGS WORKSHEET
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification

LDC#_ 3oy 3¢y E3h

METHOD: _~GC__ HPLC

%Recovery = 100 * (SSC - SC)/SA Where  SSC = Spiked sample concentration
SA = Spike added

LCS = Laboratory Control Sample

SC = Sample concentration

RPD =(({SSCLCS - SSCLCSD} * 2) / (SSCLCS + SSCLCSD))*100 LCSD = Laboratory Control Sample duplicate

LCS/LCSD samples: LesS / D
Spike Sample Spike Sample LCS LCSD LCS/LCSD

( aic:i:ﬁa\) ( ioa\r\c\a\) ((Zontiz\trﬁm Percent Recovery Percent Recovery RPD
LCS Ul L\JCSD &j- ~ LCS ] ‘L/CSD Reported Recalc. Reported Recalc. Reported Recalc.

Gasoline (8015)

Diesel (8015)

Benzene (8021B)

Methane (RSK-175)

2,4-D (8151)

Dinoseb (8151)

Naphthalene  (8310)

Anthracene (8310)

HMX (8330)

2,4,6-Trinitrotoluene (8330)

PCB - L O b7 S hnd ND ng. L2 A 1077 o7 NA

Comments; Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported
results do not agree within 10.0% of the recalculated results.

LCSCLCNew.wpd



LDC #: 309/35/5%

VALIDATION FINDINGS WORKSHEET

Sample Calculation Verification

S e

METHOD: 7 GC ___HPLC

Y_}!' N/A
N N/A

Concentration=

Were all reported results recalculated and verified for all level IV samples?

(AY(FV)(Df)
(RF)(Vs or Ws)(%S/100)

Example:

Were all recalculated results for detected target compounds within 10% of the reported results?

Page: _ 7of 7
Reviewer. /A7

2nd Reviewer: e

Sample ID. 22 Compound Name 15y
A= Area or height of the compound to be measured
Fv=Final Volume of extract
Df= Dilution Factor
RF= Average response factor of the compound Concentration = -1
In the initial calibration
Vs= Initial volume of the sample 0. ﬂS“!
Ws= Initial weight of the sample
%S= Percent Solid :
= A1 \Aﬁ \\ia
Reported Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications
( ) { )
1R Bl W & M A 200 2) o) usY- - ¥ oLEaD
B2l (30) -2 = 491351
— : —2 = lo . L{.«z,alzz\
¥.PSAD —d = Ml LediX
—_< = . g1k
-{ . o1S107
= .22
Comments:

SAMPCALew.wpd




LDC Report# 30434E4

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
August 13, 2013

September 26, 2013

Soil

Metals

Level IV

Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH090

Sample ldentification

SL-543-SA8-SB-0.0-0.5
SL-543-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0
SL-543-SA8-SB-4.0-5.0MS
SL-543-SA8-SB-4.0-5.0MSD
SL-543-SA8-SB-4.0-5.0DUP

VALOGIN\CDM\SSFLA30434E4_CD4.DOC



Introduction

This data review covers 10 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Methods 6010C, 6020A,
and 7471B for Metals. The metals analyzed were Aluminum, Antimony, Arsenic,
Barium, Beryllium, Boron, Cadmium, Calcium, Chromium, Cobalt, Copper, Iron, Lead,
Lithium, Magnesium, Manganese, Mercury, Molybdenum, Nickel, Phosphorus,
Potassium, Selenium, Silver, Sodium, Strontium, Thallium, Tin, Titanium, Vanadium,
Zinc, and Zirconium.

This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Inorganic Superfund Data Review (January 2010).

A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.

The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\30434E4_CD4.DOC



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. ICPMS Tune

The mass calibration was within 0.1 AMU and the percent relative standard deviation
(%RSD) was less than or equal to 5%.

lll. Calibration

The initial and continuing calibrations were performed at the required frequency.

The calibration standards criteria were met.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No metal contaminants

were found in the initial, continuing and preparation blanks with the following
exceptions:

Maximum Associated
Method Blank ID Analyte Concentration Samples
PB (prep blank) Tin 1.825 mg/Kg All samples in SDG PH090
Zinc 0.316 mg/Kg
ICB/CCB Chromium 1.3 ug/L All samples in SDG PH090
Vanadium 1.2 ug/L
ICB/CCB tead 2.0 ug/L SL-543-SA8-SB-0.0-0.5

SL-543-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0

ICB/CCB Nickel 1.3 ug/L SL-543-SA8-SB-4.0-5.0
ICB/CCB Nickel 1.4 ug/L SL-543-SA8-5B-0.0-0.5
Tin 1.4 ug/L SL-843-SA8-SB-4.0-5.0

SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0

VALOGIN\CDM\SSFL\30434E4_CD4.DOC 3




Data qualification by the initial, continuing and preparation blanks (ICB/CCB/PBs) was
based on the maximum contaminant concentration in the ICB/CCB/PBs in the analysis
of each analyte. The sample concentrations were either not detected or were
significantly greater (>5X blank contaminants) than the concentrations found in the
associated method blanks with the following exceptions:

Reported Modified Final

Sample Analyte Concentration Concentration
SL-543-SA8-SB-0.0-0.5 Tin 3.52 mg/Kg 3.52U mg/Kg
SL-543-SA8-SB-4.0-5.0 Tin 4.06 mg/Kg 4.06U mg/Kg
SL-843-SA8-5B-4.0-5.0 Tin 3.90 mg/Kg 3.90U mg/Kg
SL-609-SA8-SB-0.0-0.5 Tin 3.63 mg/Kg 3.63U mg/Kg
SL-609-SA8-SB-4.0-5.0 Tin 3.61 mg/Kg 3.61U mg/Kg
SL-614-SA8-SB-0.0-0.5 Tin 3.42 mg/Kg 3.42U mg/Kg
SL-614-SA8-SB-4.0-5.0 Tin 3.56 mg/Kg 3.56U mg/Kg

Sample EB-081413 (from SDG PH091) was identified as an equipment blank. No metal
contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Analyte Concentration Samples
EB-081413 8/14/13 Calcium 0.0798 mg/L. All samples in SDG PH090
Boron 0.0106 mg/L

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No metal
contaminants were found with the following exceptions:

Sampling Associated
Blank |D Date Analyte Concentration Samples
FB-041113 4/11/13 Copper 0.0036 mg/L | All samples in SDG PH090
Molybdenum 0.0036 mg/L

Sample concentrations were compared to concentrations detected in the field blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated field blanks with
the following exceptions:
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Reported Modified Final

Sample Analyte Concentration Concentration
SL-543-SA8-SB-0.0-0.5 Molybdenum 0.294 mg/Kg 0.294U mg/Kg
SL-543-SA8-SB-4.0-5.0 Molybdenum 0.250 mg/Kg 0.250U mg/Kg
SL-843-SA8-SB-4.0-5.0 Molybdenum 0.297 mg/Kg 0.297U mg/Kg
SL-609-SA8-SB-0.0-0.5 Molybdenum 0.189 mg/Kg 0.189U mg/Kg
SL-614-SA8-SB-0.0-0.5 Molybdenum 0.208 mg/Kg 0.208U mg/Kg

V. ICP Interference Check Sample (ICS) Analysis

The frequency of analysis was met.

The criteria for analysis were met.

VI. Matrix Spike Analysis

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits with the following exceptions:

Spike ID
(Associated MS (%R) MSD (%R) RPD
Samples) Analyte (Limits) (Limits) (Limits) Flag AorP
SL-543-SA8-SB-4.0-5.0MS/MSD Antimony 51 (75-125) 52 (75-125) - J (all detects) A
(All samples in SDG PH090) UJ (all non-detects)
SL-543-SA8-SB-4.0-5.0MS/MSD Phosphorus 161 (75-125) - - J (all detects) A
(All samples in SDG PH090) Thallium - 134 (75-125) - J (all detects)

VIl. Duplicate Sample Analysis

Duplicate (DUP) sample analyses were reviewed for each matrix as applicable. Results
were within QC limits with the following exceptions:

DUP ID
(Associated Difference
Samples) Analyte RPD (Limits) (Limits) Flag AorP
SL-543-SA8-SB-4.0-5.0DUP Strontium 23 (=20) - J (all detects) A
(Al samples in SDG PHO090) UJ (all non-detects)
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VIIl. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

IX. Internal Standards

All internal standard percent recoveries (%R) were within QC limits.
X. Furnace Atomic Absorption QC

Graphite furnace atomic absorption was not utilized in this SDG. |
XI. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were
met.

XIl. Sample Result Verification
All sample result verifications were acceptable.

All metals reported below the RL and above the MDL were qualified as follows:

Sample Analyte Flag AorP

All samples in SDG PH090 All analytes reported below the J (all detects) A
RL and above the MDL.

XIll. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

Samples SL-543-SA8-SB-4.0-5.0 and SL-843-SA8-SB-4.0-5.0 were identified as field

duplicates. No metals were detected in any of the samples with the following
exceptions:

Concentration (mg/Kg)
RPD
Analyte SL-543-SA8-SB-4.0-5.0 SL-843-SA8-SB-4.0-5.0 {Limits) Flag AorP
Aluminum 36500 35700 2 (<50)
Arsenic 2.60 3.25 22 (<50)
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Concentration (mg/Kg)

VALOGIN\CDMASSFL\SA8\30434E4_CD4.DOC

Analyte SL-543-SA8-5B-4.0-5.0 SL-843-SA8-SB-4.0-5.0 (L?mpi[:s) Flag AorP
Barium 160 159 1 (=50) - -
Beryllium 1.08 1.07 1 (<50) - -
Boron 7.60 7.10 7 (<50) - -
Calcium - 8040 10700 28 (s50) - -
Chromium 41.1 41.1 0 (<50) - -
Cobalt 10.1 10.8 7 (s50) - -
Copper 18.9 19.1 1 (<50) - -
Iron 36500 36100 1 (s50) - -
Lead 11.6 1.7 1 (<50) - -
Lithium 27.9 27.8 0 (<50) - .
Magnesium 7890 7810 1 (<50) - -
Manganese 445 498 11 (<50) - -
Molybdenum 0.250 0.297 17 (=50) - -
Nickel 21.9 23.1 5 (<50) - -
Phosphorus 261 287 9 (=50) - -
Potassium 4910 5050 3 (=50) - -
Selenium 0.198 0.262 28 (=50) - -
Silver 0.0507 0.0616 19 (<50) - -
Sodium 320 257 22 (s50) - -
Strontium 49.2 59.0 18 (<50) - -
Thallium 0.401 0.445 10 (=50) - -
Tin 4.06 3.90 4 (<50) - -
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Concentration (mg/Kg)
RPD
Analyte SL-543-SA8-SB-4.0-5.0 S1.-843-SA8-SB-4.0-5.0 (Limits) Flag AorP
Titanium 1890 1830 3 (<50) - -
Vanadium 76.9 75.9 1 (£50) - -
Zinc 74.6 75.2 1 (s50) - -
Zirconium 8.30 8.28 0 (s50) - -
8




Santa Susana Field Laboratory
Metals - Data Qualification Summary - SDG PH090

SDG

Sample

Analyte

Flag

AorP

Reason (Code)

PH090

SL-543-SA8-SB-0.0-0.5
SL-543-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0
S1.-609-SA8-SB-0.0-0.5
SL-609-SA8-5B-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0

Antimony

J (all detects)
UJ (all non-detects)

Matrix spike/Matrix spike
duplicate (%R) (Q)

PH090

SL-543-SA8-SB-0.0-0.5
SL-543-SA8-5B-4.0-5.0
SL-843-SA8-5B-4.0-5.0
SL.-609-SA8-5B-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-5B-0.0-0.5
SL-614-SA8-5B-4.0-5.0

Phosphorus
Thallium

J (all detects)
J (all detects)

Matrix spike/Matrix spike
duplicate (%R) (Q)

PH090

SL-543-5A8-SB-0.0-0.5
SL-543-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0

Strontium

J (all detects)
UJ (all non-detects)

Duplicate sample analysis
(RPD) (E)

PHO090

SL-543-SA8-SB-0.0-0.5
SL-543-SA8-SB-4.0-5.0
S1-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL.-609-SA8-5B-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0

All analytes reported below

the RL and above the MDL.

J (all detects)

Sample result verification

@

Santa Susana Field Laboratory
Metals - Laboratory Blank Data Qualification Summary - SDG PH090

VALOGIN\CDMASSFL\SAB\30434E4_CD4.DOC

Modified Final
SDG Sample Analyte Concentration AorP Code
PHO90 SL-543-SA8-SB-0.0-0.5 Tin 3.52U mg/Kg A B
PH090 SL-543-SA8-SB-4.0-5.0 Tin 4.06U mg/Kg A B
PHO090 SL-843-SA8-5B-4.0-5.0 Tin 3.90U mg/Kg A B
PHO90 SL-609-SA8-SB-0.0-0.5 Tin 3.63U mg/Kg A B
PHO90 SL-609-SA8-SB-4.0-5.0 Tin 3.61U mg/Kg A B
PHO90 SL-614-SA8-SB-0.0-0.5 Tin 3.42U mg/Kg A B
9




Modified Final

SDG Sample Analyte Concentration AorP Code
PH090 SL-614-SA8-SB-4.0-5.0 Tin 3.56U mg/Kg A B
Santa Susana Field Laboratory
Metals - Field Blank Data Qualification Summary - SDG PH090
Modified Final
SDG Sample Analyte Concentration AorP Code
PHO90 SL-543-SA8-SB-0.0-0.5 Molybdenum 0.294U mg/Kg A F
PH090 SL-543-SA8-SB-4.0-5.0 Molybdenum 0.250U mg/Kg A F
PHO%0 SL-843-SA8-SB-4.0-5.0 Molybdenum 0.297U mg/Kg A F
PHO90 SL-609-SA8-SB-0.0-0.5 Molybdenum 0.189U mg/Kg A F
PHO090 SL-614-SA8-SB-0.0-0.5 Molybdenum 0.208U mg/Kg A F
10
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LDC #:___30434E4 VALIDATION COMPLETENESS WORKSHEET Date: 3

SDG #.___PHO090 Level IV Page:_\ of
Laboratory:_Eurofins Lancaster Laboratories Reviewer:

A1 & 2nd Reviewer.__|_—

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
L. Technical holding times Sampling dates: @/ [5/{ ’7)
ll. | ICP/MS Tune '
lll. ] Calibration
IV. | Blanks

V. | ICP Interference Check Sample (ICS) Analysis

S0

VI. | Matrix Spike Analysis Q

VIl. | Duplicate Sample Analysis

LSS

VIII. | Laboratory Control Samples (LCS)

IX. | Internal Standard (ICP-MS)

X. | Furnace Atomic Absorption QC

XI. | ICP Serial Dilution

Xll. | Sample Result Verification

XIll. | Overall Assessment of Data

XIV. | Field Duplicates

(7
@ 78-0n1D  £6r 60T

)
VL oo p >££3><£3>> +

XV | Field Blanks

Note: A = Acceptable ND = No compounds detected CQ“ O|:7)’=qguplicate ( @HOQD
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
" . C
Validated Samples: 3@ \\
1 | SL-543-SA8-SB-0.0-0.5 11 21 31
2 | SL-543-SA8-SB-4.0-5.0 12 22 32
3 | SL-843-SA8-5SB-4.0-5.0 13 23 33
4 | SL-609-SA8-SB-0.0-0.5 14 24 34
5 | SL-609-SA8-SB-4.0-5.0 15 25 35
6 | SL-614-SA8-SB-0.0-0.5 16 26 36
7 | SL-614-SA8-SB-4.0-5.0 17 27 37
8 | SL-543-SA8-SB-4.0-5.0MS 18 28 38
9 | SL-543-SA8-SB-4.0-5.0MSD 19 29 39
10 | SL-543-SA8-SB-4.0-5.0DUP 20 30 40
Notes:
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DO EN

LDC #: VALIDATION FINDINGS CHECKLIST Page:_xlof Q_
Reviewer._CR
2nd Reviewer: ((

Method:Metals (EPA SW 846 Method 6010B/7000/6020)

Validation Area Yes | No | NA Findings/Comments

I. Technical holding times

All technical holding times were met. L~

Cooler temperature criteria was met.

II. ICP/MS Tune

Were all isotopes in the tuning solution mass resolution within 0.1 amu?

AVA

Were %RSD of isotopes in the tuning solution <5%?

lll. Calibration

Were all instruments calibrated daily, each set-up time?

Were the proper number of standards used?

Were all initial and continuing calibration verification %Rs within the 90-110% (80-
120% for mercury) QC limits?

NEANANA

Were all initial calibration correlation coefficients > 0.9957

IV. Blanks

Was a method blank associated with every sample in this SDG?

