Task Code | System Sample Code | Lab SDG | Matrix Code | Sample Date | Sample Source
8 DG SL-543-SA8-SB-0.0-0.5 PH090 SO 8/13/2013 FIELD
8 DG SL-543-SA8-SB-4.0-5.0 PHO90 SO 8/13/2013 FIELD
8 DG SL-609-SA8-SB-0.0-0.5 PHO090 SO 8/13/2013 FIELD
8 DG SL-609-SA8-SB-4.0-5.0 PHO90 SO 8/13/2013 FIELD
8 DG SL-614-SA8-SB-0.0-0.5 PHO090 SO 8/13/2013 FIELD
8 DG SL-614-SA8-SB-4.0-5.0 PHO90 SO 8/13/2013 FIELD
8 DG SL-843-SA8-SB-4.0-5.0 PH090 SO 8/13/2013 FIELD

TB-081313 PHO90 WQ 8/13/2013 FIELD

EB-081413 PHO91 wQ 8/14/2013 FIELD
8 DG SL-600-SA8-SB-0.0-0.5 PHO91 SO 8/14/2013 FIELD
8 DG SL-600-SA8-SB-4.0-5.0 PHO91 SO 8/14/2013 FIELD
8 DG SL-602-SA8-SB-0.0-0.5 PHO91 SO 8/14/2013 FIELD
8 DG SL-602-SA8-SB-4.0-5.0 PHO91 SO 8/14/2013 FIELD
8 DG SL-613-SA8-SB-0.0-0.5 PHO91 SO 8/14/2013 FIELD
8 DG SL-613-SA8-SB-4.0-5.0 PHO91 SO 8/14/2013 FIELD

TB-081413 PH091 WQ 8/14/2013 FIELD
8 DG SL-594-SA8-SB-0.0-0.5 PH092 SO 8/15/2013 FIELD
8 DG SL-595-SA8-SB-0.0-0.5 PH092 SO 8/15/2013 FIELD
8 DG SL-597-SA8-SB-0.0-0.5 PH092 SO 8/15/2013 FIELD
8 DG SL-553-SA8-SB-0.0-0.5 PHO094 SO 8/27/2013 FIELD
8 DG SL-553-SA8-SB-4.0-5.0 PH094 SO 8/27/2013 FIELD
8 DG SL-615-SA8-SB-0.0-0.5 PHO094 SO 8/27/2013 FIELD
8 DG SL-853-SA8-SB-4.0-5.0 PH094 SO 8/27/2013 FIELD

TB-082713 PH094 WQ 8/27/2013 FIELD

EB3-082813 PH096 wQ 8/28/2013 FIELD

EB4-082813 PH096 wQ 8/28/2013 FIELD
8 DG SL-553-SA8-SB-14.0-15.0 PH096 SO 8/28/2013 FIELD
8 DG SL-553-SA8-SB-18.0-19.0 PHO096 SO 8/28/2013 FIELD
8 DG SL-553-SA8-SB-9.0-10.0 PH096 SO 8/28/2013 FIELD

TB1-082813 PH096 WQ 8/28/2013 FIELD
8 DG SL-604-SA8-SB-0.0-0.5 PHO97 SO 8/29/2013 FIELD
8 DG SL-605-SA8-SB-0.0-0.5 PHO97 SO 8/29/2013 FIELD
8 DG SL-904-SA8-SB-0.0-0.5 PHO097 SO 8/29/2013 FIELD

EB2-092513 PH115 WQ 9/25/2013 FIELD
8 DG SL-542-SA8-SB-0.0-0.5 PH117 SO 9/26/2013 FIELD
8 DG SL-542-SA8-SB-14.0-15.0 PH117 SO 9/26/2013 FIELD
8 DG SL-542-SA8-SB-17.5-18.5 PH117 SO 9/26/2013 FIELD
8 DG SL-542-SA8-SB-4.0-5.0 PH117 SO 9/26/2013 FIELD
8 DG SL-542-SA8-SB-9.0-10.0 PH117 SO 9/26/2013 FIELD

TB2-092613 PH117 WQ 9/26/2013 FIELD

6 of 6












LDC #: gﬁ &ﬂ&& VALIDATION FINDINGS WORKSHEET Page:_Lof}_
Matrix Spike Analysis Reviewer_
2nd Reviewer:__{ ~_

METHOD: Inorganics, Method . SRQ oA

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
N _N/A Was a matrix spike analyzed for each matrix in this SDG?
@ N/A Were matrix spike percent recoveries (%R) within the control limits of 7;/155 (85-115% for Method 300.0)? If the sample concentration exceeded the spike
concentration by a factor of 4 or more, no action was taken.

EVEL IV ONLY:
N N/A Were recalculated results acceptable? See Level IV Recalculation Worksheet for recalculations.

= Date Matrix Spike 10 Matrix Analyte %R Assaciated Samples Qualifications
T S F_ o] A\ TR\ (®)

Comments:

MS.6




LDC #: %qsﬁ 6

Method: Inorganics, Method

/‘
The correlation coefficient (r) for the calibration of :l was recalculated.Calibration date:

Validation Findings Worksheet
Initial and Continuing Calibration Calculation Verification

See Cover

Troell™>

\

Page: of

Reviewer: ( {g

2nd Reviewer:_ (.~

An initial or continuing calibration verification percent recovery (%R) was recalculated for each type of analysis using the following formula:

%R = Found X 100 Where, Found = concentration of each analyte measured in the analysis of the ICV or CCV solution
True True = concentration of each analyte in the ICV or CCV source
Recalculated Reported Acceptable
Type of analysis Analyte Standard | Conc. (mg/L) Area rorr r orr? (YIN)
Initial calibration s1 0.1 0.018901
s2 0.4 0.062348 0.9997308 0.9997309
? s3 1 0.180154 L(/
s4 2 0.374022
{ s5 3 0.567923 i
Lo 1S

Calibration verification

| SHAHS

0>

O

Calibration verification

s’

‘000

SabE

A

95

Calibration verification

J

L

BlYs7

16

96

T

Comments: Refer to Calibration Verification findings worksheet for list of qualifications and associated samples when reported results do not agree within

10.0% of the recalculated results.
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Loc# 0675 6s VALIDATION FINDINGS WORKSHEET Page: - of |
Level IV Recalculation Worksheet Reviewer:
2nd Reviewer: RN

1

METHOD: Inorganics, Method __ SS2.Couei_

Percent recoveries (%R) for a laboratory control sample and a matrix spike sample were recalculated using the following formula:
%R = Found x 100 Where, . Found = concentration of each analyte measured in the analysis of the sample. For the matrix spike calculation,
True Found = SSR (spiked sample result) - SR (sample result).
True = concentration of each analyte in the source.

