


Reporting Limit Outliers

Lab Reporting Batch ID: PH082 Laboratory: LL
EDD Filename: PH082_v1 eQAPP Name: CDM_SSFL_131101_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-608-SA8-SB-0.0-0.5  |1,2,3.4.6,7,8-HPCDD JB 1.73 5.02 PQL | ng/Kg
1,2.3.4,6.7,8-HPCDF JB | 0460 5.02 PQL | ng/Kg
1,2.3.4,7,8.9-HPCDF B | 00732 5.02 PQL | ng/Kg
1,2.3.4,7,8-HXCDF Jo | 0.161 5.02 PQL | ng/Kg
1,2.3.6,7,8-HXCDD JBQ | 0129 5.02 PQL | ng/Kg
1,2.3,6,7,8-HXCDF Jo | 0203 5.02 PQL | ng/Kg
1,2.3,7.8,9-HXCDD J 0.105 5.02 PQL | ngiKg | °(8lldetects)
1,2.3,7,8-PECDF J 4.47 5.02 PQL | ng/Kg
2.3,4,6.7,8-HXCDF Ja | 0215 5.02 PQL | ng/Kg
2,3,4.7.8-PECDF JBQ | 0221 5.02 PQL | ng/Kg
2,3,7,8-TCDF Ja | 0194 1.00 PQL | ng/Kg
OCDF B | 0858 10.0 PQL | ng/Kg
SL-608-SA8-5B-4.0-50  |1,2,3,4,6,7,8-HPCDD JBQ | 0423 5.33 PQL | ng/Kg
1,2.3.4.6.7,8-HPCDF JBQ | 0124 5.33 PQL | ng/Kg
1,2.3.4,7,8.9-HPCDF JBQ | 0.0541 5.33 PQL | ng/Kg
1,2.3.4,7,8-HXCDD Ja | 0.0654 5.33 POL | ng/Kg
1.2,3,4,7,8-HXCDF Ja | o163 5.33 PQL | ng/Kg
1,2.3.6,7,8-HXCDD JBQ | 0.0809 5.33 PQL | ng/Kg
1.2.3.6,7,8-HXCDF Ja | 0.0006 5.33 PQL | ng/Kg
1,2.3,7,8,9-HXCDD Ja | 00692 5.33 PQL | ng/Kg
1.2.3.7.8.9-HXCDF J 0.0397 5.33 PQL ng/Kg J (all detects)
1.2.3,7.8-PECDD JBQ | 0218 5.33 PQL | ng/Kg
1,2,3.7.8-PECDF J 1.18 5.33 PQL | ng/Kg
2.3,4.6.7,8-HXCDF Ja | o102 5.33 PQL | ng/Kg
2.3,4.7,8-PECDF JBQ | 0376 5.33 PQL | ng/Kg
2.3,7,8-TCDF Ja | o128 1.07 PQL | ng/Kg
ocDD JB 3.56 10.7 PQL | ng/Kg
OCDF JBQ | 0.190 10.7 PQL | ng/iKg
SL-608-SA8-SB-7.0-80  |1,2,3,4,6,7,8-HPCDD JBQ | 0483 5.44 PQL | ng/Kg
1,2.3.4.6,7,8-HPCDF JBQ | 0.136 5.44 PQL | ng/Kg
1,2.3.4,7,8-HXCDF Ja | 0169 5.44 PQL | ng/Kg
1.2.3.6,7.8-HXCDF J | 0.0967 5.44 PQL | ng/Kg
1,2,3,7,8-PECDF Jo 0.943 5.44 PQL ng/Kg J (all detects)
2.3,4,6,7,8-HXCDF Ja | 00529 5.44 PQL | ng/Kg
2,3,7,8-TCDF J 0.145 1.09 PQL | ng/Kg
0CcDD JB 6.83 10.9 PQL | ng/Kg
OCDF B | 0289 10.9 PQL | ng/Kg
SL-610-SA8-SB-0.0-05  |1,2,3,4,6.7,8-HPCDF JB 1.24 5.11 PQL | ng/Kg
1.2.3.4.7,8.9-HPCDF JBQ | 0.0791 5.11 PQL | ng/Kg
1,2,3.4.7,8-HxCDD Jo | o0.106 5.11 PQL | ng/Kg
1.2.3.4,7,8-HXCDF J 0.376 5.11 PQL | ng/Kg
1.2.3.6.7,8-HXCDD JBQ | 0.279 5.11 PQL | ng/Kg
1,2.3.6,7.8-HXCDF Ja | 0757 5.11 POL | ng/Kg |  J (all detects)
1,2.3,7,8,9-HXCDD J 0.202 5.11 PQL | ng/Kg
1,2.3,7.8-PECDD JBQ | 0.158 5.11 PQL | ng/Kg
2.3,4.6.7,8-HXCDF J 0.399 5.11 PQL | ng/Kg
2.3,4.7,8-PECDF B | 0411 5.11 PQL | ng/Kg
OCDF JB 2.49 10.2 POL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH082
EDD Filename: PH082_v1

Method: 16138
SO

Matrix:

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-610-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JBQ 0.187 5.55 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.0296 5.55 PQL ng/Kg
1,2,3,4,7,8-HXCDF JQ 0.0370 5.55 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0483 5.55 PQL ng/Kg J(alld
1,2,3.7.8.9-HXCDF Ja | 0.0505 5.55 PaL | ng/Kg (all detects)
1,2,3,7,8-PECDF JQ 0.0546 5.55 PQL ng/Kg
oCcDD JB 1.62 1.1 PAL | ng/iKg
OCDF JBQ 0.223 11.1 PQL ng/Kg

SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-608-SA8-SB-0.0-0.5 BERYLLIUM J 0.721 0.989 PQL mg/Kg

CADMIUM J 0.193 0.989 PQL mg/Kg

TIN J 1.38 9.89 PQL |mgiKg| o (@lldetects)

Zirconium J 217 4.95 PQL | mg/Kg
SL-608-SA8-SB-4.0-5.0 BERYLLIUM J 0.837 1.08 PQL mg/Kg

CADMIUM J 0.172 1.09 PQL mg/Kg

MOLYBDENUM J 0.229 217 PQL mg/Kg J (all detects)

TIN J 1.32 10.9 PQL mg/Kg

Zirconium J 3.32 543 PQL | mg/Kg
SL-608-SA8-SB-7.0-8.0 BERYLLIUM J 0.787 1.07 PQL mg/Kg

CADMIUM J 0.226 1.07 PQL mg/Kg

TIN J 1.25 10.7 PQL [mgikg|  (@lldetects)

Zirconium J 3.60 5.37 PQL mg/Kg
SL-610-SA8-SB-0.0-0.5 BERYLLIUM J 0.618 1.03 PQL mg/Kg

CADMIUM J 0.282 1.03 PQL mg/Kg

MOLYBDENUM J 0.218 2.06 PQL mg/Kg J (all detects)

TIN J 1.36 10.3 PQL mg/Kg

Zirconium J 2.14 5.15 PQL | mg/Kg
SL-610-SA8-SB-4.0-5.0 BERYLLIUM J 0.875 1.11 PQL mg/Kg

CADMIUM J 0.216 1.1 PQL mg/Kg

MOLYBDENUM J 0.202 2.21 PQL mg/Kg J (all detects)

TIN J 1.38 11.1 PQL mg/Kg

Zirconium J 3.46 5.53 PQL mg/Kg
SL-610-SA8-SB-6.8-7.8 BERYLLIUM J 0.689 1.10 PQL mg/Kg

CADMIUM J 0.216 1.10 PQL mg/Kg

TIN J 1.43 11.0 PQL |mgikg| J(@lldetects)

Zirconium J 3.34 5.48 PQL mg/Kg
Method: 60
Matrix: SO

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-608-SA8-SB-0.0-0.5 SELENIUM J 0.363 0.396 PQL mg/Kg

SILVER J | 0.0309 0.198 PQL |mg/Kg| Y (8lldetects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID: PH082
EDD Filename: PH082_v1

Metfiod: 6020A

Matrix: SO

Reporting Limit Outliers

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Lab Reportingl RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-608-SA8-SB4.050  |SELENIUM J 0.339 0.434 PQL | mg/Kg

SILVER J | 00454 | 0217 PQL |mgikg| Y (@lldetects)
SL-608-SA8-SB-7.0-80  |SELENIUM J 0.326 0.430 PQL | mg/Kg

SILVER J | o031 0.215 PQL |mgKg| (@lldetects)
SL-610-SA8-SB-0.0-0.5 SELENIUM J 0.353 0.412 PQL | mg/Kg J (all detects)
SL-610-SA8-SB-4.0-5.0  |SELENIUM J 0.280 0.442 PQL | mg/Kg

SILVER J | 00517 0.221 PQL |mgikg| ° (@lldetects)
SL-610-SA8-SB-6.8.7.8 _ |SELENIUM J 0.238 0.438 PQL | mg/Kg

SILVER J | 00475 | o0.219 PQL |mgiKg| Y (@lldetects)

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-608-SA8-SB-4.050  |MERCURY J 00117 | 00179 PQL | mg/Kg J“(éu detects)
SL-608-SA8-SB-7.0-8.0 MERCURY J 0.0179 0.0181 PQL | mg/Kg J (all detects)
SL-610-SA8-SB-4.0-5.0 MERCURY J 0.0132 0.0182 PQL | mg/Kg J (all detects)
SL-610-SA8-SB-6.8-7.8 MERCURY J 0.0135 0.0181 PQL mg/Kg J (all detects)

Method: 8015M

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-608-SA8-SB-4.0-5.0 EFH (C15-C20) J 22 55 PQL | mg/Kg J (all detects)
SL-610-SA8-SB-0.0-0.5 EFH (C15-C20) J 4.7 10 PQL |mg/Kg| J(all detects)
SL-610-SA8-SB-6.8-7.8 EFH (C21-C30) J 4.4 5.5 PQL mg/Kg
J 8.4 11 PQL |mgiKg| J (@lldetects)

Wethod:

EFH (C30-C40)

Matrix: SO

Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag -
SL-610-SA8-SB-0.0-0.5 ENDOSULFAN {I J 1.1 1.8 PQL ug/Kg J (all detects)
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Reporting Limit Outliers

Lab Reporting Batch ID: PH082 Laboratory: LL
EDD Filename: PH082_v1 ¢QAPP Name: CDM_SSFL_131101_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-610-SA8-SB-4.0-5.0 AROCLOR 1254 J 12 19 PQL | ug/Kg J (all detects)
SL-610-SA8-SB-6.8-7.8 AROCLOR 1254 J 6.3 18 PQL | ug/Kg J (all detects)

Method: 8270D SIM
SO

Matrix:

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-608-SA8-SB-0.0-0.5  |2-METHYLNAPHTHALENE J 0.69 17 PQL | ug/Kg

BENZO(B)FLUORANTHENE J 0.86 17 PQL | ug/Kg

BIS(2-ETHYLHEXYL)PHTHALATE J 8.0 19 PQL | ug/Kg

CHRYSENE J 0.99 17 PQL | ug/Kg

FLUORANTHENE J 0.82 17 PQL | ug/Kg | J(all detects)

FLUORENE J 1.2 17 PaL | ug/Kg

NAPHTHALENE J 0.75 17 PQL | ug/Kg

PHENANTHRENE J 0.86 17 PQL | ug/Kg

PYRENE J 0.74 17 PaL | ug/Kg
SL-608-SA8-SB-4.050  |CHRYSENE J 0.55 18 PQL | ug/Kg

NAPHTHALENE J 0.92 18 PQL | uglkg | (Bl detects)
SL-608-SAB-SB-7.080 __|BIS(2-ETHYLHEXYL)PHTHALATE J 10 20 PQL | ug/Kg

CHRYSENE J 0.61 18 PaL | ug/Kg

FLUORANTHENE J 0.75 18 PQL |ugKg | (@l detects)

NAPHTHALENE J 0.79 18 PAL | ug/Kg
SL-610-SA8-SB-0.0-0.5 _ |1-METHYLNAPHTHALENE J 0.80 17 PQL | ug/Kg

2-METHYLNAPHTHALENE J 11 17 PQL | ug/Kg

ACENAPHTHYLENE J 0.35 17 PQL | ug/Kg

ANTHRACENE J 0.70 17 PQL | ug/Kg

BENZO(A)ANTHRACENE J 1.0 17 PQL | ug/Kg

BENZO(A)PYRENE J 0.91 17 PQL |ugikg | (@l detects)

BENZO(K)FLUORANTHENE J 11 17 PQL | ug/Kg

BIS(2-ETHYLHEXYL)PHTHALATE J 8.3 18 PQL | ug/Kg

Di-n-butylphthalate J 16 18 PQL ug/Kg

NAPHTHALENE J 14 17 PaL | ug/Kg
SL-610-SAB-SB-4.050 _ |BENZO(B)FLUORANTHENE J 12 19 POl [uoKg | | il detects)

CHRYSENE J 0.99 19 PQL | ug/Kg
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LDC #:
SDG #:

PHO82

Laboratory: Eurofins Lancaster Laboratories

30362C4 VALIDATION COMPLETENESS WORKSHEET Date: ci)/ (o] B

ADR Page\. of\ -

Reviewer:

2nd Reviewer.__ \ ~—

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
1. Technical holding times -_ Sampling dates: g / { / lr\
.| ICP/MS Tune —
lll. | Calibration —
I\V. | Blanks QS\JJ
V. ICP Interference Check Sample (ICS) Analysis — 4 ~
V1. | Matrix Spike Analysis N M§/ D C% oM Q\f\' 0 %\
VIl. | Duplicate Sample Analysis N M w d
VIlI. | Laboratory Control Samples (LCS) 7%1
IX. | Internal Standard (ICP-MS) N
X Furnace Atomic Absorption QC N
XI. | ICP Serial Dilution 'P,\
XIl. | Sample Result Verification N
XIlt. | Overall Assessment of Data N
XIV. | Field Duplicates N .
XV | Field Blanks 6\/\/ e@ = | |7—- ?6:’ w\\ \3
Note: A = Acceptable . ND = No compounds detected D = Duplicate C @ H-O Z,Q )
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: w&%ly'\\
1 | EB1-080113 | (pb) DR 21 31
2 | EB2-080113 12 22 32
3 | SL-610-SA8-SB-0.0-0.5 13 23 33
4 | SL-610-SA8-SB-4.0-5.0 14 24 34
5 | SL-610-SA8-SB-6.8-7.8 15 25 35
6 | SL-608-SA8-SB-0.0-0.5 16 26 36
7 | SL-608-SA8-SB-4.0-5.0 17 27 37
8 | SL-608-SA8-SB-7.0-8.0 18 28 38
o |[(BEYNS Yy 29 39
10 \l/ M%Q 20 30 40
Notes:

30362C4W.wpd



LDC #:__30362C4 VALIDATION FINDINGS WORKSHEET Page:__Eof ]

PB/ACBI/CCB QUALIFIED SAMPLES Reviewer:
METHOD: Trace metals (EPA SW 864 Method 6010B/6020/7000) Soil preparation factor applied: Reason: B 2nd Reviewer:
Sample Concentration units, unless otherwise noted: ug/L Associated Samples:__ All Water

Maximuml Actio;l

ICB/CCB?| Level
(malKq) {uail ) {ugiL)

Ba " 035 || 175 0.39

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet.
These sample results were qualified as not detected, "U".
Note: a- The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.
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LDC #: 30362C4

METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mg/L Associated sample units:__ma/Kg

VALIDATION FINDINGS WORKSHEET

Field Blanks

Reason: F

Page:__(ofl

Reviewer:
2nd Reviewer._\_~—

Sampling date:_ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:_ All Soil
IAnalyte| Blank ID Sample Identification
FB-041113 | Action 3 4 7

(SDG: Limit

PH029)

0.0036 1.8
" Mo “ 0.0036 1.8 0.28% 0.202 0.239
Sampling date:__ 8/1/13 Soil factor applied 100x

Field blank type: (circle one) Field Blank / Rinsate / Other:

Analyte | Blank ID -

Associated Samples:_ None

Sample Identification

EB1-080113 | Action |[No Qualifiers
(SDG: Limit
PH082)
0.00039 0.195

EB2-080113 (SDG: PH082) = ND

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

30362C4eb.wpd
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INTRODUCTION

This Data Validation Report (DVR) presents Level IV data validation results for samples
collected on August 2, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan for Santa Susana Field Laboratory (SSFL), RCRA Facility Investigation,
Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA
Contract Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans Data Review (September
2005), and for Inorganic Data Review (January 2010). Where specific guidance is not available,
the data has been evaluated in a conservative manner consistent with industry standards using
professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVOCs) by EPA SW 846 Method 8270D utilizing Selective lon Monitoring (SIM)
Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A, and 7471B

Total Petroleum Hydrocarbons as Gasoline (TPH-G) by EPA SW 846 Method 8015M

Total Petroleum Hydrocarbons as Extractables (TPH-E) by EPA SW 846 Method 8015M
Dioxins and Dibenzofurans by EPA Method 1613B

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment ll. Level llI
Automated Data Review outliers are presented in Enclosure |. Level |V Data Validation Reports
are presented in Enclosure II.

All sample results were subjected to Level lll data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards, interference check (ICSA and ICSAB)
samples, matrix spike/matrix spike duplicates (MS/MSD), laboratory duplicates (DUP),
laboratory control sample/laboratory control sample duplicates (LCS/LCSD), ICP serial dilutions,
method blanks, equipment blanks, field blanks and trip blanks. All samples were subjected to
EPA Level IV evaluation as indicated in Attachment I, which comprised of the QC summary
forms as well as the raw data, to confirm sample quantitation and identification.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of the internal standards (for non-
dioxin methods), calibration blanks, and interference check samples, which were validated
manually. Quality assurance (QA)/QC criteria specified in the QAPP and CLPNFGs were
incorporated with the program’s reference library to assess compliance with project
requirements.



The following are definitions of the data qualifiers:

U

NJ

uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times

All technical holding time requirements were met.

Il. Initial Calibration

All criteria for the initial calibration of each method were met.
lll. Continuing Calibration

All criteria for the initial calibration verifications and continuing calibration of each method were
met.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of one blank for dioxins
and one blank for metals. The associated sample results were qualified as non-detected (U) due
to method blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.
The details regarding the qualification of data are provided in Enclosure |I.

No contaminant concentrations were detected in the initial or continuing calibration blanks with
the exceptions of several metals. The details regarding the qualification of data are provided in
Enclosure Il

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits.

VL. ICP Interference Check Sample (ICS) Analysis

The frequency of analysis was met.

The criteria for analysis were met.

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of one MS/MSD pair for metals performed in SDG PHO081. The
associated sample results were qualified as detected estimated (J) or non-detected estimated
(UJ) as applicable. The details regarding the qualification of data are provided in Enclosure | of
the DVR for SDG PHO081.

VIIl. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits.



IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits with the exception of one
LCS/LCSD pair for SVOCs. The associated sample results were qualified as detected estimated
(J) as applicable. The details regarding the qualification of data are provided in Enclosure I.

X. Internal Standards

All internal standard areas and retention times were within QC limits.

X1. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were met.

XIl. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH083 All compounds reported as detected below the RL. J (all detects) A

XIll. Field Duplicate Samples
No field duplicates were identified in this SDG.
XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No contaminants were found in
the trip blank.

One equipment blank (from SDG PHO082) was collected and analyzed for SVOCs, PCBs,
metals, TPH-G, TPH-E, and dioxins. The equipment blank had several detections for SVOCs
and dioxins. The associated sample results were qualified as non-detected (U) due to
equipment blank contamination as applicable. The sample results that were not detected or
were significantly greater than the concentrations found in the equipment blanks were not
qualified. The equipment blank outlier reports are presented in Enclosure .

One field blank (from SDG PH029) was collected and analyzed for SVOCs, PCBs, metals, TPH-
G, TPH-E, and dioxins. The field blank had detections for several SVOCs, metals and dioxins.
The associated sample results were qualified as non-detected (U) due to field blank
contamination as applicable. The sample results that were not detected or were significantly
greater than the concentrations found in the field blank were not qualified. The field blank
outlier reports are presented in Enclosure |.