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet.

V. ICP Interference Check Sample

Were ICP interference check samples performed daily?

NOYINN

Were the AB solution percent recoveries (%R) with the 80-120% QC limits?

VI. Matrix spike/Matrix spike duplicates

Were a matrix spike (MS) and duplicate (DUP) analyzed for each matrix in this L~
SDG? If no, indicate which matrix does not have an associated MS/MSD or
MS/DUP. Soil / Water.

AN

Were the MS/MSD percent recoveries (%R) and the relative percent differences /
(RPD) within the 75-125 QC limits? If the sample concentration exceeded the spike
concentration by a factor of 4 or more, no action was taken.

Were the MS/MSD or duplicate relative percent differences (RPD) < 20% for
waters and < 35% for soil samples? A control limit of +/- RL(+/-2X RL for soil) was
used for samples that were < 5X the RL, including when only one of the duplicate
sample values were < 5X the RL.

VIl. Laboratory control samples

\

Was an LCS anaylzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the 80-120% QC limits for water samples and laboratory established QC
limits for soils? .

MET-SW_2010.wpd version 1.0



o-(HH
Lo #_ 2 &l VALIDATION FINDINGS CHECKLIST Page:of&_

Reviewer:
2nd Reviewer:

Validation Area Yes | No [ NA Findings/Comments

VIIl. Furnace Atomic Absorption QC

If MSA was performed, was the correlation coefficients > 0.9957

Do all applicable analysies have duplicate injections? (Level IV only)

ANAVAY

For sample concentrations > RL, are applicable duplicate injection RSD values <
20%7 (Level IV only)

Were analytical spike recoveries within the 85-115% QC limits?
IX. ICP Serial Dilution

Was an ICP serial dilution analyzed if analyte concentrations were > 50X the MDL
(ICP)/>100X the MDL(ICP/MS)?

A\

Were all percent differences (%Ds) < 10%?

Was there evidence of negative interference? If yes, professional judgement will be /
used to qualify the data.

X. Internal Standards (EPA SW 846 Method 6020/EPA 200.8)

Were all the percent recoveries (%R) within the 30-120% (6020)/60-125% (200.8) -
of the intensity of the internal standard in the associated initial calibration?

If the %Rs were outside the criteria, was a reanalysis performed? /

XI. Regional Quality Assurance and Quality Control

Were performance evaluation (PE) samples performed? e

Were the performance evaluation (PE) samples within the acceptance limits? /

Xll. Sample Result Verification

Were RLs adjusted to reflect all sample dilutions and dry weight factors applicable /
to level IV validation?

Xlll. Overall assessment of data

Ny

Overall assessment of data was found to be acceptable.

XIV. Field duplicates

Field duplicate pairs were identified in this SDG.

Target analytes were detected in the field duplicates. /

XV. Field blanks

Field blanks were identified in this SDG.

Target analytes were detected in the field blanks.

MET-SW_2010.wpd version 1.0



LDC #:_.30434E4 VALIDATION FINDINGS WORKSHEET Page:_1_of 1

Sample Specific Element Reference Reviewer. CR
2nd reviewer:_#

All circled elements are applicable to each sample.

Sample | Matri Target Analyte List (TAL)
1D
- - . P
\ /( Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr
(Y \O ([ A\, sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, TI, Sn, Ti, V, Zi;Zr—.
TV

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn; Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al _Sh As Ba Be B Cd Ca Cr Co Cu Fe Ph_Li M%&_Sr T . Sn Ti N/ 7Zn _7Zr.

Analysis Method
ICP Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, M) Hgme, Ag.(Na)sr, TI.Gn Ti. V. Zn, Zr
e’
ICP-MS Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, 6e, A9) Na,&r. T1)Sn, Ti, V, Zn, Zr

/
Comments: (va CVAA if performed
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LDC #:__30434E4 VALIDATION FINDINGS WORKSHEET Page:_\ of \

PB/ICB/CCB QUALIFIED SAMPLES Reviewer,_ (J7____
METHOD: Trace metals (EPA SW 864 Method 6010B/6020/7000) Soil preparation factor applied:__100x 2nd Reviewer:___ A~
Sample Concentration units, unless otherwise noted: _ mg/Kg Associated Samples:__ All Soil
Maximumj] Maximu Maximum)|
PB? PB* ICB/CCB?|| Level
(ma/Ka) {(ua/l) (ol )
Cr 1.3 0.65
Sn 1.825 9.125 3.52. 406 3.90 3.63 3.6} 3.472. 3.86
V 1.2 0.65
Zn 0.316 1.58

Analytel| Maximum|| Maximum|| Maximumi| Actio No
PB® PB? ICB/CCB?l Levelll Qualifiers
{(ma/Ka) {ua/l ) (ua/l )

Lo 20 I

Maximum|{ Actio No
ICIBI%C\B"' Level|l Qualifiers
110

Ni " " 1.3 0.65

Analytell Maximum|| Maximum|] Maximumj| Actio No
PB? 2 ICB/CCB?|| Level|l Qualifiers
{(ma/Ka) {ua/l ) {uqgil)
Ni " 14 0.7 "
Sn | 14 || o7

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet.
These sample results were qualified as not detected, "U".
Note : a- The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.
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LDC #: 30434E4 VALIDATION FINDINGS WORKSHEET Page:_\__of_\;
Field Blanks Reviewery

2nd Reviewer:__ {~.
METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mag/L Associated sample units:___mag/Kg Reason: F
Sampling date:___ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples.__ All
IAnaIytel Blank ID Sample Identification
Action 1 2 3 4 6
Limit
1.8
" G.297 0.1¥9
Mo 0.0036 1.8 0.294 0.250 8-36- -4 0.20%
Sampling date:___ 8/14/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:___ All
|Ana|yte| Blank ID Sample Identification
EB-081413 | Action |No Quailifiers
(SDG: Limit
PHO091)
0.0798 39.9
0.0106 5.3

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".
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&
LDC #: ’7>0/ \3\1 é K VALIDATION FINDINGS V\'{ORKSHEET Page:_\_o’fL
Matrix Spike/Matrix Spike Duplicates Reviewer:
2nd Reviewer,__(_~__

METHOD: Trace metals (EPA SW 846 Method 6010B/6020A/7000)

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
N N/A Was a matrix spike analyzed for each matrix in this SDG? ‘
Y( @ N/A

Were matrix spike percent recoveries (%R) within the contro! limits If the sample concentration exceeded the spike concentration by a factor
@) N N/A

of 4 or more, no action was taken. _
Were all duplicate sample relative percent differences (RPD) < 20% for wateir samples and <35% for soil samples?

VEL IV ONLY: §
Y)N N/A Were recalculated results acceptable? See Level IV Recalculation Worksheet for recalculations.

# MS/MSD D Matrix _Analyte | 9 o _%RZQSQ[:Ler\I RPN {1 imits) | Assaciated Samples Qualifications
7 [ s | 55 [ 3 A0 SToalh (0

(% o | Td ot |B
T\ 174 R /

Comments: A l )QQ\ )g& }%)Y“(\(\ J\‘QJ& )T! 7'\/17&

MSD.48W




oc# A I VALIDATION FINDINGS WORKSHEET Page:_L_ofL

Duplicate Analysis Reviewer: @
2nd Reviewer:_ (_~—_

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)
Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
(2 N _N/A Was a duplicate sample analyzed for each matrix in this SDG?

Y@j N/A Were all duplicate sample relative percent differences (RPD) < 20% for water samples and < 35% for soil samples? If no, see qualifications below. A control
limit of +R.L. (+2X R.L. for soil) was used for sample values that were <5X the R.L., including the case when only one of the duplicate sample values was
<5X R.L.. [f field blanks were used for laboratory duplicates, note in the Overall Assessment.

LEVEL IV ONLY:

N_N/A Were recalculated results acceptable? See Level IV Recalculation Worksheet for recalculations.
| & Date Duplicate 1D Matrix %%M%_@ﬂm@s—
\O S SC LoD (5-20/ A S/ e

Comments:

DUP.4SW



LDC#:_30434E4

METHOD: Metals (EPA Method 6010B/7000)

VALIDATION FINDINGS WORKSHEET
Field Duplicates

Page:_l__of

Reviewer:
2nd Reviewer:

Z
=

Concentration (mg/Kg)
’ RPD
Analyte 2 3 (<50)
Aluminum 36500 35700 2
Arsenic 2.60 3.28" 2%
Barium 160 159 1
</
Berylium 108 1.07F Z1\
Boron 7.60 7.10 7
Calcium 8040 10700 28
Chromium 41.1 411 0
Cobalt 10.1 10.8 7
Copper 18.9 19.1 1
Iron 36500 36100 1
Lead 11.6 11.7 1
Lithium 27.9 27.8 0
Magnesium 7890 7810 1
Manganese 445 498 11
0.29% N
Molybdenum 0.250 €36 T8
17
Nickel 21.9 23.1 5
Phosphorus 261 287 9
Potassium 4910 5050 3
06.19¢ Y~
Selenium £:20 02672 28




LDC#:_30434E4

VALIDATION FINDINGS WORKSHEET

METHOD: Metals (EPA Method 6010B/7000)

Field Duplicates

Page:LGf/_L

Reviewer: /-

2nd Reviewer: |

Concentration (mg/Kg)
RPD
Analyte 2 3 (<50)
o

Silver 0.050%F 0.06% & 19
Sodium 320 257 22
Strontium 49.2 59.0 18
Thallium 0.401 0.445 10
Tin 4.06 3.90 gy ¥
Titanium 1890 1830 3
Vanadium 76.9 75.9 1
Zinc 74.6 75.2 1
Zirconium 8.30 8.2< 0

\LDCFILESERVER\Walidation\FIELD DUPLICATES\FD_inorganic\30434E4.wpd



LDC #: 30‘73967 VALIDATION FINDINGS WORKSHEET page: \ of )
Initial and Continuing Calibration Calculation Verification Reviewer:
2nd Reviewer.__ [ ~_
METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)
An initial and continuing calibration verification percent recovery (%R) was recalculated for each type of analysis using the following formula:
%R = Found x 100 Where, Found = concentration (in ug/L) of each analyte measured in the analysis of the ICV or CCV solution
True True = concentration (in ug/l.) of each analyte in the ICV or CCV source
L ——Reporded
Acceptable
Standard ID Type of Analysis Element Found {ug/L) True (ugil) %R %R (Y/N)
<
TLC\} ICP (Initial calibration) S/F{L 7/(0 @OO % 5 % ‘ 6 (

TCV

ICP/MS (Initial calibration)

0I5

O

1015

> LS

£V

CVAA (Initial calibration)

S5

2.5

06\

1G5 |

V™S

ICP (Continuing calibration)

“O16%

20

04

. &

O\

ICP/MS (Continuing calibration)

5N

D5

0SS

2250.5

o>

CVAA (Continuing calibration)

O/

|

jeg

O]

GFAA (Initial calibration)

o
>
og
e
1\
Wy

GFAA (Continuing calibation)

Comments:

R

efer to Calibration Verification findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated resuits.

CALCLC.45W



we#_20434 5 ¢ VALIDATION FINDINGS WORKSHEET Page:_ | of |
Level IV Recalculation Worksheet Reviewer:

2nd Reviewer,__ ( ~_

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

Percent recoveries (%R) for an ICP interference check sample, a laboratory control sample and a matrix spike sample were recalculated using the following formula:
%R = Found x 100 Where, Found = Concentration of each analyte measured in the analysis of the sample. For the matrix spike calculation,
True Found = SSR (spiked sample result) - SR (sample result).
True =  Concentration of each analyte in the source.

A sample and duplicate relative percent difference (RPD) was recalculated using the following formula:

RPD =|S-D] x100 ' Where, S = Original sample concentration
(S+D)/2 D = Duplicate sampie concentration

An ICP serial dilution percent difference (%D) was recalculated using the following formula:

%D = [I-SDR| x 100 Where, | = Initial Sample Result (mg/L)
1 SDR = Serial Dilution Result (mg/L) (Instrument Reading x 5)

Found/S /I True / D / SDR (units) Acceptable

Sample ID Type of Analysis Element {units) %R I RPD / %D %R I/ RPD ! %D (Y/IN)

%PS ICP interference check ()) ‘. b\ \ \ Ct w 109\ H lC)a LL{ L(/

L(/S Laboratory control sample % ) % A \OC’D ) q \ l CZ/ |
% D |%opq |Ysso [SU g | ]
O Duplcte Nov | 0% | 5% | 4 4 /

9\ ICP serial dilution /\/\r \Q% ‘O 6 o0/ NO 6 5 -

Comments: Refer to appropriate worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.

Matrix spike

TOTCLC.45W



LDC #:_30434E4 VALIDATION FINDINGS WORKSHEET

Sample Calculation Verification

Page: [ ofl
Reviewer._ (/72—
2nd reviewer: L~

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
' Have results been reported and calculated correctly?
Are results within the calibrated range of the instruments and within the linear range of the ICP?
Are all detection limits below the CRDL?

Detected analyte results for N \ were recalculated and verified using the following

equation:

Concentration = {RDYFV)(Dil) Recalculation:

(In. Vol.)
RD = Raw data concentration
E\YVoI. ; Ei?i?l ﬁuﬂi ((I:JI)) or weight (G) l OO N - ( 0 . [ Q%Cé 1“8 / L) ‘// , A
il = Dilution factor - ?/ ‘ ‘ q I"\g <g
089 ( \\o@
Reported Calculated
Concentration Concentration Acceptable
# Sample ID Analyte {(mg/Kg) (mg/Kg) (YIN)

Aluminum 36500 36500 (\/
Arsenic 2.6 2.6
Barium 160 160
Beryllium 1.1 1.1
Boron 7.6 7.6 \
Calcium 8040 8040 \
Chromium 41.1 41.1 \
Cobalt 101 101 \
Copper 18.9 18.9 \
Iron 36500 36500 \
Lead 11.6 11.6 1{
Lithium 27.9 27.9 \!
Magnesium 7890 7890 ‘
Manganese 445 445 !{
Molybdenum 0.25 0.25 ‘
Nickel 21.9 21.9
Phosphorus 261 261
Potassium 4910 4910
Selenium 0.20 0.20
Silver 0.051 0.051
Sodium 320 320 &_

Recalcmetals.wpd




Page: 7/0;2‘
Reviewer: QZZ
2nd reviewer: ‘ "

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

LDC #: 30434E4

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
ﬂ Have results been reported and calculated correctly?

Y Are resuits within the calibrated range of the instruments and within the linear range of the ICP?
Are all detection limits below the CRDL?

Detected analyte results for

were recalculated and verified using the following

equation:
Concentration = RD Dil Recalculation:
(In. Vol.) \
RD = Raw data concentration /
FV = Final volume (ml)
In.Vol. = Initial volume (ml) or weight (G)
Dil = Dilution factor
Reported Calculated
Concentration Concentration Acceptable
# Sample ID Analyte (mg/Kg) (mg/Kqg) (Y/N)
/
Strontium 492 492 !
Thallium 0.40 0.40 /
Tin 4.1 4.1
Titanium 1890 1890
Vanadium 76.9 76.9
Zinc 74.6 746
Zirconium 8.3 8.3 x ' - |

Recalcmetals.wpd



LDC Report# 30434E7

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory

Collection Date: August 13, 2013

LDC Report Date: September 26, 2013

Matrix: Soil/Water

Parameters: Total Petroleum Hydrocarbons as Gasoline
Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH090
Sample Identification

TB-081313
SL-543-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-4.0-5.0
SL-543-SA8-SB-4.0-5.0MS
SL-543-SA8-SB-4.0-5.0MSD

VALOGIN\CDM\SSFL\30434E7_CD4.DOC 1



Introduction
This data review covers 6 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8015B for Total Petroleum Hydrocarbons (TPH) as Gasoline.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008). :
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFLISA8\30434E7_CD4.DOC



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for all
compounds were less than or equal to 20.0%.

lll. Continuing Calibration
Continuing calibration was performed at required frequencies.
The percent differences (%D) were less than or equal to 20.0% for all compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydrocarbons as gasoline contaminants were found in the method blanks.

Sample TB-081313 was identified as a trip blank. No total petroleum hydrocarbons as
gasoline contaminants were found.

Sample EB-081413 (from SDG PHO091) was identified as an equipment blank. No total
petroleum hydrocarbons as gasoline contaminants were found.

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No total
petroleum hydrocarbons as gasoline contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits with the following exceptions:

Sample Surrogate %R (Limits) Compound Flag AorP

SL-543-SA8-SB-4.0-5.0 | a,a,a-Trifluorotoluene 127 (61-122) TPH as gasoline J (all detects) A

VALOGIN\CDM\SSFL\SA8\30434E7_CD4.DOC



VI. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)

were within QC limits.