A sample and duplicate relative percent difference (RPD) was recalculated using the following formula:

RPD =[8-D| x100 Where, S= Original sample concentration
(S+D)/2 D= Duplicate sample concentration
Recalculated. Reported.
Found/$S True/D Acceptable
Sample ID Type of Analysis Element (units) (units) %R/ RPD %R / RPD (Y/N)
Laboratory control sample

/¢S e olkas | S | g9 | qg .

|
O e Jegus | yo | |9 (
E <

Comments: Refer to appropriate worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.

TOTCLC.6



Lpc #_HAEL VALIDATION FINDINGS WORKSHEET Page;_|_of |
Sample Calculation Verification Reviewer:

o=
2nd reviewer: [ -~

METHOD: Inorganics, Method ___ S0 o€l

lease see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
N N/A Have results been reported and calculated correctly?

Are results within the calibrated range of the instruments?

Are all detection limits below the CRQL?

Compound (analyte) results for F reported with a positive detect were
recalculated and verified using the following equation:

Concentration = Recalculation:

=0\ B-009%) OOTTOM) cpmb = a.ag.?g/lkg
O, 16\ D,ozdo(cilz)

&r@ Z‘O
|, & K4 -

Reportec! Calculate_d
| # Sampile 1D Analyte Co;@gon CWE’;;" Act‘is%tla)ble

\ F 0.8 0.5 T
9\ | a :/D\ 7"7"

3 NP Z29

Y Vil 0.62 0.1

S T 13 [

@ \L-. ll S ‘ LS

7 & | o3 YA

€ G | 0,55 0.59
Q - 040 040

7:

—C

_—

Note:

RECALC.6



LDC Report# 30695E7

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory

Collection Date: September 5, 2013

LDC Report Date: November 20, 2013

Matrix: Soil/Water

Parameters: Total Petroleum Hydrocarbons as Gasoline
Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH102
Sample Identification

TB-090513
SL-5655-SA5D-SB-4.0-5.0
SL-555-SA5D-SB-10.5-11.5
SL-559-SA5D-SB-6.0-7.0
SL-556-SA5D-SB-11.0-12.0
SL-556-SA5D-SB-4.0-5.0
SL-554-SA5D-SB-4.0-5.0
SL-554-SA5D-SB-7.0-8.0
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Introduction
This data review covers 7 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8015B for Total Petroleum Hydrocarbons (TPH) as Gasoline.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\SA5D\30695E7_CD4.D0OC 2



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0%.

JlIl. Calibration Verification

Calibration verification was performed at required frequencies. The percent differences
(%D) of amounts in continuing standard mixtures were within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydrocarbons as gasoline contaminants were found in the method blanks.

Sample TB-090513 was identified as a trip blank. No total petroleum hydrocarbons as
gasoline contaminants were found.

Sample EB-090413 (from SDG PH101) was identified as an equipment blank. No total
petroleum hydrocarbons as gasoline contaminants were found.

Sample FB-041113 (from SDG PH029) was identified as a field blank. No total
petroleum hydrocarbons as gasoline contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates
The laboratory has indicated that there were no matrix spike (MS) and matrix spike

duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VALOGIN\CDM\SSFL\SASD\30695E7_CD4.DOC



VIl. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable
recoveries (%R) and relative percent differences (RPD) were within QC limits.

VIII. Target Compound Identification

All target compound identifications were within validation criteria.
IX. Compound Quantitation
All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

. Percent

Sample

Finding

Flag

AorP

All samples in SDG PH102

All compounds reported below the RL.

J (all detects)

X. System Performance

The system performance was acceptable.

Xl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIl. Field Duplicates

No field duplicates were identified in this SDG.

VALOGIN\CDM\SSFL\SASD\30695E7_CD4.DOC



Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Data Qualification Summary - SDG

PH102
SDG Sample Compound Flag AorP Reason (Code)
PH102 TB-090513 All compounds reported J (all detects) A Compound quantitation

SL-555-SA5D-SB-4.0-5.0
SL-555-SA5D-8B-10.5-11.5
SL-559-SA5D-SB-6.0-7.0
SL.-556-SA5D-5B-11.0-12.0
SL-556-SA5D-SB-4.0-5.0
SL-554-SA5D-SB-4.0-5.0
SL-554-SA5D-SB-7.0-8.0

below the RL.

@

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Laboratory Blank Data Qualification
Summary - SDG PH102

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Field Blank Data Qualification
Summary - SDG PH102

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\SA5D\30895E7_CD4.DOC



LDC #:__ 30695E7 VALIDATION COMPLETENESS WORKSHEET Date: "ZI g } 3
SDG #___PH102 Level IV Page:_(of [
Laboratory: Eurofins Lancaster Laboratories Reviewer,_ § 2

2nd Reviewer: é

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

METHOD: GC TPH as Gasoline (EPA SW 846 Method 8015B)

Validation Area Comments
1. | Technical holding times P |Sampling dates: 4 / s I 13
il__| Initial calibration A— RSD £ 267
m. | calibration verification/icv = Leal L CV <201
IV. | Blanks A
V | Surrogate recovery /,L
VI. | Matrix spike/Matrix spike duplicates A t: ot xpfc.
VII. | Laboratory control samples A~ L %) ] J7 i
VIIl. ] Target compound identification A
1X. | Compound guantitation/RL/LOQ/LODs A~
X. System Performance D~
XI. ] Overall assessment of data A’
Xll. | Field duplicates /Q
Xill. | Field blanks ND| T8z |\ %= =0-290413 (D¢ B=PHIG1 )
Note: A = Acceptable ND = No compounds detected IB(éD[J-:F—)lngeB —oth (g C s b 6 #:'FH_JMD
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: Ligpr 4 5o v
1 1| TB-090513 w 11 21 a1y | BLKREX
2 | SL-555-SA5D-SB-4.0-5.0 12 22 52 | BLk S\
3 | SL-555-SA5D-SB-10.5-11.5 13 23 33
4 | SL-559-SA5D-SB-6.0-7.0 14 24 34
g SL-556-SA5D-SB-11.0-12.0 15 25 35
6/ SL-556-SA5D-SB-4.0-5.0 16 26 36
; SL-554-SA5D-SB-4.0-5.0 17 27 37
; S1-554-SA5D-SB-7.0-8.0 18 28 38
9 19 29 39
10 20 30 40
Notes:

30695E7W.wpd



LDC#__ 30 (ﬁs’l?.?' VALIDATION FINDINGS CHECKLIST Page: } of 2
Reviewer._ BR

2nd Reviewer:t

Method:. ¥ GcC HPLC

Validation Area Findings/Comments

All technical holding times were met.