XV. Overall Assessment of Data

No data associated with this sampling event were rejected. The overall assessment of QA/QC
data review by automated and manual validation of this sampling event met project
requirements and analytical completeness levels with the exceptions noted in the above
sections. All data are deemed useable for the intended use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
02-Aug-2013  SL-552-SA8-SB-0.0-0.5 7149851 N 3050B 6010C v
02-Aug-2013  SL-552-SA8-SB-0.0-0.5 7149851 N 30508 6020A Y
02-Aug-2013  SL-552-SA8-SB-0.0-0.5 7149851 N 3546 8015M v
02-Aug-2013  SL-552-SA8-SB-0.0-0.5 7149851 N 3546 8082A v
02-Aug-2013  SL-552-SA8-SB-0.0-0.5 7149851 N 3546 8270D SIM v
02-Aug-2013  SL-552-SA8-SB-0.0-0.5 7149851 N METHOD 1613B v
02-Aug-2013  SL-552-SA8-SB-0.0-0.5 7149851 N METHOD 7471B Y
02-Aug-2013  SL-552-SA8-SB-0.0-0.5MSD P149851M242203A MSD 3546 8082A v
02-Aug-2013  SL-552-SA8-SB-0.0-0.5MSD P149851M261507 MSD 3546 8270D SIM v
02-Aug-2013  SL-552-SA8-SB-0.0-0.5MS P149851R242145A MS 3546 8082A v
02-Aug-2013  SL-552-SA8-SB-0.0-0.5MS P149851R261435 MS 3546 8270D SIM v
02-Aug-2013  TB-080213 7149850 T8 5030B 8015M v
02-Aug-2013  SL-552-SA8-SB-4.0-5.0 7149852 N 3050B 6010C v
02-Aug-2013  SL-552-SA8-SB-4.0-5.0 7149852 N 30508 6020A v
02-Aug-2013  SL-552-SA8-SB-4.0-5.0 7149852 N 3546 8015M v
02-Aug-2013  SL-552-SA8-SB-4.0-5.0 7149852 N 3546 8082A v
02-Aug-2013  SL-552-SA8-SB-4.0-5.0 7149852 N 3546 8270D SIM v
02-Aug-2013  SL-552-SA8-SB-4.0-5.0 7149852 N 5035A 8015M v
02-Aug-2013  SL-552-SA8-SB-4.0-5.0 7149852 N METHOD 1613B \Y
02-Aug-2013  SL-552-SA8-SB-4.0-5.0 7149852 N METHOD 7471B v
02-Aug-2013  SL-552-SA8-SB-7.5-8.5 7149853 N 3050B 6010C v
02-Aug-2013  SL-552-SA8-SB-7.5-8.5 7149853 N 3050B 6020A v
02-Aug-2013  SL-552-SA8-SB-7.5-8.5 7149853 N 3546 8015M v
02-Aug-2013  SL-552-SA8-SB-7.5-8.5 7149853 N 3548 8082A v
02-Aug-2013  SL-552-SA8-SB-7.5-8.5 7149853 N 3546 8270D SIM v
02-Aug-2013  SL-552-SA8-SB-7.5-8.5 7149853 N 5035A 8015M v

Ill = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
02-Aug-2013  SL-552-SA8-SB-7.5-8.5 7149853 N METHOD 7471B v
02-Aug-2013  SL-559-SA8-SB-0.0-0.5 7149854 N 30508 6010C v
02-Aug-2013  SL-559-SA8-SB-0.0-0.5 7149854 N 30508 6020A v
02-Aug-2013  SL-559-SA8-SB-0.0-0.5 7149854 N 3546 8015M \Y
02-Aug-2013  S1-559-SA8-SB-0.0-0.5 7149854 N 3546 8082A v
02-Aug-2013  SL-559-SA8-SB-0.0-0.5 7149854 N 3546 8270D SiM v
02-Aug-2013  SL-559-SA8-SB-0.0-0.5 7149854 N METHOD 1613B v
02-Aug-2013  SL-559-SA8-SB-0.0-0.5 7149854 N METHOD 7471B v
02-Aug-2013  SL-559-SA8-SB-4.0-5.0 7149855 N 30508 6010C v
02-Aug-2013  SL-559-SA8-SB-4.0-5.0 7149855 N 3050B 6020A v
02-Aug-2013  SL-559-SA8-SB-4.0-5.0 7149855 N 3546 8015M v
02-Aug-2013  SL-559-SA8-SB-4.0-5.0 7149855 N 3546 8082A 1\
02-Aug-2013  SL-559-SA8-SB-4.0-5.0 7149855 N 3546 8270D SIM [\
02-Aug-2013  SL-559-SA8-SB-4.0-5.0 7149855 N 5035A 8015M v
02-Aug-2013  SL-559-SA8-SB-4.0-5.0 7149855 N METHOD 1613B v
02-Aug-2013  SL-559-SA8-SB-4.0-5.0 7149855 N METHOD 7471B v
- 02-Aug-2013  SL-558-SA8-SB-0.0-0.5 7149856 N 3050B 6010C v
02-Aug-2013  SL-558-SA8-SB-0.0-0.5 7149856 N 3050B 6020A \Y
02-Aug-2013  SL-558-SA8-SB-0.0-0.5 7149856 N 3546 8015M v
02-Aug-2013  SL-558-SA8-SB-0.0-0.5 7149856 N 3546 8082A v
02-Aug-2013  SL-558-SA8-SB-0.0-0.5 7149856 N 3546 8270D SIM v
02-Aug-2013  SL-558-SA8-SB-0.0-0.5 7149856 N METHOD 1613B v
02-Aug-2013  SL-558-SA8-SB-0.0-0.5 7149856 N METHOD 7471B v
02-Aug-2013  SL-558-SA8-SB-4.0-5.0 7149857 N 3050B 6010C v
02-Aug-2013  SL-558-SA8-SB-4.0-5.0 7149857 N 3050B 6020A v
02-Aug-2013  SL-558-SA8-SB-4.0-5.0 7149857 N 3546 8015M v

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
02-Aug-2013  SL-558-SA8-SB-4.0-5.0 7149857 N 3546 8082A v
02-Aug-2013  SL-558-SA8-SB-4.0-5.0 7149857 N 3546 8270D SIM v
02-Aug-2013  SL-558-SA8-SB-4.0-5.0 7149857 N 5035A 8015M v
02-Aug-2013  SL-558-SA8-SB-4.0-5.0 7149857 N METHOD 1613B v
02-Aug-2013  SL-558-SA8-SB-4.0-5.0 7149857 N METHOD 7471B vV
02-Aug-2013  SL-558-SA8-SB-9.0-10.0 7149858 N 3050B 6010C v
02-Aug-2013  SL-558-SA8-SB-9.0-10.0 7149858 N 3050B 6020A v
02-Aug-2013  SL-558-SA8-SB-8.0-10.0 7149858 N 3546 8015M v
02-Aug-2013  SL-558-SA8-SB-9.0-10.0 7149858 N 3546 8082A v
02-Aug-2013  SL-558-SA8-SB-9.0-10.0 7149858 N 3546 8270D SIM v
02-Aug-2013  SL-558-SA8-SB-9.0-10.0 7149858 N 5035A 8015M v
02-Aug-2013  SL-558-SA8-SB-9.0-10.0 7149858 N METHOD 7471B \Y)
02-Aug-2013  SL-558-SA8-SB-12.5-13.5 7149859 N 3050B 6010C v
02-Aug-2013  SL-558-SA8-SB-12.5-13.5 7149859 N 3050B 6020A \Y)
02-Aug-2013  SL-558-SA8-SB-12.5-13.5 7149859 N 3546 8015M \Y)
02-Aug-2013  SL-558-SA8-SB-12.5-13.5 7149859 N 3546 8082A v
02-Aug-2013  SL-558-SA8-SB-12.5-13.5 7149859 N 3546 8270D SIM I\
02-Aug-2013  SL-558-SA8-SB-12.5-13.5 7149859 N 5035A 8015M \Y)
02-Aug-2013  SL-558-SA8-SB-12.5-13.5 7149859 N METHOD 7471B 1\

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample  TB = Trip Blank
FD = Field Duplicate ~ FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate
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Attachment 2

Overall Data Qualification Summary



Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 €QAPP Name: CDM_SSFL_131101_Lan
Matrix: SO
Sample ID:SL-552-SA8-SB-0.0-0.5 Collected: 8/2/2013 7:45:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
ANTIMONY 4.07 u 0.753 MDL 4.07 PQL | mg/Kg uJ Q
ARSENIC 3.58 J 0.712 | MDL 4.07 PQL | mg/Kg J z
BERYLLIUM 0.603 J 0.0682 | MDL 1.02 PQL | mg/Kg J Y4
CADMIUM 0.992 J 0.0773 | MDL 1.02 PQL | mg/Kg J z
CALCIUM 7790 3.40 MDL 204 PQL | mg/Kg J E
CHROMIUM 29.8 0.163 { MDL 3.05 PQL | mg/Kg J Q
MOLYBDENUM 0.885 J 0.173 | MDL 2.04 PQL | mg/Kg u F
SODIUM 92.7 J 17.0 MDL 102 PQL | mg/Kg J z
TIN 1.96 J 0.224 | MDL 10.2 PQL | mg/Kg U B
VVANADIUM 47.3 0.132 | MDL 1.02 PQL | mg/Kg J Q
Zirconium 2.51 J 0.855 | MDL 5.09 PQL mg/Kg J Z
Sample ID:SL-552-SA8-SB-4.0-5.0 Collected: 8/2/2013 8:45:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | DL | Type | RL | Type | Units | Qual | Cod
ANTIMONY 4.38 0.809 { MDL 4.38 PQL | mg/Kg uJ
BERYLLIUM 0.905 J 0.0733 { MDL 1.09 PQL mg/Kg J z
CADMIUM 0.213 J 0.0831| MDL 1.09 PQL | mg/Kg J z
CALCIUM 20700 3.65 MDL 21.9 PQL | mg/Kg J E
CHROMIUM 39.7 0.175 | MDL 3.28 PQL | mg/Kg J Q
TIN 1.25 J 0.241 MDL 10.9 PQL mg/Kg U B
VANADIUM 73.4 0.142 | MDL 1.09 PQL | mg/Kg J Q
Zirconium 498 J 0919 | MDL 5.47 PQL | mg/Kg J z
Sample ID:SL-552-SA8-SB-7.5-8.5 Collected: 8/2/2013 9:00:00 AM  Analysis Type: REA Dilution: §
Data
Lab Lab DL Reason
Analyte _— L Result | Qual | DL | _Code

18.1

156000

Sample ID:SL-552-SA8-SB-7.5-8.5 Collected: 8/2/12013 9:00:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review
_Result | Qual | DL | Type | RL | Type | Units | Qual

4.33 U 0.801 MDL 4.33 PQL mg/Kg uJ Q
BERYLLIUM 0.649 J 0.0725| MDL 1.08 PQL | mg/Kg J z
CADMIUM 0.327 J 0.0823 | MDL 1.08 PQL | mg/Kg J 4

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 ¢QAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL-552-SA8-SB-7.5-8.5 Collected: 8/2/2013 9:00:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
CHROMIUM 26.0 0173 | MDL | 325 | PaL | mgkg | J
TIN 1.35 J 0.238 | MDL 10.8 PQL | mg/Kg u B
VANADIUM 46.3 0.141 | MDL 1.08 PQL | mg/Kg J Q
Zirconium 3.78 J 0.910 | MDL 541 PQL mg/Kg J z
Sample ID:SL-558-SA8-SB-0.0-0.5 Collected: 8/2/2013 12:20:00 Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason
Analyte _Qual | RL | Type | Units | Qual | Code |
ANTIMONY u 0.752 | MDL 4.07 PQL | mg/Kg uJ Q
ARSENIC J 0.712 | MDL 4.07 PQL | mg/Kg J Z
BERYLLIUM 0.831 J 0.0681 | MDL 1.02 POL | mg/Kg J z
CADMIUM 0.255 J 0.0773 | MDL 1.02 PQL | mg/Kg J z
CALCIUM 6700 3.40 MDL 20.3 PQL | mg/Kg J E
CHROMIUM 34.1 0.163 MDL 3.05 PQL mg/Kg J Q
MOLYBDENUM 0.327 J 0.173 | MDL 2.03 PQL | mg/Kg v F
SODIUM 89.0 J 17.0 MDL 102 PQL mg/Kg J z
TIN 1.79 J 0.224 | MDL 10.2 PQL | mg/Kg u B
VANADIUM 63.4 0.132 | MDL 1.02 PQL | mg/Kg J Q
Zirconium 3.57 J 0.854 | MDL 5.08 PQL mg/Kg J z
Sample ID:SL-558-SA8-SB-12.5-13.56 Collected: 8/2/2013 1:40:00 PM  Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
__Result Qual DL Type RL Type | Units | Qual Code
72400 7.28 MDL 43.6 PQL mg/Kg J E
Sample ID:SL-558-SA8-SB-12.5-13.5 Collected: 8/2/2013 1:40:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab RL Review Reason
Analyte | Result | Qual _L Type | Uni
ANT!MONY 4.36 u PQL
BERYLLIUM 0.563 J PQL
BORON 9.94 J PQL
CADMIUM 0.121 J PQL
CHROMIUM 222 POL
TIN 1.53 J PQL
VANADIUM 40.8 PQL

* denotes a non-reportable resuit
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11.06:07 AM ADR version 1.7.0.207 Page 2 of 15



Lab Reporting Batch ID: PH083

EDD Filename: PrepPH083

Data Qualifier Summary

Matrix: SO

Laboratory: LL
€QAPP Name: CDM_SSFL_131101_Lan

Collected: 8/2/12013 1:40:00 PM  Analysis Type: RES

Dilution: 1

Zirconium

Data

Qual

Review

Sample ID:SL-558-SA8-SB-4.0-5.0

Collected: 8/2/2013 12:40:00

Analysis Type: RES

Dilution: 1

Data
Lab Review Reason
_Result s | Qual
4.63 0.856 4.63 F’QL
BERYLLIUM 0.885 J 0.0775| MDL 1.16 PQL | mg/Kg J z
CADMIUM 0.256 J 0.0879 | MDL 1.16 PQL | mg/Kg J z
CALCIUM 24600 3.86 MDL 231 PQL mg/Kg J E
CHROMIUM 376 0.185 | MDL 3.47 PQL | mg/Kg J Q
TIN 1.59 J 0.254 | MDL 11.6 PQL | mg/Kg U B
VANADIUM 71.9 0.150 | MDL 1.16 PQL | mg/Kg J Q
Zirconium 4.80 J 0.972 | MDL 5.78 PQL mg/Kg J Z
Sample ID:SL.-558-SA8-SB-9.0-10.0 Collected: 8/2/2013 1:00:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units |
ANTIMONY 4.61 U 0.853 MDL 461 PQL mg/Kg uJ Q
BERYLLIUM 0.926 J 0.0772 | MDL 1.15 PQL | mg/Kg J z
CADMIUM 0.227 J 0.0876 | MDL 1.15 PQL | mg/Kg J z
CALCIUM 59500 3.85 MDL 23.0 PQL | mg/Kg J E
CHROMIUM 346 0.184 | MDL 3.46 PQL | mg/Kg J Q
TIN 1.66 J 0.253 { MDL 11.5 PQL | mg/Kg U B
VANADIUM 68.7 0.150 | MDL 1.15 PQL | mg/Kg J Q
Zirconium 4.41 J 0.968 { MDL 5.76 PQL | mg/Kg J z
Sample ID:SL-559-SA8-SB-0.0-0.5 Collected: 8/2/2013 9:30:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL Review Reason
Analyte esult | Qual | DL | Type
ANTIMONY 4.13 U 0.763 | MDL Q
ARSENIC 3.69 J 0.722 | MDL z
BERYLLIUM 0.762 J 0.0691 | MDL z
CADMIUM 0.414 J 0.0784 | MDL z
CALCIUM 8840 3.44 MDL E
CHROMIUM 31.3 0.165 | MDL Q
* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/11/2013 11:06:07 AM ADR version 1.7.0.207 Page 3 of 156



Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 e¢QAPP Name: CDM_SSFL_131101_Lan
Matrix: ~ SO

Sample ID:SL-559-SA8-SB-0.0-0.5 Collected: 8/2/2013 9:30:00 AM  Analysis Type: RES Dilution: 1

Data
Lab DL RL Review Reason

Analyte _Rest [l DL | _RL_| Typ its | Qual |  Code

MOLYBDENUM 0.358 J 0.175 MDL 2.06 PQL mg/Kg k U o

SODIUM 92.8 J 17.2 MDL 103 PQL mg/Kg J 4

TIN 3.85 J 0.227 MDL 10.3 PQL mg/Kg U B

VANADIUM 57.2 0.134 MDL 1.03 PQL mg/Kg J Q

Zirconium 3.33 J 0.866 MDL 5.16 PQL mg/Kg J VA

Sample ID:SL-559-SA8-SB-4.0-5.0 Collected: 8/2/2013 9:50:00 AM Analysis Type: RES Dilution: 1
Data

Lab DL RL Review
O ——— Result _L 'ype J Qual

Al ”TIMONY 4.42 U 0.817 MDL PQL uJ

ARSENIC 3.78 J 0.773 MDL 4.42 PQL mg/Kg J Z

BERYLLIUM 0.913 J 0.0740 | MDL 1.10 PQL mg/Kg J Z

CADMIUM 0.176 J 0.0839 | MDL 1.10 PQL mg/Kg J z

CALCIUM 9240 3.69 MDL 221 PQL mg/Kg J E

CHROMIUM 36.6 0.177 MDL 3.31 PQL mg/Kg J Q

TIN 1.81 J 0.243 MDL 11.0 PQL mg/Kg U B

VANADIUM 63.4 0.144 MDL 1.10 PQL mg/Kg J Q

Zirconium 3.61 J 0.927 MDL 5.52 PQL mg/Kg J Z

Sample ID:SL-552-SA8-SB-0.0-0.5 Collected: 8/2/2013 7:45:00 AM  Analysis Type: REA2 Dilution: 2

Reason

Sample ID:SL-552-SA8-SB-4.0-5.0 Collected: 8/2/2013 8:45:00 AM  Analysis Type: REA2 Dilution: 2

Reason
| Code |

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11:06:07 AM ADR version 1.7.0.207 Page 4 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL-552-SA8-$SB-4.0-5.0 Collected: 8/2/2013 8:45:00 AM  Analysis Type: RES Dilution: 2

Data
Review

Sample ID:SL-552-SA8-SB-7.5-8.5 Collected: 8/2/12013 9:00:00 AM  Analysis Type: RES Dilution: 2

Data
Review
Analyte

SILVER

Sample ID:SL-558-SA8-SB-0.0-0.5 Collected: 8/2/2013 12:20:00 Analysis Type: REA2 Dilution: 2

Data
Review

Reason
Code

Result

Sample ID: SL-558-SA8-SB-0.0-0.5 Collected: 8/2/2013 12:20:00 Analysis Type: RES Dilution: 2
Data

Review Reason
Analyte Qual | _ Code

SILVER 0.0712 J \0.0264' MDL 0.203 l PQL mg/Kg J 4

Sample ID:SL-558-SA8-SB-12.5-13.5 Collected: 8/2/2013 1:40:00 PM  Analysis Type: RES Dilution: 2

Lab Lab
Result | Qual | DL

Lab

Reason
Code

T

Sample ID:SL-558-SA8-SB-4.0-5.0 Collected: 8/2/2013 12:40:00 Analysis Type: REA2 Dilution: 2

Data
Review

Lab
Analyte Result | Qual

SELENIUM 0.204 J 0.116 [ MDL | 0.463 PQL | mg/Kg J 4

Sample ID:SL-558-SA8-SB-4.0-5.0 Collected: 8/2/2013 12:40:00 Analysis Type: RES Dilution: 2
Data
Lab Lab RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Code
SILVER 0.0486 J 0.0301 MDL 0.231 PQL mg/Kg J
Sample ID:SL-558-SA8-SB-9.0-10.0 Collected: 8/2/2013 1:00:00 PM  Analysis Type: RES Dilution: 2
Data
Review

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11:06:07 AM ADR version 1.7.0.207 Page 5 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL-559-SA8-SB-0.0-0.5 Collected: 8/2/2013 9:30:00 AM  Analysis Type: REA2 Dilution: 2

Data
Review

Sample ID:SL-559-SA8-SB-0.0-0.5 Collected: 8/2/2013 9:30:00 AM  Analysis Type: RES Dilution: 2

Data
Review Reason
Code _

Qual |

Analyte |
SILVER

Sample ID:SL-559-SA8-SB-4.0-5.0 Collected: 8/2/12013 9:50:00 AM  Analysis Type: REA2 Dilution: 2

Reason
|__Code |

z

Collected: 8/2/2013 9:50:00 AM Analysis Type: RES Dilution: 2

Lab Lab Reason
Result | Qual | DL | _Code
0.0459 J 0.0287 z

Sample ID:SL-552-SA8-SB-4.0-5.0 Collected: 8/2/2013 8:45:00 AM _ Analysis Type: RES Dilution: 1

Lab

Result

Sample ID:SL-558-SA8-SB-12.5-13.5 Collected: 8/2/12013 1:40:00 PM  Analysis Type: RES Dilution: 1
Lab Lab DL RL Reason
nalyte Result | Qual | DL | 1_Type | Units | G _Code

MERCURY PaL | mg/Kg

Sample ID:S1-558-SA8-SB-4.0-5.0 Collected: 8/2/2013 12:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte S 1 Result | Qual | DL | Type | RL | Type | Units | Qual |  Code

MERCURY 0.0161 J 0.0109| MDL | 0.0182| PQL mg/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11:06:07 AM ADR version 1.7.0.207 Page 6 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL-559-SA8-SB-4.0-5.0 Collected: 8/2/2013 9:50:00 AM  Analysis Type: RES Dilution: 1

Data
Review

Method Category: SVOA
Method: 1613B

Matrix: SO

Sample ID:SL-552-SA8-SB-0.0-0.5 Collected: 8/2/12013 7:45:00 AM Analysis Type: RES Dilution: 1

Data
Review Reason
ﬁngl e RL Qual Code

1,2,3,4,7,8,9-HPCDF 1.54 JB 0.150 i ‘MDL 518 PQL ng/Kg J
1,2,3,4,7,8-HxCDD 1.02 J 0.196 | MDL 5.18 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.781 J 0.103 | MDL 518 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 4.21 JB 0.221 { MDL 5.18 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.638 Ja 0.105 | MDL 5.18 POL ng/Kg J z
1,2,3,7,8,9-HXCDD 1.94 J 0.224 { MDL 518 PQOL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.395 J 0.143 | MDL 5.18 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.616 JBQ 0.152 | MDL 518 PQL ng/Kg J z
1,2,3,7,8-PECDF 1.18 J 0.106 { MDL 518 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.758 J 0.100 | MDL 5.18 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.497 JB 0.0998 | MDL 5.18 PQL ng/Kg J z
2,3,7,8-TCDF 0.570 Ja 0.210 | MDL 1.04 PQL ng/Kg J z
Sample ID:SL-552-SA8-SB-4.0-5.0 Collected: 8/2/2013 8:45:00 AM  Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual Code
i,2,3,4,6,7,8-HPCDD ‘ 0.928 JBQ | 0.0651| MDL 5.63 POL
1,2,3,4,6,7,8-HPCDF 0.173 JB 0.0165| MDL 5.63 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0574 JBQ 0.0344 | MDL 5.63 PQL ng/Kg U B
1,2,3,4,7,8-HXCDD 0.0977 Ja 0.0336 | MDL 5.63 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.136 Ja 0.0212 | MDL 563 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.119 JBQ |0.0348| MDL 5.63 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.113 Ja 0.0208 | MDL 5.63 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.130 J 0.0364 | MDL 5.63 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.153 J 0.0311 | MDL 563 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.237 JBQ | 0.0658 | MDL 5.63 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11:06:07 AM ADR version 1.7.0.207 Page 7 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: = SO