VIl. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

VIII. Target Compound Identification

All target compound identifications were within validation criteria.
IX. Compound Quantitation
All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample

Finding

Flag

AorP

All samples in SDG PH090

All compounds reported below the RL.

J (all detects)

X. System Performance

The system performance was acceptable.

Xl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIl. Field Duplicates

Samples SL-543-SA8-SB-4.0-5.0 and SL-843-SA8-SB-4.0-5.0 were identified as field
duplicates. No total petroleum hydrocarbons as gasoline were detected in any of the

samples.

VALOGIN\CDM\SSFL\SA8\30434E7_CD4.DOC




Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Data Qualification Summary - SDG

PH090
SDG Sample Compound Flag A or P Reason (Code)
PH090 SL-543-SA8-SB-4.0-5.0 TPH as gasoline J (all detects) A Surrogate spikes (%R)
(S)
PH090 TB-081313 All compounds reported J (all detects) A Compound quantitation

SL-543-SA8-SB-4.0-5.0
SL-843-5A8-5B-4.0-5.0
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-4.0-5.0

below the RL.

@

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Laboratory Blank Data Qualification
Summary - SDG PH090

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Field Blank Data Qualification
Summary - SDG PH090

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\SA8\30434E7_CD4.DOC



LDC #:___30434E7 VALIDATION COMPLETENESS WORKSHEET Date:_ 7 /25//3

SDG #___PH090 Level IV Page:_[of /

Laboratory:_Eurofins Lancaster Laboratories Reviewer: 7
2nd Reviewer:

METHOD: GC TPH as Gasoline (EPA SW 846 Method 8015B) N ,

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I.__| Technical holding times -A Sampling dates: ¥ \'\3\. \2.
1] Initial calibration JAY % %9 £ 20D i
lIl.__| Calibration verification/ICV AN \eN / eV =20
V.| Blanks A '
V | Surrogate recovery S M)
VI. | Matrix spike/Matrix spike duplicates PS
VIl. | Laboratory control samples [ LS \‘O
VIIl. | Target compound identification D
IX. | Compound guantitation/RL/LOQ/LODs A
X. System Performance A
Xl. | Overall assessment of data A ’D = T )
XIl. | Field duplicates N O TH = FR—odiwy  SPH B proa)
Xil._| Field blanks ND |7 = Te—6o2124>
Note: A = Acceptable ND = No compounds de’gﬂ%g e -DD=%1\J;I‘ic‘:a‘%e ~Pak Pio9q }
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Sa% SOl
{2 1B-081313 w |11l gL kfe 21} 31
2 || si-543-sA8-5B4.050 9 |22t P L 13473 22 32
3 | SL-843-SA8-SB-4.0-5.0 13 23 33
4 | SL-609-SA8-SB-4.0-5.0 14 24 34
5 | SL-614-SA8-SB-4.0-5.0 15 25 35
6 | SL-543-SA8-SB-4.0-5.0MS 16 26 36
7 | SL-543-SA8-SB-4.0-5.0MSD | 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40
Notes:

30434E7W.wpd



LDC# 2OoH>H E7 VALIDATION FINDINGS CHECKLIST

Method: GC HPLC

Page:_/ of =
Reviewer: ET
2nd Reviewer:____
S—

Validation Area

All technical holding times were met.

Cooler temperature criteria was met.

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) < 20%?

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907

e

Were the RT windows properly established?

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7?

Were all the retention times within the acceptance windows?
i - = e

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet

Weré all surrogate %R within the QC limits?

If the percent recovery (%R) for one or more surrogates was out of QC limits, was
a reanalysis performed to confirm samples with %R outside of criteria?

Z

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each

Was an LCS analyzed for this SDG?

matrix in this SDG? If no, indicate which matrix does not have an associated d
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix? -~
Were the MS/MSD percent recoveries (%R) and the relative percent differences e
RPD) within the QC limits?

7 i s gv@ o e 7 / o nr - 2

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



LDC#__ 4o4 k"‘f’] VALIDATION FINDINGS CHECKLIST

Page:_%* of %
Reviewer: FT

2nd Reviewer: f

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level IV validation?

Field duplicate pairs were identified in this SDG.

Findings/Comments

Target compounds were detected in the field duplicates.

SpSTs e

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0



VALIDATION FINDINDS WORKSHEET
Surrogate Recovery

Page: __{ of_/
Reviewer: FT

2nd Reviewer; <ﬁ

LDC#__ So43y

METHOD: __4 __HPLC

Are surrogates required by the method? Yes_  orNo__ .

Ple, see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
Were surrogates spiked into all samples and blanks?

Did all surrogate recoveries (%R) meet the QC limits?

Sample Detector/ Surrogate
# ID Column Compound %R (Limits) Qualifications
2. T C 12 L\-P2 \/Dak ()

o~ - |~ I~ I~ |~~~ |~ I~ I~ i~ |~ I~ |~ I~ I~ I~ |~ I~ |~ }~

SURNew.wpd

| Surrogate Compound Surrogate Compound Surrogate Compound | | Surrogate Compound
A Chlorobenzene (CBZ) G Octacosane M Benzo(e)Pyrene S 1-Chloro-3-Nitrobenzene Tetrachloro-m- xylene
B 4-Bromofluorobenzene (BFB) H Ortho-Terpheny! N Terphenyl-D14 T 3,4-Dinitrotoluene
C a,a,a-Trifluorotoluene 1 Fluorobenzene (FBZ) (0] Decachlorobiphenyl (DCB) U Tripentyltin
D Bromochiorobenene J n-Triacontane P 1-methvinaphthalene Vv Tri-n-propyltin
E 1,4-Dichlorobutane K Hexacosane Q Dichlorophenyl Acetic Acid (DCAA) W Tributyl Phosphate
E 1.4-Difluorobenzene (DFB) L Bromobenzene R 4-Nitrophenol X Triphenyl Phosphate




LDC #: 20 3‘/57 VALIDATION FINDINGS WORKSHEET Page:_ “of _~
Initial Calibration Calculation Verification Reviewer._ /<~ 7

2nd Reviewer.__<¢
/ ~
METHOD: GC HPLC

The calibration factors (CF) and relative standard deviation (%RSD) were recalculated using the following calculations:

CF=A/C Where: A = Area of compound
Average CF = sum of the CF/number of standards C = Concentration of compound
%RSD = 100 * (S/X) S = Standard deviation of calibration factors
X = Mean of calibration factors
Reparted R Reparted Jecalnula.ted__JI Reported Recalculated |
Calibration CF CF
# Standard ID Date Compound { 590 std) ( 5%V std) Ave CF (initial) Ave CF (intial) %RSD %RSD
1 leAL a2\ GRO 244490 244 %0 24482 {24482 F -0 *-0
B F
C_}W\ ( 17/0—3
2 | \eAL glz3)»__arO Losqt | eosa] L\ | LISV 3 3.9
11579F

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

INICLCrev.wpd



LDc# OOH3BYET) VALIDATION FINDINGS WORKSHEET Page: “of

Continuing Calibration Results Verification Reviewer, ~2

2nd Reviewer: @

METHOD: GC HPLC

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration CF were recalculated for the compounds identified
below using the following calculation:

% Difference = 100 * (ave. CF -CF)/ave.CF Where: ave. CF = initial calibration average CF
CF = continuing calibration CF
A = Area of compound
C = Concentration of compound

Reported Recalculated Reported Recalculated
Standard Calibration
# D Date Compound Average CF(lcal)/ CF/ Conc. CF/ Conc. %D %D
CCV Conc. ccVv ccv
1 AH2TB- | «|le)p Gp O \l00. 0 V2. 9P | o422y < s
Lol
2 | Y221 <& Ilb]P) G R 220,00 —20b.%x4 wc,,%x{ L ¢
OO0 '

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of
the recalculated results.

CONCLC.wpd



IDC#  30Y3YE) VALIDATION FINDINGS WORKSHEET
Surroqgate Results Verification

METHOD: ~~ GC __ HPLC

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100 Where: SF = Surrogate Found
SS = Surrogate Spiked
Sample ID: 3;32 \

Page: ; of/

Reviewer: £7
2nd reviewer: %

Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
s %3S 127 °
TET N5 $S -3 \028.8> 127
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated

SURRCALCNew.wpd



LDC# 20 %3> ‘/57 VALIDATION FINDINGS WORKSHEET Page:_ 7 of ~
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer.__ A7

2nd Reviewer: _@__

METHOD: ~~ GC __ HPLC
The percent recoveries (%R) and relative percent differences (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below using
the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =(({SSCMS - SSCMSD} * 2) / (SSCMS + SSCMSD))*100 MS = Matrix spike MSD = Matrix spike duplicate
MS/MSD samples: b & -7
Spike Sample Spike Sample L Matrix spike Matrix Spike Duplicate MS/MSD
Added Con Concentration
Compound L { vm2 \\LC\,) ( wA T\ﬁ}\ { vWA \Lo\)/ Percent Recovery Percent Recovery RPD
i\ @] U
MS MSD MS MSD Reported Recalc. Reported Recalc. Reported Recalc.
Gasoline (8015) MY [ 14 VD 4.7 q-bLZ L% Ly 16 1o =y g
Diesel (8015)
Benzene (8021B)
Methane (RSK-175)
2,4-D (8151)
Dinoseb (8151)

Naphthalene  (8310)

Anthracene (8310)

HMX (8330)

2,4 6-Trinitrotoluene (8330)

Comments: Refer to Matrix Spike/Matrix Spike Duplicates findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalcuiated results.

MSDCLCNew.wpd



LpC# 3643 ‘/57 VALIDATION FINDINGS WORKSHEET Page:__/of__/
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer. A~ 7

2nd Reviewer;
METHOD: _ <GC __HPLC N

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where  SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =({({SSCLCS - SSCLCSD} * 2) / (SSCLCS + SSCLCSD))*100 LCS = Laboratory Control Sample LCSD = Laboratory Control Sample duplicate
LCS/LCSD samples: Les1G
Spike Sample Spike Sample LCS LCSD LLCS/LCSD
Added Conc. Concentration
Compound ( v \\a\ ) (mo, \\a\) ( w \\( &) Percent Recovery Percent Recovery RPD
I~ S U
LCS LCSD - LCS LCSD Reported Recalc. Reported Recalc. Reported Recalc.
Gasoline (8015) W\ A 1) «. 74 ~A 19 -19) VA |
Diesel (8015)
Benzene (8021B)
Methane (RSK-175)
2,4-D (8151)
Dinoseb (8151)

Naphthalene  (8310)

Anthracene (8310)

HMX (8330)

2.,4,6-Trinitrotoluene (8330)

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported
results do not agree within 10.0% of the recalculated results.

LCSCLCNew.wpd



LDC# 2 OY3Y L)

METHOD: < GC__ HPLC

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

Page: _/ of _/
Reviewer: _ /~7
2nd Reviewer: <=

Y N N/A Were all reported results recalculated and verified for all level IV samples?
YN N/A Were all recalculated results for detected target compounds within 10% of the reported results?
Concentration= (AXFv)(Df) Example:

(RF)(Vs or Ws)(%S/100) .

Sample ID.___ WD yo \ Compound Name G RO
A= Area or height of the compound to be measured
Fv=Final Volume of extract
Df= Dilution Factor
RF= Average response factor of the compound Concentration = 21497 o CK‘)
In the initial calibration
Vs= Initial volume of the sample Cis\b ( \ > (|'0003
Ws= Initial weight of the sample
%S= Percent Solid :
Reported Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications
( ) { )
Comments:
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LDC Report# 30434E8

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory

Collection Date: August 13, 2013

LDC Report Date: September 26, 2013

Matrix: Soil

Parameters: Total Petroleum Hydrocarbons as Extractables
Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH090
Sample Identification

SL-543-SA8-SB-0.0-0.5
SL-543-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0
SL-543-SA8-SB-4.0-5.0MS
SL-543-SA8-SB-4.0-5.0MSD
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Introduction
This data review covers 9 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8015B for Total
Petroleum Hydrocarbons (TPH) as Extractables.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature. ’
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

udJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\30434E8_CD4.DOC



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0%.

lll. Continuing Calibration
Continuing calibration was performed at required frequencies.
The percent differences (%D) were less than or equal to 20.0% for all compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydrocarbons as extractables contaminants were found in the method blanks.

Sample EB-081413 (from SDG PHO091) was identified as an equipment blank. No total
petroleum hydrocarbons as extractables contaminants were found.

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No total
petroleum hydrocarbons as extractables contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VL. Matrix Spike/Matrix Spike Duplicates
Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits with the following exceptions:
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Spike ID MS (%R) MSD (%R) RPD
(Associated Samples) Compound (Limits) (Limits) (Limits) Flag AorP
SL-543-SA8-SB-4.0-5.0MS/MSD | Extractable fuel hydrocarbons (C30-C40) 163 (49-123) | 40 (=20) | J (all detects) A

(SL-543-SA8-SB-4.0-5.0)

VII. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

VIIl. Target Compound Identification

All target compound identifications were within validation criteria.

IX. Compound Quantitation

All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample

Finding

Flag

AorP

All samples in SDG PH090

All compounds reported below the RL.

J (all detects)

X. System Performance

The system performance was acceptable.

Xl. Overall Assessment of

Data

Data flags are summarized at the end of this report if data has been qualified.

XIl. Field Duplicates

Samples SL-543-SA8-SB-4.0-5.0 and SL-843-SA8-SB-4.0-5.0 were identified as field
duplicates. No total petroleum hydrocarbons as extractables were detected in any of the

samples.
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Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Data Qualification Summary -
SDG PH090

SDG Sample Compound Flag AorP Reason (Code)

PHO090 | SL-543-SA8-SB-4.0-5.0 | Extractable fuel hydrocarbons (C30-C40) | J (all detects) A Matrix spike/Matrix
spike duplicate
(%R)(RPD) (Q)

PHO090 | SL-543-SA8-SB-0.0-0.5 | All compounds reported below the RL. J (all detects) A Compound quantitation
SL-543-SA8-SB-4.0-5.0 2)

SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-8B-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Laboratory Blank Data
Qualification Summary - SDG PH090

No Sample Data Qualified in this SDG
Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Field Blank Data Qualification
Summary - SDG PH090

No Sample Data Qualified in this SDG
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LDC #:___30434E8 VALIDATION COMPLETENESS WORKSHEET Date: ZZUS‘ZI}

SDG #:__PH090 Level IV Page:_(of /

Laboratory: Eurofins Lancaster Laboratories Reviewer:___ =7
2nd Reviewer:

METHOD: GC TPH as Extractables (EPA SW 846 Method 8015B) %

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
l. Technical holding times A Sampling dates: %\\"7 \ \D
Il | initial calibration AN % RAD &£ 20 ‘
lil. | Calibration verification/ICV A \0‘// ev =20
. | Blanks A
V | Surrogate recovery A
VI. | Matrix spike/Matrix spike duplicates 5 W
VIi. | Laboratory control samples A La o
VIII. | Target compound identification A
IX. | Compound quantitation/RL/LOQ/LODs A
X System Performance A
XI. | Overall assessment of data A
xil. | Field duplicates _rJD D 2. N
Xlll._| Field blanks ND B T aR-0B41D SPa R ppo9d)
B FHhouiil> SPaxr tHoel,
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples:
<o\ L
1 SL-543-SA8-SB-0.0-0.5 1] PRLYIBHLDD 121 31
2 | SL-543-SA8-SB-4.0-5.0 12 22 32
3 | SL-843-SA8-SB-4.0-5.0 13 23 33
4 SL-609-SA8-SB-0.0-0.5 14 24 34
5 SL-609-SA8-SB-4.0-5.0 15 25 35
6 SL-614-SA8-SB-0.0-0.5 16 26 36
7 SL-614-SA8-SB-4.0-5.0 17 27 37
8 SL-543-SA8-SB-4.0-5.0MS 18 28 38
9 SL-543-SA8-SB-4.0-5.0MSD | 19 29 39
10 20 30 40
Notes:
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LDC#__ Povzhey VALIDATION FINDINGS CHECKLIST Page:_/ of =
Reviewer.___F7T_

2nd Reviewer: f
\/ GC

Method: HPLC

Validation Area \ _ Findings/Comments

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) < 20%? -

Was a curve fit used for evaluation? -~

Did the initial calibration meet the curve fit acceptance criteria of > 0.990? -
Were the RT windows roerll

established? ‘ v D - »

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7?

Were all the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation comleteness worksheet./ i » 7

Weré all surrogate %R within the QC limits?