Cooler temperature criteria was met.

Did the laboratory perform a 5 point calibration prior to sample analysis?

Was a linear fit used for evaluation? If yes, were all percent relative standard
deviations (%RSD) < 20%?

Was a curve fit used for evaluation? If Yes, what was the acceptance criteria —
used?

Did the initial calibration meet the curve fit acceptance criteria?

properly established? ~

Were the RT windows

What type of continuing calibration calculation was performed? _Z\%D or__ %R

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%?

Were all the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG? -~
=
Was a method blank analyzed for each matrix and concentration?
Was there contamination in the method blanks? If yes, please see the Blanks e

validation completeness worksheet.

Were all surrogate %R within the QC limits?

T
If the percent recovery (%R) of one or more surrogates was outside QC limits, was
a reanalysis performed to confirm %R? )
L~
If any %R was Ies‘si than 10 percent, was a reanal _sis

e_rformed to confirm %R? ’ d

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated /
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

1
Were the MS/MSD percent recoveries (%R) and the relative percent differences "
(RPD) within the QC limits?

Was an LCS analyzed for this SDG? ped

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?




Loc# 0t4SE)-

VALIDATION FINDINGS CHECKLIST

Pag

e: 2 of 2

Reviewer._ BR

2nd Reviewer: é

Validation Area

Were performance evaluation (PE) samples performed?

Findings/Comments

Were the performance evaluation (PE) samples within the acceptance limits?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level IV validation?

Field duplicate pairs were identified in this SDG.

g [ 20
Were the retention times of reported detects within the RT windows? ---

|
-

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.




LDC #: VALIDATION FINDINGS WORKSHEET

Initial Calibration Calculation Verification

30695E7 Page 1 of _1

Reviewer: BR

2nd Reviewer: \ﬁ

METHOD: GC__X HPLC

The calibration factors (CF), average CF, and relative standard deviation (%RSD) were recalculated for compounds identified below using the following calculations:

CF=A/C
average CF = sum of the CF/number of standards
%RSD = 100 * (S/X)

Where: A = Area of compound
C = Concentration of compound
S = Standard deviation of calibration factors

X = Mean of calibration factors

Reported Recalculated Reported Recalculated Reported Recalculated
Calibration CF CF Average CF Average CF %RSD %RSD
# Standard ID Date Compound (550 std) (550 std) (Initial) (Initial)
ICAL 5/23/2013 GRO 61486 61486 61516 61516 3 3
11379F
J&W DB-MTB

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.




LDC #:

30695E7

METHOD: GC _ X HPLC

VALIDATION FINDINGS WORKSHEET
Initial Calibration Calculation Verification

Page _1__of _1

Reviewer:

2nd Reviewer: E

BR

The calibration factors (CF), average CF, and relative standard deviation (%RSD) were recalculated for compounds identified below using the following calculations:

CF=A/C

average CF = sum of the CF/number of standards

%RSD = 100 * (S/X)

Where:

A = Area of compound

C = Concentration of compound

S = Standard deviation of calibration factors
X = Mean of calibration factors

Reported Recalculated Reported Recalculated Reported Recalculated
Calibration CF CF Average CF Average CF %RSD %RSD
# Standard ID Date Compound (550 std) (550 std) (Initial) (Initial)
ICAL 9/22/2011 GRO 24480 24480 24482 24482 7.0 7.0
16394F
Restek VRX

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.




LDC#  30695E7 VALIDATION FINDINGS WORKSHEET Page:

Continuing Calibration Calculation Verification

(of)

Reviewer: BR

2nd Reviewer: Q

METHOD: GC HPLC

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration percent difference (%D) values
were recalculated for the compounds identified below using the following calculation:

Percent difference (%D) = 100 * (N - C)/N Where: N= |Initial Calibration Factor or Nominal Amount
C=  Calibration Factor from Continuing Calibration Standard or Calculated Amount
Reported Recalculated Reported Recalculated
Calibration CCV Conc/CF Conc/CF Conc/CF % D %D
Standard ID Date Compound

16252B002 9/9/2013 GRO 220.00 195.14 195.13 11 11
11379F 4:06

94252CB.0026 9/10/2013 GRO 550.00 612.59 612.59 11 11
7:32

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.




Loc#_ okithr

METHOD: X_GC __ HPLC

VALIDATION FINDINGS WORKSHEET
Surrogate Results Verification

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100

-

Where:

SF = Surrogate Found
SS = Surrogate Spiked

Page:__ 1 of 1

Reviewer:  BR

2nd reviewer: _@___

Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
! Reported Recalculated

W(ngﬂ%[M

P 1o~ VRX

3D

<1 132

+2

77

J

Sample ID: —7\
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
l Reported Recalculated

NS

C4¢-9

429. 4w

¢y

¥

2

Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated

SURRCALCNew.wpd



LDC #: 30(@‘1 EE} VALIDATION FINDINGS WORKSHEET Page:_ 1 of1
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer: BR

2nd Reviewer: %

meTHoD: X GC__ HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where  SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =(({SSCLCS - SSCLCSD} * 2) / (SSCLCS + SSCLCSD))*100 LCS = Laboratory Control Sample LCSD = Laboratory Control Sample duplicate

.CS/LCSD samples: L CS A

Spike Spike Sample LCS LCSD LCS/LCSD
Added Concentratign
Compound { ) (e ) Percent Recovery Percent Recovery RPD
- . LCS LCSD LCS vl LCSD Reported Recalc. Reported Recalc. Reported Recalc.

Gasoline (8015) 2% — 7{38 — EXA 9’{, - . —_ —_

Diesel (8015) U ’

Benzene (8021B)

Methane (RSK-175)

2,4-D (8151)

Dinoseb (8151)

Naphthalene (8310)

Anthracene (8310)

HMX (8330)

2,4,6-Trinitrotoluene (8330)

;omments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported
asults do not agree within 10.0% of the recalculated resuits.