Sample ID:SL-552-SA8-SB-4.0-5.0 Collected: 8/2/2013 8:45:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Anal S N ual | DL Type. Code
1,2,3,7,8-PECDF 0.267 Ja 0.0303 | MDL 5.63 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0662 J 0.0200 | MDL 5.63 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.198 JB 0.0306 | MDL 563 PQL ng/Kg U B
2,3,7,8-TCDD 0.0775 JQ 0.0603 [ MDL 1.13 PQL ng/Kg J z
2,3,7,8-TCDF 0.0702 JQ 0.0563 | MDL 1.13 PQL ng/Kg J z
OCDD 8.37 JB 0.0540 | MDL 1.3 PQL ng/Kg J z
OCDF 0.355 JB 0.0689 | MDL 113 PQL ng/Kg U B
Sample ID:SL-558-SA8-SB-0.0-0.5 Collected: 8/2/2013 12:20:00 Analysis Type: RES Dilution: 1
Data
DL RL Review Reason
Analyte | Qual | DL
1,2,3,4,7,8,9-HPCDF JB 0.106 | MDL 5.01 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.607 J 0.109 | MDL 5.01 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.664 J 0.0729 | MDL 5.01 PQL ng/Kg J Zz
1,2,3,6,7,8-HXCDD 2.26 JB 0.121 MDL 5.01 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.667 J 0.0677 { MDL 5.01 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 1.36 J 0.124 | MDL 5.01 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.394 J 0.0905| MDL 5.01 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.201 JB 0.0935 | MDL 5.01 PQL ng/Kg U B
1,2,3,7,8-PECDF 2.92 J 0.0735| MDL 5.01 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.643 J 0.0682 | MDL 5.01 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.918 JB 0.0723 | MDL 5.01 PQL ng/Kg J z
Sample ID:SL-558-SA8-SB-4.0-5.0 Collected: 8/2/2013 12:40:00 Analysis Type: RES Dilution: 1
Data
RL Review Reason
Analyte | Result | 1 DL | RL | Type | Units | Qual | Code |
1,2,3,4,6,i8-HPCDD 0.412 JB 0.0533| MDL 5.84 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.0875 JB 0.0217 | MDL 5.84 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0496 JBQ 0.0377 | MDL 5.84 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0366 J 0.0188 | MDL 5.84 POL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0324 Ja 0.0188 ] MDL 5.84 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.0560 JQ 0.0375| MDL 5.84 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0258 Ja 0.0186 | MDL 5.84 PQL ng/Kg J 4
ocDbD 5.38 JB 0.0429 | MDL 11.7 PQL ng/Kg J z
OCDF 0.298 JBQ 0.0593 | MDL 1.7 PQL ng/Kg v B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11:06:07 AM ADR version 1.7.0.207 Page 8 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 ¢QAPP Name: CDM_SSFL_131101_Lan

Matrix: -~ SO

Sample ID:SL-559-SA8-SB-0.0-0.5 Collected: 8/2/2013 9:30:00 AM  Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason
Analyte Result | > | Units | Qual | _ Code
1,2,3,4,7,8,9-HPCDF 2.68 JB 0.174 MDL 5.10 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 1.34 J 0.191 MDL 5.10 PQL ng/Kg J Y4
1,2,3,4,7,8-HXCDF 1.44 J 0.137 MDL 5.10 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 1.83 J 0.126 MDL 5.10 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 3.31 J 0.223 MDL 5.10 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.349 Ja 0.207 MDL 5.10 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.617 JB 0.168 MDL 5.10 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 1.87 J 0.135 MDL 5.10 PQL ng/Kg J zZ
2,3,4,7,8-PECDF 1.50 JB 0.125 MDL 5.10 PQL ng/Kg J Z
Sample ID:SL-559-SA8-SB-4.0-5.0 Collected: 8/2/2013 9:50:00 AM  Analysis Type: REA Dilution: 1
Data
Lab RL Review
_Result | Qual | DL J ual |

0.528 0.273

Collected: 8/2/2013 9:50:00 AM Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason

Araiyte | Resut | Qual | DL | Type | RL Q Code
\1‘,2,3,4,7,8,9-HPCDF k 0.655 JB 0.205 | MDL 5.60 PQL ng/Kg J z
1,2,3,4,7,8-HXCDD 0.426 Ja 0.167 | MDL 5.60 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.684 J 0.137 | MDL 5.60 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 1.89 JB 0.174 | MDL 5.60 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.648 J 0.124 | MDL 5.60 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 1.07 J 0.166 | MDL 5.60 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.347 J 0.161 MDL 5.60 PQL ng/Kg J z
1,2,3,7,8-PECDF 1.53 J 0.131 MDL 5.60 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.422 J 0.121 MDL 5.60 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.640 JBQ 0.129 | MDL 5.60 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11:06:07 AM ADR version 1.7.0.207 Page 9 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Sample ID:SL-552-SA8-SB-0.0-0.5 Collected: 8/2/2013 7:45:00 AM  Analysis Type: RES Dilution: 2

Data
Lab Review
ﬁ\nal t?;“ Res;:[; | units | Qual

EFH (C15-C20)

Sample ID:SL-552-SA8-SB-4.0-5.0 Collected: 8/2/2013 8:45:00 AM  Analysis Type: REA Dilution: 1

Data
Review
Qual |

Analyte
EFH (C21-C30)

Sample ID:SL.-552-SA8-SB-7.5-8.5 Collected: 8/2/2013 9:00:00 AM  Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result | Qual Qual | Code

EFH (C21-C30) 3.0 J 23 MDL 5.6 PQL mg/Kg J y4

EFH (C30-C40) 9.3 J 4.5 MDL 11 PQL mg/Kg J z
Sample ID:SL-558-SA8-SB-0.0-0.5 Collected: 8/2/2013 12:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab RL Review Reason

suit

Type | _Code

EFH (C15-C20)

Z
Sample ID:SL-558-SA8-SB-12.5-13.5 Collected: 8/2/2013 1:40:00 PM  Analysis Type: REA Dilution: 1
Data
Review Reason
EFH (C21-C30) 3.9 J MDL 5.6 PQL
EFH (C30-C40) 9.9 J 4.5 MDL 11 PQL | mg/Kg J
Sample ID:SL-558-SA8-SB-4.0-5.0 Collected: 8/2/2013 12:40:00 Analysis Type: REA Dilution: 1
Data
Lab DL RL Review Reason
Analyte I i : Qual | DL | Type | RL | Type | Units | Qual | Code
EFH (C21-C30 4.5 J 23 MDL 5.8 B PQL | mg/Kg J z
EFH (C30-C40) 11 J 4.7 MDL 12 PQL | mg/Kg J z
Sample ID:SL-558-SA8-5B-9.0-10.0 Collected: 8/2/12013 1:00:00 PM  Analysis Type: REA Dilution: 1
Data
Lab Lab Review Reason
Analyte | Result | Qual y Qual Code
EFH (C21-C30) 3.5 J 2.4 MDL 5.9 PQL | mg/Kg J
EFH (C30-C40) 8.5 J 47 MDL 12 PQL | mg/Kg J 4

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11:06:07 AM ADR version 1.7.0.207 Page 10 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 eQAPP Name: CDM_SSFL_131101_Lan

Method Category: ~ SVOA
8082A

Matrix: .- SO

Sample ID: SL-552-SA8-SB-0.0-0.5 Collected: 8/2/2013 7:45:00 AM  Analysis Type: RES Dilution: 1

Data
Review Reason

Sample ID: SL-558-SA8-SB-12.5-13.5 Collected: 8/2/2013 1:40:00 PM  Analysis Type: RES Dilution: 1

Data
Review
nal e e e = — o - - Qua’

AROCLOR 1254

Sample ID: SL-558-SA8-SB-4.0-5.0 Collected: 8/2/2013 12:40:00 Analysis Type: RES Dilution: 1

T

AROCLOR 1254

Sample ID: SL.-559-SA8-SB-0.0-0.5 Collected: 8/2/2013 9:30:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result | Qual DL | Type | | Ini Qual __Code
AROCLOR 1254 190 4.5 MDL 17 PQL ug/Kg J X
AROCLOR 1260 31 4.0 MDL 17 PQL ug/Kg J *Xi
Aroclor 5460 13 J 10 MDL 34 PQL ug/Kg J z
Sample ID: SL-559-SA8-SB-4.0-5.0 Collected: 8/2/2013 9:50:00 AM  Analysis Type: RES Dilution: 4
Data
Lab Lab DL RL Review Reason

Analyte _ Result ; Qual | _ Code

T

8270D SIm

Matrix: SO

Sample ID: SL-552-SA8-SB-0.0-0.5 Collected: 8/2/2013 7:45:00 AM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 10
Data
Lab Lab DL RL Review Reason

Code

Analyte _ N Result Qual DL T RL | T Units Qual

BENZO(A)PYRENE 7.6 J 70 | MDL 17 PQL | ug/Kg J z
BENZO(B)FLUORANTHENE 15 J 70 | MDL 17 PQL | ug/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11:10:31 AM ADR version 1.7.0.207 Page 11 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 eQAPP Name: CDM_SSFL_131101_Lan

8270D SIM Matrix: SO
Sample ID:SL-552-SA8-SB-0.0-0.5 Collected: 8/2/2013 7:45:00 AM  Analysis Type: RES Dilution: 10
Data
Analyte
BIS(2-ETHYLHEXYL)PHTHALATE
Sample ID:SL-552-SA8-SB-0.0-0.5 Collected: 8/2/2013 7:45:00 AM  Analysis Type: RES-BASE/NEUTRAL Dilution: 10
Lab Lab
Analyte | DL_|
CHRYSENE 13 J 35 MDL 17 PQL ug/Kg J
FLUORANTHENE 9.1 J 7.0 MDL 17 PQL ug/Kg J
INDENO(1,2,3-CD)PYRENE 16 J 7.0 MDL 17 PQL ug/Kg J Z
PHENANTHRENE 9.0 J 7.0 MDL 17 PQL ug/Kg J z
PYRENE 7.9 J 7.0 MDL 17 PQL ug/Kg J V4
Sample ID:SL-552-SA8-SB-4.0-5.0 Collected: 8/2/12013 8:45:00 AM Analysis Type: RES-BASE/NEUTRAL Diiution: 1
Data
Lab Lab DL RL Review Reason
Aralyte | Result | Qual | DL | RL_| Type | Units | Qual | _
BIS(2-ETHYLHEXYL)PHTHALATE ‘ 30 6.8 MDL 20 PQL ug/Kg J
Sample ID:SL-552-SA8-SB-7.5-8.5 Collected: 8/2/2013 9:00:00 AM Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
! e 1 Result | _DL_| Type | Type f ; Cod
BENZO(G,H,I)PERYLENE 0.93 J 0.75 MDL 1.9 PQL J z
BIS(2-ETHYLHEXYL)PHTHALATE 8.3 J 6.8 MDL 20 PQL J ZL
CHRYSENE 0.57 J 0.38 MDL 1.9 PQL U F
INDENO(1,2,3-CD)PYRENE 0.77 J 0.75 MDL 19 PQL J Z
Sample ID:SL-558-SA8-SB-0.0-0.5 Collected: 8/2/2013 12:20:00 Analysis Type: RES Dilution: 1
Data
Lab RL Review Reason
nalyte Result | | Type | Units | Qual | Code |
1-METHYLNAPHTHALENE PQL J ug/Kg J V4
Sample ID:SL-558-SA8-SB-0.0-0.5 Collected: 8/2/2013 12:20:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
BENZO(A)ANTHRACENE 0.72 J 0.70
BENZO(A)PYRENE 0.70 J 0.70 MDL 1.7 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 12 J 6.3 MDL 19 PQL ug/Kg J Z, L

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11:06:07 AM ADR version 1.7.0.207 Page 12 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH083
EDD Filename: PrepPH083

8270D SIM

Sample ID:SL-558-SA8-SB-12.5-13.5

Matrix: -~ SO

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Collected: 8/212013 1:40:00 PM  Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Result

Qual DL | Type RL

0.78

Data
Lab Lab DL RL Review Reason
BIS(2-ETHYLHEXYL)PHTHALATE 11 J 6.7 MDL 20 PQL ug/Kg Z L
CHRYSENE 0.49 J 0.37 MDL 1.9 PQL ug/Kg U F
Sample ID:SL-558-SA8-SB-4.0-5.0 Collected: 8/2/2013 12:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

_Code

Sample ID:SL-558-SA8-SB-4.0-5.0

Collected: 8/2/2013 12:40:00

Analysis Type: RES-BASE/NEUTRAL Dilution: 1

1-METHYLNAPHTHALENE

1.0

T

Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
e e = LD J At ).
BIS(2-ETHYLHEXYL)PHTHALATE 19 J 7.0 MDL 21 PQL ug/Kg J Z L
PHENANTHRENE 0.95 J 0.78 MDL 1.9 PQL ug/Kg J zZ
Sample ID:SL-559-SA8-SB-0.0-0.5 Collected: 8/2/12013 9:30:00 AM Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type RL Type | Units | Qual Code

Sample ID:SL-559-SA8-SB-0.0-0.5

Collected: 8/2/2013 9:30:00 AM Analysis Type: RES-BASE/NEUTRAL Dilution: 1

A

1-METHYLNAPHTHALENE 1.2

Data
Lab Review Reason
: RL | Qual
ANTHRACENE J MDL 1.7 PQL
BENZO(A)ANTHRACENE J 0.69 MDL 1.7 PQL
BENZO(A)PYRENE 1.1 J 0.69 MDL 1.7 PQL
BENZO(G,H,)PERYLENE 0.81 J 0.69 MDL 1.7 PQL
BENZO(K)FLUORANTHENE 0.86 J 0.69 MDL 1.7 PQL
BIS(2-ETHYLHEXYL)PHTHALATE 15 J 6.3 MDL 19 PQL
Sample ID:SL-559-SA8-SB-4.0-5.0 Collected:; 8/2/2013 9:50:00 AM Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL. - SSFL. Area IV Phase 3

11/11/2013 11:06:07 AM

ADR version 1.7.0.207

Page 13 of 15




Data Qualifier Summary

Lab Reporting Batch ID: PH083

Laboratory: LL
EDD Filename: PrepPH083

eQAPP Name: CDM_SSFL_131101_Lan

8270D SIM Matrix: SO

Sample ID:SL-559-SA8-SB-4.0-5.0 Collected: 8/2/2013 9:50:00 AM  Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Data
Review Reason
Qual Code

Lab
Result

Lab

Analyte
BENZO(A)PYRENE

BENZO(G,H,))PERYLENE 0.99 J 075 | MDL | 19 | PaL | ug/Kg J z
BENZO(K)FLUORANTHENE 16 J 075 | MDL | 1.9 PaL | ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 44 6.8 | MDL | 20 PQL | ug/Kg J L
INDENO(1,2,3-CD)PYRENE 1.1 J 075 | MDL | 1.9 | PaL | ug/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11:06:07 AM ADR version 1.7.0.207 Page 14 of 15



Data Qualifier Summary

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 eQAPP Name: CDM_SSFL_131101_Lan

Reason Code Legend

Reason Code Description

Xl RPD Between Two Columns

A ICP Serial Dilution

B Method Blank Contamination

E Matrix Spike Precision

F Equipment Blank Contamination

F Field Blank Contamination

L Laboratory Control Spike Upper Estimation

Matrix Spike Lower Estimation

Matrix Spike Lower Rejection

Matrix Spike Precision

Matrix Spike Upper Estimation

Surrogate/Tracer Recovery Upper Estimation

NjJwolpl o] o] ©

Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

11/11/2013 11:10:31 AM ADR version 1.7.0.207 Page 15 of 15
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Quality Control
Outlier Reports

PHO&3



Method Blank Outlier Report

l.ab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PH083_v1 eQAPP Name: CDM_SSFL_131101_Lan

Method:

Method Blank Associated

Sample ID Analysis Date Analyte Result Samples

BLK2240B372137 8/13/2013 9:37:00 PM 1,2,3,4,6,7,8-HPCDD 0.0637 ng/kg SL-552-SA8-SB-0.0-0.5
1,2,3,4,6,7,8-HPCDF 0.0267 ng/Kg SL-552-SA8-SB-4.0-5.0
1,2,3,4,7,8,9-HPCDF 0.0434 ngiKg SL-558-SA8-SB-0.0-0.5
1,2,3,6,7,8-HXCDD 0.0377 ng/Kg SL-558-SA8-SB-4.0-5.0
1,2,3,7,8-PECDD 0.0780 ng/Kg SL-559-SA8-SB-0.0-0.5
2,3,4,7,8-PECDF 0.0474 ng/Kg SL-559-SA8-SB-4.0-5.0
OCDD 0.252 ng/Kg
OCDF 0.202 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-552-SAB-SB-4.0-5.0(RES) [1234789HPCOF " 0.0574 ng/kg 0.0574U ngiKg
SL-552-SA8-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.119 ng/Kg 0.119U ng/Kg
SL-552-SA8-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.237 ng/Kg 0.237U ng/Kg
SL-552-SA8-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.198 ng/Kg 0.198U ng/Kg
SL-552-SA8-SB-4.0-5.0(RES) OCDF 0.355 ng/Kg 0.355U ng/Kg
SL-558-SA8-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.201 ng/Kg 0.201U ng/Kg
SL-558-SA8-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0875 ng/Kg 0.0875U ng/Kg
SL-558-SA8-SB-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0496 ng/Kg 0.0496U ng/Kg
SL-558-SA8-SB-4.0-5.0(RES) OCDF 0.298 ng/Kg 0.298U ng/Kg

Method:  6010C

Method Blank Associated

Sample ID Analysis Date Analyte 7 Result Samples

P21737BB221800  |8/10/2013 6:00:00 PM CALCIUM 5.74 mg/Kg SL-552-SA8-SB-0.0-0.5
TIN 1.54 mg/Kg SL-552-SA8-SB-4.0-5.0
ZING 0.284 mg/Kg SL-552-SA8-SB-7.5-8.5

SL-558-SA8-SB-0.0-0.5
SL-558-SA8-8B-12.5-13.5
SL-558-SA8-SB-4.0-5.0
SL-558-SA8-SB-9.0-10.0
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
kkéL-éysyzls”Xg;sélyé.d-ék.‘széé; - N - o \ T 196 mg/Kg 1.96U mg/Kg
SL-552-SA8-SB-4.0-5.0(RES) TIN 1.25 mg/Kg 1.25U mg/Kg
SL-552-SA8-SB-7.5-8.5(RES) TIN 1.35 mg/Kg 1.35U mg/Kg
SL-558-SA8-SB-0.0-0.5(RES) TIN 1.79 mgiKg 1.79U mg/Kg
SL-558-SA8-SB-12.5-13.5(RES) TIN 1.53 mg/Kg 1.53U mg/Kg
SL-558-SA8-SB-4.0-5.0(RES) TIN 1.59 mg/Kg 1.59U mg/Kg
SL-558-SA8-SB-9.0-10.0(RES) TIN 1.66 mg/Kg 1.66U mg/Kg
SL-559-SA8-SB-0.0-0.5(RES) TIN 3.85 mg/Kg 3.85U mg/Kg
SL-559-SA8-SB-4.0-5.0(RES) TIN 1.81 mg/Kg 1.81U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/4/2013 1:25:57 PM ADR version 1.7.0.207 Page 1 of 1



Equipment Rinsate Blank Outlier Report

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 eQAPP Name: CDM_SSFL_131101_Lan

Associated
Samples

Collected Dat

Result

SL.-552-SA8-SB-0.0-0.5

0.16 ug/L

(2- HEXYL)PHTH.
Diethylphthalate 0.49 ug/L SL-552-SA8-SB-4.0-5.0
Di-n-butylphthalate 0.18 ug/L S51.-552-SA8-SB-7.5-8.5
NAPHTHALENE 0.033 ug/L SL-558-SA8-SB-0.0-0.5

SL-558-SA8-SB-12.5-13.5
SL-558-SA8-SB-4.0-5.0
SL-558-SA8-SB-9.0-10.0
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
) esu Final Result

Sample ID
SL-562-SA8-SB-7.6-85(RES) |CHRYSENE '
SL-566-SAB-SB-12.5-13 5(RES) CHRYSENE 0.49 ugiKg

nlyte

057 uglkg ]

1.9U ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
11/11/2013 11:16:39 AM ADR version 1.7.0.207 Page 1 of 1



Field Blank Outlier Report

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PrepPH083 eQAPP Name: CDM_SSFL._131101_Lan

Weihed: sl o

Field Blank Associated
(Sample ID Collected Date S |

4/11/2013 3:00:00 PM

SL-552-SA8-SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-SB-12.5-13.5
SL-558-SA8-SB-4.0-5.0
SL-558-SA8-SB-9.0-10.0
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0

COPPER

FB-041113(REA2) . g
MOLYBDENUM 0.0036 mg/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified

Sample ID Analyte Result _Final Result

SL-552-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.885 mg/Kg 0.885U mg/Kg
SL-556-SA8-SB-0.0-0.5(RES) MOLYBDENUM 0.327 mg/Kg 0.327U mg/Kg

SL-559-SAB-SB-0.0-0.5(RES) MOLYBDENUM 0.358 ma/Kg 0.358U ma/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Surrogate Outlier Report
Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PH083_v1 eQAPP Name: CDM_SSFL_131101_Lan

WMethod- 8270DSIM
Matrix: SO

Sample ID Sample % Recovery Affected
(Analysis Type) Surrogate % Recovery Limits Compounds Flag
SL-559-SA8-SB-0.0 1-Méthy|naphthalene-d10 128 61.00-125.00 No Affected Compounds
-0.5
SL-559-SA8-SB-4.0| 1-Methylnaphthalene-d10 138 61.00-125.00 No Affected Compounds
-5.0

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH083
EDD Filename: PH083_v1

Method- 8270D SIM
Matrix: SO

Laboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R | %R Limits | (Limits) Compounds Flag

SL-552.SA8.SB-0.0-0.5MSD  |ANTHRACENE - - 52.00-126.00 | 42 (30.00) |ANTHRACENE

(SL-552-SA8-SB-0.0-0.5) BENZO(E)PYRENE - 137 | 70.00-130.00 - BENZO(E)PYRENE D’.‘h%“gb‘
FLUORANTHENE - 150 | 40.00-148.00 | 35(30.00) |FLUORANTHENE ilute

SL-552-SA8-SB-0.0-0.5MS BIS(2-ETHYLHEXYL)PHTHALAT 0 0 39.00-167.00 - BIS(2-ETHYLHEXYL)PHTHALA

SL-552-SA8-SB-0.0-0.6MSD Butylbenzylphthalate 0 0 59.00-153.00 - Butylbenzylphthalate

(SL-552-SA8-SB-0.0-0.5) Diethylphthalate 0 0 76.00-127.00 - Diethylphthalate No Qual,
Dimethylphthalate 0 0 62.00-136.00 - Dimethylphthalate Diluted Out
Di-n-butylphthalate 0 0 62.00-154.00 - Di-n-butylphthalate
Di-n-octylphthalate 0 0 52.00-162.00 - Di-n-octylphthalate

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207
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Lab Control Spike/Lab Control Spike Duplicate Outlier Report