If the percent recovery (%R) for one or more surrogates was out of QC limits, was
a reanalysis performed to confirm samples with %R outside of criteria?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water,

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC limits? -~

%“%ﬂ lLabora

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch? e

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits? ___ ]

Were performance evaluation (PE) samples performed? -

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



LDC #: oH">» Eb/ VALIDATION FINDINGS CHECKLIST Page:_% of %
Reviewer: T

2nd Reviewer: %

Validation Area Yes | No | NA Findings/Comments

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level IV validatio

n?

-

System performance was found to be acceptabl

-

Field duplicate pairs were identified in this SDG. —

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0



LDC #: 0y 3y EY VALIDATION FINDINGS WORKSHEET
/ Matrix Spike/Matrix Spike Duplicates

METHOD: GC HPLC
Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
( Y Z N/A

N_NA

Were a matrix spike (MS) and matrix spike duplicate (MSD)analyzed for each matrix in this SDG?
Were an MS/MSD) analyzed for every 20 samples for each matrix or whenever a sample extraction was performed?

Page: / of -/
Reviewer: FT

2nd Revieweﬁqi

Y é ZN/A Were the MS/MSD percent recoveries (%R) and relative percent differences (RPD) within QC limits?

MS MSD
# Date MS/MSD ID Compound %R (Limits) %R (Limits) RPD (Limits) Associated Samples Qualifications
Yo A eEW \bY( 4q-2 4o ( 20 2~ /A duX (&)
(o .cqo/) (

{
(
(
(
(
(

~ e |~ |~ |~ |~

(
{
(
(

~ e~ |~ |~ |~ |}~
— | [~ |~ |~ |~
—_~ e~~~ |~ I~

~ e~~~ |~ I~
_ e~ |~ |~ |~ |~

—_~ e~~~ ]~ |~ |~ ]|~ |~ |}~
—_~ e~~~ |~ |~ |~ |~ |~ |}~

VAVALIDATION WORKSHEETS\GC\MSD.GC



LDC #: 30 S E N VALIDATION FINDINGS WORKSHEET Page;_ “of /7
Initial Calibration Calculation Verification Reviewer._ ~7

2nd Reviewer: §

METHOD: GC HPLC

The calibration factors (CF) and relative standard deviation (%RSD) were recalculated using the following calculations:

CF=A/C Where: A = Area of compound
Average CF = sum of the CF/number of standards C = Concentration of compound
%RSD = 100 * (S/X) S = Standard deviation of calibration factors
X = Mean of calibration factors
‘ Rgeorhnd Recaleulated Rgpnﬁed R M Recalculated_ |
Calibration CF CF
# Standard ID Date Compound ( Wstd) { ’VYZ std) Ave CF (initial) Ave CF (intial) %RSD %RSD
T {wenaL °6|\“\\\‘> dy- Cyp 255 4.7 25s4\.¥7) 21109 27097 ®) 10

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results. '
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LDC#_3O¥3¢E 5 VALIDATION FINDINGS WORKSHEET Page:_ “of __~

Continuing Calibration Results Verification Reviewer:_—/‘7

2nd Reviewer: %_

~~_ HPLC

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration CF were recalculated for the compounds identified
below using the following calculation:

METHOD: GC

% Difference = 100 * (ave. CF -CF)/ave.CF Where:  ave. CF = initial calibration average CF
CF = continuing calibration CF
A = Area of compound
C = Concentration of compound

Reported Recalculated Reported Recalculated
Standard Calibration
I Date Compound Average CF(lcal)/ CF/ Conc. CF/ Conc. %D %D
CCV Conc. CCcvV CCV
1| beN 12299 'Jl’z-\h") ey~ =40 2% .0\ A ) 2T\ 1\ Y
3233% o007
2
3
4

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of
the recalculated results.
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IDC# D OoY3LEX VALIDATION FINDINGS WORKSHEET Page:;ofL
Surrogate Results Verification Reviewer.__F£7

2nd reviewer:
METHOD: ﬁ __HPLC <

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100 Where: SF = Surrogate Found
SS = Surrogate Spiked
Sample ID:__ 4 |
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
| Reported Recalculated I
e/\r\,\o\(o\a&ww NS -2 1.0 L 9 -1 16 )
ov o ery amn | Y 2 \-$A0999 YO 8L o
- o
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated |
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated

SURRCALCNew.wpd



LDC#_ 30439 EN VALIDATION FINDINGS WORKSHEET

Matrix Spike/Matrix Spike Duplicates Results Verification

Page: /of 7~
Reviewer.__ A~ 7
2nd Reviewer: _g__

METHOD: _ﬁc __HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below using

the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where SSC = Spiked sample concentration
SA = Spike added

MS = Matrix spike

SC = Sample concentration

RPD =(({SSCMS - SSCMSD} * 2) / (SSCMS + SSCMSD))*100 MSD = Matrix spike duplicate

MS/MSD samples:___ ¢/ &+ A
Spike Sample Spike Sample l Matrix spike Matrix Spike Duplicate MS/MSD
Added Conc. Concentration
Compound ( ) ( ) ( ) Percent Recovery Percent Recovery RPD
- MS MSD - MS MSD Reported Recalc. Reported Recalc. Reported Recalc.

Gasoline (8015)

Diesel (8015)

Benzene (8021B)

Methane (RSK-175)

2,4-D (8151)

Dinoseb (8151)

Naphthalene (8310)

Anthracene (8310)

HMX (8330)

2,4,6-Trinitrotoluene (8330)

gen Cc.g——cm) VY | Ly | WY 1\ -\ L bl bl ! 4 4 4

Comments: Refer to Matrix Spike/Matrix Spike Duplicates findings worksheet for list of gualifications and associated samples when reported resuits do not agree within 10.0%

of the recalculated resulfs.
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LDC#_ 30 3Y &N VALIDATION FINDINGS WORKSHEET Page._ Zof 7
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer, A~

2nd Reviewer:
METHOD: _Q __HPLC <

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where  SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =({({SSCLCS - SSCLCSD} *2) / (SSCLCS + SSCLCSD))*100 LCS = Laboratory Control Sample LLCSD = Laboratory Control Sample duplicate

LLCS/LCSD samples: LesS 1B L2 D

Spike Sample Spike Sample LCS LCSD LCS/LCSD
Ad Cong. Concepfration
Compound ( W\adwéﬁ\) (( vrey ) ( ) Percent Recovery Percent Recovery RPD
T ~7 A L -
LCS LCSD - LCS LCSD Reported Recalc. Reported Recalc. Reported Recalc.
Gasoline (8015)
Diesel (8015)
Benzene (8021B)
Methane (RSK-175)
2,4-D (8151)
Dinoseb (8151)
Naphthalene  (8310)
Anthracene (8310)
HMX (8330)
2,4,6-Trinitrotoluene (8330)
er v (eg-ar) LbY [MA NP 1 L A L9 LA WA —— I~

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported
results do not agree within 10.0% of the recalculated results.
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LDC# 3BOY¥3¥E Kk VALIDATION FINDINGS WORKSHEET Page: _ 7of 7
Sample Calculation Verification Reviewer. /A7

2nd Reviewer:; %_

g

METHOD: ___GC__ HPLC
N/A Were all reported results recalculated and verified for all level IV samples?
Y N N/A Were all recalculated results for detected target compounds within 10% of the reported resuits?
Concentration= (AYFW)(Df) Example:
(RF){(Vs or Ws)(%S/100)
Sample ID.___ ¥\ Compound Name €2\ - C0
A= Area or height of the compound to be measured
Fv=Final Volume of extract
Df= Dilution Factor _ (\)
RF= Average response factor of the compound Concentration = Lb2B5 7\ \ '
In the initial calibration
Vs=Initial volume of the sample 27097 (170)( 0.9s ht)

Ws= Initial weight of the sample
%$S= Percent Solid

= ¥l W\:a,\\(aa,

Reported Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications

( ) { )

Comments:
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LDC Report# 30434E21

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: August 13, 2013

LDC Report Date: November 6, 2013

Matrix: Soil

Parameters: Dioxins/Dibenzofurans
Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH090
Sample Identification

SL-543-SA8-SB-0.0-0.5
SL-543-SA8-SB-4.0-5.0
SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0
SL-543-SA8-SB-4.0-5.0MS
SL-543-SA8-SB-4.0-5.0MSD

VALOGIN\CDM\SSFL\SA8\30434E21_CD4.doc



Introduction

This data review covers 9 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA Method 1613B for Polychlorinated
Dioxins/Dibenzofurans.
This review follows the Quality Assurance Project Plan for Santa Susana Field Laboratory
~ (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March 2009, Revision

4) and the USEPA Contract Laboratory Program National Functional Guidelines for
Polychlorinated Dioxins/Dibenzofurans Data Review (September 2005).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag is
due to a laboratory deviation from a specified protocol or is of technical advisory nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\SA8\30434E21_CD4.doc



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met validation criteria.

ll. HRGC/HRMS Instrument Performance Check
Instrument performance was checked at the required daily frequency.

The chromatographic resolution between 2,3,7,8-TCDD and the peaks representing any
other unlabeled TCDD isomers was resolved with a valley of less than or equal to 25%.

PFK and static resolving power were within validation criteria.
lll. Initial Calibration
A five point initial calibration was performed as required by the method.

Percent relative standard deviations (%RSD) were less than or equal to 20.0% for
unlabeled compounds and less than or equal to 35.0% for labeled compounds.

The ion abundance ratios for all PCDDs' and PCDFs were within validation criteria.

The minimum S/N ratio was greater than or equal to 10 for each unlabeled compound and
labeled compound.

- IV. Continuing Calibration
Continuing calibration was performed at the required frequencies.

All of the continuing calibration percent differences (%D) between the initial calibration RRF
and the continuing calibration RRF were within QC limits.

The percent differences (%D) of the second source calibration standard were within QC

"~ limits.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.
V. Blanks
Method blanks were reviewed for each matrix as applicable. No polychlorinated

dioxin/dibenzofuran contaminants were found in the method blanks with the following
exceptions:

VALOGIN\CDM\SSFL\SA8\30434E21_CD4.doc



Extraction Associated
Method Blank ID Date Compound Concentration Samples
BLK234002 8/22/13 1,2,3,7,8-PeCDD 0.0869 ng/Kg All samples in SDG PH090
1,2,3,4,6,7,8-HpCDD 0.0505 ng/Kg
OCDD 0.294 ng/Kg
2,3,4,7,8-PeCDF 0.0473 ng/Kg
1,2,3,4,7,8-HxCDF 0.0573 ng/Kg
1,2,3,6,7,8-HXCDF 0.0277 ng/Kg
1,2,3,4,6,7,8HpCDF 0.0404 ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0549 ng/Kg
OCDF 0.126 ng/Kg

Sample concentrations were compared to concentrations detected in the method blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated method blanks with
the following exceptions:

Reported Modified Final
Sample Compound Concentration Concentration
SL-543-SA8-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.195 ng/Kg 0.195U ng/Kg
2,3,4,7,8-PeCDF 0.103 ng/Kg 0.103U ng/Kg

1,2,3,4,7,8-HxCDF - 0.149 ng/Kg 0.149U ng/Kg

1,2,3,4,7,8,9HpCDF 0.0945 ng/Kg 0.0945U ng/Kg

SL-543-SA8-SB-4.0-5.0 1,2,3,4,7,8-HxCDF 0.0429 ng/Kg 0.0429U ng/Kg
1,2,3,6,7,8-HxCDF 0.0787 ng/Kg 0.0787U ng/Kg

1,2,3,4,6,7,8-HpCDF 0.0899 ng/Kg 0.0899U ng/Kg

OCDF 0.265 ng/Kg 0.265U ng/Kg

SL-843-SA8-5B-4.0-5.0 1,2,3,7,8-PeCDD 0.194 ng/Kg 0.194U ng/Kg
2,3,4,7,8-PeCDF 0.0563 ng/Kg 0.0563U ng/Kg

1,2,3,4,7,8-HxCDF 0.105 ng/Kg 0.105U ng/Kg

1,2,3,6,7,8-HxCDF 0.126 ng/Kg 0.126U ng/Kg

1,2,3,4,6,7,8HpCDF 0.195 ng/Kg 0.195U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.0842 ng/Kg 0.0842U ng/Kg

OCDF 0.422 ng/Kg 0.422U ng/Kg

SL-609-SA8-SB-0.0-0.5 2,3,4,7,8-PeCDF 0.0766 ng/Kg 0.0766U ng/Kg
1,2,3,4,7,8-HxCDF 0.0781 ng/Kg 0.0781U ng/Kg

1,2,3,6,7,8-HxCDF 0.0890 ng/Kg 0.0890U ng/Kg

1,2,3,4,6,7,8-HpCDF 0.172 ng/Kg 0.172U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.0507 ng/Kg 0.0507U ng/Kg

OCDF 0.281 ng/Kg 0.281U ng/Kg

SL-609-SA8-SB-4.0-5.0 2,3,4,7,8-PeCDF 0.0642 ng/Kg 0.0642U ng/Kg
1,2,3,4,7,8-HxCDF 0.0408 ng/Kg 0.0408U ng/Kg

1,2,3,6,7,8-HxCDF 0.0581 ng/Kg 0.0581U ng/Kg

1,2,3,4,6,7,8-HpCDF 0.0859 ng/Kg 0.0859U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.0811 ng/Kg 0.0811U ng/Kg

OCDF 0.209 ng/Kg 0.209U ng/Kg

SL-614-SA8-SB-0.0-0.5 1,2,3,7,8-PeCDD . 0.337 ng/Kg 0.337U ng/Kg
1,2,3,4,7,8-HxCDF 0.236 ng/Kg 0.236U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.169 ng/Kg 0.169U ng/Kg
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Sample

Compound

Reported
Concentration

Modified Final
Concentration

SL-614-SA8-SB-4.0-5.0

1,2,3,7,8-PeCDD
1,2,3,4,7,8-HxCDF
1,2,3,4,7,8,8-HpCDF

0.129 ng/Kg
0.229 ng/Kg
0.0823 ng/Kg

0.129U ng/Kg
0.229U ng/Kg
0.0823U ng/Kg

Sample EB-081413 (from SDG PHO091) was identified as an equipment blank. No
polychlorinated dioxin/dibenzofuran contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
EB-081413 8/14/13 2,3,7,8TCDD 0.406 pg/L All samples in SDGPH090
1,2,3,7,8-PeCDD 0.617 pg/L
1,2,3,4,7,8-HxCDD 0.594 pg/L
1,2,3,6,7,8-HxCDD 0.708 pg/L
1,2,3,7,8,9-HxCDD 0.501 pg/L
1,2,3,4,6,7,8HpCDD 1.09 pg/L
OCDD 1.96 pg/L
2,3,7,8-TCDF 0.235 pg/L
1,2,3,7,8-PeCDF 0.985 pg/L.
2,3,4,7,8-PeCDF 0.744 pg/L
1,2,3,4,7,8-HxCDF 0.495 pg/L.
1,2,3,6,7,8HxCDF 0.528 pg/L
2,3,4,6,7,8-HxCDF 0.129 pg/L
1,2,3,7,8,9-HxCDF 0.826 pg/l.
1,2,3,4,6,7,8-HpCDF 0.776 pg/L
1,2,3,4,7,8,9-HpCDF 0.597 pg/L
OCDF 1.52 pg/L

Sample FB-041113 (from SDH PHO029) was identified as a field blank. No polychlorinated
dioxin/dibenzofuran contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
FB-041113 411113 1,2,3,4,7,8HxCDD 0.125 pg/L. All samples in SDG PH090
1,2,3,7,8,9-HxCDD 0.134 pg/L.
1,2,3,4,6,7,8-HpCDD 0.402 pg/L
1,2,3,7,8-PeCDF 0.398 pg/L
2,3,4,7,8-PeCDF 0.316 pg/L
1,2,3,4,7,8-HxCDF 0.324 pg/L
1,2,3,6,7,8-HxCDF 0.221 pg/L
1,2,3,7,8,9-HxCDF 0.211 pg/L
2,3,4,6,7,8-HxCDF 0.149 pg/L
1,2,3,4,6,7,8-HpCDF 0.254 pg/L
OCDF 0.840 pg/L

Sample concentrations were compared to concentrations detected in the field blanks. The
sample concentrations were either not detected or were significantly greater (>5X for other
contaminants) than the concentrations found in the associated field blanks.
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VI. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each matrix
as applicable. Percent recoveries (%R) and relative percent differences (RPD) were within
QC limits.

VIl. Ongoing Precision Recovery (OPR)

Ongoing precision recovery samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

VIIl. Regional Quality Assurance and Quality Control

Not applicable.

IX. Internal Standards

All internal standard recoveries were within QC limits.

X. Target Compound Identifications

All target compound identifications were within validation criteria.
Xl. Compound Quantitation

All compound quantitations were within validation criteria.