LCSCLCNew.wpd



Loc# 70 T EF

METHOD: _E GC__HPLC

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

Page: _1 of 1

Reviewer:

BR

2nd Reviewer: @

Dy

N _N/A Were all reported results recalculated and verified for all level IV samples?
YIN N/A Were all recalculated results for detected target compounds within 10% of the reported results?
Concentration= (A)Y(FV)(DA
(RF)(Vs or Ws)(%S/100)
Sample ID. AN Compound Name ___ AJD
A= Area or height of the compound to be measured
Fv=Final Volume of extract
Df= Dilution Factor
RF= Average response factor of the compound Concentration =
In the initial calibration
Vs= Initial volume of the sample L CSA’U\ = % ? }8 : “‘7/ >( ZX
Ws= Initial weight of the sample ) Do 2 ¢4 ) - . Y ¥
%S= Percent Solid - (23540450 A1 PRY) = £.38 174970 25
(1S ) ) Cmd
=
Reported Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications
{ ) ( )
~omments:

SAMPCALCnew.wpd



LDC Report# 30695E8

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory

Collection Date: September 5, 2013

LDC Report Date: November 20, 2013

Matrix: Soil

Parameters: Total Petroleum Hydrocarbons as Extractables
Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH102
Sample Identification

SL-555-SA5D-SB-0.0-0.5
SL-555-SA5D-SB-4.0-5.0
SL-555-SA5D-SB-10.5-11.5
SL-556-SA5D-SB-0.0-0.5
SL-559-SA5D-SB-0.0-0.5
SL-559-SA5D-SB-6.0-7.0
SL-556-SA5D-SB-11.0-12.0
SL-556-SA5D-SB-4.0-5.0
SL-554-SA5D-SB-0.0-0.5
SL-554-SA5D-SB-4.0-5.0
SL-554-SA5D-SB-7.0-8.0
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Introduction
This data review covers 11 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8015B for Total
Petroleum Hydrocarbons (TPH) as Extractables.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

UJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.
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l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0%.

Ill. Calibration Verification

Calibration verification was performed at required frequencies. The percent differences
(%D) of amounts in continuing standard mixtures were within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydrocarbons as extractables contaminants were found in the method blanks.

Sample EB-090413 (from SDG PH101) was identified as an equipment blank. No total
petroleum hydrocarbons as extractable contaminants were found.

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No total
petroleum hydrocarbons as extractable contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike
duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VII. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent

recoveries (%R) were within QC limits.
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VIIl. Target Compound ldentification

All target compound identifications were within validation criteria.
IX. Compound Quantitation

All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH102 All compounds reported below the RL. J (all detects) A

X. System Performance

The system performance was acceptable.

XI. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.
XIl. Field Duplicates

No field duplicates were identified in this SDG.
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Santa Susana Field Laboratory

Total Petroleum Hydrocarbons as Extractables - Data Qualification Summary -
SDG PH102

SDG Sample Compound Flag AorP Reason (Code)

PH102 | SL-555-SA5D-SB-0.0-0.5 All compounds reported J (all detects) A Compound quantitation (Z)
SL-555-SA5D-SB-4.0-5.0 below the RL.
SL-555-SA5D-SB-10.5-11.5
SL-556-SA5D-SB-0.0-0.5
SL-559-SA5D-SB-0.0-0.5
SL-559-SA5D-SB-6.0-7.0
SL-556-SA5D-SB-11.0-12.0
SL-556-SA5D-5B-4.0-5.0
SL-554-SA5D-SB-0.0-0.5
SL-554-SA5D-SB-4.0-5.0
SL-554-SA5D-SB-7.0-8.0

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Laboratory Blank Data
Qualification Summary - SDG PH102

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Field Blank Data Qualification
Summary - SDG PH102

No Sample Data Qualified in this SDG
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LDC #:__30695E8 VALIDATION COMPLETENESS WORKSHEET Date: [d {8’[6

SDG #:__PH102 Level IV Page:_[ of_J~

Laboratory:_Eurofins Lancaster Laboratories Reviewer,__ %X
2nd Reviewer.___~

METHOD: GC TPH as Extractables (EPA SW 846 Method 8015B) ¢

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I. | Technical holding times A- Sampling dates: 4 }S)'}
Il | Initial calibration A KD = R0 ? ’
lIl. | Calibration verification/ICV ﬂ—- |  M\CeVE L A
IV. | Blanks A’
\% Surrogate recovery A/
VI. | Matrix spike/Matrix spike duplicates k) (/ |\'0v\j')“ W <
VIIl. | Laboratory control samples A/ LS
VIIl. | Target compound identification A
iIX. | Compound quantitation/RL/LOQ/LODs A
X. | System Performance [an
Xl. | Overall assessment of data A_,
Xll. | Field duplicates /\}
Xill. | Field blanks N |[Eb= EB-046413%  (S9€ $FH 61 )

F8 - eo-04 (113 C SDé # pro>q)

Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank

Validated Samples: So)‘ ’

T |sisss.sasp.880005 |11 |sL-554-5A5D-587.0-8.0 21 51 | PBL3G25>
2 |sLs55-5A5D-5B4.050 |12 22 32
3 | sL-555-5A5D-5B-10.511.5 | 13 23 33
% |siss6-5A5D-5B0005 |14 24 34
¥ |sissosasp-sB0005 |15 25 35
6 | SL-559-5A5D-SB-6.07.0 |16 26 36
7 | SL-556-5A5D-SB-11.0-12.0 | 17 27 37
% [sL-556-sA5D-sB4.050 |18 28 38
3 | sLss4-5A8D-5B0.0-05 |19 29 39
10| SL-554-5A5D-5B-4.050 | 20 30 40
Notes:
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LDC #: 31)&4& 5’ VALIDATION FINDINGS CHECKLIST Page:l_of 2
Reviewer._ BR

2nd Reviewer: _i/“
Method: N GC HPLC

Validation Area

Findings/Comments

All technical holding times were met. -~
—-—

Cooler temperature criteria was met.

Did the laboratory perform a 5 point calibration prior to sample analysis?

Was a linear fit used for evaluation? If yes, were all percent relative standard
deviations (%RSD) < 20%?

Was a curve fit used for evaluation? If Yes, what was the acceptance criteria T
used?

Did the initial calibration meet the curve fit acceptance criteria?

Were the RT windows properly established? pd

What type of continuing calibration calculation was performed? ND or %R

Was a continuing calibration analyzed daily?

|

/'
Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%"? -~
e

Were all the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG? 1

Was a method biank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks -
validation completeness worksheet.

Were all surrogate %R within the QC limits?

If the percent recovery (%R) of one or more surrogates was outside QC limits, was 1
a reanalysis performed to confirm %R?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated e
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences /
(RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch? /

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?