L.ab Reporting Batch ID: PH083
EDD Filename: PH083_v1

Wethod: 82700

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

QC Sample ID
(Associated

(SL-552-SA8-8B-0.0-0.5
SL-552-SA8-SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-558-SA8-5B-0.0-0.5
SL-558-SA8-5B-12.5-13.5
SL-558-SA8-5B-4.0-5.0
SL-558-SA8-5B-2.0-10.0
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0)

BIS(2-ETHYLHEXYL)PHTHALAT
Diethylphthalate
Di-n-butylphthalate

LCSD %R

79.00-121.00
68.00-125.00
78.00-125.00

81.00-110.00]

Affected
om

)
BIS(2-ETHYLHEXYL)PHTHALA
Diethylphthalate
Di-n-butylphthalate

J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PH083_v1 eQAPP Name: CDM_SSFL_131101_Lan

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-552-SA8-SB-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 1.54 5.18 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 1.02 5.18 PQL ng/Kg
1,2,3,4,7,8-HXCDF J 0.781 5.18 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 4.21 5.18 PQL ng/Kg
1,2,3,6,7,8-HXCDF JQ 0.638 5.18 PQL ng/Kg
1,2,3,7,8,9-HXCDD J 1.94 5.18 PQL ng/Kg J (all det
1,2,3,7,8,9-HXCDF J 0.395 5.18 PQL | ng/Kg (all detects)
1,2,3,7,8-PECDD JBQ 0.616 5.18 PQL ng/Kg
1,2,3,7,8-PECDF J 1.18 5.18 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.758 5.18 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.497 518 PQL ng/Kg
2,3,7,8-TCDF Ja 0.570 1.04 PQL ng/Kg
SL-552-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JBQ 0.928 5.63 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.173 5.63 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0574 5.63 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0977 5.63 PQL ng/Kg
1,2,3,4,7,8-HXCDF JQ 0.136 5.63 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.119 5.63 PQL ng/Kg
1,2,3,6,7,8-HXCDF Ja 0.113 5.63 PQL ng/Kg
1,2,3,7,8,9-HXCDD J 0.130 5.63 PQL ng/Kg
1,2,3,7,8,9-HXCDF J 0.153 5.63 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.237 5.63 PQL ng/Kg
1,2,3,7,8-PECDF JQ 0.267 5.63 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.0662 5.63 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.198 5.63 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0775 1.13 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0702 1.13 PQL ng/Kg
OCDD JB 8.37 11.3 PQL ng/Kg
OCDF JB 0.355 11.3 PQL ng/Kg
SL-558-SA8-5B-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 0.738 5.01 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.607 5.01 PQL ng/Kg
1,2,3,4,7,8-HXCDF J 0.664 5.01 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 2.26 5.01 PQL ng/Kg
1,2,3,6,7,8-HXCDF J 0.667 5.01 PQL ng/Kg
1,2,3,7,8,9-HXCDD J 1.36 5.01 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF J 0.394 5.01 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.201 5.01 PQL ng/Kg
1,2,3,7,8-PECDF J 2.92 5.01 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.643 5.01 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.918 5.01 PQL ng/Kg
SL-558-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.412 5.84 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0875 5.84 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0496 5.84 PQL ng/Kg
1,2,3,4,7,8-HXCDF J 0.0366 5.84 PQL ng/Kg
1,2,3,6,7,8-HXCDF JQ 0.0324 5.84 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD JQ 0.0560 5.84 PQL ng/Kg
2,3,4,6,7,8-HXCDF JQ 0.0258 5.84 PQL ng/Kg
OoCDD JB 5.38 11.7 PQL ng/Kg
OCDF JBQ 0.298 11.7 PQL ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH083
EDD Filename: PH083_v1

Method: 16138

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-559-SA8-SB-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 2.68 5.10 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 1.34 5.10 PQL ng/Kg
1,2,3,4,7,8-HXCDF J 1.44 5.10 PQL ng/Kg
1,2,3,6,7,8-HXCDF J 1.83 5.10 PQL ng/Kg
1,2,3,7,8,9-HXCDD J 3.31 5.10 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JQ 0.349 5.10 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.617 5.10 ‘PQL ng/Kg
2,3,4,6,7,8-HXCDF J 1.87 5.10 PQL ng/Kg
2,3,4,7,8-PECDF JB 1.50 5.10 PQL ng/Kg

SL-559-SA8-SB-4.0-5.0 1,2,3,4,7,8,9-HPCDF JB 0.655 5.60 PQL ng/Kg
1,2,3,4,7,8-HxCDD Ja 0.426 5.60 PQL ng/Kg
1,2,3,4,7,8-HXCDF J 0.684 5.60 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.89 5.60 PQL ng/Kg
1,2,3,6,7,8-HXCDF J 0.648 5.60 PQL ng/Kg
1,2,3,7,8,9-HXCDD J 1.07 5.60 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF J 0.347 5.60 PQL ng/Kg
1,2,3,7,8-PECDF J 1.53 5.60 PQL ng/Kg
2,3,4,6,7,8-HXCDF J 0.422 5.60 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.640 5.60 PQL ng/Kg
2,3,7,8-TCDF Jc 0.528 1.12 PQL

ng/Kg

Lab Reporting RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-552-SA8-SB-0.0-0.5 ARSENIC J 3.58 4.07 PQL mg/Kg

BERYLLIUM J 0.603 1.02 PQL mg/Kg

CADMIUM J 0.992 1.02 PQL mg/Kg

MOLYBDENUM J 0.885 2.04 PQL mg/Kg J (all detects)

SODIUM J 92.7 102 PQL mg/Kg

TIN J 1.96 10.2 PQL mg/Kg

Zirconium J 2.51 5.09 PQL | mg/Kg
SL-552-SA8-SB-4.0-5.0 BERYLLIUM J 0.905 1.09 PQL mg/Kg

CADMIUM J 0.213 1.09 PQL mg/Kg

TIN J 1.25 10.9 PQL |mgiKg|  (8lldetects)

Zirconium J 4.98 5.47 PQL mg/Kg
SL-552-SA8-SB-7.5-8.5 BERYLLIUM J 0.649 1.08 PQL mg/Kg

CADMIUM J 0.327 1.08 PQL mg/Kg

TIN J 135 10.8 PQL |mgiKg| ¢ (@lldetects)

Zirconium J 3.78 5.41 PQL | mg/Kg
SL-558-SA8-SB-0.0-0.5 ARSENIC J 4.01 4.07 PQL mg/Kg

BERYLLIUM J 0.831 1.02 PQL mg/Kg

CADMIUM J 0.255 1.02 PQL mg/Kg

MOLYBDENUM J 0.327 2.03 PQL mg/Kg J (all detects)

SODIUM J 89.0 102 PQL mg/Kg

TIN J 1.79 10.2 PQL mg/Kg

Zirconium J 3.57 5.08 PQL | mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PH083_v1 eQAPP Name: CDM_SSFL_131101_Lan

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-558-SA8-SB-12.5-135 |BERYLLIUM J 0.563 1.09 PQL | mg/Kg /

BORON J 9.94 10.9 POL | mg/Kg

CADMIUM J 0.121 1.09 PQL mg/Kg J (all detects)

TIN J 1.53 10.9 PQL | mg/Kg

Zirconium J 3.37 5.45 PQL mg/Kg
SL-558-SA8-SB-4.050  |BERYLLIUM J 0.885 116 PQL | mg/Kg

CADMIUM J 0.256 1.16 PQL | mg/Kg

TIN J 1.59 116 PQL |mg/Kg| ¢ (alldetects)

Zirconium J 4.80 5.78 PQL | mg/Kg
SL-558-SA8-SB-9.0-10.0 _ |BERYLLIUM J 0.926 115 PQL | mg/Kg

CADMIUM J 0.227 1.15 PQL | mg/Kg

TIN J 1.66 115 PQL |mgKg| o (alldetects)

Zirconium J 4.41 5.76 PQL | mg/Kg
SL-550-SA8-SB-0.0-05 _ |ARSENIC J 3.69 413 PQL | mg/Kg

BERYLLIUM J 0.762 1.03 PQL | mg/Kg

CADMIUM - J 0.414 1.03 PQL | mg/Kg

MOLYBDENUM J 0.358 2.06 PQL |mgiKg| J (all detects)

SODIUM J 92.8 103 PQL | mg/Kg

TIN J 3.85 10.3 PQL | mg/Kg

Zirconium J 3.33 5.16 PQL mg/Kg
SL-559-SA8-SB4.05.0 _ |ARSENIC J 3.78 4.42 PQL | mg/Kg

BERYLLIUM J 0.913 1.10 PQL | mg/Kg

CADMIUM J 0.176 1.10 PQL mg/Kg J (all detects)

TIN J 1.81 11.0 PQL | mg/Kg

Zirconium J 3.61 5.52 PQL | mg/Kg
Method:
Matrix: SO

Lab Reportingl RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-552-SA8-SB-0.0-0.5  |SELENIUM J 0.209 0.407 PQL [mg/Kg| J(all detects)
SL-552-5A8-SB4.0-5.0 _ |SELENIUM J 0172 0.438 PQL | mg/Kg

SILVER J 0.0508 0.219 PQL |mgiKg| J(@lldetects)
SL-552-SA8-SB-7.5-8.5 SILVER J 0.0446 0.217 PQL | mg/Kg J (all detects)
SL-558-SA8-SB-0.0-0.5 _|SELENIUM J 0.274 0.407 PQL | mg/Kg

SILVER J | 00712 0.203 PQL |mg/kg| Y (@lldetects)
SL-558-SA8-SB-12.5-13.5 |SILVER J | 0.0639 0.218 PQL |mg/Kg| J(all detects)
SL-558-SA8-SB-4.0-5.0  |SELENIUM J 0.204 0.463 PQL | mg/Kg

SILVER J 0.0486 0.231 PQL |mgikg| (8l detects)
SL-558-SA8-SB-9.0-10.0  [SILVER J | o.0629 0.230 POL |mg/Kg| J (all detects)
SL-559-SA8-SB-0.0-0.5 _ |SELENIUM J 0.263 0.413 PQL | mg/Kg

SILVER J | 00854 | 0.206 PQL |mgkg|  (@lldetects)
SL-550-SA8-SB-4.0-5.0 _ |SELENIUM J 0.214 0.442 PQL | mg/Kg

SILVER J | 00459 0.221 PQL |mgiKg| (8l detects)
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Lab Reporting Batch ID: PH083
EDD Filename: PH083_v1

Method: 7471B

Reporting Limit Outliers

Laboratory: LL
e¢QAPP Name: CDM_SSFL_131101_Lan

Matrix: SO

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL552-5A8-SB4.050  |MERCURY J | oo1a2 | o018 | PaL |mgikg| J (alldetects)
SL-558-SA8-SB-12.5-13.5 |MERCURY J 0.0173 0.0183 PQL | mg/Kg J (all detects)
SL-558-SA8-SB-4.0-5.0 MERCURY J 0.0161 0.0182 PQL | mg/Kg J (all detects)
SL-559-SA8-SB-4.0-5.0 J 0.0159 0.0183 PQL mg/Kg J (all detects)

MERCURY

SO
Lab Reporting, RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-552-SA8-5B-0.0-0.5 EFH (C15-C20) J 48 10 PQL | mg/Kg J (all detects)
SL-552-SA8-SB-4.0-5.0 EFH (C21-C30) J 3.8 5.7 PQL | mg/Kg J (all detects)
SL-552-SA8-SB-7.5-8.5 EFH (C21-C30) J 3.0 5.6 PQL | mg/Kg
EFH (C30-C40) J 9.3 11 PQL |mgiKg| ¢ (8lldetects)
SL-558-SA8-5B-0.0-0.5 EFH (C15-C20) J 2.5 5.2 PQL | mg/Kg J (all detects)
SL-558-SAB-SB-12.5-13.5 |EFH (C21-C30) J 3.9 5.6 PQL | mg/Kg
EFH (C30-C40) J 9.9 11 PQL |mglkg| (@il detects)
SL-558-SA8-SB-4.0-5.0 EFH (C21-C30) J 45 5.8 PQL | mg/Kg
EFH (C30-C40) J 11 12 PQL |mg/Kg| o (@lldetects)
SL-558-SA8-SB-9.0-10.0  [EFH (C21-C30) J 35 5.9 PQL | mg/Kg
J 8.5 12 PQL |mg/Kg| Y (@lldetects)

EFH (C30-C40)

Wethod: 8052A

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-552-SA8-5B-0.0-05  |AROCLOR 1260 J 86 | 18 POL | ugKg | J (all detects)
SL-558-SA8-SB-12.5-13.5 |AROCLOR 1254 J 7.1 19 PQL | ug/Kg J (all detects)
SL-558-SA8-5B-4.0-5.0 AROCLOR 1254 J 9.6 20 PQL | ug/Kg J (all detects)
SL-559-SA8-SB-0.0-0.5 Aroclor 5460 J 13 34 PQL | ug/Kg J (all detects)
SL-559-5A8-5B-4.0-5.0 AROCLOR 1260 J 14 19 PQL | ug/Kg J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

11/4/2013 1:30:31 PM

Page 4 of 5




Reporting Limit Outliers
Lab Reporting Batch ID: PH083 Laboratory: LL
EDD Filename: PH083_v1 eQAPP Name: CDM_SSFL_131101_Lan
Method: 8270DSIM
SO

Matrix:

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-552-SA8-SB-0.0-0.5 BENZO(A)PYRENE J 7.6 17 PQL | ug/Kg
BENZO(B)FLUORANTHENE J 15 17 PQL | ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 73 190 PQL ug/Kg
CHRYSENE J 13 17 PQL ug/Kg J (all detect
FLUORANTHENE J 9.1 17 PQL | ug/Kg (all detects)
INDENO(1,2,3-CD)PYRENE J 16 17 PQL ug/Kg
PHENANTHRENE J 9.0 17 PQL ug/Kg
PYRENE J 7.9 17 PQL ug/Kg
SL-552-SA8-SB-7.5-8.5 BENZO(G,H,I)PERYLENE J 0.93 1.9 PQL ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 8.3 20 PQL ug/Kg J (all detects)
CHRYSENE J 0.57 1.9 PQL ug/Kg
INDENO(1,2,3-CD)PYRENE J 0.77 1.9 PQL | ug/iKg
SL-558-SA8-SB-0.0-0.5 1-METHYLNAPHTHALENE J 0.72 1.7 PQL ug/Kg
BENZO(A)ANTHRACENE J 0.72 1.7 PQL ug/Kg J (all detects)
BENZO(A)PYRENE J 0.70 1.7 PQL ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 12 19 PQL ug/Kg
SL-558-SA8-SB-12.5-13.5 |BIS(2-ETHYLHEXYL)PHTHALATE J 1" 20 PQL ug/Kg J (all detects)
CHRYSENE J 0.49 1.9 PQL ug/Kg
SL-558-SA8-SB-4.0-5.0 1-METHYLNAPHTHALENE J 1.4 1.9 PQL ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 19 21 PQL | ug/Kg J (all detects)
PHENANTHRENE J 0.95 1.9 PQL ug/Kg
SL-559-SA8-SB-0.0-0.5 1-METHYLNAPHTHALENE J 1.0 1.7 PQL ug/Kg
ANTHRACENE J 0.70 1.7 PQL ug/Kg
BENZO(A)JANTHRACENE J 0.93 1.7 POL | ug/Kg
BENZO(A)PYRENE J 1.1 1.7 PQL | ug/Kg J (all detects)
BENZO(G,H,)PERYLENE J 0.81 17 PQL ug/Kg
BENZO(K)FLUORANTHENE J 0.86 1.7 PQL ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 16 19 PQL ug/Kg
SL-559-SA8-SB-4.0-5.0 1-METHYLNAPHTHALENE J 1.2 1.9 PQL ug/Kg
BENZO(A)PYRENE J 1.7 19 PQL | ug/Kg
BENZO(G,H,)PERYLENE J 0.99 1.9 PQL ug/Kg J (all detects)
BENZO(K)FLUORANTHENE J 1.6 1.9 PQL ug/Kg
INDENO(1,2,3-CD)PYRENE J 1.1 1.9 PQL ug/Kg
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Enclosure I

EPA Level IV Data Validation Reports



LDC Report# 30362D2b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: August 2, 2013

LDC Report Date: September 25, 2013

Matrix: Soill

Parameters: Semivolatiles

Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH083
Sample ldentification

SL-552-SA8-SB-0.0-0.5
SL-552-SA8-5B-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-SB-4.0-5.0
SL-558-SA8-5B-9.0-10.0
SL-558-SA8-SB-12.5-13.5
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Introduction
This data review covers 9 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8270D using
Selected lon Monitoring (SIM) for Semivolatiles.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\30362D2B_CD4.DOC 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

ll. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals. All ion abundance
requirements were met.

lll. Initial Calibration
Initial calibration was performed using required standard.

Percent relative standard deviations (%RSD) were less than or equal to 30.0% for all
compounds.

Average relative response factors (RRF) for all compounds were within method and
validation criteria.

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

Percent differences (%D) between the initial calibration RRF and the continuing
calibration RRF were within the method criteria of less than or equal to 20.0% for

calibration check compounds (CCCs) and 25.0% for all other compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 25.0% for all compounds.

All of the continuing calibration relative response factors (RRF) were within method and
validation criteria.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No semivolatile
contaminants were found in the method.

Sample EB2-080113 (from SDG PHO082) was identified as an equipment blank. No
semivolatile contaminants were found with the following exceptions:

VALOGIN\CDM\SSFL\SA8\30362D2B_CD4.DOC



Sampling Associated
Blank ID Date Compound Concentration Samples
EB2-080113 8/1/13 Chrysene 0.18 ug/L All samples in SDG PH083
Diethylphthalate 0.49 ug/L
Bis(2-ethylhexyl)phthalate 0.16 ug/L
Naphthalene 0.033 ug/L

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No semivolatile
contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
FB-041113 4/1113 Di-n-butylphthalate 0.17 ug/L All samples in SDG PH083
Diethylphthalate 0.18 ug/L
Bis(2-ethylhexyl)phthalate 0.082 ug/L
1-Methylnaphthalene 0.019 ug/L
2-Methylnaphthalene 0.024 ug/L
Naphthalene 0.17 ug/L

Sample concentrations were compared to concentrations detected in the field blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated field blanks with
the following exceptions:

Reported Modified Final

Sample Compound Concentration Concentration
SL-552-SA8-SB-7.5-8.5 Chrysene 0.57 ug/Kg 1.9U ug/Kg
SL-558-SA8-SB-12.5-13.56 | Chrysene 0.49 ug/Kg 1.9U ug/Kg

VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.

VIII. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent

recoveries (%R) and relative percent differences (RPD) were within QC limits with the
following exceptions:

VALOGIN\CDM\SSFL\30362D2B_CD4.DOC 4



LCSID
(Associated LCS LCSD RPD
Samples) Compound %R (Limits) | %R (Limits) (Limits) Flag AorP
220LCLCS Diethylphthalate 134 (77-130) - - J (all detects) P
(All samples in Di-n-butylphthalate 127 (78-125) - - J (all detects)
SDG PHO083) Bis(2-ethylhexyl)phthalate { 135 (79-121) - - J (all detects)
Benzo(e)pyrene 122 (81-110) - - J (all detects)
IX. Regional Quality Assurance and Quality Control
Not applicable.
X. Internal Standards
All internal standard areas and retention times were within QC limits.
Xl. Target Compound Identifications
All target compound identifications were within validation criteria.
Xll. Compound Quantitation
All compound quantitation were within validation criteria.
All compounds reported below the RL were qualified as follows:
Sample Finding Flag AorP
All samples in SDG PH083 All compounds reported below the RL. J (ali detects) A

XIIl. Tentatively Identified Compounds (TICs)

Tentatively identified compounds were not reported by the laboratory.
XIV. System Performance

The system performance was acceptable.

XV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XVI. Field Duplicates

No field duplicates were identified in this SDG.

VALOGIN\CDM\SSFL\30362D2B_CD4.DOC




Santa Susana Field Laboratory
Semivolatiles - Data Qualification Summary - SDG PH083

SL-552-SA8-SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-SB-4.0-5.0
SL-558-SA8-SB-9.0-10.0
SL-558-SA8-5B-12.5-13.5

below the RL.

SDG Sample Compound Flag AorP Reason (Code)
PHO083 SL-552-SA8-SB-0.0-0.5 Diethylphthalate J (all detects) P Laboratory control
SL-552-SA8-SB-4.0-5.0 Di-n-butylphthalate J (all detects) samples (%R)(L)
SL-552-SA8-SB-7.5-8.5 Bis(2-ethylhexyl)phthalate J (all detects)
SL-559-SA8-SB-0.0-0.5 Benzo(e)pyrene J (all detects)
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-SB-4.0-5.0
SL-558-SA8-SB-9.0-10.0
SL-558-SA8-SB-12.5-13.5
PH083 SL-552-SA8-SB-0.0-0.5 All compounds reported J (all detects) A Compound quantitation

4]

Santa Susana Field Laboratory
Semivolatiles - Laboratory Blank Data Qualification Summary - SDG PH083

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Semivolatiles - Field Blank Data Qualification Summary - SDG PH083

VALOGIN\CDM\SSFL\30362D2B_CD4.DOC

Modified Final
SDG Sample Compound Concentration AorP Code
PHO083 SL-552-SA8-SB-7.5-8.5 Chrysene 1.9U ug/Kg A F
PHO083 SL-558-SA8-SB-12.5-13.5 Chrysene 1.9U ug/Kg A F
6




LDC #:___30362D2b VALIDATION COMPLETENESS WORKSHEET Date._ 7/B/]>

SDG #__ PH083 Level IV Page:_/of /_
Laboratory:_Eurofins Lancaster Laboratories Reviewer:

1% 2nd Reviewer:
METHOD: GC/MS W@Wﬁm&oﬁs (EPA SW 846 Method 827Q€-SIM)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I.__ | Technical holding times A Sampling dates: b3 ,'b l 1>
1. GC/MS Instrument performance check A P
1. | Initial calibration [AN % PO £ 30
IV. | Continuing calibration/ICV A AN } N -9'—94/
V. |Blanks A ‘
V1. | Surrogate spikes S
VII. | Matrix spike/Matrix spike duplicates S )
VIl Laboratory control samples 9Vd VoA [P
IX. _| Regional Quality Assurance and Quality Control N
X. | Internal standards AN
X). | Target compound identification A
XIl. _} Compound quantitation/RL/LOQ/LODs A
XIll. | Tentatively identified compounds (TICs) N
XIV. | System performance 2N
XV. | Overall assessment of data D
XVI. | Field duplicates N
XVII. | Field blanks s ek zp2 -opows ( SD& 4 pHoh2)
Note: A = Acceptable ND = No compounds def::?ed= 8 —TD =?)L‘1:}ic\:e‘1t? ( > pé' ﬁ_ -P\-}O)ﬂ)
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples:
a0\
1 | SL-552-SA8-SB-0.0-0.5 11 | fIMD> 21 31
2 | SL-552-SA8-SB-4.0-5.0 12 | B1mSP 22 32
3 | SL-552-SA8-SB-7.5-8.5 13 23 33
4 | SL-559-SA8-SB-0.0-0.5 14 [5BLYK L2V 24 34
5 | SL-559-SA8-SB-4.0-5.0 15 25 35
6 | SL-558-SA8-SB-0.0-0.5 16 26 36
7 | SL-558-SA8-SB-4.0-5.0 17 27 37
8 | SL-558-SA8-SB-9.0-10.0 18 28 38
9 | SL-558-SA8-SB-12.5-13.5 19 29 39
10 20 30 40

30362D2bW.wpd



LDC#__20 H2 D3b VALIDATION FINDINGS CHECKLIST Page:_/ of %
Reviewer._ FT
2nd Reviewer:

4

Method: Semivolatiles (EPA SW 846 Method 82702) @

Findings/Comments

Validation Area

Were the DFTPP performance results reviewed and found to be within the specified
criteria?