The 2,3,7,8-TCDF confirmation was performed with the following exceptions:

Sample Compound Finding Criteria Flag AorP
SL-543-SA8-SB-0.0-0.5 2,3,7,8-TCDF | 2nd column confirmation | 2,3,7,8-TCDF must be None P
SL-609-SA8-SB-0.0-0.5 was not performed for confirmed on the 2nd
SL-609-SA8-SB-4.0-5.0 this compound. column per the method.

SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDGPH090 All compounds reported below the RL. J (all detects) A

XIl. System Performance

The system performance was acceptable.
6
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XIll. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

Samples SL-543-SA8-SB-4.0-5.0 and SL-843-SA8-SB-4.0-5.0 were identified as field
duplicates. No polychlorinated dioxins/dibenzofurans were detected in any of the samples
with the following exceptions:

Concentration (ng/Kg)

RPD
Compound SL-543-SA8-SB-4.0-5.0 SL-843-SA8-SB-4.0-5.0 (Limits) Flag AorP
1,2,3,7,8-PeCDD 5.54U 0.194 200 (s50) J (all detects) A
UJ (all non-detects)
1,2,3,4,7,8-HxCDD 5.54U 0.0875 200 (s50) J (all detects) A
UJ (all non-detects)
1,2,3,6,7,8-HxCDD 0.245 0.220 11 (<50) - -
1,2,3,7,8,9-HxCDD 0.380 0.386 2 (s50) - -
1,2,3,4,6,7,8-HpCDD 0.436 0.690 45 (<50) - -
OCDD 2.26 5.06 77 (s50) J (all detects) A
1,2,3,7,8-PeCDF 0.181 0.219 19 (s50) - -
2,3,4,7,8-PeCDF 5.54U 0.0563 200 (s50) J (all detects) A
UJ (all non-detects)
1,2,3,4,7,8-HxCDF 0.0429 0.105 84 (s50) J (all detects) A
1,2,3,6,7,8-HxCDF 0.0787 0.126 46 (s50) - -
2,3,4,6,7,8-HxCDF 5.54U 0.112 200 (s50) J (all detects) A
UJ (all non-detects)
1,2,3,7,8,9-HxCDF 0.359 0.607 51 (s50) J (all detects) A
1,2,3,4,6,7,8-HpCDF 0.0899 0.195 74 (s50) J (all detects) A
1,2,3,4,7,8,9-HpCDF 5.54U 0.0842 200 (s50) J (all detects) A
UJ (all non-detects)
OCDF 0.265 0.422 46 (s50) - -
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Santa Susana Field Laboratory

Dioxins/Dibenzofurans - Data Qualification Summary - SDG PH090

SL-843-SA8-SB-4.0-5.0

1,2,3,4,7,8-HxCDF
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8HpCDF

SDG Sample Compound Flag AorP Reason (Code)
PHO90 SL-543-SA8-SB-0.0-0.5 2,3,7,8-TCDF None P Compound quantitation
SL-609-SA8-SB-0.0-0.5 (no confirmation
SL-609-SA8-SB-4.0-5.0 analysis)
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0
PHO090 SL-543-SA8-SB-0.0-0.5 All compounds reported J (all detects) A Compound quantitation
SL-543-SA8-SB-4.0-5.0 below the RL. 2
SL-843-SA8-SB-4.0-5.0
SL-609-SA8-SB-0.0-0.5
SL-609-SA8-SB-4.0-5.0
SL-614-SA8-SB-0.0-0.5
SL-614-SA8-SB-4.0-5.0
PHO090 SL-543-SA8-SB-4.0-5.0 1,2,3,7,86-PeCDD J (all detects) A Field duplicates (RPD)
SL-843-SA8-5B-4.0-5.0 1,2,3,4,7,8-HxCDD UJ (all non-detects) (FD)
2,3,4,7,8-PeCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,7,8,9-HpCDF
PHO90 SL-543-SA8-SB-4.0-5.0 OCDD J (all detects) A Field duplicates (RPD)

J (all detects)
J (all detects)
J (all detects)

(FD)

Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Laboratory Blank Data Qualification Summary - SDG PH090

Modified Final
SDG Sample Compound Concentration AorP Code
PHO090 SL-543-SA8-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.195U ng/Kg A B
2,3,4,7,8-PeCDF 0.103U ng/Kg
1,2,3,4,7,8-HxCDF 0.149U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0945U ng/Kg
PH090 SL-543-SA8-SB-4.0-5.0 1,2,3,4,7,8-HxCDF 0.0429U ng/Kg A B
1,2,3,6,7,8-HxCDF 0.0787U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.0899U ng/Kg
OCDF 0.265U ng/Kg
PHO090 SL-843-SA8-SB-4.0-5.0 1,2,3,7,8-PeCDD 0.194U ng/Kg A B
2,3,4,7,8-PeCDF 0.0563U ng/Kg
1,2,3,4,7,8-HxCDF 0.105U ng/Kg
1,2,3,6,7,8-HxCDF 0.126U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.195U ng/Kg
1,2,3,4,7,8,9HpCDF 0.0842U ng/Kg
OCDF 0.422U ng/Kg
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Modified Finatl

1,2,3,4,7,8-HxCDF
1,2,3,4,7,8,9-HpCDF

0.229U ng/Kg
0.0823U ng/Kg

SDG Sample Compound Concentration AorP Code
PH090 SL-609-SA8-SB-0.0-0.5 2,3,4,7,8-PeCDF 0.0766U ng/Kg A B
1,2,3,4,7,8-HXCDF 0.0781U ng/Kg
1,2,3,6,7,8-HXCDF 0.0890U ng/Kg
1,2,3,4,6,7,8HpCDF 0.172U ng/Kg
1,2,3,4,7,8,9HpCDF 0.0507U ng/Kg
OCDF 0.281U ng/Kg
PHO090 SL-609-SA8-SB-4.0-5.0 2,3,4,7,8-PeCDF 0.0642U ng/Kg A B
1,2,3,4,7,8-HxCDF 0.0408U ng/Kg
1,2,3,6,7,8-HxCDF 0.0581U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.0859U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0811U ng/Kg
OCDF 0.209U ng/Kg
PHO090 SL-614-SA8-8B-0.0-0.5 1,2,3,7,8-PeCDD 0.337U ng/Kg A B
1,2,3,4,7,8-HxCDF 0.236U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.169U ng/Kg
PHO90 SL-614-SA8-5B-4.0-5.0 1,2,3,7,86-PeCDD 0.129U ng/Kg A B

Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Field Blank Data Qualification Summary - SDG PH090
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LDC #__ 30434E21 VALIDATION COMPLETENESS WORKSHEET Date:7-/9-/3
e

SDG #:.__PH090 Level IV Page:/ o
Laboratory:_Eurofins Lancaster Laboratories Reviewer:

2nd Reviewer: f
METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B) -

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation A Comments
Sampling dates: ?h%]l?

. Technical holding times

Il. | HRGC/HRMS Instrument performance check

£ 20/35
GQC (hwts

1. Initial calibration

IV. | Continuing Calibration

V. Blanks

VI. | Matrix spike/Matrix spike duplicates

ObPf-

VII. | Laboratory control samples

VIll. ] Regional quality assurance and quality control

IX. Internal standards

R e b

L

X. | Target compound identifications

Xl. | Compound quantitation/RL/LOQA-CDS™

(2

Xlil. | System performance
Xl | Overall assessment of data ,
XIV. | Field duplicates 6\1\\ b - A4+3 R
XV._| Field blanks S PR FR-0o4U ISCPHOZOI\’, EBR: ER—QK/’-%B(PHW’.J
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: %{JQ/
1 | SL-543-SA8-SB-0.0-0.5 11 21 31
2 | SL-543-SA8-5B-4.0-5.0 12 22 32
3 | SL-843-SA8-SB-4.0-5.0 13 23 33
4 | SL-609-SA8-SB-0.0-0.5 14 24 34
5 { SL-609-SA8-8B-4.0-5.0 15 25 35
6 | SL-614-SA8-SB-0.0-0.5 16 26 36
7 | SL-614-SA8-SB-4.0-5.0 17 27 37
8 SL-543-SA8—SB-4.0-5.0MS 18 28 38
9 | SL-543-SA8-SB-4.0-5.0MSD 19 29 39
10 20 30 | BLK 23400 |40
Notes:
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LDC # 504§LJC:Q/ VALIDATION FINDINGS CHECKLIST Page: /. of
Reviewer:

2nd Reviewer; f

Method: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Validation Area indings/Comments

Was PFK exact mass 380.9760 verified? /|

Were the retention time windows established for all homologues?

Was the chromatographic resolution between 2,3,7,8-TCDD and peaks representing /
any other unlabeled TCDD isomers < 25% ? /

Is the static resolving power at least 10,000 (10% valley definition)?

Was the mass resolution adequately check with PFK?

s the p

e

Wa

resence of 1,2,8,9-TCDD and 1,3,4,6,8-PeCDF verified?

Was the initial calibration performed at 5 concentration levels?

Were all percent relative standard deviations (%RSD) < 20% for unlabeled
compounds and < 35% for labeled compounds ?

Did all calibration standards meet the lon Abundance Ratio criteria?

Was the signal to noise ratio for each target compound > 2.5 and for each recovery
and internal standard > 10?

period?

Were all the concentrations for the unlabeled compounds and labeled compounds
within the QC limits (Method 1613B, Table 6)?

Was a routine calibration performed at the beginning and end of each 12 hour /

1 n’Abu dance Ratjq crit

Was a method blank associated with every sample in this SDG? A

Was a method blank performed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks /
validation completeness worksheet?

matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water,

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each /
/ /

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD within the QC limits?

Was an LCS analyzed for this SDG? /

Was an LCS analyzed per extraction batch? )

Were the LCS percent recoveries (%R) and relative percent difference (RPD) within /
the QC limits?

DXN-SW13B.wpd version 1.0



VALIDATION FINDINGS CHECKLIST

Page: Qof_)_;

Reviewer:

2nd Reviewer: A

Were performance evaluation (PE) samples performed?

Yes

No

NA Findings/Comments

Were the erformance evaluation PE) samples within the acceptanc

=

Were internal standard recoveries within the 25-150% criteria?

v\{\ulas the rpinimum S/N ratio of allrintemal standard peaks > 10?

For 2,3,7,8 substituted congeners with associated labeled standards, were the
retention times of the two quantitation peaks within -1 to 3 sec. of the RT of the
labeled standard?

For 2,3,7,8 substituted congeners without associated labeled standards, were the
relative retention times of the two quantitation peaks within 0.005 time units of the
RRT measured in the routine calibration?

For non-2,3,7,8 substituted congeners, were the retention times of the two
quantitation peaks within RT established in the performance check solution?

Did compound spectra contain all characteristic ions listed in the table attached?

Was the lon Abundance Ratio for the two quantitation ions within criteria?

Was the signal to noise ratio for each target compound and labeled standard >
2.57

Does the maximum intensity of each specified characteristic ion coincide within + 2
seconds (includes labeled standards)?

For PCDF identification, was any signal (S/N > 2.5, at + seconds RT) detected in
the corresponding PCDPE channel?

Was an acceptable lock mass recorded and monitored?
[£5s

Were the correct internal standard (IS), quantitation ion and relative response factor
(RRF) used to quantitate the compound?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and
dry weight factors applicable to level IV validation?

System performance was found to be acceptable.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.
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VALIDATION FINDINGS WORKSHEET

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

A.2,3,7,8-TCDD F.1,2,3,46,7,8-HpCDD K. 1,2,3,4,7,8-HxCDF P.1,2,3,4,7,8,9-HpCDF U. Total HpCDD
B. 1,2,3,7,8-PeCDD G. OCDD L. 1,2,3,6,7,8-HxCDF Q. OCDF V. Total TCDF
C. 1,2,3,4,7,8-HxCDD H. 2,3,7,8-TCDF M. 2,3,4,6,7,8-HXCDF R. Total TCDD W. Total PeCDF

D. 1,2,3,6,7,8-HxCDD

1.1,2,3,7,8-PeCDF

N. 1,2,3,7,8,9-HxCDF

S. Total PeCDD

X. Total HxCDF

E.1,2,3,7,8,9-HxCDD

J. 2,3,4,7,8-PeCDF

0.1,2,3,4,6,7,8-HpCDF

T. Total HXCDD

Y. Total HpCDF

Notes:

COMPNDList.wpd




LDC #: 30434E21 VALIDATION FINDINGS WORKSHEET
Blanks

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
Were all samples associated with a method blank?

Was a method blank performed for each matrix and whenever a sample extraction was performed?
Was the method blank contaminated?

Page: _LO]:L
ReviewerSy b

2nd Reviewer: g':’

ank extraction date: 08/22/13 Blank analysis date: 08/24/13 Associated samples: Al QualU
Conc. units: ng/kg
|___9_o_n£9_1ml__l Blank ID Sample ldentification
BLK 234002 5x 1 2 3 4 5 6 7
0.0869* 0.435 0.195* 0.194 0.337* 0.129*
0.0505* 0.253
0.294* 1.47
J 0.0473* 0.237 0.103* 0.0563 0.0766* 0.0642
K 0.0573* 0.287 0.149* 0.0429* 0.105* 0.0781* 0.0408* 0.236* 0.229
L 0.0277* 0.139 0.0787 0.126 0.0890* 0.0581*
0 0.0404* 0.202 0.0899* 0.195* 0.172* 0.0859*
P 0.0549* 0.275 0.0945 0.0842* 0.0507* 0.0811* 0.169 0.0823*
Q 0.126* 0.630 0.265* 0.422 0.281 0.209
*EMPC

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the method blank concentration were qualified as not detected, "U".
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LDC #;_ 30434E21 VALIDATION FINDINGS WORKSHEET
Field Blanks

METHOD: HRGC/HRMS Dioxins (EPA Method 1613B)

Blank units: pa/L Associated sample units:__na/kg
Sampling date:_ 08/14/13

Page: : of _l_

Reviewer:

2nd Reviewer.__x*

Field blank type: (circle one) Field Blank / Rinsate / Other,_ EB _____ Associated Samples:__ All ____>5x
Compound Blank ID Sample Identification
EB-081413 5X
A 0.406* 2.03
B 0.617* 3.09
c 0.594* 2.97
D 0.708 3.54
E 0.501* 2.51
F 1.09* 5.45
G 1.96* 9.80
H 0.235 1.18
I 0.985* 4.93
J 0.744* 3.72
K 0.495* 2.48
L 0.528* 2.64
M 0.129* 0.645
N 0.826* 4.13
0 0.776 3.88
P 0.597* 2.99
Q 1.52 7.60
*EMPC

EB-081413 (PH091)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the blank concentration were qualified as not detected, "U".
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LDC #:__30434E21 VALIDATION FINDINGS WORKSHEET Page:/ _

/ of L
Field Blanks Reviewerm

METHOD: HRGC/HRMS Dioxins (EPA Method 1613B) 2ne ReVlewer._e
Blank units: pg/L Associated sample units:__ng/kg

Sampling date: 04/11/13

Field blank type: (circle one) Field Blank / Rinsate / Other:_ FB  AssociatedSamples:_ All _ >6x

Compound Il Blank ID Sample ldentification
FB-041113 5X

C 0.125 0.625

E 0.134* 0.670

F 0.402* 2.01

! 0.398* 1.99

J 0.316* 1.58

K 0.324 1.62

L 0.221 1.11

N 0.211* 1.06

M 0.149 0.745

0 0.254* 1.27

Q 0.840* 4.20
* EMPC
FB-041113 (PH029)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the blank concentration were qualified as not detected, "U".
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Loc #0434

VALIDATION FINDINGS WORKSHEET
Compound Quantitation and Reported CRQLs

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

N/A
N/A

Page:
Reviewer:

2nd Reviewer: ?

/o

Were the correct internal standard (IS), quantitation ions and relative response factors (RRF) used to quantitate the compound?

Compound quantitation and CRQLs were adjusted to reflect all sample dilutions and dry weight factors (if necessary).

# Date

Compound

Finding

Associated Samples

Qualifications

no 2,3,7,8-TCDF confirmation

1,4,5,6,7

None / P

Comments: _See sample calculation verification worksheet for recalculations

P:\Dx COMQUA\COMQUASO_TCDF.wpd



LDC#: 30434E21 VALIDATION FINDINGS WORKSHEET

METHOD: HRGC/HRMS Dioxins and Furans (EPA Method 1613B)

Field Duplicates

NA Were field duplicate pairs identified in this SDG?

NA Were target analytes detected in the field duplicate pairs?