Loc#_ 20LASE D VALIDATION FINDINGS CHECKLIST Page: 2 of_2
Reviewer.__ BR

2nd Reviewer:__&_

Validation Area Yes | No | NA Findings/Comments

Were performance evaluation (PE) samples performed? <

Were the performance evaluation (PE) samples within the acceptance limits?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions /
and dry weight factors applicable to level IV validation?

Field duplicate pairs were identified in this SDG. /

Target compounds were detected in the field duplicates. e
T -

Field blanks were identified in this SDG. /

Target compounds were detected in the field blanks. o




LDC #: VALIDATION FINDINGS WORKSHEET

Initial Calibration Calculation Verification

30695E8 Page _1__of _1

Reviewer: BR

2nd Reviewer: @

METHOD: GC_ X HPLC

The calibration factors (CF), average CF, and relative standard deviation (%RSD) were recalculated for compounds identified below using the following calculations:

CF=A/C
average CF = sum of the CF/number of standards
%RSD = 100 * (S/X)

Where: A = Area of compound
C = Concentration of compound
S = Standard deviation of calibration factors

X = Mean of calibration factors

Reported Recalculated Reported Recalculated Reported Recalculated
Calibration CF CF Average CF Average CF %RSD %RSD
# Standard ID Date Compound (144 std) (144 std) (Initial) (Initial)
ICAL 8/19/2013 C8-C40 22576 22576 22983 22983 7 7
CP23-19879A
ZB-5

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.




LDC#  30695E8 VALIDATION FINDINGS WORKSHEET Page: lof |

Continuing Calibration Calculation Verification Reviewer: BR

2nd Reviewer: —

METHOD: GC HPLC

The percent difference (%D) of the initiai calibration average Calibration Factors (CF) and the continuing calibration percent difference (%D) values
were recalculated for the compounds identified below using the following calculation:

Percent difference (%D) = 100 * (N - C)/N Where: N = Initial Calibration Factor or Nominal Amount
C = Calibration Factor from Continuing Calibration Standard or Calculated Amount
Reported Recalculated Reported Recalculated
Calibration CCV Conc/CF Conc/CF Conc/CF %D %D
Standard ID Date Compound
J253.0056 9/11/2013 C8-C40 288.01 286.37 286.37 1 1
23:02

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.




LDC #: it?é sE

METHOD:{_GC __ HPLC

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100

Sample ID: !

VALIDATION FINDINGS WORKSHEET
Surrogate Results Verification

Where:

SF = Surrogate Found
SS = Surrogate Spiked

Page:_1__of 1

Reviewer: BR

2nd reviewer: é

Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Ch o Venzan 2%-5 |-9F %54 2. 6bgo lg2 Ey o
CY’\"AV\-—M?LWNQ) J/ b { ;SD‘I &" 8 ( a
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
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LDC #: 31() Sﬁfé_ﬁ) VALIDATION FINDINGS WORKSHEET Page:_1 of1
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer:  BR

_‘ 2nd Reviewer: g
METHOD: K_GC __ HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

%Recovery =100 * (SSC - SC)/SA Where  SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =(({SSCLCS - SSCLCSD} * 2) / (SSCLCS + SSCLCSD))*100 LCS = Laboratory Control Sample LCSD = Laboratory Control Sample duplicate

CSILCSD samples: Les 29252

Spike Spike Sample r LCS LCSD LCS/LCSD
Added Concentration
Compound ( / ) ( W%%) Percent Recovery Percent Recovery RPD
. LCS LCSD LCS LCSD | Reported Recalc. Reported Recalc. Reported Recalc.

Gasoline (8015)

Diesel (30 (o(s015) C.0) — “¢.94 — 93 91> — - — _

Benzene (8021B)

Methane (RSK-175)

2,4-D (8151)

Dinoseb (8151)

Naphthalene  (8310)

Anthracene (8310)

HMX (8330)

2,4,6-Trinitrotoluene (8330)

;omments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported
asults do not agree within 10.0% of the recalculated results.
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LDC #: BOQ7TE2? VALIDATION FINDINGS WORKSHEET Page: 1 of 1
Sample Calculation Verification Reviewer: BR

2nd Reviewer: @

METHOD: _XGC _ _HPLC

N _N/A Were all reported results recalculated and verified for all level IV samples?
Y/N N/A Were all recalculated results for detected target compounds within 10% of the reported results?
Concentration= (A)Y(Fv)(DD Example:
(RF)(Vs or Ws)(%S/100) ,
Sample ID. ' Compound Name C3o - 49
A= Area or height of the compound to be measured
Fv="Final Volume of extract
Df= Dilution Factor '
RF= Average response factor of the compound Concentration = ( L;?{(’ Q'-f/; ) ( 1 svp 7
In the initial calibration .
Vs= Initial volume of the sample C 2218} ) ( 30 S )( o o]SS)( C@W))

Ws= Initial weight of the sample - = F. [92 151395 P\/\? ’[7/

%S= Percent Solid

Reported Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications

{ ) ( )

omments:

SAMPCALCnew.wpd



LDC Report# 30695E21

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: September 5, 2013

LDC Report Date: November 20, 2013

Matrix: Soil

Parameters: Dioxins/Dibenzofurans
Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH102

Sample Identification
SL-555-SA5D-SB-0.0-0.5
SL-556-SA5D-SB-0.0-0.5

SL-559-SA5D-SB-0.0-0.5
SL-554-SA5D-SB-0.0-0.5
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Introduction
This data review covers 4 soil samples listed on the cover sheet includihg dilutions and
reanalysis as applicable. The analyses were per EPA Method 1613B for Polychlorinated
Dioxins/Dibenzofurans.
This review follows the Quality Assurance Project Plan for Santa Susana Field Laboratory
(SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March 2009, Revision
4) and the USEPA Contract Laboratory Program National Functional Guidelines for
Polychlorinated Dioxins/Dibenzofurans Data Review (September 2005).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag is
due to a laboratory deviation from a specified protocol or is of technical advisory nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.
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l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met validation criteria.

Il. HRGC/HRMS Instrument Performance Check
Instrument performance was checked at the required daily frequency.

The chromatographic resolution between 2,3,7,8-TCDD and the peaks representing any
other unlabeled TCDD isomers was resolved with a valley of less than or equal to 25%.

PFK and static resolving power were within validation criteria.
lll. Initial Calibration
A five point initial calibration was performed as required by the method.

Percent relative standard deviations (%RSD) were less than or equal to 20.0% for
unlabeled compounds and less than or equal to 35.0% for labeled compounds.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.

The minimum S/N ratio was greater than or equal to 10 for each unlabeled compound and
labeled compound.