Were all samples analyzed within the 12 hour clock criteria?
77

o

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) and relative response factors |~
(RRF) within method criteria for all CCCs and SPCCs?

Was a curve fit used for evaluation? —

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907

Were all percent relative standard deviations (%RSD) gse%ﬂf"z- aﬁd’)relative g
response factors (RRF) > 0.05? v A, |

Was a continuing calibration standard analyzed at least once every 12 hours for
each instrument?

method criteria for all CCCs and SPCCs?

7
Were all percent differences (%D) < }0"//0' and relative response factors (RRF) >
0.05? y

-
Were all percent differences (%D) and relative response factors (RRF) within T

Was a method blank associated with every sample in this SDG?

~
Was a method blank analyzed for each matrix and concentration? /

Was there contamination in the method blanks? If yes, please see the Blanks

validation completeness worksheet.
G z =

Were all surrogate %R within QC limits?

If 2 or more base neutral or acid surrogates were outside QC limits, was a "
reanalysis performed to confirm %R?

i

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated —t
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix? -~

Were the MS/MSD percent recoveries (%R) and the relative percent differences g
RPD} within the QC limits?

Was an LCS analyzed for this SDG?

Level IV checklist_8270C.wpd version 2.0



LDC #_ %2 36203V

VALIDATION FINDINGS CHECKLIST

Page:_%of 2z~
Reviewer: FT
2nd Reviewer:

the QC |

s?

Were performance evaluation (PE) samples performed?

Validation Area No | NA Findings/Comments
Was an LCS analyzed per extraction batch?
Were the LCS percent recoveries (%R) and relative percent difference (RPD) within e

Were the

Were internal standard area counts within -50% or +100% of the associated
calibration standard?

AV

Were retention times within + 30 seconds from the‘ associated calibration standard?

Were relative retention times (RRT's) within + 0.06 RRT units of the standard?

Did compound spectra meet specified EPA "Functional Guidelines" criteria?

Were chromatogram peaks verified and accounted for?

Were the correct internal standard (1S), quantitation ion and relative response factor
(RRF) used to quantitate the compound?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and
dry weight factors applicable to level IV validation?

i

Were the major ions (> 10 percent relative intensity) in the reference spectrum

required peaks in the chromatograms (samples and blanks)?
o - -

System performance was found to be acceptable.

s T P

evaluated in sample spectrum? el
Were relative intensities of the major ions within + 20% between the sample and the ]
reference spectra?

Did the raw data indicate that the laboratory performed a library search for all / r

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

Level IV checklist_8270C.wpd version 2.0



METHOD: GC/MS SVOA

VALIDATION FINDINGS WORKSHEET

A. Phenol

T. 4-Chloroaniline

MM. 4-Chlorophenyl-phenyl ether

FFF. Di-n-octylphthalate

YYY. 2,3,5-Trimethylnaphthalene

B. Bis (2-chloroethyl) ether

U. Hexachlorobutadiene

NN. Fluorene

GGG. Benzo(b)fluoranthene

Z7Z7. Perylene

C. 2-Chlorophenol

V. 4-Chloro-3-methylphenol

0O0. 4-Nitroaniline

HHH. Benzo(k)fluoranthene

AAAA, Dibenzothiophene

D. 1,3-Dichlorobenzene

W. 2-Methylnaphthalene

PP. 4,6-Dinitro-2-methylphenot

lll. Benzo(a)pyrene

BBBB. Benzo(a)fluoranthene

E. 1,4-Dichlorobenzene

X. Hexachiorocyclopentadiene

QQ. N-Nitrosodiphenylamine

JJJ. Indeno(1,2,3-cd)pyrene

CCCC. Benzo(b)fluorene

F. 1,2-Dichlorobenzene

Y. 2,4,6-Trichlorophenol

RR. 4-Bromophenyl-phenylether

KKK. Dibenz(a,h)anthracene

DDDD. cis/trans-Decalin

G. 2-Methylphenol

Z. 2,4,5-Trichlorophenol

SS. Hexachlorobenzene

LLL. Benzo(g,h,i)perylene

EEEE. Biphenyl

H. 2,2-Oxybis(1-chloropropane)

AA. 2-Chloronaphthaiene

TT. Pentachlorophenol

MMM. Bis(2-Chioroisopropyl)ether

FFFF. Retene

I. 4-Methylphenol

BB. 2-Nitroaniline

UU. Phenanthrene

NNN. Aniline

GGGG. C30-Hopane

J. N-Nitroso-di-n-propylamine

CC. Dimethylphthalate

VV. Anthracene

0OO0O0. N-Nitrosodimethylamine

HHHH. 1-Methylphenanthrene

K. Hexachloroethane

DD. Acenaphthylene

WW. Carbazole

PPP. Benzoic Acid

il 1,4-Dioxane

L. Nitrobenzene

EE. 2,6-Dinitrotoluene

XX. Di-n-butylphthalate

QQQ. Benzy! alcohol

JJJd. Acetophenone

M. Isophorone

FF. 3-Nitroaniline

YY. Fluoranthene

RRR. Pyridine

KKKK. Atrazine

N. 2-Nitrophenol

GG. Acenaphthene

ZZ. Pyrene

SSS. Benzidine

LLLL. Benzaldehyde

0. 2,4-Dimethylphenol

HH. 2,4-Dinitrophenot

AAA. Butylbenzylphthalate

TTT. 1-Methylnaphthalene

MMMM. Caprolactam

P. Bis(2-chloroethoxy)methane 1. 4-Nitrophenol BBB. 3,3"-Dichlorobenzidine UUU.Benzo(b)thiophene NNNN.
Q. 2,4-Dichiorophenol JJ. Dibenzofuran CCC. Benzo(a)anthracene VVV.Benzonaphthothiophene 0000.
R. 1,2,4-Trichlorobenzene KK. 2,4-Dinitrotoluene DDD. Chrysene WWW.Benzo(e)pyrene PPPP.
S. Naphthalene LL. Diethylphthalate EEE. Bis(2-ethylhexyl)phthalate XXX. 2,6-Dimethylnaphthalene QQQQ.

V:\Validation Worksheets\_Semivolatiles\8270C\COMPNDL_SVOA wpd




VALIDATION FINDINGS WORKSHEET Page. /of

Field Blanks Reviewer:__ FT
1% 2nd Reviewer:
ETHOD: GC/MS BNA (EPA SW 846 Method 827027 7 ek = ¥®2-0P0113
N/A Were field blanks identified in this SDG?
Were target compounds detected in the field blanks?

Loc# 303¢2peb

Sampling date: 8lo\/|

L Associated sample units:

>

_va\key

(t)

Field blank type: (circle one) Field Blank / Rinsate / Other: ED® Associated Samples: é A

Compound Blank ID Sample ldentification
EB 5% <) a
POV 046 | 040 |0.57)11u| 0.4a)9u
L o | 245 '
EEE o-\lo 0.¢y0
S 0.0> | 0.1b9

Blank units:

\\— ssociated sample units:

Sampling date: jl ;\, 1%

Field blank type: (circle one) Field Blank / Rinsate / Other: g\‘) Associated Samples: A \\ ( VD & 7 §7<>

Fp = Fg- odWM’™>

Compound | Blank ID Sample Identification
Y.

XX 0-\7 b.8S
LL 0.\1% .40
TRE 0.082 | 0.4}
TTT 0.0\ 0.045

) 0.024 | o.12

Y 0.\7 2.95

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Common contaminants such as the phthalates and TICs noted above that were detected in samples within ten times the associated field blank concentration were qualified as not detected, "U". Other
contaminants within five times the field blank concentration were also qualified as not detected, "U".

FBLKASC2.2S



ipc# 30 362/00h

VALIDATION FINDINGS WORKSHEET
Surrogate Recovery

METHOD: GC/MS BNA (EPA SW 846 Method 8270D)

Were percent recoveries (%R) for surrogates within QC limits?

If 2 or more base neutral or acid surrogates were outside QC limits, was a reanalysis performed to confirm %R?
If any %R was less than 10 percent, was a reanalysis performed to confirm %R?

see qualification below for all questions answered "N". Not applicable questions are identified as "N/A".

Page: / of_/

Reviewer;/j
2nd Reviewer:___

# Date Sample ID Surrogate %R (Limits) Qualifications
o - xa?v\'ﬂ\‘a\gne -d\0 128 e\-pN )U.J
S N Y \Vi

(
(
(
(
(
(
(

~— | | I |~ M~

—_ e~ b~ |~ |~ [~ }~
e b [~ |~ [~ [~

_ e~ b~ |~ |~ }~
~ |~ M~ |~ |~ M~

—~ e~ |~ |~ |~
~ |~ |~ |~ |~

(NBZ) = Nitrobenzene-d5
(FBP) = 2-Fluorobiphenyl
(TPH) = Terphenyl-d14

(PHL) = Phenol-d5

SUR

(2FP)= 2-Fluorophenol

(TBP) = 2,4,6-Tribromophenol
(2CP) = 2-Chlorophenol-d4
(DCB) = 1,2-Dichlorobenzene-d4



Lpc# S3edcn o2 b VALIDATION FINDINGS WORKSHEET page: Zof /.

Matrix Spike/Matrix Spike Duplicates Reviewer_ FT

D 2nd Reviewer:
METHOD: GC/MS BNA (EPA SW 846 Method 82702’) F?

lepse see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
( )_)VEN N/A Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each matrix in this SDG? If no, indicate which matrix does not have an associated

Q MS/MSD. Soil / Water.
N _N/A Was a MS/MSD analyzed every 20 samples of each matrix?
Y é g/A

Were the MS/MSD percent recoveries (%R) and the relative percent differences (RPD) within the QC limits?

# Date MS/MSD ID Compound %R xﬁnits) %Rn(nl_siaits) RPD (Limits) Associated Samples Qualifications
W e\ pavval  cowdpoundd| outsi &L Lmite ) \ wo auat Pl
! d ) ( ) ( ) v
( ) ( ) ( )
( ) ({ ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
A ) ( ) { )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )
( ) ( ) ( )

MSD.28



Loc#_ 32362 02 b VALIDATION FINDINGS WORKSHEET Page: of ~

Laboratory Control Samples (LCS) Reviewer: FT
2nd Reviewer:

n
METHOD: GC/MS BNA (EPA SW 846 Method 82702 f?
Ipase see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

N N/A Was a LCS required?
Y /A Were the LCS/LCSD percent recoveries (%R) and the relative percent differences (RPD) within the QC limits?

: LCS LCSD
# Date LCS/LCSD 1D Compound %R (Limits) %R (Limits) RPD (Limits) Associated Samples Qualifications
220L0L09 LL \324  (11-130 ( Al J!?d_a—‘ cL D
X¥ 27 (8-A
eEE 135 (19-12)
Dangp () oyrene. \22 ( K \-h9 J v J

(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(
(

)
( )
( )
( )
( )
( )
( )
( )
( )
( )
( )
( )
( )
( )
( )
( )
( )
( )
( )
( )
{ )

LCSLCSD.2S



LDC# 32 36 2 0>5 VALIDATION FINDINGS WORKSHEET Page:_7of /_

Initial Calibration Calculation Verification Reviewer: FT
2nd Reviewer:

METHOD: GC/MS BNA (EPA SW 846 Method 8270,&

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation (%RSD) were recalculated for the compounds identified below using the following
calculations:

RRF = (ANC)/(ANCY A, = Area of compound, A, = Area of associated internal standard
average RRF = sum of the RRFs/number of standards C, = Concentration of compound, C, = Concentration of internal standard
%RSD =100 * (S/X) S = Standard deviation of the RRFs, X = Mean of the RRFs
Reported Recalculated il R rfed | Recalculated Il R fed 1| Recalculated !
eno £no.
Calibration RRF RRF Average RRF | Average RRF %RSD %RSD
# Standard ID Date Compound (Reference Internal Standard) ( 1 std) ( 1 std) (initial) (initial)
1 VeAL A l w I 1> o6& (istinternal standard) || 0.€ >\ 0.93] 0. ¥>5) 0-8£739 ) 3
S (2nd internal standard) y.o4d9 1049 1-o4le 1-o4b ) >
T (3rd internal standard) L. 421 1-427 L %Al 1390 2 N
v L (4th internal standard) ). 212 |12 1:24% 12> 4 “
CEC (5th internal standard) 1 ¥ -t ¥ -\ G 1% "* '{
A R i A __(Ath internal standard) | 154 }1¥XY L 1T 1-1L7 k) 2

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated
results.

INICLC.2S



lDc# 303¢2 p2b

METHOD: GC/MS BNA (EPA SW 846 Method 827025

VALIDATION FINDINGS WORKSHEET
Continuing Calibration Results Verification

Page: d of ~
Reviewer: FT
2nd Reviewer:

The percent difference (%D) of the initial calibration average Relative Response Factors (RRFs) and the continuing calibration RRFs were recalculated for the compounds

identified below using the following calculation:

% Difference = 100 * (ave. RRF - RRF)/ave. RRF

RRF = (A)C(ANC,)

ave. RRF = initial calibration average RRF
RRF = continuing calibration RRF
A, = Area of compound,

C, = Concentration of compound,

A, = Area of associated internal standard
C;; = Concentration of internal standard

__T_Re% Recalculated Repaorted Recalculated |
Calibration Compound (Reference Internal Average RRF RRF RRF %D %D
# Standard ID Date Standard) (initial) (CC) (CC)
1 {oeN g1 14 \\3 "b [Yel) (istinternal standard) | 0-X3%°] 0.6YP 0. 1% \ 9 |c’
<, (2nd internal standard) \.o4 b \.0\2 |r0\2~ 3 >
YN (3rd internal standard) -39l o ‘—\ \: “[ (o] ““ A /
vy (4th internal standard) | \-943 V.24 \-839) . ")l
EEE (5th internal standard) i- 1l 1.3 -1 ™ R \ L
TIT (6th internal standard) ‘L7 .U S - Mo § ¥ X
2 (1st internal standard)
(2nd internal standard)
(3rd internal standard)
(4th internal standard)
(5th internal standard)
(6th internal standard)
3

(2nd internal standard)

(3rd internal standard)

(4th internal standard)

(5th internal standard)

e ___{6ihinternal standard)__

Comments; Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the

recalculated results.

CONCLC.28



LDC # Qo2 pJo « VALIDATION FINDINGS WORKSHEET Page:_ 7 of ~

Surrogate Results Verification Reviewer:_ FT
2nd reviewer:;

METHOD: GC/MS Semivolatiles (EPA SW 846 Method 827096 7

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100 Where: SF = Surrogate Found

SS = Surrogate Spiked
Sample ID: B \

Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
ANy - AV
i . 0.\ v. oL b bl 0
i % w—ge—(ﬁ p | ,
2-Fluorobiphghy! ‘?‘f‘e"& -\ ¥V ©- 0.0b '\ lo b’ I
Terphenyl-}A4 \- MM\\M?\«WV‘ < 0.1 0.0%0L (4 ¥ J/
Phenol-
2-F|u7{ophenol
2,4 f-Tribromophenol
Zléhlorophenol-d4
A 2:-Dichlorobenzene-d4
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5
2-Fluorobiphenyl
Terphenyl-d14
Phenol-d5
2-Fluorophenol
2,4,6-Tribromophenol
2-Chlorophenol-d4
1,2-Dichlorobenzene-d4
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5
2-Fluorobiphenyl
Terphenyl-d14
Phenol-d5
2-Fluorophenol
2,4,6-Tribromophenol
2-Chlorophenol-d4
1,2-Dichlorobenzene-d4

SURRCALC.2S



ioc# 3036200 6 VALIDATION FINDINGS WORKSHEET page: ” of ~
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer:  FT
2nd Reviewer:

p
METHOD: GC/MS BNA (EPA SW 846 Method 82702} 7

The percent recoveries (%R) and Relative Percent Difference (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below
using the following calculation:

% Recovery = 100 * (SSC - SC)/SA Where: SSC = Spiked sample concentration SC = Sample concentation
SA = Spike added
RPD = MSC - MSC 1 * 2/(MSC + MSDC) MSC = Matrix spike concentration MSDC = Matrix spike duplicate concentration
MS/MSD samples: N+ 12~
Spike Sample Spiked Sample —Matrix Spike Matrix Spike Duplicate MS/MSD
Adde Concentration Concentration i
Compound (w4 ‘, ( vy \ ( t‘)\ Percent Recovery Percent Recovery RPD
) p— =y [
MS 1V, K1 o I | Ep— _MS. MSD. Renported Recalc Reported alc Reported lRpralrulaLad_
Phenol
N-Nitroso-di-n-propylamine
4-Chloro-3-methylphenol
Acenaphthene 35,33 23. %D N O >71.5 V3. % XA 4| Q 7 87 2 z
Pentachlorophenol
Pyrene Y \ .S 28.83 | 40-| M| 9 1 9« 3 3

Comments: Referto Matrix Spike/Matrix Spike Duplicates findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalculated resulits.

MSDCLC.2S



LDC# 3o 36 '209-5, VALIDATION FINDINGS WORKSHEET Page:iofj_
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer:_ FT
2nd Reviewer:

i?
METHOD: GC/MS BNA (EPA SW 846 Method 827027 F?

The percent recoveries (%R) and Relative Percent Difference (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

% Recovery = 100 * (SC/SA Where: SSC = Spike concentration
SA = Spike added

RPD =1LCSC - LCSDC | * 2/(LCSC + LCSDC) LCSC = Laboratory control sample concentration LCSDC = Laboratory control sample duplicate concentration

LCS/LCSD samples: Les I P

Spike Spike 1 CS ‘ 1 CSD 108/ CSD
Add Concentration
Compound ( v\q“ﬁlg’ { ;‘%( Percent Recovery Percent Recovery RPD
= F G
1 CS ] ] CSD 1CS 1 CSD Reported Recale Rgpnrhad Recale Reparted |_Recalculated |
Phenol
N-Nitroso-di-n-propylamine
4-Chloro-3-methylphenol b B e
Acenaphthene 2305 33, 271 171 VA W2~ 2~ —
Pentachlorophenol
Pyrene 33.3% | vb E R MA AL b M A
~

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicates findings worksheet for list of qualifications and associated samples when reported
results do not agree within 10.0% of the recalculated results.

LCSCLC.2S



Lpc# 30362025

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

Page: ( of /

Reviewer: FT

D

METHOD: GC/MS BNA (EPA SW 846 Method 8270e1 7,

N/A
N/A

Concentration = (A1 )V )XDF)Y2.0)
(AXRRF)(V )(VX%S)

2nd reviewer:

Were all reported results recalculated and verified for all level IV samples?
Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Example:

A, = Area of the characteristic ion (EICP) for the Sample D, #) ? ot et

compound to be measured
A, = Area of the characteristic ion (EICP) for the specific

internal standard
I = Amount of internal standard added in nanograms (ng) Conc. =( ‘*0('10 X \ X \ ) 10 ) 100‘-?

( ;( , X X X )

V, = Volume or weight of sample extract in milliliters (ml) or \sH» \‘7"'“' 30 g. ﬂ (

grams (g).
V, = Volume of extract injected in microliters (uf) =
Vi = Volume of the concentrated extract in microliters (ul) 0\ .0 6 u,_a \\(,3
Df = Dilution Factor.
%S = Percent solids, applicable to soil and solid matrices

only.
2.0 = Factor of 2 to account for GPC cleanup

Reported Calculated
Concentration Concentration
# Sample ID Compound { ) { ) Qualification

RECALC.25



LDC Report# 30362D3b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
August 2, 2013

September 26, 2013

Soil

Polychlorinated Biphenyls
Level IV

Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH083

Sample Identification

SL-552-SA8-SB-0.0-0.5
SL-552-SA8-5B-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-5B-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-5B-4.0-5.0
SL-558-SA8-SB-9.0-10.0
SL-558-SA8-SB-12.5-13.5
SL-552-SA8-SB-0.0-0.5MS
SL-552-SA8-SB-0.0-0.5MSD

VALOGIN\CDM\SSFL\30362D3B_CD4.DOC



Introduction
This data review covers 11 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8082A for
Polychlorinated Biphenyls.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\30362D3B_CD4.DOC 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. GC/ECD Instrument Performance Check

Instrument performance was acceptable unless noted otherwise under initial calibration
and continuing calibration sections.

Ill. Initial Calibration

Initial calibration of multicomponent compounds was performed for the primary
(quantitation) column as required by the method.

The percent relative standard deviations (%RSD) were less than or equal to 20.0% for
all compounds.

Retention time windows were evaluated and considered technically acceptable.
IV. Continuing Calibration
Continuing calibration was performed at required frequencies.

The percent differences (%D) of calibration factors in continuing standard mixtures were
within the 20.0% QC limits.

The percent difference (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No polychlorinated
biphenyl contaminants were found in the method blanks.

Sample EB2-080113 (from SDG PHO082) was identified as an equipment blank. No
polychlorinated biphenyl contaminants were found.

Sample FB-041113 (from SDG PH029) was identified as a field blank. No
polychlorinated biphenyl contaminants were found.

VALOGIN\CDM\SSFL\30362D3B_CD4.DOC 3



VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.

VIIl. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Florisil Cartridge Check

Florisil cleanup was not required and therefore not performed in this SDG.
XI. GPC Calibration

GPC cleanup was not required and therefore not performed in this SDG.
XIl. Target Compound ldentification

All target compound identifications were within validation criteria.