Page:_1 of 1
Reviewel

2nd Reviewer: f

Concentration (ng/kg)
RPD Qualification
Compound 2 3 (< 50) (Parent Sample Only)

B 5.54U 0.194 200 JIUJ/A (FD)
Cc 5.54U 0.0875 200 JIUJ/A (FD)
D 0.245* 0.220* 11 -
E 0.380* 0.386* 2 -
F 0.436* 0.690 45 -
G 2.26 5.06 77 Jdets/A (FD)
| 0.181* 0.219 19 -
J 5.54U 0.0563 200 JIUJ/A (FD)
K 0.0429* 0.105* 84 Jdets/A (FD)
L 0.0787 0.126 46 -
M 5.54U 0.112* 200 J/IUJ/IA (FD)
N 0.359 0.607* 51 Jdets/A (FD)
0 0.0899* 0.195* 74 Jdets/A (FD)
P 5.54U 0.0842* 200 JIUJ/A (FD)
Q 0.265* 0.422 46 -

VAFIELD DUPLICATES\30434E21_FD.wpd



LDC #30235{6&

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

VALIDATION FINDINGS WORKSHEET
Initial Calibration Calculation Verification

Page: _Lof 7L

Reviewer:

2nd Reviewer: _e_

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation (% RSD) were recalculated for the compounds identified below using the following

calculations:

RRF = (A)(C)(ANC)
average RRF = sum of the RRFs/number of standards

%RSD = 100 * (S/X)

A, = Area of compound,

C, = Concentration of compound,

S = Standard deviation of the RRFs,

A, = Area of associated internal standard
C, = Concentration of internal standard
X = Mean of the RRFs

—Reporfed L Recalculated |l Reporfed |l _Recalculated II___Reported |l _Recalculated |
Calibration Average Average RRF RRF ]
# Standard ID Date Compound (Reference Internal Standard) RRF (initial) RREF (initial) ( CS3 std) { CS83 std) %RSD %RSD
1 ICAL 06/19/2013 2,3,7,8-TCDF (*°C-2,3,7,8-TCDF) 1.056 1.056 1.028 1.028 7.30 7.31
(DB5MS) 2,3,7,8-TCDD (1°C-2,3,7,8-TCDD) 1.196 1.196 1.107 1.107 10.82 10.80
1,2,3,6,7,8-HxCDD (°C-1,2,3,6,7,8-HxCDD) 0.955 0.955 0.954 0.954 1.24 1.22
1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD) 1.060 1.0605 1.034 1.034 8.10 8.10
OCDF (**C-OCDF) 0.962 0.962 0.959 0.959 462 4.60
2 2,3,7,8-TCDF ('°C-2,3,7,8-TCDF)
2,3,7,8-TCDD (**C-2,3,7,8-TCDD)
1,2,3,6,7,8-HXCDD (**C-1,2,3,6,7,8-HxCDD)
1,2,3,4,6,7,8-HpCDD (**C-1,2,4,6,7,8,-HpCDD)
OCDE (B3C.OCDE)
3 2,3,7,8-TCDF (°C-2,3,7,8-TCDF)

2,3,7,8-TCDD (*C-2,3,7,8-TCDD)

1,2,3,6,7,8-HxCDD (**C-1,2,3,6,7,8-HxCDD)

1,2,3,4,6,7,8-HpCDD (**C-1,2,4,6,7,8,-HpCDD)

OCDF (*C-OCDF)

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated

resulis.

PMCALUNICLC16_EUROFINS_061913.wpd



LDC #&Wﬂ el VALIDATION FINDINGS WORKSHEET Page: _[_of7L
Routine Calibration Results Verification Reviewer, S¢p
2nd Reviewer: \i

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent difference (%D) of the initial calibration average Relative Response Factors (RRFs) and the continuing calibration RRFs were recalculated for the compounds
identified below using the following calculation:

% Difference = 100 * (ave. RRF - RRF)/ave. RRF Where: ave. RRF = initial calibration average RRF
RRF = (A)C)/(AJ(CY RRF = continuing calibration RRF
A, = Area of compound, A, = Area of associated internal standard
C, = Concentration of compound, C, = Concentration of internal standard
[L_Reported Recalculated Reported Recalculated |
Calibration Spiked Conc Conc Conc

# Standard ID Date Compound (Reference Internal Standard) {ng/mL) (ng/mL) (ng/mL) %R %R

11053 Ce 03 [ ZL/,/ /3 | 2:3.7.8-TCDF (C-2,3.7.8-TCDF) 10 4. <40 Q %"{ 5?8 ?g
2,3,7,8-TCDD (*°C-2,3,7,8-TCDD) 10 - 10-0u4n /0. 04 /00D /00
1,2,3,6,7,8-HXCDD (°C-1,2,3,6,7,8-HXCDD) 50 50.{00 50.09 /00 /00
1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD) 50 H42.7990||  H4HZ S0 9l b
OCDE (3. OCDE) 100 11-970 941.9F g2 92 ]

2 [CS2cc02 Q - 2-13 | 2,3,7,8-TCDF (°C-2,3,7,8-TCDF) 10 /0.920 /0.9) )09 /09
2,3,7,8-TCDD (°C-2,3,7,8-TCDD) 10 10.S570 /0. S5 /0S5 /05
1,2,3,6,7,8-HXCDD (°C-1,2,3,6,7,8-HxCDD) 50 S50 | 45.27F /] ] /]
1,2,3,4,6,7,8-HpCDD (*°C-1,2,4,6,7,8,-HpCDD) 50 53 b0 52D X /0 7F
QCDE (BC-0CDE) 100 (0. 10D 10;1//7 (0 > /0~

3 ICS2CC O |G- 2% ’13 2,3,7,8-TCDF (*C-2,3,7,8-TCDF) 10 9920 Q, 92 99 99
2,3,7,8-TCDD (*°C-2,3,7,8-TCDD) 10 (0./1D /D./10 /0/ -/0/
1,2,3,6,7,8-HXCDD (°C-1,2,3,6,7,8-HxCDD) 50 5L%40 t)’ / B¢ /04 /0 L/
1,2,3,4,6,7,8-HpCDD ("°C-1,2,4,6,7,8,-HpCDD) 50 5/ b/O Sl 2> /03 /03
OCDF (°C-OCDF) 100 100,290 || _700.79 /0/ /0 /

Comments: Refer to Routine Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

PACCAL\CONCLC16_EUROFINS.wpd



Loc #2042 E£7) VALIDATION FINDINGS WORKSHEET page: / off
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer:

2nd Reviewere:

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below
using the following calculation:

% Recovery = 100 * (SSR - SR)/SA Where: SSR = Spiked sample result, SR = Sample result
SA = Spike added

RPD = MSR - MSDR | * 2/(MSR + MSDR) MSR = Matrix spike percent recovery MSDR = Matrix spike duplicate percent recovery
MS/MSD samples: % (0!

Spike Sample Spiked Sample Matrix Spike. |l __Matrix Spike Duplicate Jl..Reparfed Recalculated

Added Concentration Concentration

( f\C\\ Lq ) (MT\_L&) (nalY 0) Percent Recovery Percent Recovery RPD RPD
— -7 J A Vi
WS msp Moo ms __ | wsp |l Reported | Recalc |l Reported | Recalc

2375700D 29 12231 N> |2 |23 |99 |99 | /04 |04 | F
1,2,3,7.8:P6CDD 109 (1] ND /120 [130 W\ s ([Nl W)+ | HF| 3
1,2,3,4,7.8-HXCDD /D9 [1( ND (28 1129 N 1HNF)| e |/ /
2
o

1,2,3,4,7,8,9-HpCDF IOCF [ Nb/ o nud J/02 /03 | /03 | /03
ocor 219 |22 | 02,5 | N 1B /00 |99 | /02 | /02

o~y

Comments: Refer to Matrix Spike/Matrix Spike Duplicate findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalculated results.

V:\Validation Worksheets\Dioxins\1613\MSDCLC16.wpd



Loc #3042 E7) VALIDATION FINDINGS WORKSHEET Page: _é_;f%_é

Laboratory Control Sample Results Verification Reviewer:

2nd Reviewer: f

METHOD: GC/MS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent recoveries {%R) and Relative Percent Difference (RPD) of the laboratoy control sample and laboratory control sample duplicate (if applicable) were recalculated
for the compounds identified below using the following calculation:

% Recovery = 100 * SSC/SA Where: SSC = Spiked sample concentration
SA = Spike added

RPD =1LCS-LCSD | *2/(LCS + LCSD) LCS = Laboraotry control sample percent recovery LCSD = Laboratory control sample duplicate percent recovery

Les 1o JPR. 23400

Spike Spiked Sample 1CS 1L CSD 1L CS/I CSD
Added Concentration
Compound { ) (V\o, Lq) Percent Recovery Percent Recovery RPD
—— 7 | —7
|__Lm LCSD LCS 1csn ll_Reported | Recale Il Reparted Recalc Reparted Recalculated |
2.3,7,8-TCDD 20.0 NA 0. > /\/A /0] /0/
1,2,3,7,8-PeCDD /DO /0 [0 |/ 02

1,2,3,4,7,8-HxCDD |00 LS 254 Q7S
1.2,3,4,7,8,9-HpCDF [00 2. 3 9] 9)
OCDF 200 l?@ %9 gqg/

Comments: Refer to Laboratory Control Sample findings worksheet for list of gqualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

V:\Walidation Worksheets\Dioxins\1613\LCSCLC16.wpd



Loc #3043y E2|

VALIDATION FINDINGS WORKSHEET Page:__/_ofl_

Sample Calculation Verification Reviewer:

2nd reviewer: é?

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

N N/A
N N/A

Were all reported results recalculated and verified for all level IV samples?
Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Concentration = (A)(I)(DF)

(As)(RRF)(Vo)(%S)

Example:

Sample I.D. Z/J , /L}

Ax Area of the characteristic ion (EICP) for the compound
to be measured
Ais Area of the characteristic ion (EICP) for the specific
internal standard
lg Amount of internal standard added in nanograms (ng) Cone. =( ’g“’,b I ) (2000 )¢ }
Cow{gq%+ ) (1-05k )(/0.09 . X2
Vo Volume or weight of sample extract in milliliters (ml) or omq,ab?
grams (g).
RRF Relative Response Factor (average) from the initial D l 4g
calibration : y\g ’
Df Dilution Factor.
%S Percent solids, applicable to soil and solid matrices
only.
Reported Calculated
Concentration Concentration
# Sample ID Compound { ) { ) Qualification

V:AAVALIDATION WORKSHEETS\DIOXINS\1613\RECALC16.D0C



XIll. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

Samples SL-543-SA8-SB-4.0-5.0 and SL-843-SA8-SB-4.0-5.0 were identified as field
duplicates. No polychlorinated dioxins/dibenzofurans were detected in any of the samples
with the following exceptions:

Concentration (ng/Kg)

RPD
Compound SL-543-SA8-SB-4.0-5.0 SL-843-SA8-5B-4.0-5.0 (Limits) Flag AorP
1,2,3,7,8-PeCDD 5.54U 0.194 200 (=50) J (all detects) A
UJ (all non-detects)
1,2,3,4,7,8-HxCDD 5.54U 0.0875 200 (s50) J (all detects) A
UJ (all non-detects)
1,2,3,6,7,8.HxCDD 0.245 0.220 11 (s50) - -
1,2,3,7,8,9-HxCDD 0.380 0.386 2 (s50) - -
1,2,3,4,6,7,8HpCDD 0.436 0.690 45 (<50) - -
OCDD 2.26 5.06 77 (s50) J (all detects) A
1,2,3,7,8-PeCDF 0.181 0.219 19 (s50) - -
2,3,4,7,8-PeCDF 5.54U 0.0563 200 (<50) J (all detects) A
UJ (all non-detects)
1,2,3,4,7,8-HxCDF 0.0429 0.105 84 (<50) J (all detects) A
1,2,3,6,7,8-HxCDF 0.0787 0.126 46 (<50) - -
2,3,4,6,7,8-HxCDF 5.54U 0.112 200 (<50) J (all detects) A
UJ (all non-detects)
1,2,3,7,8,9-HxCDF 0.359 0.607 51 (<50) J (all detects) A
1,2,3,4,6,7,8-HpCDF 0.0899 0.195 74 (s50) J (all detects) A
1,2,3,4,7,8,9HpCDF 5.54U 0.0842 200 (s50) J (all detects) A
UJ (all non-detects)
OCDF 0.265 0.422 46 (s50) - -

VALOGIN\CDM\SSFL\30434E21_CD4.doc
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LABORATORY DATA CONSULTANTS, INC.

l “ “l l 2701 Loker Ave. West, Suite 220, Carlsbad, CA 92010 Bus: 760-827-1100 Fax: 760-827-1099
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CDM November 19, 2013
555 17th Street, Suite 1100

Denver, CO 80202

ATTN: Mrs. Cherie Zakowski

SUBJECT: Santa Susana Field Laboratory, Subarea 8 Data Validation
Dear Mrs. Zakowski,
Enclosed are the final validation reports for the fractions listed below. These SDGs were

received on October 28, 2013. Attachment 1 is a summary of the samples that were
reviewed for each analysis.

LDC Project # 30674:

SDG # Fraction

PHO91, PH092 Semivolatiles, Chlorinated Pesticides, Polychlorinated Biphenyls,
PHO094, PH096 Metals, Herbicides, Total Petroleum Hydrocarbons as Gasoline,
PHO97 Total Petroleum Hydrocarbons as Extractables,

Dioxins/Dibenzofurans, Wet Chemistry

The data validation was performed under Level lll & IV guidelines. The analyses were
validated using the following documents, as applicable to each method:

° Quality Assurance Project Plan for Santa Susana Field Laboratory, RCRA
Facility Investigation, Surficial Media Operable Unit, March 2009, Revision
4

° USEPA Contract Laboratory Program National Functional Guidelines for

Superfund Organic Methods Data Review, June 2008

. USEPA Contract Laboratory Program National Functional Guidelines for
Inorganic Superfund Data Review, January 2010

o Polychlorinated Dioxins/Dibenzofurans Data Review, September 2005
° EPA SW 846, Third Edition, Test Methods for Evaluating Solid Waste,
update 1, July 1992; update IIA, August 1993; update Il, September 1994;

update IIB, January 1995; update lll, December 1996; update IlIA, April
1998; IlIB, November 2004; Update IV, February 2007

LACDM\SSFLISA8\30674COV.wpd 1
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Please feel free to contact us if you have any questions.

prrrPrRE

Sincerely,

Shauna McKellar
Project Manager/Chemist

LACDM\SSFL\SA8\30674COV.wpd 2



651 pages-CD Attachment 1

TPH-E |Dioxins NO,;-N
-SIM) |(8081B)| (8082) [Swa46)|(8151A) [(8015M)i(8015M)|(1613B) | (300.0 |(300.00 |(377.1)
wls|wls|w|s|w|s|wls|wis|wls|wl|s|w|s|w|s|wls|wls|w]|s]|w]|s]|w|s|w]s|w][slw]s
PHO91 10813 | 1125113 [ 1 [ e 1 Jol1 {6161 ]ofalalafelalel-{-{-|-]-1I-
PHO92 10813 |1125m3 [ o [3 |- [ - lof{3fofa]-{-{-I-fols]ola|-[-|-|-|-1]-
PHO94 1028113 | 11125113 Lo |4 o [3{o]alo]alo]s 2lofalolal-[-|-|-[-1]-
PHO96 1028113 | 11125113 | 2 | 3 3l2f3f2]3 sl2]sjaf3sl2]ols]of1]o
PH097 1008113 | 11esia | - L - |- |- |- |- INEEEENE  BEBE
Fotal T/SM 3l16|2]6l3]16]l31ol2]6l5]8]3]iela]zli]s]l1]ol1]3lololofolololo]o]o]olo]o]o i

Shaded cells indicate Level IV validation (all other cells are ADR review). These sample counts do not include MS/MSD, and DUPs 30674ST-SA8.wpd




Data Validation Report
Santa Susana Field Laboratory

Subarea 8

SDG: PHO091

Prepared for

CDM Smith
555 17th Street, Suite 1100
Denver, CO 80202

Prepared by

Laboratory Data Consultants, Inc.
2701 Loker Ave West, Suite 220
Carlsbad, California 92010

November 15, 2013



INTRODUCTION

This Data Validation Report (DVR) presents Level Il data validation results for samples
collected on August 14, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan for Santa Susana Field Laboratory (SSFL), RCRA Facility Investigation,
Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA
Contract Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans Data Review (September
2005), and for Inorganic Data Review (January 2010). Where specific guidance is not available,
the data has been evaluated in a conservative manner consistent with industry standards using
professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVOCs) by EPA SW 846 Method 8270D utilizing Selective lon Monitoring (SIM)
Pesticides by EPA SW 846 Method 8081B

Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A, 7470A and 7471B

Herbicides by EPA SW 846 Method 8151A

Total Petroleum Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M

TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment 1l. Level Il
Automated Data Review outliers are presented in Enclosure |.