IV. Continuing Calibration
Continuing calibration was performed at the required frequencies.

All of the continuing calibration percent differences (%D) between the initial calibration RRF
and the continuing calibration RRF were within QC limits.

The percent differences (%D) of the second source calibration standard were within QC
limits.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.
V. Blanks
Method blanks were reviewed for each matrix as applicable. No polychlorinated

dioxin/dibenzofuran contaminants were found in the method blanks with the following
exceptions:
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Extraction Associated
Method Blank ID Date Compound Concentration Samples
BLK254002 9/11/13 1,2,3,4,7,8-HxCDD 0.0390 ng/Kg All samples in SDG PH102
1,2,3,7,8,9-HxCDD 0.0470 ng/Kg
1,2,3,4,6,7,8-HpCDD 0.0675 ng/Kg
OCDD 0.281 ng/Kg
1,2,3,7,8-PeCDF 0.0692 ng/Kg
2,3,4,7,8-PeCDF 0.0786 ng/Kg
1.2,3,4,7,8-HxCDF 0.0639 ng/Kg
1,2,3,6,7,8-HxCDF 0.0330 ng/Kg
2,3,4,6,7,8-HxCDF 0.0615 ng/Kg
1,2,3,7,8,9-HxCDF 0.0649 ng/Kg
1,2,3,4,6,7,8-HpCDF 0.0376 ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0826 ng/Kg
OCDF 0.227 ng/Kg

Sample concentrations were compared to concentrations detected in the method blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated method blanks with
the following exceptions:

Reported Modified Final

Sample Compound Concentration Concentration
SL-555-SA5D-SB-0.0-0.5 1,2,3,4,7,8-HxCDD 0.0330 ng/Kg 0.0330U ng/Kg
1,2,3,7,8-PeCDF 0.215 ng/Kg 0.215U ng/Kg

2,3,4,7,8-PeCDF 0.0590 ng/Kg 0.0590U ng/Kg

1,2,3,4,7,8-HxCDF 0.0429 ng/Kg 0.0429U ng/Kg

1,2,3,6,7,8-HxCDF 0.0640 ng/Kg 0.0640U ng/Kg

2,3,4,6,7,8-HxCDF 0.0475 ng/Kg 0.0475U ng/Kg

1,2,3,4,6,7,8-HpCDF 0.103 ng/Kg 0.103U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.0522 ng/Kg 0.0522U ng/Kg

OCDF 0.247 ng/Kg 0.247U ng/Kg

SL-556-SA5D-SB-0.0-0.5 1,2,3,4,7,8-HxCDD 0.0869 ng/Kg 0.0869U ng/Kg
1,2,3,4,7,8-HxCDF 0.174 ng/Kg 0.174U ng/Kg

2,3,4,6,7,8-HxCDF 0.186 ng/Kg 0.186U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.0980 ng/Kg 0.0980U ng/Kg

SL-559-SA5D-SB-0.0-0.5 1,2,3,4,7,8-HxCDD 0.0569 ng/Kg 0.0569U ng/Kg
2,3,4,7,8-PeCDF 0.193 ng/Kg 0.193U ng/Kg

1,2,3,4,7,8-HxCDF 0.0943 ng/Kg 0.0943U ng/Kg

1,2,3,6,7,8-HxCDF 0.0855 ng/Kg 0.0855U ng/Kg

2,3,4,6,7,8-HxCDF 0.103 ng/Kg 0.103U ng/Kg

1,2,3,7,8,9-HxCDF 0.147 ng/Kg 0.147U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.0780 ng/Kg 0.0780U ng/Kg

OCDF 0.663 ng/Kg 0.663U ng/Kg

SL-554-SA5D-SB-0.0-0.5 1,2,3,4,7,8-HxCDD 0.0372 ng/Kg 0.0372U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.308 ng/Kg 0.308U ng/Kg

1,2,3,7,8-PeCDF 0.328 ng/Kg 0.328U ng/Kg

2,3,4,7,8-PeCDF 0.0864 ng/Kg 0.0864U ng/Kg

1,2,3,4,7,8-HxCDF 0.0460 ng/Kg 0.0460U ng/Kg

1,2,3,6,7,8-HxCDF 0.0547 ng/Kg 0.0547U ng/Kg

2,3,4,6,7,8-HxCDF 0.0620 ng/Kg 0.0620U ng/Kg

1,2,3,4,6,7,8-HpCDF 0.132 ng/Kg 0.132U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.0465 ng/Kg 0.0465U ng/Kg

OCDF 0.211 ng/Kg 0.211U ng/Kg
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Sample EB-090413 (from SDG PH101) was identified as an equipment blank. No
polychlorinated dioxin/dibenzofuran contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
EB-090413 9/4/13 1,2,3,7,8-PeCDD 0.517 pg/L All samples in SDG PH102
1,2,3,4,7,8-HxCDD 0.254 pg/L
1,2,3,6,7,8-HxCDD 0.212 pg/L
1,2,3,7,8,9-HxCDD 0.136 pg/L
1,2,3,4,6,7,8-HpCDD 0.554 pg/L
OCDD 0.962 pg/L
1,2,3,7,8-PeCDF 0.614 pg/L
2,3,4,7,8-PeCDF 0.211 pg/t
1,2,3,4,7,8-HxCDF 0.194 pg/L
1,2,3,6,7,8-HxCDF 0.179 pg/L
2,3,4,6,7,8-HxCDF 0.236 pg/L
1,2,3,7,8,9-HxCDF 0.278 pg/L
1,2,3,4,6,7,8-HpCDF 0.461 pg/L
1,2,3,4,7,8,9-HpCDF 0.305 pg/L
OCDF 0.878 pg/L

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No perchlorate was
found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
FB-041113 41113 1,2,3,4,7,8-HxCDD 0.125 pg/L All samples in SDG PH102
1,2,3,7,8,9-HxCDD 0.134 pg/L
1,2,3,4,6,7,8-HpCDD 0.402 pg/L.
1,2,3,7,8-PeCDF 0.398 pg/L
2,3,4,7,8-PeCDF 0.316 pg/L
1,2,3,4,7,8-HxCDF 0.324 pg/L
1,2,3,6,7,8-HxCDF 0.221 pg/L
1,2,3,7,8,9-HxCDF 0.211 pg/L
2,3,4,6,7,8-HxCDF 0.149 pg/L
1,2,3,4,6,7,8-HpCDF 0.254 pg/L
OCDF 0.840 pg/L

Sample concentrations were compared to concentrations detected in the field blanks. The
sample concentrations were either not detected or were significantly greater (>5X for other
contaminants) than the concentrations found in the associated field blanks.