XIll. Compound Quantitation

All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH083 All compounds reported below the RL. J (all detects) A

The sample results for detected compounds from the two columns were within 40%
relative percent difference (RPD) with the following exceptions:

VALOGIN\CDM\SSFL\30362D3B_CD4.DOC 4



Sample Compound RPD Flag AorP
SL-559-SA8-SB-0.0-0.5 Aroclor-1260 48 J (all detects) A
Aroclor-1254 60 J (all detects)

XIV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XV. Field Duplicates

No field duplicates were identified in this SDG.

VALOGIN\CDM\SSFL\SA8\30362D3B_CD4.DOC




Santa Susana Field Laboratory
Polychlorinated Biphenyls - Data Qualification Summary - SDG PH083

SDG

Sample

Compound

Flag

AorP

Reason (Code)

PHO083

SL-552-SA8-SB-0.0-0.5
SL-552-SA8-SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-SB-4.0-5.0
SL-558-SA8-SB-9.0-10.0

All compounds reported
below the RL.

J (all detects)

Compound quantitation
@

PHO083

SL-559-SA8-SB-0.0-0.5

Aroclor-1260
Aroclor-1254

J (all detects)
J (all detects)

Compound quantitation
(RPD)(*XIll)

Santa Susana Field Laboratory
Polychlorinated Biphenyls - Laboratory Blank Data Qualification Summary - SDG

PHO083

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Polychlorinated Biphenyls - Field Blank Data Qualification Summary - SDG PH083

VALOGIN\CDM\SSFL\SA8\30362D3B_CD4.DOC
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LDC #;

SDG #:

30362D3b VALIDATION COMPLETENESS WORKSHEET Date: /23/13

PHO83

Laboratory:_Eurofins Lancaster Laboratories

METHOD: GC Polychlorinated Biphenyls (EPA SW 846 Method 8082A)

Level IV

Page: __Lof

Reviewer: tZ

2nd Reviewer:

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
l.__| Technical holding times AN Sampling dates: % ’,Z ‘\7)
Il. | GC/ECD Instrument Performance Check VA
.| nitial calibration A °% psD 2 2O
IV. | Continuing calibration/ICV AN v /&C,\f L20
V. | Blanks A
VI. | Surrogate spikes A
V1. | Matrix spike/Matrix spike duplicates Dd A &-“-&PA——SVCO" "?U" gl
VIII. | Laboratory control samples A veS [P ‘ )
IX. | Regional quality assurance and quality control N
X. | Florisil cartridge check N
Xl. | GPC Calibration N
XIl. } Target compound identification /,‘\
XIll. | Compound quantitation/RL/LOQ/LLODs S
XIV. | Overall assessment of data A
xv. | Field duplicates N
XVI._| Field blanks ND | EB=xp2 —opoity (SPG b prodz) |
Note: A = Acceptable ND = No compounds d;‘e%tec’i; Fe —D0= gu‘;}li‘c;t’e ( Spad Pwo }ﬁj
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples:
1 | SL-552-SA8-SB-0.0-0.5 11 ¢HLK 2 L2220 21 31
2 | SL-552-SA8-SB-4.0-5.0 122 $1 M5 22 32
3 | SL-552-5A8-SB-7.5-8.5 13 B\ MSP 23 33
4 | SL-559-SA8-SB-0.0-0.5 14 24 34
5 | SL-559-SA8-SB-4.0-5.0 15 25 35
6 | SL-558-SA8-SB-0.0-0.5 16 26 36
7 | SL-558-SA8-SB-4.0-5.0 17 27 37
8 | SL-558-SA8-SB-9.0-10.0 18 28 38
9 | SL-558-SA8-SB-12.5-13.5 19 29 39
10 20 30 40
Notes:

30362D3bW.wpd



LDC#_ 30 2P3b VALIDATION FINDINGS CHECKLIST Page:_/ of =

Reviewer: ET
2nd Reviewer:

Method: /GC HPLC

Validation Area

_ Findings/Comments

All technical holding times were met.

Cooler temperature criteria was met.

Did the laboratory perform a 5 point calibration prior to sample analysis? -

Were all percent relative standard deviations (%RSD) < 20%? -

Was a curve fit used for evaluation? ~

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907? -
Were the RT wirldows roe:rl established? ‘ ~T

o

T

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7?

Were all the retention times within the acceptance windows’?

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

\

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet.

Weré all surrogate %R within the QC limits? -~

If the percent recovery (%R) for one or more surrogates was out of QC limits, was
a reanalysis performed to confirm samples with %R outside of criteria? B

o :

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
withi

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



LDC#_HOPL20dD VALIDATION FINDINGS CHECKLIST Page._% of %

Reviewer: FT
2nd Reviewer:

Validation Area

Findings/Comments

get poun o . .
Were the retention times of reported detects within the RT windows? H--—

L

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level IV validation?

4

T

Field blanks were identified in this SDG. | -
7
Target compounds were detected in the field blanks. ‘( L~ /

GC_HPLC-SW2.wpd version 1.0



METHOD: Pesticide/PCBs (EPASW 846 Method 8081/8082)

VALIDATION FINDINGS WORKSHEET

A. alpha-BHC I. Dieldrin Q. Endrin ketone Y. Aroclar-1242 GG.
B. beta-BHC J. 4,4-DDE R. Endrin aldehyde Z. Aroclor-1248 HH.
C. delta-BHC K. Endrin S. alpha-Chlordane AA. Aroclor-1254 il
D. gamma-BHC L. Endosulfan il T. gamma-Chlordane BB. Aroclor-1260 JJ.
E. Heptachlor M. 4,4-DDD U. Toxaphene CC. DB 608 KK.
F. Aldrin N. Endosulfan sulfate V. Araclor-1016 DD. BB 1701 LL.
G. Heptachlor epoxide 0. 4,4'-DDT W. Aroclor-1221 EE. MM.
H. Endosulfan | P. Methoxych.lor X. Aroclor-1232 FF. NN.

Noteé:

C:\docs\Work\Pesticides\COMPLST-3S.wpd



LDC #_ Do 3¢ 2 P3b

METHOD: __GC__HPLC

VALIDATION FINDINGS WORKSHEET
Compound Quantitation and Reported CRQLs

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

Level IV/D Only
Y N} N/A Were CRQLs adjusted for sample dilutions, dry weight factors, etc.?
Y M N/A Did the reported results for detected target compounds agree within 10.0% of the recalculated results?

Page: L of L
Reviewer: FT
2nd Reviewer:

Co &y % XN

°/D RPO ?)-C" 2 C40l

# Compound Name Finding - 4‘0 Associated Samples Qualifications
BB 1y H A /Aax
AN Lo A

Comments: See sample calculation verification worksheet for recalculations

COMQUANew.wpd



LDC#_ 32362 D35 VALIDATION FINDINGS WORKSHEET Page:_ “of _/
Initial Calibration Calculation Verification Reviewer:_ 7~ 7

2nd Reviewer:
/
METHOD: GC HPLC

The calibration factors (CF) and relative standard deviation (%RSD) were recalculated using the following calculations:

CF=A/C
Average CF = sum of the CF/number of standards
%RSD = 100 * (S/X)

Where: A = Area of compound
C = Concentration of compound
S = Standard deviation of calibration factors
X = Mean of calibration factors

Reparted |__Recalculated Reported Rprnlmlla_ted_Jl Reported Recalculated |
Calibration CF CF
# Standard ID Date Compound ( 20O std) (zo0@ std) Ave CF (initial) Ave CF (intial) %RSD %RSD
1 |\CAL 8[ s I\") Moo - \20 22002 22002 22209 2226% Ts) 1©
2% inuih RY
28 wuw\h §2 \ 54769 597 L1380 L\ 80 L L

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

INICLCrev.wpd



Lpc#_ 20362035

METHOD: GC / HPLC

VALIDATION FINDINGS WORKSHEET
Continuing Calibration Results Verification

Page;_ Zof _~

Reviewer._ A2

2nd Reviewer:

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration CF were recalculated for the compounds identified

below using the following calculation:

% Difference = 100 * (ave. CF -CF)/ave.CF Where: ave. CF = initial calibration average CF
CF = continuing calibration CF
A = Area of compound
C = Concentration of compound
Reported Recalculated Reported Recalculated
Standard Calibration
. b Date Compound Average CF(lcal)/ CF/ Conc. CF/ Conc. %D %D
CCV Conc. (9 ccv
1] 0N 12 8’\/\\\’) Aooded VLLO 2wD. 00 A\ 22 \A)-22- o e
Z® MR2
2P MR\ Y 2050. 0O 208,20 | 20P.30 Bl J
2
3
4

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of

the recalculated results.

CONCLC.wpd



Loc#__ 30362 p34 VALIDATION FINDINGS WORKSHEET page.” of /_

Surrogate Results Verification Reviewer._ F7
2nd reviewer:

METHOD: A __HPLC

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100 Where: SF = Surrogate Found
88 = Surrogate Spiked

Sample ID: %)

Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
l Reported | Recalculated |
TeMX Z2PMR) \0 10°$H09 100 1o~ 0.
|9)3-N A \V 4. o1sS ¥) ) o
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated

SURRCALCNew.wpd



LDc#_32 342 P34 VALIDATION FINDINGS WORKSHEET Page._/ of ~

Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer._ A7
2nd Reviewer:

METHOD: ~_ GC __ HPLC
The percent recoveries (%R) and relative percent differences (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below using
the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =(({SSCMS - SSCMSD} * 2) / (SSCMS + SSCMSD))*100 MS = Matrix spike MSD = Matrix spike duplicate

MS/MSD samples: \2 &+ \B

Spike Sample Spike Sample L Matrix spike Matrix Spike Duplicate MS/MSD
Added Copg. Concenfration
Compound { ) ( vo\"fio\) ( wo\r\ ) Percent Recovery Percent Recovery RPD

b MS MSD - MS MSD Reported Recalc. Reported Recalc. Reported Recalc.

Gasoline (8015)

Diesel (8015)

Benzene (8021B)

Methane (RSK-175)

2,4-D (8151)

Dinoseb (8151)

Naphthalene  (8310)

Anthracene (8310)

HMX (8330)

2,4,6-Trinitrotoluene (8330)

¥R veo ‘ Wy |\ y.2\ 140.29 | y4. L% g\ ¢\ W ¥l b ¢

Comments: Refer to Matrix Spike/Matrix Spike Duplicates findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalculated results.

MSDCLCNew.wpd



Loc# 30362035 VALIDATION FINDINGS WORKSHEET Page:“of 7

Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer /A~ 2

2nd Reviewer:
METHOD: < GC_ HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where  SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =(({SSCLCS - SSCLCSD} * 2) / (SSCLCS + SSCLCSD))*100 LCS = Laboratory Control Sample LCSD = Laboratory Control Sample duplicate

LCS/LCSD samples;___ V&S [

Spike Sample Spike Sample LCS LCSD LCS/LCSD

( v\Aoi d\g‘\) (vf:\)r‘%éc\) ((Zoncenir tio;1 Percent Recovery Percent Recovery RPD
LCS o LCSD \-)«\J LCS ™~ ‘{CSD Reported Recalc. Reported Recalc. Reported Recalc.

Gasoline (8015)

Diesel (8015)

Benzene (8021B)

Methane (RSK-175)

2,4-D (8151)

Dinoseb (8151)

Naphthalene (8310)

Anthracene (8310)

HMX (8330)

2.4 6-Trinitrotoluene (8330)

feB-12¢ 0 W1l [ WA | v k.S | VA b | o bh e

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported
results do not agree within 10.0% of the recalculated results.

LCSCLCNew.wpd



LDC#__ 30362 L35 VALIDATION FINDINGS WORKSHEET

Page: _/of 7
Sample Calculation Verification

Reviewer: A7
2nd Reviewer:

METHOD: ___ GC __ HPLC
Y N NA Were all reported results recalculated and verified for all level IV samples?
Y/N N/A Were all recalculated results for detected target compounds within 10% of the reported results?
Concentration= (A)(Fv)(Df) Example:
(RF)(Vs or Ws)(%S/100)
Sample ID. # | Compound Name peB - 126 O
A= Area or height of the compound to be measured
Fv=Final Volume of extract
Df= Dilution Factor
RF= Average response factor of the compound Concentration = 620k |
In the initial calibration Ps) '\4
Vs= Initial volume of the sample s
Ws= Initial weight of the sample

%S= Percent Solid

¥ b uo&\\w\/

Reported Recalculated Resuits
# Sample ID Compound ( Concentrations ) (Concentrations) Qualifications
1260 -1 = 6571249 Cio0) 1200 -1 = Q.18
22268 (30.) (098¢ ¢ 2 = Q-1 Y53
- 3- vty
= 4¢1119 1 - b-1\5\S)
T - 3.90 904D
¢ = b.74019d
- g 2400 )

Comments:

SAMPCALew.wpd




LDC Report# 30362D4

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: August 2, 2013

LDC Report Date: September 13, 2013

Matrix: Soil

Parameters: Metals

Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH083
Sample Ildentification

SL-552-SA8-SB-0.0-0.5
SL-552-SA8-SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-SB-4.0-5.0
SL-558-SA8-SB-9.0-10.0
SL-558-SA8-SB-12.5-13.5

VALOGIN\CDM\SSFL\30362D4_CD4.DOC



Introduction

This data review covers 9 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Methods 6010C, 6020A,
and 7471A for Metals. The metals analyzed were Aluminum, Antimony, Arsenic,
Barium, Beryllium, Boron, Cadmium, Calcium, Chromium, Cobalt, Copper, Iron, Lead,
Lithium, Magnesium, Manganese, Mercury, Molybdenum, Nickel, Phosphorus,
Potassium, Selenium, Silver, Sodium, Strontium, Thallium, Tin, Titanium, Vanadium,
Zinc, and Zirconium.

This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Inorganic Superfund Data Review (January 2010).

A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.

The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

udJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.
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I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. ICPMS Tune

The mass calibration was within 0.1 AMU and the percent relative standard deviation
(%RSD) was less than or equal to 5%.

lll. Calibration

The initial and continuing calibrations were performed at the required frequency.

The calibration standards criteria were met.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No metal contaminants

were found in the initial, continuing and preparation blanks with the following
exceptions:

Maximum Associated
Method Blank ID Analyte Concentration Samples
PB (prep blank) Calcium 5.74 mg/Kg All samples in SDG PH083
Tin 1.54 mg/Kg
Zinc 0.284 mg/Kg
ICB/CCB Arsenic 5.2 ug/L All samples in SDG PH083
ICB/CCB Aluminum 41.2 ug/L SL-552-SA8-SB-0.0-0.5

SL-552-SA8-SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5

ICB/CCB Aluminum 37.4 ug/L SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-8B-0.0-0.5
SL-558-SA8-5B-4.0-5.0
SL-558-SA8-SB-9.0-10.0
SL-568-SA8-SB-12.5-13.5

Data qualification by the initial, continuing and preparation blanks (ICB/CCB/PBs) was
based on the maximum contaminant concentration in the ICB/CCB/PBs in the analysis
of each analyte. The sample concentrations were either not detected or were
significantly greater (>5X blank contaminants) than the concentrations found in the
associated method blanks with the following exceptions:
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Reported Modified Final

Sample Analyte Concentration Concentration
SL-552-SA8-SB-0.0-0.5 Tin 1.96 mg/Kg 1.96U mg/Kg
SL-552-SA8-SB-4.0-5.0 Tin 1.25 mg/Kg 1.25U mg/Kg
SL-552-SA8-SB-7.5-8.5 Tin 1.35 mg/Kg 1.35U mg/Kg
SL-559-SA8-SB-0.0-0.5 Tin 3.85 mg/Kg 3.85U mg/Kg
SL-559-SA8-SB-4.0-5.0 Tin 1.81 mg/Kg 1.81U mg/Kg
SL-558-SA8-SB-0.0-0.5 Tin 1.79 mg/Kg 1.79U mg/Kg
SL-558-SA8-SB-4.0-5.0 Tin 1.59 mg/Kg 1.59U mg/Kg
SL-558-SA8-SB-9.0-10.0 Tin 1.66 mg/Kg 1.66U mg/Kg
SL-558-SA8-SB-12.5-13.5 Tin 1.53 mg/Kg 1.53U mg/Kg

Sample EB2-080113 (from SDG PHO082) was identified as an equipment blank. No
metal contaminants were found.

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No metal
contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Analyte Concentration Samples
FB-041113 41113 Copper 0.0036 mg/L | All samples in SDG PH083
Molybdenum 0.0036 mg/L

Sample concentrations were compared to concentrations detected in the field blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated field blanks with
the following exceptions:

Reported Modified Final

Sample Analyte Concentration Concentration
SL-552-SA8-SB-0.0-0.5 Molybdenum 0.885 mg/Kg 0.885U mg/Kg
SL-559-SA8-SB-0.0-0.5 Molybdenum 0.358 mg/Kg 0.358U mg/Kg
SL-558-SA8-SB-0.0-0.5 Molybdenum 0.327 mg/Kg 0.327U mg/Kg
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V. ICP Interference Check Sample (ICS) Analysis

The frequency of analysis was met.

The criteria for analysis were met.

VI. Matrix Spike Analysis

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits with the following exceptions:

Spike ID MS (%R) MSD (%R) RPD
(Associated Samples) Analyte (Limits) (Limits) (Limits) Flag AorP
SL-536-SA8-SB-0.0-0.5MS/MSD | Antimony 45 (75-125) 45 (75-125) - J (all detects) A
(All samples in SDG PH083) UJ (all non-detects)
Calcium - - 65 (<20) J (all detects)
UJ (all non-detects)
SL-536-SA8-SB-0.0-0.5MS/MSD | Chromium 128 (75-125) - - J (all detects) A
(All samples in SDG PH083) Vanadium 126 (75-125) - - J (all detects)

VIl. Duplicate Sample Analysis

Duplicate (DUP) sample analyses were reviewed for each matrix as applicable. Results
were within QC limits.

VIil. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

IX. Internal Standards

All internal standard percent recoveries (%R) were within QC limits.
X. Furnace Atomic Absorption QC

Graphite furnace atomic absorption was not utilized in this SDG.
Xl. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were
met.

XIl. Sample Result Verification

All sample result verifications were acceptable.

5
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All metals reported below the RL and above the MDL were qualified as foliows:

Sample

Analyte

Flag

AorP

All samples in SDG PH083

All analytes reported below the
RL and above the MDL.

J (all detects)

XIll. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

No field duplicates were identified in this SDG.
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Santa Susana Field Laboratory
Metals - Data Qualification Summary - SDG PH083

SDG

Sample

Analyte

Flag

AorP

Reason (Code)

PH083

SL-552-SA8-5B-0.0-0.5
SL-552-SA8-SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-5B-4.0-5.0
SL-558-SA8-SB-9.0-10.0
SL-558-SA8-SB-12.5-13.5

Antimony

J (all detects)
UJ (all non-detects)

Matrix spike/Matrix spike
duplicate (%R) (Q)

PH083

SL-552-SA8-SB-0.0-0.5
SL-552-SA8-SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-5B-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-5SA8-5B-0.0-0.5
S1-558-SA8-5B-4.0-5.0
S1-558-SA8-SB-9.0-10.0
SL.-558-SA8-SB-12.5-13.5

Chromium
Vanadium

J (all detects)
J (all detects)

Matrix spike/Matrix spike
duplicate (%R) (Q)

PH083

SL-552-SA8-SB-0.0-0.5
SL-552-SA8-SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-5B-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-SB-4.0-5.0
SL-558-SA8-5B-9.0-10.0
SL-558-SA8-5B-12.5-13.5

Calcium

J (all detects)
UJ (all non-detects)

Matrix spike/Matrix spike
duplicate (RPD) (E)

PH083

SL-552-5A8-5B-0.0-0.5
SL-552-SA8-SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-5B-4.0-5.0
SL-558-SA8-5B-9.0-10.0
SL-558-SA8-SB-12.5-13.5

All analytes reported
below the RL and
above the MDL.

J (all detects)

Sample result verification
4

Santa Susana Field Laboratory
Metals - Laboratory Blank Data Qualification Summary - SDG PH083

Modified Final
SDG Sample Analyte Concentration AorP Code
PHO083 | SL-552-SA8-SB-0.0-0.5 Tin 1.96U mg/Kg A B
PHO83 | SL-552-SA8-SB-4.0-5.0 Tin 1.25U mg/Kg A B
PHO083 | SL-552-SA8-SB-7.5-8.5 Tin 1.35U mg/Kg A B
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Modified Final

SDG Sample Analyte Concentration AorP Code
PHO83 | SL-559-SA8-SB-0.0-0.5 Tin 3.85U mg/Kg A B
PH083 | SL-559-SA8-SB-4.0-5.0 Tin 1.81U mg/Kg A B
PHO083 | SL-558-SA8-SB-0.0-0.5 Tin 1.79U mg/Kg A B
PHO83 | SL-558-SA8-SB-4.0-5.0 Tin 1.59U mg/Kg A B
PH083 | SL-558-SA8-SB-9.0-10.0 Tin 1.66U mg/Kg A B
PHO083 | SL-558-SA8-SB-12.5-13.5 Tin 1.53U mg/Kg A B

Santa Susana Field Laboratory
Metals - Field Blank Data Qualification Summary - SDG PH083
Modified Final

SDG Sample Analyte Concentration AorP Code
PHO83 | SL-552-SA8-SB-0.0-0.5 Molybdenum 0.885U mg/Kg A F
PHO83 | SL-559-SA8-SB-0.0-0.5 Molybdenum 0.358U mg/Kg A F
PHO83 | SL-558-SA8-SB-0.0-0.5 Molybdenum 0.327U mg/Kg A F
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Date:gm

LDC #:__30362D4 VALIDATION COMPLETENESS WORKSHEET
SDG #.__PH083 Level IV Page: \_of\ _
Laboratory: Eurofins Lancaster Laboratories Reviewer._ O\~

U | ¥ 2nd Reviewer:
METHOD: Metals (EPA SW 846 Method 60100/6020A/7}QO)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments._
l. Technical holding times ‘F“\ Sampling dates: 6 Z/ \f7\
A i
1. ICP/MS Tune
Ill. | Calibration Q
IV. | Blanks S\A/

V. ICP Interference Check Sample (ICS) Analysis

VI. | Matrix Spike Analysis

)
y

VIi.