All sample results were subjected to Level lll data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards (dioxins only), matrix spike/matrix spike
duplicates (MS/MSD), laboratory duplicates (DUP), laboratory control sample/laboratory control
sample duplicates (LCS/LCSD), ICP serial dilutions, method blanks, equipment blanks, field
blanks and trip blanks. No samples in this SDG were subjected to Level |V evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of ICB/CCBs and ICP serial
dilutions, which were validated manually. Quality assurance (QA)/QC criteria specified in the
QAPP and CLPNFGs were incorporated with the program’s reference library to assess
compliance with project requirements.



The following are definitions of the data qualifiers:

U

NJ

uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times

All technical holding time requirements were met.

Il. Initial Calibration

Initial Calibration data were not reviewed for level iil.

lll. Continuing Calibration

Continuing calibration data were not reviewed for level ll.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of several blanks for
SVOCs, metals, TPH as extractables and dioxins The associated sample results were qualified
as non-detected (U) due to method blank contamination as applicable. The sample results that
were not detected or were significantly greater than the concentrations found in the associated
blanks were not qualified. The details regarding the qualification of data are provided in
Enclosure |.

No contaminant concentrations were detected in the initial or continuing calibration blanks.

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits.

VL. ICP Interference Check Sample (ICS) Analysis

ICP interference check data were not reviewed for level lIl.

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of one MS/MSD pair for metals. The associated sample results were

qualified as detected estimated (J) or non-detected estimated (UJ) as applicable. The details
regarding the qualification of data are provided in Enclosure |.

VIIl. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits.

IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits.



X. Internal Standards

Internal standards were reviewed for dioxins. Percent recoveries (%R) were within QC limits.
XIl. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were met with
the following exceptions:

Associated
Diluted Sample Analyte %D (Limits) Samples Flag AorP
SL-602-SA8-SB-0.0-0.5 Copper 15 (=10) SL-600-SA8-SB-0.0-0.5 J(all detects) A

SL-600-SA8-SB-4.0-5.0 UJ(all non-detects)
SL-602-SA8-SB-0.0-0.5
SL-602-SA8-SB-4.0-5.0
SL-613-SA8-SB-0.0-0.5
SL-613-SA8-SB-4.0-5.0

The associated sample results were qualified as detected estimated (J) or non-detected
estimated (UJ) as applicable.

XIl. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH091 All compounds reported as detected below the RL. J (all detects) A

XIill. Field Duplicate Samples
No field duplicates were identified in this SDG.
XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No contaminants were found in
the trip blank.

One equipment blank was collected and analyzed for SVOCs, pesticides, PCBs, metals,
herbicides, TPH as gasoline, TPH as extractables and dioxins. The equipment blank had
several detections for SVOCs, metals and dioxins. The associated sample results were not
detected or were significantly greater than the concentrations found in the equipment blanks;
therefore, no data were qualified.

One field blank (from SDG PHO029) was collected and analyzed for SVOCs, pesticides, PCBs,
metals, TPH as gasoline, TPH as extractables and dioxins. The field blank had detections for

4




several SVOCs, metals and dioxins. The associated sample results were qualified as non-
detected (U) due to field blank contamination as applicable. The sample results that were not
detected or were significantly greater than the concentrations found in the field blank were not
qualified. The field blank outlier reports are presented in Enclosure .

XV. Overall Assessment of Data

No data associated with this sampling event were rejected. The overall assessment of QA/QC
data review by automated and manual validation of this sampling event met project
requirements and analytical completeness levels with the exceptions noted in the above
sections. All data are deemed useable for the intended use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
14-Aug-2013  TB-081413 7162022 B 5030B 8015M 1]
14-Aug-2013  SL-600-SA8-SB-0.0-0.5 7162023 N 30508 6010C n
14-Aug-2013  SL-600-SA8-SB-0.0-0.5 7162023 N 3050B 6020A mn
14-Aug-2013  SL-600-SA8-SB-0.0-0.5 7162023 N 3546 8015M 1l
14-Aug-2013  SL-600-SA8-SB-0.0-0.5 7162023 N 3546 8082A 1
14-Aug-2013  SL-600-SA8-SB-0.0-0.5 7162023 N 3546 8270D SIM ]
14-Aug-2013  SL-600-SA8-SB-0.0-0.5 7162023 N METHOD 1613B ]
14-Aug-2013  SL-600-SA8-SB-0.0-0.5 7162023 N METHOD 7471B n
14-Aug-2013  SL-600-SA8-SB-4.0-5.0 7162024 N 30508 6010C IH
14-Aug-2013  SL-600-SA8-SB-4.0-5.0 7162024 N 3050B 6020A mn
14-Aug-2013  SL-600-SA8-5B-4.0-5.0 7162024 N 3546 8015M m
14-Aug-2013  SL-600-SA8-SB-4.0-5.0 7162024 N 3546 8082A m
14-Aug-2013  SL-600-SA8-SB-4.0-5.0 7162024 N 3546 8270D SIM n
14-Aug-2013  SL-600-SA8-SB-4.0-5.0 7162024 N 5035A 8015M ]|
14-Aug-2013  SL-600-SA8-5B-4.0-5.0 7162024 N METHOD 1613B L1l
14-Aug-2013  SL-600-SA8-SB-4.0-5.0 7162024 N METHOD 7471B 1l
14-Aug-2013  SL-602-SA8-SB-0.0-0.5 7162025 N 3050B 6010C n
14-Aug-2013  SL-602-SA8-SB-0.0-0.5 7162025 N 3050B 6020A i
14-Aug-2013  SL-602-SA8-SB-0.0-0.5 7162025 N 3546 8015M ]
14-Aug-2013  SL-602-SA8-SB-0.0-0.5 7162025 N 3546 8082A mn
14-Aug-2013  SL-602-SA8-SB-0.0-0.5 7162025 N 3546 8270D SIM [l
14-Aug-2013  SL-602-SA8-SB-0.0-0.5 7162025 N METHOD 1613B "
14-Aug-2013  SL-602-SA8-SB-0.0-0.5 7162025 N METHOD 7471B ]
14-Aug-2013  SL-602-SA8-SB-0.0-0.5DUP P162025D220944 DUP 3050B 6010C in
14-Aug-2013  SL-602-SA8-SB-0.0-0.5DUP P162025D222252A DUP 3050B 6020A n
14-Aug-2013  SL-602-SA8-SB-0.0-0.5DUP P162025D2223498B DUP 30508 6020A Il

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 1 of 3



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
14-Aug-2013  SL-602-SA8-SB-0.0-0.5MSD P162025M220952 MSD 3050B 6010C n
14-Aug-2013  SL-602-SA8-SB-0.0-0.5MSD P162025M222256A MSD 3050B 6020A n
14-Aug-2013  SL-602-SA8-SB-0.0-0.5MSD P162025M222353B MSD 3050B 6020A [}
14-Aug-2013  SL-602-SA8-SB-0.0-0.5MS P162025R220948 MS 3050B 6010C 1]
14-Aug-2013  SL-602-SA8-SB-0.0-0.5MS P162025R222254A MS 3050B 6020A ]
14-Aug-2013  SL-602-SA8-SB-0.0-0.5MS P162025R222351B MS 3050B 6020A ]
14-Aug-2013  SL-602-SA8-SB-4.0-5.0 7162026 N 3050B 6010C n
14-Aug-2013  SL-602-SA8-5B-4.0-5.0 7162026 N 3050B 6020A mn
14-Aug-2013  SL-602-SA8-SB-4.0-5.0 7162026 N 3546 8015M n
14-Aug-2013  SL-602-SA8-SB-4.0-5.0 7162026 N 3546 8082A [}
14-Aug-2013  SL-602-SA8-SB-4.0-5.0 7162026 N 3546 8270D SIM mn
14-Aug-2013  SL-602-SA8-SB-4.0-5.0 7162026 N 5035A 8015M 1!
14-Aug-2013  SL-602-SA8-SB-4.0-5.0 7162026 N METHOD 1613B il
14-Aug-2013  SL-602-SA8-SB-4.0-5.0 7162026 N METHOD 7471B mn
14-Aug-2013  SL-613-SA8-SB-0.0-0.5 7162027 N 30508 6010C n
14-Aug-2013  SL-613-SA8-SB-0.0-0.5 7162027 N 3050B 6020A n
14-Aug-2013  SL-613-SA8-SB-0.0-0.5 7162027 N 3546 8015M n
14-Aug-2013  SL-613-SA8-SB-0.0-0.5 7162027 N 3546 8082A ]
14-Aug-2013  SL-613-SA8-SB-0.0-0.5 7162027 N 3546 8270D SIM ]
14-Aug-2013  SL-613-SA8-SB-0.0-0.5 7162027 N METHOD 1613B [}
14-Aug-2013  SL-613-SA8-SB-0.0-0.5 7162027 N METHOD 7471B n
14-Aug-2013  SL-613-SA8-SB-4.0-5.0 7162028 N 30508 6010C n
14-Aug-2013  SL-613-SA8-SB-4.0-5.0 7162028 N 30508 6020A I
14-Aug-2013  SL-613-SA8-SB-4.0-5.0 7162028 N 3546 8015M n
14-Aug-2013  SL-613-SA8-SB-4.0-5.0 7162028 N 3546 8082A 1]
14-Aug-2013  SL-613-SA8-SB-4.0-5.0 7162028 N 3546 8270D SIM i

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample 7B = Trip Blank MS = Matrix Spike
FD = Field Duplicate ~ FB = Field Blank MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample 1D Type Method Method Level
14-Aug-2013  SL-613-SA8-SB-4.0-5.0 7162028 N 5035A 8015M i
14-Aug-2013  SL-613-SA8-SB-4.0-5.0 7162028 N METHOD 1613B i
14-Aug-2013  SL-613-SA8-SB-4.0-5.0 7162028 N METHOD 7471B ]
14-Aug-2013  EB-081413 7162021 EB 3005A 6010C mn
14-Aug-2013 EB-081413 7162021 EB 3510C 8015M i
14-Aug-2013  EB-081413 7162021 EB 3510C 8081B 1]
14-Aug-2013  EB-081413 7162021 EB 3510C 8082A n
14-Aug-2013  EB-081413 7162021 EB 3510C 8270D SIM I}
14-Aug-2013  EB-081413 7162021 EB 5030B 8015M m
14-Aug-2013  EB-081413 7162021 EB M3010A 6020A n
14-Aug-2013  EB-081413 7162021 EB METHOD 1613B n
14-Aug-2013  EB-081413 7162021 EB METHOD 7470A i
14-Aug-2013  EB-081413 7162021 EB METHOD 8151A n

il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Attachment 2
Overall Data Qualification Summary



Lab Reporting Batch ID: PH091

EDD Filename: PH091_v1
Method Category: |

Data Qualifier Summary

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

Method: Matrix: - AQ
Sample ID: EB-081413 Collected: 8/14/2013 3:00:00 Analysis Type: RES Dilution: 1
Data
Lab Review Reason
Result
BORON 0.0106 J 0.0084 | MDL 0.100 PQL mg/L. J z
CALCIUM 0.0798 J 0.0334 | MDL 0.400 PQL mg/L U

Matrix:

SO
Sample ID: SL-600-SA8-SB-0.0-0.5 Collected: 8/14/2013 8:25:00 Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
ANTIMONY 3.99 U 0.738 MDL 3.99 PQL mg/Kg uJ Q
BERYLLIUM 0.692 J 0.0668 MDL 0.997 PQL mg/Kg J z
CADMIUM 0.647 J 0.0758 MDL 0.997 PQL mg/Kg J z
CHROMIUM 29.9 0.159 MDL 2.99 PQL mg/Kg J Q
COPPER 19.1 0.289 MDL 1.99 PQL mg/Kg J A
MOLYBDENUM 0.355 J 0.169 MDL 1.99 PQL mg/Kg U F
SODIUM 93.3 J 16.6 MDL 99.7 PQL mg/Kg J z
TIN 3.27 J 0.219 MDL 9.97 PQL mg/Kg U B
VANADIUM 49.1 0.130 MDL 0.997 PQL mg/Kg J Q
Zirconium 3.86 J 0.837 MDL 4.98 PQL mg/Kg J z
Sample ID: SL-600-SA8-SB-4.0-5.0 Collected: 8/14/2013 8:40:00 Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Q‘;’?,’ Code
ANTIMIONY 4.26 ] 0.789 MDL 4.26 PQL mg/Kg uJ Q
BERYLLIUM 0.756 J 0.0714 MDL 1.07 PQL mg/Kg J z
CADMIUM 0.633 J 0.0810 MDL 1.07 PQL mg/Kg J z
CHROMIUM 33.0 0.171 MDL 3.20 PQL mg/Kg J Q
COPPER 19.0 0.309 MDL 2.13 PQL mg/Kg J A
MOLYBDENUM 0.355 J 0.181 MDL 213 PQL mg/Kg V] F
SODIUM 99.9 J 17.8 MDL. 107 PQL mg/Kg J z
TIN 3.39 J 0.234 MDL 10.7 PQL mg/Kg U B
VANADIUM 55.5 0.139 MDL 1.07 PQL mg/Kg J Q
Zirconium 4.65 J 0.895 MDL 5.33 PQL mg/Kg J z
* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/7/2013 8:07:35 AM ADR version 1.7.0.207 Page 1 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH091 Laboratory: LL
EDD Filename: PH091_v1 €QAPP Name: CDM_SSFL_131101_Lan

SO

Sample ID: SL-602-SA8-SB-0.0-0.5 Collected: 8/14/2013 10:15:00 Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | Qual Cod
ANTIMONY 0.811 J 0.764 MDL 4.13 PQL mg/Kg J Z,Q
BERYLLIUM 0.638 J 0.0692 MDL 1.03 PQL mg/Kg J z
CADMIUM 0.697 J 0.0785 MDL 1.03 PQL mg/Kg J z
CHROMIUM 27.4 0.165 MDL 3.10 PQL mg/Kg J Q
COPPER 20.1 0.300 MDL 2.07 PQL mg/Kg J A
MOLYBDENUM 0.386 J 0.176 MDL 2.07 PQL mg/Kg V] F
SODIUM 101 J 17.3 MDL 103 PQL mg/Kg J 4
TIN 3.05 J 0.227 MDL 10.3 PQL mg/Kg V) B
VANADIUM 45.9 0.134 MDL 1.03 PQL mg/Kg J Q
Zirconium 4.34 J 0.868 MDL 5.17 PQL mg/Kg J z
Sample ID: SL-602-SA8-SB-4.0-5.0 Collected: 8/14/2013 10:40:00 Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
| _Result | Qual | DL | Ty | Code
ANTIMONY 4.24 U 0.785 MDL 4.24 PQL mg/Kg uJ Q
BERYLLIUM 0.643 J 0.0711 MDL 1.06 PQL mg/Kg J z
CADMIUM 0.625 J 0.0806 | MDL 1.06 PQL mg/Kg J z
CHROMIUM 291 0.170 MDL 3.18 PQL mg/Kg J Q
COPPER 19.7 0.308 MDL 2.12 PQL mg/Kg J A
MOLYBDENUM 0.248 J 0.180 MDL 212 PQL mg/Kg U F
TIN 3.156 J 0.233 MDL 10.6 PQL mg/Kg U B
VANADIUM 50.2 0.138 MDL 1.06 PQL mg/Kg J Q
Zirconium 512 J 0.891 MDL 5.31 PQL mg/Kg J 4
Sample ID: SL-613-SA8-SB-0.0-0.5 Collected: 8/14/2013 1:30:00 Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte - Result | Qual | DL | Type | RL | Type | Units | Qual | Code |
ANTIMONY T 410 U MDL 4.10 PQL mg/Kg uJ Q
BERYLLIUM 0.652 J 0.0687 MDL 1.02 PQL mg/Kg J Z
CADMIUM 0.723 J 0.0779 MDL 1.02 PQL mg/Kg J z
CHROMIUM 30.7 0.164 MDL 3.07 PQL mg/Kg J Q
COPPER 18.4 0.297 MDL 2.05 PQL mg/Kg J A
MOLYBDENUM 0.256 J 0.174 MDL 2.05 PQL mg/Kg U F
TIN 3.28 J 0.225 MDL 10.2 PQL mg/Kg U B
VANADIUM 56.5 0.133 MDL 1.02 PQL mg/Kg J Q

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/7/2013 8:07:35 AM ADR version 1.7.0.207 Page 2 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH091 Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