VI. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike

duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix spike
and matrix spike duplicate analyses were not performed for this SDG.

VII. Ongoing Precision Recovery (OPR)

Ongoing precision recovery samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.
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VIIl. Regional Quality Assurance and Quality Control

Not applicable.

IX. Internal Standards

All internal standard recoveries were within QC limits.

X. Target Compound Identifications

All target compound identifications were within validation criteria.

XIl. Compound Quantitation

All compound quantitations were within validation criteria with the following exceptions:

Sample Compound Finding Criteria Flag AorP
SL-556-SA5D-SB-0.0-0.5 2,3,7,8-TCDF 2nd column confirmation | This compound must be None P
SL-559-SA5D-SB-0.0-0.5 was not performed for this | confirmed on the 2nd

compound. column per the method.
All compounds reported below the RL were qualified as follows:
Sample Finding Flag AorP
All samples in SDG PH102 All compounds reported below the RL. J (all detects) A

XIl. System Performance

The system performance was acceptable.

XIIl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

No field duplicates were identified in this SDG.
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Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Data Qualification Summary - SDG PH102

SL-556-SA5D-SB-0.0-0.5
SL-559-SA5D-SB-0.0-0.5
SL.-554-SA5D-SB-0.0-0.5

reported below the
RL.

SDG Sample Compound Flag AorP Reason (Code)
PH102 SL-556-SA5D-SB-0.0-0.5 2,3,7,8-TCDF None P Compound quantitation
SL-559-SA5D-SB-0.0-0.5 (column confirmation)
(X))
PH102 SL-555-SA5D-SB-0.0-0.5 All compounds J (all detects) A Compound quantitation

@

Santa Susana Field Laboratory

Dioxins/Dibenzofurans - Laboratory Blank Data Qualification Summary - SDG PH102

SDG

Sample

Compound

Modified Final
Concentration

PH102

SL-555-SA5D-SB-0.0-0.5

1,2,3,4,7,8-HxCDD
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,7,8,9-HpCDF
OCDF

0.0330U ng/Kg
0.215U ng/Kg
0.0590U ng/Kg
0.0429U ng/Kg
0.0640U ng/Kg
0.0475U ng/Kg
0.103U ng/Kg
0.0522U ng/Kg
0.247U ng/Kg

PH102

SL-556-SA5D-SB-0.0-0.5

1,2,3,4,7,8-HxCDD
1,2,3,4,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1.2,3,4,7,8,9-HpCDF

0.0869U ng/Kg
0.174U ng/Kg
0.186U ng/Kg
0.0980U ng/Kg

PH102

SL-559-SA5D-8B-0.0-0.5

1,2,3,4,7,8-HxCDD
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,7,8,9-HxCDF
1,2,3,4,7,8,9-HpCDF
OCDF

0.0569U ng/Kg
0.193U ng/Kg
0.0943U ng/Kg
0.0855U ng/Kg
0.103U ng/Kg
0.147U ng/Kg
0.0780U ng/Kg
0.663U ng/Kg

PH102

SL-554-SA5D-SB-0.0-0.5

1,2,3,4,7,8-HxCDD
1,2,3,4,6,7,8-HpCDD
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,.2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,7,8,8-HpCDF
OCDF

0.0372U ng/Kg
0.308U ng/Kg
0.328U ng/Kg
0.0864U ng/Kg
0.0460U ng/Kg
0.0547U ng/Kg
0.0620U ng/Kg
0.132U ng/Kg
0.0465U ng/Kg
0.211U ng/Kg

AorP Code
A B
A B
A B
A B

VALOGIN\CDM\SSFL\SASD\30695E21_CD4.doc




Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Field Blank Data Qualification Summary - SDG PH102

No Sample Data Qualified in this SDG
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LDC #__ 30695E21 VALIDATION COMPLETENESS WORKSHEET Date]]-14-13

SDG #__PH102 Level IV Page:] off
Laboratory:_Eurofins Lancaster Laboratories Reviewer:

2nd Reviewer: é
METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
. Technical holding times A Sampling dates: Cf ] 5 ’ 1>
I HRGC/HRMS Instrument performance check "A’ ’
it | Initial calibration A £ Q0 / s
I\VV. | Continuing Calibration /3,( ac ' i Y\!\ib
V. | Blanks 6\;\‘
VI. | Matrix spike/Matrix spike duplicates C/ \\0'1 B
VII. | Laboratory control samples A 6 PE
VIll. | Regional quality assurance and quality control N
IX. | Internal standards Pﬂ
X. | Target compound identifications
Xl. | Compound quantitation/RL/|-0@4-OBs— 4\\)
XIl. | System performance
XIll. | Overall assessment of data A

XIV. | Field duplicates

xV._| Field blanks SW | EBZ ERDIMLS g?!;HOI\
Note: A = Acceptable ND = No compounds detected D = Duplicate ] B - FB’M\ ‘ ‘ 3 (-?HOZQ>

N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: 6 . \
201
1 | SL-555-SA5D-SB-0.0-0.5 11 21 31
2 | SL-556-SA5D-SB-0.0-0.5 12 22 32
3 | SL-559-SA5D-SB-0.0-0.5 13 23 33
4 | SL-554-SA5D-SB-0.0-0.5 14 24 34
5 15 25 35
6 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 | RLK 25400 30 40
Notes:

30695E21W.wpd



Loc #30L4SE2)

VALIDATION FINDINGS CHECKLIST

Page: / of&

Reviewer!
2nd Reviewer: f
Method: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)
Validation Area Yes Ng

NA Findings/Comments

Was PFK exact mass 380.9760 verified?

Were the retention time windows established for all homologues?

Was the chromatographic resolution between 2,3,7,8-TCDD and peaks representing
any other unlabeled TCDD isomers < 25% ?

Is the static resolving power at least 10,000 (10% valley definition)?

Was the mass resolution adequately check with PFK?

F verified?
7 7

Was the initial calibration performed at 5 concentration levels?

Were all percent relative standard deviations (%RSD) < 20% for unlabeled
compounds and < 35% for labeled compounds ?

Did all calibration standards meet the lon Abundance Ratio criteria?

Was the signal to noise ratio for each target compound > 2.5 and for each recovery
and internal standard > 107?

Was a routine calibration performed at the beginning and end of each 12 hour
period?

Were all the concentrations for the unlabeled compounds and labeled compounds
within the QC limits (Method 1613B, Table 6)?

Did all routine calibration standards meet the lon Abundance Ratio criteria?

Was a method blank associated with every sample in this SDG?