Duplicate Sample Analysis

NS /0 (ool )
o0 _/

VI

Laboratory Control Samples (LCS)

LSS

IX. | Internal Standard (ICP-MS)

X. | Furnace Atomic Absorption QC

XI. | ICP Serial Dilution

Xll. | Sample Result Verification
XNI. | Overall Assessment of Data
XIV. | Field Duplicates

&iﬁ??k>>3

£ £ - ﬁo_'\_”; TS THOHIR

XV | Field Blanks

Note: A = Acceptable ND = No compounds detected D= Dupllcate (, Q’l’bl@
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Fieid blank EB = Equipment blank
Validated Samples: O‘\
\
1 | SL-552-SA8-SB-0.0-0.5 11 21 31
2 | SL-552-SA8-SB-4.0-5.0 12 22 32
3 | SL-552-SA8-SB-7.5-8.5 13 23 33
4 | SL-559-SA8-5B-0.0-0.5 14 24 34
5 | SL-559-SA8-SB-4.0-5.0 15 : 25 35
6 | SL-558-SA8-SB-0.0-0.5 16 26 36
7 | SL-558-SA8-SB-4.0-5.0 17 27 37
8 | SL-558-SA8-SB-9.0-10.0 18 28 38
9 | SL-558-SA8-SB-12.5-13.5 19 29 39
10 20 30 40
Notes:

30362D4W.wpd



ook OO0 S VALIDATION FINDINGS CHECKLIST Page:_Lof &

Reviewer:
2nd Reviewer:

Method:Metals (EPA SW 846 Method 6010B/7000/6020)

Validation Area Yes| No [ NA Findings/Comments

I. Technical holding times

All technical holding times were met.

YA

Cooler temperature criteria was met.

/I. ICP/MS Tune

Were all isotopes in the tuning solution mass resolution within 0.1 amu?

Were %RSD of isotopes in the tuning solution <5%?

lll. Calibration

Were all instruments calibrated daily, each set-up time?

A

Were the proper number of standards used?

Were all initial and continuing calibration verification %Rs within the 90-110% (80-
120% for mercury) QC limits?

b\

Were all initial calibration correlation coefficients > 0.9957?

IV. Blanks

Was a method blank associated with every sample in this SDG?

NEA

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet.

V. ICP Interference Check Sample

Were ICP interference check samples performed daily?

Were the AB solution percent recoveries (%R) with the 80-120% QC limits?

VI. Matrix spike/Matrix spike duplicates

Were a matrix spike (MS) and duplicate (DUP) analyzed for each matrix in this
SDG? If no, indicate which matrix does not have an associated MS/MSD or P
MS/DUP. Soil / Water.

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the 75-125 QC limits? If the sample concentration exceeded the spike r e
concentration by a factor of 4 or more, no action was taken.

Were the MS/MSD or duplicate relative percent differences (RPD) < 20% for
waters and < 35% for soil samples? A control limit of +/- RL(+/-2X RL for soil) was /]
used for samples that were < 5X the RL, including when only one of the duplicate
sample values were < 5X the RL.

Vil. Laboratory control samples

Was an LCS anaylzed for this SDG?

Was an LCS analyzed per extraction batch?

NEL

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the 80-120% QC limits for water samples and [aboratory established QC
limits for soils?

MET-SW_2010.wpd version 1.0



LDC #: /776507/9/\ VALIDATION FINDINGS CHECKLIST Page:'Qof R

Reviewer:
2nd Reviewer:

Validation Area Yes [ No | NA Findings/Comments

VIIl. Furnace Atomic Absorption QC

If MSA was performed, was the correlation coefficients > 0.9957

VD

Do all applicable analysies have duplicate iniections? (Level IV only)

For sample concentrations > RL, are applicable duplicate injection RSD values < S
20%7 (Leve! IV only)

Were analytical spike recoveries within the 85-115% QC limits? P
IX. ICP Serial Dilution

Was an ICP serial dilution analyzed if analyte concentrations were > 50X the MDL
(ICP)/>100X the MDL(ICP/MS)?

\

1\

Were all percent differences (%Ds) < 10%7?

Was there evidence of negative interference? If yes, professional judgement will be /
used to qualify the data.

X. Internal Standards (EPA SW 846 Method 6020/EPA 200.8)

Were all the percent recoveries (%R) within the 30-120% (6020)/60-125% (200.8) A
of the intensity of the internal standard in the associated initial calibration?

If the %Rs were outside the criteria, was a reanalysis performed? /]
XI. Regional Quality Assurance and Quality Control

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

Xll. Sample Result Verification

Were RLs adjusted to reflect all sample dilutions and dry weight factors applicable /
to level IV validation?

Xlll. Overall assessment of data

Overall assessment of data was found to be acceptable. /

XIV. Field duplicates

Field duplicate pairs were identified in this SDG.

Target analytes were detected in the field duplicates. /

XV. Field blanks

Field blanks were identified in this SDG. /

Target analytes were detected in the field blanks,

MET-SW_2010.wpd version 1.0



LDC #:.30362D 4

VALIDATION FINDINGS WORKSHEET . Pagei_1_of__1

Sample Specific Element Reference Reviewer__ CR
2nd reviewer:_z

All circled elements are applicable to each sample.

Matrix Target Analyte List (TAL)

{l Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag Na, Sr, T}, Sn, Ti, V, Zn, Zr l

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co,_ Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, 71, 8n, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, TI, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr-

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

AI; Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb_, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, $n, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al_Sh As Ba Be B Cd Ca Cr Co Cu Fe Ph Li Mg Mo Mn Hg Ni P K Se Aq.Na Sr.TLSn Ti V. 7n 7r

Analysis Method
IcP /’JJ’ATEE,—/Q, Ba, Be, B, Cd. Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mm Ha (N, P, K)Se, Ag(N3 Sr. TIi¢6n Ti, V. Zn, Z1)
" —  —— — —_——
ICP-MS Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K{ Se,'Ag, Na@,(ﬂ Sn, Ti, V, Zn, Zr

"N

Comments: ercury by CVAA if perform
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VALIDATION FINDINGS WORKSHEET

PB/ICB/CCB QUALIFIED SAMPLES
Soil preparation factor applied:_100x
Associated Samples: All

Page:_Lof\_
Reviewer ¢ /0____

2nd Reviewer___ (-~

LDC #:__30362D4

METHOD: Trace metals (EPA SW 864 Method 6010B/6020/7000)
Sample Concentration units, unless otherwise noted: _ mg/Kg

PB* | IcBiccBY| Level
{(ma/K) {(ugil ) {ugil)
As 5.2 26
Ca 5.737 315.5
Sn 1.540 sa7) ¥ e L5 ) 1.8 e is "o 153
Zn 0.284 15.62 '

Analytel| Maximum|| Maximum No
PB? PB* CCB?|| Level|| Qualifiers
{malKn) {(uag/l) {uall )

Maximu I Actio;]
ICB/

|

41.2

20.6

axina1um Maximau

{(ugil )

. / . . -
Analyt;" M " n—1” Maximum" Actio;]
PB PB ICB/CCB?|| Level

No
Qualifiers

(mal/Kaq)

Al

{ugil)

37.4

18.7

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet.
These sample results were qualified as not detected, "U".

Note :

30362D4.wpd

a - The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.



LDC #:_30362D4 VALIDATION FINDINGS WORKSHEET
Field Blanks

METHOD: Trace Metals (EPA SW846 6010B/7000)

Page)\__o
Reviewer:
2nd Reviewer:

Blank units:__mg/L Associated sample units:__ma/Kg Reason: F
Sampling date:__ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples: __ All
‘Analytel Blank ID Sample Identification
FB-041113 | Action 1 4 6
(SDG: Limit
PH029)
0.0036 1.8
" 0.5%%€ 0.33Y 0327
Mo 0.0036 1.8 .89 836 233

EB2-080113 (SDG: PH082) = ND

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

30362D4eb.wpd



LDC #: %bﬁ@“\

VALIDATION FINDINGS WORKSHEET page | of )
Matrix Spike/Matrix Spike Duplicates Reviewer:
_ 2nd Reviewer:
METHOD: Trace metals (EPA SW 846 Method 6010B/6020A/7000) ;

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
(ON_N/A Was a matrix spike analyzed for each matrix in this SDG? ’

Y @ N/A Were matrix spike percent recoveries (%R) within the control limits If the sample concentration exceeded the spike concentration by a factor
of 4 or more, no action was taken. d

Y @ N/A Were all duplicate sample relative percent differences (RPD) @ or watér samples and <35% for soil samples?
LEVEL IV ONLY: !

( 2 )N N/A Were recalculated results acceptable? See Level IV Recalculation Worksheet for recalculations.

|

| #1 __  MS/IMSD ID : Matrix Analvff__"/aRel\::lcsmer\l __"AR.“EIICSCELEW RPD {il imits) Am% Qualifications
SLS3%-Seg <30 .0-0.95]n i
So_ Y5 s ! W\ gl (&)
[N é5 Wy (&)
Vs 0% Pl (@
\ \ 25 g/ _ /
Comments:

MSD.4SW



LDC #: Zd?sz@ VALIDATION FINDINGS WORKSHEET  Page ) of )

Initial and Continuing Calibration Calculation Verification Reviewer:
2nd Reviewer.__{ ~_

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)
An initial and continuing calibration verification percent recovery (%R) was recalculated for each type of analysis using the following formula:
%R = Found x 100 Where, Found = concentration (in ug/L) of each analyte measured in the analysis of the ICV or CCV solution

True True = concentration (in ug/L) of each analyte in the ICV or CCV source

Acceptable
Standard ID Type of Analysis Element Found (ug/L) True (ug/L) %R %R (Y/N)

T C\J | top (it catoration Mn =06l QOO |99 .q Q9 g y/
TON | coms (et catoratony | 7] | S| SO 025 | w2.5 |
O\ | ovn it caraton It 2.l 75 106 106.Y
QC\J | cp (continuing catibration) ¢ 6%0% SC)O [0 . 6 1e) ( l )é
QO | 1cPMs (Contining catbraton 101 95.%0 | Aas (0357 | &3
COU | ovanconmng catvraton) | v \ 0%~ ~( 108 .0 | 1080

|4

GFAA (Initial calibration)

GFAA (Continuing calibation)

Comments: Refer to Calibration Verification findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalcuiated resuits.

CALCLC.45W



LDC #: 236203

VALIDATION FINDINGS WORKSHEET
Level IV Recalculation Worksheet

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

Page: \ ofl
Reviewer:

2nd Reviewer:

Percent recoveries (%R) for an ICP interference check sample, a laboratory control sample and a matrix spike sample were recalculated using the following formula:

%R = Found x 100
True

A sample and duplicate relative percent difference (RPD) was recalculated using the following formula:

RPD =|S-D|_ x 100
(S+D)12

Where,

True =

Where,

Found = SSR (spiked sample result) - SR (sample result).
Concentration of each analyte in the source.

S = Original sample concentration

D = Duplicate sample concentration

An [ICP serial dilution percent difference (%D) was recalculated using the following formula:

%D = [I-SDR{ x 100
!

Where,

| = Initial Sample Resuit (mg/L)

SDR = Serial Dilution Result (mg/l.) (Instrument Reading x 5)

Found = Concentration of each analyte measured in the analysis of the sample. Far the matrix spike calculation,

Sample ID

Type of Analysis

Element

Found /S /1
(units)

True / D/ SDR (units)

——Recalculated

Beported |

%R I RPD / %D

%R ! RPD /%D

Acceptable

ICP interference check

5213

SO0

oeS

1O}

(Y/N)

3¢5 (A
[ CD

Laboratory control sample

52\.50

SotO)

LO-\

10O

\

™
B
&

SL-596- SPRBO D005 <SSR’_§§\ NogZeZ uq.0196 45 LIS
Duplicate \\ S ,/LQ ’LKL \\,O{ : %5(6 %/ L( L!

=

ICP serial dilution

N

U b007 7

U4 625,

%

—~

—

Comments: Refer to appropriate worksheet for list of qualifications and associated samples when reported results do hot agree within 10.0% of the recalculated results.

s —

TOTCLC.45W




Lo #_ OO

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

Page: \ of ‘
Reviewer:

2nd reviewer:

ease see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

I

N_N/A
YN N/A
Y/N N/A

Detected analyte results for

Have results been reported and calculated correctly?

Are results within the calibrated range of the instruments and within the linear range of the ICP?
Are all detection limits below the CRDL?

M2

were recalculated and verified using the foliowing

equation: J
Concentration = ((FDV)(HI ))(Dil) Recalculation:
. L
E\? = gi\glc\l;tz ni:n(c‘;alr;tratlon [OO™M L (C)'Z 2457 Cr Ng > _ 5,‘557_ X V'K/ {K/
in.Vol. = Initial volume (ml) or weight (G)
Dil = Dilution factor oq*f)k‘ C l LO’SS’\
Reported Calculated
Concentration Concentration Acceptable
# Sample ID Analyte o {m - { {Y/N)
\ ) \aoo | 12100 v
x| 3L 26
Bo |9 9,5
Be 1040 0,60
B 1M IR,
4 og9 0.9
Con_ | 7790 2720
Cc 129% 2a.L
(o [T 2.\
Co_ |28 2% -\ \
Fe lzaxn 29000 \
eh 2.7 2 \.2-
L1 215} 2%
Mo 1533 19330
Y 7 7L
Bs  [004% O.04%
Mo SCAC .89
M A 17. )
iy 4S% S €
\& 4420 “9630 N2
Note:

RECALC.45W



Lpc# 0T ¥
2HTOY

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

Detected analyte results for _

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

Page:Lof ‘

Reviewer;

O
2nd reviewer:___\ .~

lease see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
Have results been reported and calculated correctly?

Are results within the calibrated range of the instruments and within the linear range of the ICP?
Are all detection limits below the CRDL?

were recalculated and verified using the following

equation:
Concentration = ((ﬁl.jv)(oﬂl.))(m” Recalculation: (&j: :%g/
RD f R_aw data concentration ,QQ/ @
::n\./VoL ; Egiaall\\/lc:ﬁ;;ee((r::l)) or weight (G) g @
Dil = Dilution factor
Reported Calculated
Concentration Concentgatio cceptable
# Sample ID Analyte ( - ({ﬁi{ A (Y?rfl)bl
\ S€_ A2\ 0.7\ <’
Ac A O Yb |
NA 2.7 A2 1
1\ 023 0.2
an 2.0 2.0
T \O%0 LORO
\ 473 Y73
7N ng V\g
7 / —Liﬁ /2/ LS V
Note:

RECALC.4SW



LDC Report# 30362D7

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:

Collection Date:

LDC Report Date:

Matrix:

Parameters:

Validation Level:

Laboratory:

Sample Delivery Group (SDG):

Sample Identification
TB-080213
SL-552-SA8-SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-4.0-5.0

SL-558-SA8-SB-9.0-10.0
SL-558-SA8-SB-12.5-13.5

VALOGIN\CDM\SSFL\30362D7_CD4.DOC

Santa Susana Field Laboratory

August 2, 2013

September 26, 2013

Soil/Water

Total Petroleum Hydrocarbons as Gasoline
Level IV

Eurofins Lancaster Laboratories

PHO83



Introduction
This data review covers 6 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8015B for Total Petroleum Hydrocarbons (TPH) as Gasoline.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ  Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\30362D7_CD4.DOC



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0%.

Ill. Continuing Calibration
Continuing calibration was performed at required frequencies.
The percent differences (%D) were less than or equal to 20.0% for all compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydrocarbons as gasoline contaminants were found in the method blanks.

Sample TB-080213 was identified as a trip blank. No total petroleum hydrocarbons as
gasoline contaminants were found.

Samples EB2-080113 (from SDG PHO082) was identified as an equipment blank. No
total petroleum hydrocarbons as gasoline contaminants were found.

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No total
petroleum hydrocarbons as gasoline contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates
The laboratory has indicated that there were no matrix spike (MS) and matrix spike

duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VALOGIN\CDM\SSFL\30362D7_CD4.DOC 3



VII. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable
recoveries (%R) and relative percent differences (RPD) were within QC limits.

VIIl. Target Compound Identification

All target compound identifications were within validation criteria.
IX. Compound Quantitation
All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

. Percent

Sample

Finding

Flag

AorP

All samples in SDG PH083

All compounds reported below the RL.

J (all detects)

X. System Performance

The system performance was acceptable.

XI. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIl. Field Duplicates

No field duplicates were identified in this SDG.

VALOGIN\CDM\SSFLA30362D7_CD4.DOC



Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Data Qualification Summary - SDG
PH083

SDG Sample Compound Flag AorP Reason (Code)

PHO083 TB-080213 All compounds reported J (all detects) A Compound quantitation
SL-552-SA8-SB-4.0-5.0 below the RL. (2)
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-4.0-5.0
SL-558-SA8-SB-9.0-10.0
SL-558-SA8-SB-12.5-13.5

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Laboratory Blank Data Qualification
Summary - SDG PH083

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Field Blank Data Qualification
Summary - SDG PH083

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\30362D7_CD4.DOC 5



LDC #__ 30362D7 VALIDATION COMPLETENESS WORKSHEET Date: WXN1>

SDG #:.__ PH083 Level IV Page:_lof )
Laboratory:_Eurofins Lancaster L aboratories Reviewer: f_v?

2nd Reviewer:
METHOD: GC TPH as Gasoline (EPA SW 846 Method 8015B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments _
. Technical holding times A Sampling dates: ‘A\ 2 \ \">
Il | Initial calibration A % Y < u?'
ill. ] Calibration verification/ICV D vy ! cN £ 2
IV. | Blanks A
\ Surrogate recovery A
VI. | Matrix spike/Matrix spike duplicates N cVenwd  spedlie /
VII. | Laboratory control samples J Led \D J \
VIll. | Target compound identification A
IX. | Compound quantitation/RLILOQ/LODs A
X. System Performance A
Xi. | Overall assessment of data A
XI. | Field duplicates N (opaw 7HOBL ) (spG _pwo 7—°\‘>
Xill._| Field blanks NP Eb - E%L -030WH - _ftp-o4lld
Note: A = Acceptable ND = No compounds de-tl‘;ged: ' D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank

Validated Samples:
wal 4 SO

1 Y TB-080213 w1 [pLEeNn 21 31
2 1| sL-552-5A8-5B4.05.0 & |122] ®LK NL 22 32
3 | SL-552-5A8-5B-7.585 , |13 23 33
4 | SL-559-5A8-5B-4.0-5.0 14 24 34
5 | SL-558-SA8-SB4.0-5.0 , | 15 25 35
6 | 5L-558-5A8-5B-9.0-10.0 , | 16 26 36
7 | SL558-5A8-5B-12.5-13.5 _ |17 27 37
8 18 28 38
9 19 29 39
10 20 30 40
Notes:

30362D7W.wpd



{DC# 30236 ’2\97 VALIDATION FINDINGS CHECKLIST Page:_/of_q'
Reviewer: ET

2nd Reviewer:

Method: / GC HPLC

Validation Area No | NA Findings/Comments

Ali technical holding times were met.

Cooler temperature criteria was met.

Did the laboratory perform a 5 point calibration prior to sample analysis? -
Were all percent relative standard deviations (%RSD) < 20%7? L
Was a curve fit used for evaluation? Pl

Did the initial calibration meet the curve fit acceptance criteria of > 0.990?

?

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7?

Were all the retention times within the acceptance windows’?

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks /
validation completeness worksheet

T % 7

Were all surrogate %R within the QC limits?

If the percent recovery (%R) for one or more surrogates was out of QC limits, was
alysis performed to confirm samples with %R outside of criteria?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each

matrix in this SDG? If no, indicate which matrix does not have an associated -

MS/MSD. Soil / Water. v
7

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences 1
RPD) within the QC limits?

A

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

ANIA

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?

Were performance evaluation (PE) samples performed? p e

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



LDC#__ > D320 VALIDATION FINDINGS CHECKLIST Page:_? of %
Reviewer: FT
2nd Reviewer:

Validation Area Yes | No | NA Findings/Comments

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level IV validation?

T =

Field duplicate pairs were identified in this SDG. |

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG. e

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0



LDC#_ 30367 07

METHOD: GC

-~ HPLC

VALIDATION FINDINGS WORKSHEET
Initial Calibration Calculation Verification

The calibration factors (CF) and relative standard deviation (%RSD) were recalculated using the following calculations:

CF=A/C

Average CF = sum of the CF/number of standards

%RSD = 100 * (S/X)

Where: A = Area of compound
C = Concentration of compound
S = Standard deviation of calibration factors
X = Mean of calibration factors

Page:_ “of 7
Reviewer._ 7~ 7
2nd Reviewer:

Reported Recalcuated || __Reported || Recalcuiated || Reparted || Recalculated ]
Calibration CF CF

# Standard ID Date Compound ( 5SSV std) ( S5V std) Ave CF (initial) Ave CF (intial) %RSD %RSD

1 eall 21 2 2R G117 &1\ 6264 626 Q.2 9.2
\\ooo- F

(220) (220 )
2 lvea L ‘5[7f3h5 el LosqT besa] LIS\ LiS 16 3 >

W3 F

Comments: Refer fo Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the

recalculated results.

INICLCrev.wpd



LDC#_ 3036 2P

METHOD: GC

HPLC

VALIDATION FINDINGS WORKSHEET
Continuing Calibration Results Verification

Page:_ ”of

/

Reviewer,_ ~2

2nd Reviewer:

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration CF were recalculated for the compounds identified

below using the following calculation:

% Difference = 100 * (ave. CF -CF)/ave.CF Where:  ave. CF = initial calibration average CF
CF = continuing calibration CF
A = Area of compound
C = Concentration of compound
Reported Recalculated Reported Recalculated
Standard Calibration
# D Date Compound Average CF(lcal)/ CF/ Conc. CF/ Conc. %D %D
CCV Conc. CCV ccv
1 leen 2030 | ¥[E]r> Gr. O 550.0 S19.1 9 1919 S S
cev 1007 | &b y 210.0 \2L.1 9 19619 i v
2
eeN iy | «ful ) 2%0. O 2099 2. 98 9 )
3
4

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of

the recalculated results.