SO

Sample ID: SL-613-SA8-SB-4.0-5.0 Collected: 8/14/2013 1:50:00 Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason

{{pal e — Result Qual Qual Code
ANTIMONY 4.46 U 0.825 MDL 4.46 PQL mg/Kg uJ Q ’
BERYLLIUM 0.657 J 0.0747 MDL 1.11 PQL mg/Kg J 4
CADMIUM 0.635 J 0.0847 MDL 1.1 PQL mg/Kg J V4
CHROMIUM 32.8 0.178 MDL 3.34 PQL mg/Kg J Q
COPPER 17.6 0.323 MDL 2.23 PQL mg/Kg J A
MOLYBDENUM 0.190 J 0.190 MDL 2.23 PQL mg/Kg U F

TIN 3.37 J 0.245 MDL 11.1 PQL mg/Kg U B
VANADIUM 59.5 0.145 MDL 1.1 PQL mg/Kg J Q
Zirconium 5.52 J 0.936 MDL 5.57 PQL mg/Kg J Z

Matrix: SO

Sample ID: SL-600-SA8-SB-0.0-0.5 Collected: 8/14/2013 8:25:00 Analysis Type: REA2 Dilution: 2

Data
Review
Qual

Reason
Code

Analyte
SILVER

Sample ID: SL-600-SA8-SB-4.0-5.0 Collected: 8/14/2013 8:40:00 Analysis Type: REA2 Dilution: 2

Data
Review

SILVER

Sample ID: SL-600-SA8-SB-4.0-5.0 Collected: 8/14/2013 8:40:00 Analysis Type: REA4 Dilution: 2

Data
Review
_Qual

SELENIUM

Sample ID: SL-602-SA8-SB-0.0-0.5 Collected: 8/14/2013 10:156:00 Analysis Type: REA2 Dilution: 2

Data
Review

Lab
Qual |

J 0.0269

Lab

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL. - SSFL Area IV Phase 3

11/7/2013 8:07:35 AM ADR version 1.7.0.207 Page 3 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH091 Laboratory: LL
EDD Filename: PH091_v1 eQAPP Name: CDM_SSFL_131101_Lan

Method Category:

Method: Matrix: SO

Sample ID: SL-602-SA8-SB-0.0-0.5 Collected: 8/14/2013 10:15:00 Analysis Type: REA4 Dilution: 2

Data
Lab Review

ﬁnal e _ Result
SELENIUM

Sample ID: SL-602-SA8-SB-4.0-5.0 Collected: 8/14/2013 10:40:00 Analysis Type: REA4 Dilution: 2

Data
Review

Sample ID; SL-613-SA8-SB-0.0-0.5 Collected: 8/14/2013 1:30:00 Analysis Type: REA2 Dilution: 2
Data
Review
\Analyte
SILVER
Sample ID: SL-613-SA8-SB-0.0-0.5 Collected: 8/14/2013 1:30:00 Analysis Type: REA4 Dilution: 2
Data
Review
Analyte
SELENIUM

Sample ID: SL-613-SA8-SB-4.0-5.0 Collected: 8/14/2013 1:50:00 Analysis Type: REA4 Dilution: 2

Data
Review

Lab
Result _

Sample ID: EB-081413 Collected: 8/14/2013 3:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Anal e _ Rg;ult Qual DL Type RL 'Iﬂ'ue Units Qual Code
1,2,3,4,6,7,8-HPCDD 1.09 JBQ 0.258 MDL 9.79 PQL pg/L U B
1,2,3,4,6,7,8-HPCDF 0.776 JB 0.0814 MDL 9.79 PQL pg/L U B
1,2,3,4,7,8,9-HPCDF 0.597 JBQ 0.0898 MDL 9.79 PQL po/L. U B
1,2,3,4,7,8-HxCDD 0.594 JBQ 0.207 MDL 9.79 PQL pa/L U B
1,2,3,4,7,8-HXCDF 0.495 JBQ 0.112 MDL 9.79 PQL pg/L U B
1,2,3,6,7,8-HXCDD 0.708 JB 0.211 MDL 9.79 PQL pg/L U B
1,2,3,6,7,8-HXCDF 0.528 JBQ 0.115 MDL 9.79 PQL pg/L U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/7/2013 8:07:35 AM ADR version 1.7.0.207 Page 4 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH091 Laboratory: LL
EDD Filename: PH091_v1 eQAPP Name: CDM_SSFL_131101_Lan

SVO
Matrix: ~ AQ
Sample ID: EB-081413 Collected: 8/14/2013 3:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Result | Qual | L Qual od
1,2,3,7,8,9-HXCDD 0.501 k JBQ 0.203 MDL 9.79 PQL pg/L u h B
1,2,3,7,8,9-HXCDF 0.826 JBQ 0.127 MDL 9.79 PQL pg/L u B
1,2,3,7,8-PECDD 0.617 JBQ 0.359 MDL 9.79 PQL po/L U B
1,2,3,7,8-PECDF 0.985 JBQ 0.200 MDL 9.79 PQL po/L U B
2,3,4,6,7,8-HXCDF 0.129 JBQ 0.107 MDL 9.79 PQL pg/L U B
2,3,4,7,8-PECDF 0.744 JBQ 0.182 MDL 9.79 PQL pg/L U B
2,3,7,8-TCDD 0.406 JBQ 0.270 MDL 1.96 PQL pg/L. U B
2,3,7,8-TCDF 0.235 JB 0.218 MDL 1.96 PQL pg/L u B
OoCDD 1.96 JBQ 0.390 MDL 19.6 PQL pg/L U B
OCDF 1.52 JB 0.312 MDL 19.6 PQL pg/L u B

Matrix: SO

Sample ID: SL-600-SA8-SB-0.0-0.5 Collected: 8/14/2013 8:25:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | T RL | Type | Units | Qual Code_
1 ,2,3ﬁ,;6,7,8-HPCDD 212 k JB 0.0496 | MDL 4.93 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.447 JB 0.0224 | MDL 4.93 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.137 JBQ 0.0482 | MDL 4.93 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0772 JQ 0.0448 | MDL 4.93 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.196 JBQ 0.0372 | MDL 4.93 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.163 JQ 0.0500 | MDL 4.93 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.165 JBQ 0.0318 | MDL 4.93 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.169 JQ 0.0469 | MDL 4.93 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.0570 JQ 0.0419 | MDL 4.93 PQL ng/Kg J 4
1,2,3,7,8-PECDD 0.213 JBQ 0.0576 | MDL 4.93 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.356 J 0.0419 | MDL 4.93 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.208 J 0.0334 | MDL 4.93 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.325 JB 0.0443 | MDL 4.93 PQL ng/Kg J z
2,3,7,8-TCDF 0.109 JQ 0.0701 MDL 0.986 PQL ng/Kg J z
OCDF 0.780 JB 0.0543 | MDL 9.86 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/7/2013 8:07:35 AM ADR version 1.7.0.207 Page 5 of 11



Data Qualifier Summary

Lab Reporting Batch ID: PH091 Laboratory: LL
EDD Filename: PH091_v1 eQAPP Name: CDM_SSFL_131101_Lan
WMethod Category: ' -

Method: Matrix: SO

Sample ID: SL-600-SA8-SB-4.0-5.0 Collected: 8/14/2013 8:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
1,2,3,4,6,7,8-HPCDD 0.319 JBQ 0.0333 MDL ‘ 5.26 PQL ‘ﬁg/Kg J 4
1,2,3,4,6,7,8-HPCDF 0.0667 JB 0.0113 MDL 5.26 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0420 JBQ 0.0273 MDL 5.26 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0774 JQ 0.0291 | MDL 5.26 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.105 JB 0.0262 | MDL 5.26 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0531 JQ 0.0313 | MDL 5.26 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0536 JB 0.0212 | MDL 5.26 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0629 J 0.0327 | MDL 5.26 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.0774 JQ 0.0303 MDL 5.26 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.105 J 0.0325 MDL 5.26 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0537 JQ 0.0238 MDL 5.26 PQL ng/Kg J V4
2,3,4,7,8-PECDF 0.0800 JBQ 0.0341 MDL 5.26 PQL ng/Kg u B
2,3,7,8-TCDF 0.0724 J 0.0604 | MDL 1.05 PQL ng/Kg J z
OCDD 2.35 JB 0.0281 | MDL 10.5 PQL ng/Kg J z
OCDF 0.390 JB 0.0562 MDL 10.5 PQL ng/Kg U B
Sample ID: SL-602-SA8-SB-0.0-0.5 Collected: 8/14/2013 10:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

\Analyte Result ’Qual DL Type RL _7'_Z&e____lw_ﬂ____ide_7
k;,’2,3,4,6,7,8-HPCDF k 2.21 k JB 0.0364 MDL 5.01 PQL ng/Kg J 4
1,2,3,4,7,8,9-HPCDF 0.273 JB 0.0948 | MDL 5.01 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.112 JQ 0.0457 MDL 5.01 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.200 JBQ 0.0541 MDL 5.01 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.295 JQ 0.0527 MDL 5.01 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.195 JB 0.0450 MDL 5.01 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.161 Ja 0.0528 | MDL 5.01 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.511 J 0.0518 MDL 5.01 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.297 JQ 0.0505 MDL 5.01 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.226 JB 0.0579 MDL 5.01 PQL ng/Kg u B
2,3,7,8-TCDF 0.357 J 0.115 MDL 1.00 PQL ng/Kg J z
OCDF 7.14 JB 0.0720 | MDL 10.0 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/7/2013 8:07:35 AM ADR version 1.7.0.207 Page 6 of 11



Lab Reporting Batch ID: PH091
EDD Filename: PH091_v1

Data Qualifier Summary

Matrix:

SO

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

o

Sample ID: SL-602-SA8-SB-4.0-5.0 Collected: 8/14/2013 10:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | L Type | RL | Type
1,2,3,4,6,7,8-HPCDD 0.485 JBQ | 00393 | MDL | 526 | POL | ngKg J z
1,2,3,4,6,7,8-HPCDF 0.117 JB 0.0154 MDL 5.26 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0697 JBQ 0.0241 MDL 5.26 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0522 JQ 0.0367 MDL 5.26 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0352 JBQ 0.0213 MDL 5.26 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0370 JQ 0.0282 MDL 5.26 PQL ng/Kg J 4
1,2,3,7,8-PECDD 0.0716 JBQ 0.0681 MDL 5.26 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.231 J 0.0345 MDL 5.26 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0319 JQ 0.0232 MDL 5.26 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.0518 JBQ 0.0400 MDL 5.26 PQL ng/Kg U B
OCDD 3.37 JB 0.0361 MDL 10.5 PQL ng/Kg J z
OCDF 0.183 JBQ 0.0695 MDL 10.5 PQL ng/Kg U B
Sample ID: SL-613-SA8-SB-0.0-0.5 Collected: 8/14/2013 1:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual Code
i;k2,3,;,~6,7,é-HPCD 1.23 JB 0.0286 MDL ’ 4.93 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.135 JQ 0.0530 MDL 4.93 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.145 JB 0.0550 MDL 4.93 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.195 JQ 0.0591 MDL 493 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.253 J 0.0613 MDL 4.93 PQL ng/Kg J V4
1,2,3,7,8-PECDF 0.617 J 0.0589 MDL 4.93 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.231 J 0.0497 MDL 4.93 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.258 JB 0.0580 MDL 4.93 PQL ng/Kg J Z
2,3,7,8-TCDF 0.287 J 0.118 MDL 0.987 PQL ng/Kg J z
OCDF 2.66 JB 0.0686 MDL 9.87 PQL ng/Kg J z
Sample ID: SL-613-SA8-SB-4.0-5.0 Collected: 8/14/2013 1:50:00 Analysis Type: RES Dilution: 1
Data
Lab Lab RL Review Reason
Result | Qual | DI RL_ Qual Code
L1 ,2,3,4,6,7,8-HPCDD 0.112 JBQ 0.0477 5.41 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0635 JBQ 0.0169 5.41 PQL ng/Kg B
1,2,3,4,7,8-HXCDF 0.0711 JBQ 0.0321 5.41 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0446 JQ 0.0424 5.41 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0362 JBQ 0.0266 5.41 PQL ng/Kg u B

* denotes a non-reportable result
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Data Qualifier Summary

Lab Reporting Batch I1D: PH091 Laboratory: LL
EDD Filename: PH091_v1 eQAPP Name: CDM_SSFL_131101_Lan

SO

Sample ID: SL-613-SA8-SB-4.0-5.0 Coliected: 8/14/2013 1:50:00 Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason
Result | Qual | DL | Type | RL | Type | Units | Qual | Code

2,3,7,8-TCDF 0.114 JaQ 0.0910 | MDL 1.08 PQL ng/Kg J z

Analyte |

OCDD 0.593 JBQ 0.0485 | MDL 10.8 PQL ng/Kg U B
OCDF 0.175 JBQ 0.104 MDL 10.8 PQL ng/Kg U B

Sample ID: SL-602-SA8-SB-0.0-0.5 Collected: 8/14/2013 10:15:00 Analysis Type: RES Dilution: 1

Data
Lab Lab
Analyte | Result | Qual | DL _RL_| Type | Units | .
EFH (C15-C20) 3.6 J 21 | MDL 5.2 PQL mg/Kg
Sample ID: SL-602-SA8-SB-4.0-5.0 Collected: 8/14/2013 10:40:00 Analysis Type: REA Dilution: 1
Data
Lab Review

EFH (C15-C20) 2.5 J 2.2 MDL 54 PQL mg/Kg J z

Sample ID: SL-613-SA8-SB-0.0-0.5 Collected: 8/14/2013 1:30:00 Analysis Type: RES Dilution: 1

Data
Review
_Qual

Reason
Code

Collected: 8/14/2013 1:50:00 Analysis Type: REA Dilution: 1

Data
Lab Review
| Result | _Qual
3.1

Collected: 8/14/2013 3:00:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Result Qual DL Type RL Type | Units Qual Code
2-METHYLNAPHTHALENE 0.012 J 0.011 MDL 0.053 PQL ug/L J z
BIS(2-ETHYLHEXYL)PHTHALATE 0.30 J 0.053 MDL 1.1 PQL ug/L. U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID: PH091

EDD Filename: PH091_v1

Data Qualifier Summary

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

AQ
Sample ID: EB-081413 Collected: 8/14/2013 3:00:00 Analysis Type: RES-BASE/NEUTRAL  Dijlution: 1
Data
Lab Lab DL RL Review Reason
An Result Code
Diethylphthalate z
Di-n-butylphthalate 0.20 J 0.053 MDL 1.1 PQL J z

. SVOA
8270D SIM
Sample ID: SL-600-SA8-SB-0.0-0.5 Collected: 8/14/2013 8:25:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
BENZO(B)FLUORANTHENE 13 ) J 0.68 MDL 1.7 PQL ug/Kg J ] z )
BIS(2-ETHYLHEXYL)PHTHALATE 6.5 J 6.2 MDL 18 PQL ug/Kg J z
CHRYSENE 1.0 J 0.34 MDL 1.7 PQL ug/Kg J 4
FLUORANTHENE 0.94 J 0.68 MDL 1.7 PQL ug/Kg J z
NAPHTHALENE 1.1 J 0.68 MDL 1.7 PQL ug/Kg J z
PYRENE 0.93 J 0.68 MDL 1.7 PQL ug/Kg J z
Sample ID: SL-600-SA8-SB-4.0-5.0 Collected: 8/14/2013 8:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab RL Review Reason
Analyte Result | Qual | Rt LTy Units | Qual | Code
‘lu;M’I;:.THYLNAPHTHALENE 0.89 J 0.73 MDL 1.8 PQL ug/Kg J z
2-METHYLNAPHTHALENE 0.83 J 0.73 MDL 1.8 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 7.3 J 6.6 MDL 20 PQL ug/Kg J z
CHRYSENE 0.44 J 0.37 MDL 1.8 PQL ug/Kg J z
NAPHTHALENE 1.7 J 0.73 MDL 1.8 PQL ug/Kg J z
Sample ID: SL-602-SA8-SB-0.0-0.5 Collected: 8/14/2013 10:15:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | _Code
ANfHRACENE 0.42 J 0.34 MDL 1.7 PQL ug/Kg J z
BENZO(G,H,|)PERYLENE 1.3 J 0.69 MDL 1.7 PQL ug/Kg J Z
BENZO(K)FLUORANTHENE 1.3 J 0.69 MDL 17 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 9.2 J 6.2 MDL 19 PQL ug/Kg J 4
Butylbenzylphthalate 16 J 6.2 MDL 19 PQL ug/Kg J z
INDENO(1,2,3-CD)PYRENE 1.2 J 0.69 MDL 1.7 PQL ug/Kg J z

* denotes a non-reportable resuit
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