CONCLC.wpd



IDC# 3©3¢C—o. p7 VALIDATION FINDINGS WORKSHEET Page: / of__/_
Surrogate Results Verification Reviewer_ ~£7
— 2nd reviewer:
METHOD: _“GC __ HPLC

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100 Where: SF = Surrogate Found

SS = Surrogate Spiked
Sample ID: v

Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
1T NS %AL.> (4¢<. 29 N Cot T o
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated

SURRCALCNew.wpd



LDC #: 6036207 VALIDATION FINDINGS WORKSHEET

Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification

Page: __/ of ___{
Reviewer, A~
2nd Reviewer:

METHOD: -~ GG _ HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where  SSC = Spiked sample concentration
SA = Spike added

LCS = Laboratory Control Sample

SC = Sample concentration

RPD =({{SSCLCS - SSCLCSD} * 2) / (SSCLCS + SSCLCSD))*100 LCSD = Laboratory Control Sample duplicate

LCS/LCSD samples: oD Ip YO\ \
Spike Sample Spike Sample LCS LCSD LCS/LCSD
Added Cong. Concentration
Compound ( wq(\ ) (W \ ) (v i\‘%/ Percent Recovery Percent Recovery RPD
J e \J
LCS LCSD - LCS T LCSD Reported Recalc. Reported Recalc. Reported Recalc.
Gasoline (8015) T ) un g. oY 1.7 1> 1% 1] 1] o) 3
Diesel (8015)
Benzene (8021B)
Methane (RSK-175)
24-D (8151)
Dinoseb (8151)
Naphthalene (8310)
Anthracene (8310)
HMX (8330)
2,4,6-Trinitrotoluene (8330)

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported

results do not agree within 10.0% of the recalculated results.

LCSCLCNew.wpd




LDC#_303¢ 2 07

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

Page: _ /of 7
Reviewer. A7
2nd Reviewer:

METHOD: ___GC __ HPLC
Y N N/A Were all reported results recaiculated and verified for all level IV samples?
N N/A Were all recalculated results for detected target compounds within 10% of the reported results?
Concentration= (A)(FV)(Df) Example:
(RF){(Vs or Ws)(%S/100) .
Sample ID.__ L&A soil Compound Name GRO
A= Area or height of the compound to be measured
Fv=Final Volume of extract
Df= Dilution Factor
RF= Average response factor of the compound Concentration = 14 9530 (OF D
In the initial calibration
Vs=Initial volume of the sample GisiL O.) ClO ooﬁ
Ws= Initial weight of the sample
%S= Percent Solid - %.0 | \k3
Reported Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications
( ) ( )
Comments:

SAMPCALew.wpd




LDC Report# 30362D8

Laboratory Data Consultants, Inc.

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Data Validation Report

Santa Susana Field Laboratory

August 2, 2013

September 25, 2013

Soil

Total Petroleum Hydrocarbons as Extractables
Level IV

Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PHO83

Sample Identification

SL-552-SA8-SB-0.0-0.5
SL-552-SA8-5B-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-5B-4.0-5.0
SL-558-SA8-5B-0.0-0.5
SL-558-SA8-5B-4.0-5.0
SL-558-SA8-SB-9.0-10.0
SL-558-SA8-5SB-12.5-13.5

VALOGIN\CDM\SSFL\30362D8_CD4.DOC



Introduction
This data review covers 9 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8015B for Total
Petroleum Hydrocarbons (TPH) as Extractables.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

UJ  Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\30362D8_CD4.DOC 2



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0%.

lll. Continuing Calibration
Continuing calibration was performed at required frequencies.
The percent differences (%D) were less than or equal to 20.0% for all compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydrocarbons as extractables contaminants were found in the method blanks.

Sample EB2-080113 (from SDG PH082) was identified as an equipment blank. No total
petroleum hydrocarbons as extractables contaminants were found.

Sample FB-041113 (from SDG PH029) was identified as a field blank. No total
petroleum hydrocarbons as extractables contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike
duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VIl. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

VALOGIN\CDM\SSFL\30362D8_CD4.DOC 3



VIll. Target Compound Identification

All target compound identifications were within validation criteria.

IX. Compound Quantitation

All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample

Finding

Flag

AorP

All samples in SDG PH083

All compounds reported below the RL.

J (all detects)

X. System Performance

The system performance was acceptable.

XI. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIl. Field Duplicates

No field duplicates were identified in this SDG.

VALOGIN\CDM\SSFL\30362D8_CD4.DOC




Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Data Qualification Summary -

SDG PH083
SDG Sample Compound Flag AorP Reason (Code)
PH083 SL-552-SA8-8B-0.0-0.5 All compounds reported below the RL. J (all detects) A Compound quantitation (Z)

SL-552-SA8-5SB-4.0-5.0
SL-552-SA8-SB-7.5-8.5
SL-559-SA8-5B-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-SB-4.0-5.0
SL-558-5SA8-5B-9.0-10.0
SL-558-SA8-SB-12.5-13.5

Santa Susana Field Laboratory

Total

Qualification Summary - SDG PH083

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Field Blank Data Qualification
Summary - SDG PH083

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\30362D8_CD4.DOC 5
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LDC #.___30362D8 VALIDATION COMPLETENESS WORKSHEET Date: 7/ W//j

SDG #__PH083 Level IV Page._( of /
Laboratory:_Eurofins Lancaster Laboratories Reviewer: F7
2nd Reviewer:

METHOD: GC TPH as Extractables (EPA SW 846 Method 8015B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments _
I. | Technical holding times A Sampling dates: . ‘ 2 \ \>
It | initial calibration A "% 80 £ 200 b
Ill.__| Calibration verification/ICV A \EvV / ccN £
IV. | Blanks A
V | Surrogate recovery A
VI. | Matrix spike/Matrix spike duplicates ) C/\«\ C,VV\‘ e O‘\l i¢ a‘
VII. | Laboratory control samples A- LCS ) \)
VIIl. | Target compound identification A
IX. | Compound quantitation/RL/LOQ/LODs A
X. System Performance A
Xl. [ Overall assessment of data A
Xil. | Field duplicates I\J
XIll. | Field blanks $1% ED = EB2 ~0HOWD (_5961 B ooy Q_az)
BB = PR o4ilG (5P4 & ProeA)
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples:
0o\L
1 SL-552-SA8-SB-0.0-0.5 11| FBLELIS2Y 21 31
2 SL-552-SA8-SB-4.0-5.0 12 22 32
3 SL-552-SA8-SB-7.5-8.5 13 23 33
4 SL-559-SA8-SB-0.0-0.5 14 24 34
5 SL-559-SA8-SB-4.0-5.0 15 25 35
6 SL-558-SA8-SB-0.0-0.5 16 26 36
7 SL-558-SA8-SB-4.0-5.0 17 27 37
8 SL-558-SA8-SB-9.0-10.0 18 28 38
9 SL-558-SA8-SB-12.5-13.5 19 29 39
10 20 30 40
Notes:

30362D8W.wpd



Loc# 30262 DY VALIDATION FINDINGS CHECKLIST

Method: ‘/ GC HPLC

Page: ! of =
Reviewer: F7

2nd Reviewer:

Validation Area

All technical holding times were met.

Findings/Comments
T

Cooler temperature criteria was met.

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) < 20%7?

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907

Were the RT windows properly established?

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%?

Were all the retention times within Fhe acceptance windows?

-

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet
7 o ¢ % T

Were all surrogate %R within the QC limits?

If the percent recovery (%R) for one or more surrogates was out of QC limits, was
a reanalysis performed to confirm samples with %R outside of criteria?

i

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated

MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC limits?
B —

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

A\

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?
/9

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



IDC#__ 3036298 VALIDATION FINDINGS CHECKLIST Page:_% of %

Reviewer: FT
2nd Reviewer:

Validation Area

ation:

Arg 1] .
Werev the retention times of reported detects within ‘the RT windows

RQL:

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level IV validation?

: = PRI

Overall assessment of data was found to be acceptable. l/

Field duplicate pairs were identified in this SDG. v

Target compounds were detected in the field duplicates. /

Lo blan ‘

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks. /

GC_HPLC-SW2.wpd version 1.0



LDC#_ 30362 0X

METHOD: GC

HPLC

VALIDATION FINDINGS WORKSHEET
Initial Calibration Calculation Verification

The calibration factors (CF) and relative standard deviation (%RSD) were recalcuiated using the following calculations:

Page: _/ of -

/

Reviewer,_ 7~ 7

2nd Reviewer:

CF=A/C Where: A = Area of compound
Average CF = sum of the CF/number of standards C = Concentration of compound
%RSD =100 * (S/X) S = Standard deviation of calibration factors
X = Mean of calibration factors
Calibration CF CF
# Standard ID Date ., Compound (2% std) ( ’PXY std) Ave CF (initial) Ave CF (intial) %RSD %RSD
A X
1 [leaL ohB > | GRe ¢B-CH0 [ 23620 | 23020 24187 24187 2 2z
7

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the

recalculated resulits.

INICLCrev.wpd



LDC#_ 3036 2PK

/

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration CF were recalculated for the compounds identified
below using the following calculation:

VALIDATION FINDINGS WORKSHEET
Continuing Calibration Results Verification

Page; “of _~/

Reviewer, A2
2nd Reviewer:

METHOD: GC HPLC

% Difference = 100 * (ave. CF -CF)/ave.CF Where: ave. CF = initial calibration average CF
CF = continuing calibration CF
A = Area of compound
C = Concentration of compound
Reported Recalculated Reported Recaiculated
Standard Calibration
D Date Compound Average CF(lcal)/ CF/ Conc. CF/ Conc. %D %D
CCV Conc. CCV CCV
Tey 1508 '7I°'Il’) TeW  Cyg —c4O 22 4§ 282.-97] 262 .97 H Yy
cov \3: 90 | gl i v 298.0 |\ 3107 0.8 X <
eeN 4L | E 19 \‘\, 288.0 | >19.03% 219. 073 19 10
eeN 1<) 8\‘1]\”) \% 2.0\ 27437 274.3 5 T

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of
the recalculated results.
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LDC#: 9P362PY

e

METHOD: < GC _ HPLC

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100

Sample ID; &)

VALIDATION FINDINGS WORKSHEET
Surrogate Results Verification

Where:

SF = Surrogate Found
SS = Surrogate Spiked

Page: / of/

Reviewer: £7

2nd reviewer:

Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
l Reported Recalculated
cloroloonyenst S 2 1. 637117 a9, a9 o
o/
o1 Yhotephenay ] NS L 2.1415%9 \o 7 lo1 o
\ <
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Sampile ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated

SURRCALCNew.wpd



Loc#_ 3236204 VALIDATION FINDINGS WORKSHEET

Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification

Page: _/ of ___{
Reviewer._ A~ 7
2nd Reviewer:

METHOD: __ GC__ HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:
Where

%Recovery = 100 * (SSC - SC)/SA SSC = Spiked sample concentration

SA = Spike added
LCS = Laboratory Control Sample

SC = Sample concentration

RPD =(({SSCLCS - SSCLCSD} * 2) / (SSCLCS + SSCLCSD))*100 L.CSD = Laboratory Control Sample duplicate

LCS/LCSD samples___ L0 S 214
Spike Sample Spike Sample LCS LCSD LCS/LCSD
Added Con Concentration
Compound {( waa, ) ( i\l‘q ( \L/) Percent Recovery Percent Recovery RPD
N = g o
LCSD — LCS LCSD Reported Recalc. Reported Recalc. Reported Recalc.
Gasoline (8015)
Diesel (8015)
Benzene (8021B)
Methane (RSK-175)
2.4-D (8151)
Dinoseb (8151)
Naphthalene  (8310)
Anthracene (8310)
HMX (8330)
2.,4,6-Trinitrotoluene (8330)
BER g on) V¥ (VB wO 152 v A\ il NA

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Dupllcate findings worksheet for list of qualifications and associated samples when reported

results do not agree within 10.0% of the recalculated results.
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Dc# 323620k VALIDATION FINDINGS WORKSHEET Page: _ /of

Sample Calculation Verification Reviewer: A7
2nd Reviewer:

METHOD: _ GC__ HPLC

___l N/A Were all reported results recalculated and verified for all level IV samples?

Y /N_N/A Were all recalculated results for detected target compounds within 10% of the reported results?
Concentration= {(A)(Fv)(Df Example:
(RF)(Vs or Ws)(%S/100)
Sample ID. g Compound Name Cro ~C40
A= Area or height of the compound to be measured
Fv=_Final Volume of extract
Df= Dilution Factor 8 C \ C )
RF= Average response factor of the compound Concentration = 441 S 86 : r
In the initial calibration
Vs= Initial volume of the sample 241977 CEO' | 5 (oﬂ@-{>

Ws= Initial weight of the sample

%S= Percent Solid = \ 3 & M’%’ \ W

Reported Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications

( ) ( )

Comments:

SAMPCALew.wpd



LDC Report# 30362D21

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: August 2, 2013

LDC Report Date: September 13, 2013

Matrix: Soil

Parameters: Dioxins/Dibenzofurans
Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH083
Sample Identification

SL-552-SA8-SB-0.0-0.5
SL-552-SA8-SB-4.0-5.0
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-SB-4.0-5.0

VALOGIN\CDM\SSFLA30362D21_CD4.doc



Introduction
This data review covers 6 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA Method 1613B for Polychlorinated
Dioxins/Dibenzofurans.
This review follows the Quality Assurance Project Plan for Santa Susana Field Laboratory
(SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March 2009, Revision
4) and the USEPA Contract Laboratory Program National Functional Guidelines for
Polychlorinated Dioxins/Dibenzofurans Data Review (September 2005).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag is
due to a laboratory deviation from a specified protocol or is of technical advisory nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

ud Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFLA30362D21_CD4.doc



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met validation criteria.

ll. HRGC/HRMS Instrument Performance Check
Instrument performance was checked at the required daily frequency.

The chromatographic resolution between 2,3,7,8-TCDD and the peaks representing any
other unlabeled TCDD isomers was resolved with a valley of less than or equal to 25%.

PFK and static resolving power were within validation criteria.
lll. Initial Calibration
A five point initial calibration was performed as required by the method.

Percent relative standard deviations (%RSD) were less than or equal to 20.0% for
unlabeled compounds and less than or equal to 35.0% for labeled compounds.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.

The minimum S/N ratio was greater than or equal to 10 for each unlabeled compound and
labeled compound.

IV. Continuing Calibration
Continuing calibration was performed at the required frequencies.

All of the continuing calibration percent differences (%D) between the initial calibration RRF
and the continuing calibration RRF were within QC limits.

The percent differences (%D) of the second source calibration standard were within QC
limits.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.
V. Blanks
Method blanks were reviewed for each matrix as applicable. No polychlorinated

dioxin/dibenzofuran contaminants were found in the method blanks with the following
exceptions:

VALOGIN\CDM\SSFL\30362D21_CD4.doc



Extraction Associated
Method Blank ID Date Compound Concentration Samples
BLK224001 8/12/13 1,2,3,7,8-PeCDD 0.0780 ng/Kg All samples in SDG PH083

1,2,3,6,7,8-HxCDD 0.0377 ng/Kg
1.2,3,4,6,7,8-HpCDD 0.0637 ng/Kg
OoCcDD 0.252 ng/Kg
2,3,4,7,8-PeCDF 0.0474 ng/Kg
1,2,3,4,6,7,8-HpCDF 0.0267 ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0434 ng/Kg
OCDF 0.202 ng/Kg

Sample concentrations were compared to concentrations detected in the method blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated method blanks with
the following exceptions:

Reported Modified Final

Sample Compound Concentration Concentration
SL-552-SA8-SB-4.0-5.0 1,2,3,7,8-PeCDD 0.237 ng/Kg 0.237U ng/Kg
1,2,3,6,7,8-HxCDD 0.119 ng/Kg 0.119U ng/Kg

2,3,4,7,8-PeCDF 0.198 ng/Kg 0.198U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.0574 ng/Kg 0.0574U ng/Kg

OCDF 0.355 ng/Kg 0.355U ng/Kg

SL-558-SA8-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.201 ng/Kg 0.201U ng/Kg

SL-558-SA8-SB-4.0-5.0

1,2,3,4,6,7,8-HpCDF
1,2,3,4,7,8,9-HpCDF
OCDF

0.0875 ng/Kg
0.0496 ng/Kg
0.298 ng/Kg

0.0875U ng/Kg
0.0496U ng/Kg
0.298U ng/Kg

Sample EB2-080113 (from SDG PH082) was identified as an equipment blank. No
polychlorinated dioxin/dibenzofuran contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
EB2-080113 8/1/13 2,3,7,8-TCDD 0.270 pg/L All samples in SDG PH083
1,2,3,7,8-PeCDD 1.84 pg/L
1,2,3,4,7,8-HxCDD 1.74 pg/L
1,2,3,6,7,8-HxCDD 1.45 pg/L
1,2,3,7,8,9-HxCDD 1.77 pg/L
1,2,3,4,6,7,8-HpCDD 1.92 pg/L
OoCDbD 3.88 pg/L
1,2,3,7,8-PeCDF 1.94 pg/L
2,3,4,7,8-PeCDF 1.58 pg/L
1,2,3,4,7,8-HxCDF 1.90 pg/L
1,2,3,6,7,8-HxCDF 1.48 pg/L
1,2,3,7,8,9-HxCDF 1.68 pg/L
2,3,4,6,7,8-HxCDF 1.48 pg/L
1.2,3,4,6,7,8-HpCDF 1.65 pg/L
1,2,3,4,7,8,9-HpCDF 1.47 pg/L
OCDF 4.13 pg/L
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Sample FB-041113 (from SDG PH029) was identified as a field blank. No polychlorinated
dioxin/dibenzofuran contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
FB-041113 411113 1,2,3,4,7,8-HxCDD 0.125 pg/L All samples in SDG PH083
1,2,3,7,8,9-HxCDD 0.134 pg/L
1,2,3,4,6,7,8-HpCDD 0.402 pg/L
1,2,3,7,8-PeCDF 0.398 pg/L
2,3,4,7,8-PeCDF 0.316 pg/L
1,2,3,4,7,8-HxCDF 0.324 pg/L
1,2,3,6,7,8-HxCDF 0.221 pg/L
1,2,3,7,8,9-HxCDF 0.211 pg/L
2,3,4,6,7,8-HXCDF 0.149 pg/L
1,2,3,4,6,7,8-HpCDF 0.254 pg/L
OCDF 0.840 pg/L

Sample concentrations were compared to concentrations detected in the field blanks. The
sample concentrations were either not detected or were significantly greater (>5X for other
contaminants) than the concentrations found in the associated field blanks.

VI. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike
duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix spike
and matrix spike duplicate analyses were not performed for this SDG.

VII. Ongoing Precision Recovery (OPR)

Ongoing precision recovery samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

VIIl. Regional Quality Assurance and Quality Control

Not applicable.

IX. Internal Standards

All internal standard recoveries were within QC limits.

X. Target Compound ldentifications

All target compound identifications were within validation criteria.

XI. Compound Quantitation
All compound quantitations were within validation criteria.

The 2,3,7,8-TCDF confirmation was performed with the following exceptions:
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Sample Compound Finding Criteria Flag AorP

SL-552-SA8-SB-0.0-0.5 2,3,7,8-TCDF | 2nd column confirmation | 2,3,7,8-TCDF must be None P
SL-552-SA8-SB-4.0-5.0 was not performed for confirmed on the 2nd
SL-558-SA8-SB-0.0-0.5 this compound. column per the method.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH083 All compounds reported below the RL. J (all detects) A

XIl. System Performance

The system performance was acceptable.

XIIl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.
XIV. Field Duplicates

No field duplicates were identified in this SDG.
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Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Data Qualification Summary - SDG PH083

SDG Sample Compound Flag AorP Reason (Code)

PHO083 SL-552-SA8-SB-0.0-0.5
SL-552-SA8-SB-4.0-5.0

2,3,7,8-TCDF None P Compound quantitation (no

confirmation analysis)

SL-558-SA8-SB-0.0-0.5

PHO083

SL-552-SA8-SB-0.0-0.5
SL-552-SA8-SB-4.0-5.0
SL-559-SA8-SB-0.0-0.5
SL-559-SA8-SB-4.0-5.0
SL-558-SA8-SB-0.0-0.5
SL-558-SA8-SB-4.0-5.0

All compounds reported
below the RL.

J (all detects) A

Compound quantitation (Z)

Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Laboratory Blank Data Qualification Summary - SDG PH083

Modified Final
SDG Sample Compound Concentration AorP Code
PH083 SL-552-SA8-SB-4.0-5.0 1,2,3,7,8-PeCDD 0.237U ng/Kg A B
1,2,3,6,7,8-HxCDD 0.119U ng/Kg
2,3,4,7,8-PeCDF 0.198U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0574U ng/Kg
OCDF 0.355U ng/Kg
PHO083 SL-558-SA8-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.201U ng/Kg A B
PHO083 SL-558-SA8-SB-4.0-5.0 1,2,3,4,6,7,8-HpCDF 0.0875U ng/Kg A B
1,2,3,4,7,8,9-HpCDF 0.0496U ng/Kg
OCDF 0.298U ng/Kg

Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Field Blank Data Qualification Summary - SDG PH083
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LDC #.___30362D21 VALIDATION COMPLETENESS WORKSHEET Date:ﬁ«l&zB

SDG #:__PH083 Level IV Page: [ of |
Laboratory:_Eurofins Lancaster Laboratories Reviewer:
2nd Reviewer:

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validati A
I.__| Technical holding times P( Sampling dates: %’ D. \7)
9 g
Il. | HRGC/HRMS Instrument performance check A’
.| Initial calibration ’A' < o/ 35
IV. | Continuing Calibration A @C/ l (\ m ’k%
V. | Blanks 5\\1
VI. | Matrix spike/Matrix spike duplicates /\/
VII. | Laboratory control samples A’ OP?;_.
Vill. | Regional quality assurance and quality control N
IX. | Internal standards ’,D(
X. | Target compound identifications A
Xl. | Compound quantitation/RL/-OQA-CBs— ,A(/( 5\(\{
Xll. | System performance A
XHI. ] Overall assessment of data /)(
XIV. | Field duplicates N
xv. | Field blanks SW_FR=FB -0+ IA(PH029 ) ER= ER2-0X0[A
Note: A = Acceptable ND = No compounds detected D = Duplicate (PH D% 9- )
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: .jﬂl
Vi
1 | SL-552-SA8-SB-0.0-0.5 11 21 31
2 | SL-552-SA8-5B-4.0-5.0 12 22 32
3 | SL-559-SA8-SB-0.0-0.5" 13 23 33
4 | SL-559-SA8-SB-4.0-5.0° 14 24 34
5 | SL-558-SA8-SB-0.0-0.5 15 25 35
6 | SL-558-SA8-5B-4.0-5.0 16 26 36
7 17 27 37
8 18 28 38
9 19 1RV 2D L}AD\' 29 39
10 20 30 40
Notes:
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