Was a method blank performed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD) within
the QC limits?

DXN-SW13B.wpd version 1.0



LDC #: 32&&] S! 2 ) VALIDATION FINDINGS CHECKLIST Page: a-Of__é_
%

Reviewer:
2nd Reviewer: f

» Validation Area Findings/Comments

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

Were internal standard recoveries within the 25-150% criteria?

Was the minimum S/N ratio of all internal standard peaks > 10?

i .

For 2,3,7,8 substituted congeners with associated labeled standards, were the /
retention times of the two quantitation peaks within -1 to 3 sec. of the RT of the
labeled standard?

For 2,3,7,8 substituted congeners without associated labeled standards, were the /
relative retention times of the two quantitation peaks within 0.005 time units of the
RRT measured in the routine calibration?

For non-2,3,7,8 substituted congeners, were the retention times of the two /
quantitation peaks within RT established in the performance check solution?

Did compound spectra contain all characteristic ions listed in the table attached?

Was the lon Abundance Ratio for the two quantitation ions within criteria? )< @

Was the signal to noise ratio for each target compound and-tabetedsiandard™>
2.5?

Does the maximum intensity of each specified characteristic ion coincide within + 2
seconds (includes labeled standards)?

For PCDF identification, was any signal (S§/N > 2.5, at + seconds RT) detected in /
the corresponding PCDPE channel? /]

Was an acceptable lock mass recorded and monitored?

Were the correct internal standard (IS), quantitation ion and relative response factor /
(RRF) used to quantitate the compound?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and
dry weight factors applicable to level IV validation?

T =

Overall assessment of data was found to be acceptable.
e — - —

Field duplicate pairs were identified in this SDG.

AN

Target compounds were detected in the field duplicates.

= T i =

Field blanks were identified in this SDG.

|Target compounds were detected in the field blanks.

DXN-SW13B.wpd version 1.0



VALIDATION FINDINGS WORKSHEET

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

A.2,3,7,8-TCDD F.1,2,3,4,6,7,8-HpCDD K. 1,2,3,4,7,8-HxCDF P.1,2,3,4,7,8,9-HpCDF U. Total HpCDD
B. 1,2,3,7,8-PeCDD G. OCDD L. 1,2,3,6,7,8-HxCDF Q. OCDF V. Total TCDF
C. 1,2,3,4,7,8-HxCDD H. 2,3,7,8-TCDF M. 2,3,4,6,7,8-HxCDF R. Total TCDD W. Total PeCDF

D.1,2,3,6,7,8-HxCDD

1.1,2,3,7,8-PeCDF

N. 1,2,3,7,8,9-HxCDF

S. Total PeCDD

X. Total HXCDF

E. 1,2,3,7,8,9-HxCDD

J. 2,3,4,7,8-PeCDF

0.1,2,3,4,6,7,8-HpCDF

T. Total HXCDD

Y. Total HhCDF

Notes:

COMPNDList.wpd




LDC #:_30695E21

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Blanks

VALIDATION FINDINGS WORKSHEET

Plgase see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
Q N

Conc. units: ng/k

Were all samples associated with a method blank?
N/ Was a method blank performed for each matrix and whenever a sample extraction was performed?
N_N/A Was the method blank contaminated?

Blank extraction date: 09/11/13 Blank analysis date: 09/13/13

Associated samples:__ All  Qual U (B)

Page: Lo .

Reviewer:

2nd Reviewer; iz

Compound " Blank ID Sample Identification
BLK254002 5x 1 2 3 4
C 0.0390* 0.195 0.0330 0.0869* 0.0569 0.0372*
E 0.0470* 0.235
F 0.0675* 0.338 0.308
G 0.281* 1.41
[ 0.0692* 0.346 0.215* 0.328
J 0.0786 0.393 0.0590* 0.193* 0.0864*
K 0.0639* 0.320 0.0429* 0.174 0.0943* 0.0460*
L 0.0330* 0.165 0.0640* 0.0855* 0.0547*
M 0.0615* 0.308 0.0475 0.186 0.103 0.0620*
N 0.0649 0.325 0.147*
0] 0.0376* 0.188 0.103 0.132*
P 0.0826* 0.413 0.0522* 0.0980 0.0780* 0.0465
Q 0.227* 1.14 0.247 0.663 0.211*
*EMPC

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:

All contaminants within five times the method blank concentration were qualified as not detected, "U".

V:\Validation-Blanks\30695E21.wpd



LDC #__ 30695A21 VALIDATION FINDINGS WORKSHEET
Field Blanks

METHOD: HRGC/HRMS Dioxins (EPA Method 1613B)

Blank units: pa/L Associated sample units:_na/kg
Sampling date:_09/04/13

Page: _/__of]L
Reviewer: % ~

2nd Reviewer: <=

Field blank type: (circle one) Field Blank / Rinsate / Other. EB  Associated Samples:__ All >bx
Compound " Blank ID Sample Identification

\ i I EB-090413 5X

B 0.517* 0.00259

o] 0.254* 0.00127

D 0.212* 0.00106

E 0.136* 0.00068

F 0.554* 0.00277

G 0.962* 0.00481

I 0.614* 0.00307

J 0.211* 0.00108

K 0.194* 0.00097

L 0.179* 0.00090

M 0.236 0.00118

N 0.278* 0.00139

0 0.461* 0.00231

P 0.305 0.00153

Q 0.878* 0.00439

*EMPC

EB-090413 (PH101)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the blank concentration were qualified as not detected, "U".



LDC #:.__30695E21

METHOD: HRGC/HRMS Dioxins (EPA Method 1613B)

Blank units: pa/L.

Sampling date: 04/11/13
Field blank type: (circle one) Field Blank / Rinsate / Other._ FB

VALIDATION FINDINGS WORKSHEET

Field Blanks

Associated sample units:_ng/kg

Associated Samples:

All >5X

Page:
Reviewer:
2nd Revnewer

S

Compound Blank ID Sample Identification
FB-041113 5X
0.125 0.00063
0.134* 0.00067
0.402* 0.00201
| 0.398* 0.00199
J 0.316* 0.00158
K 0.324 0.00162
L 0.221 0.00111
N 0.211* 0.00106
M 0.149 0.00075
o] 0.254* 0.00127
Q 0.840* 0.00420
* EMPC
FB-041113 (PHO029)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the blank concentration were qualified as not detected, "U".

V:\Field Blanks\30695E21_FB-041113.wpd



Loc #B0ASEN)

VALIDATION FINDINGS WORKSHEET
Compound Quantitation and Reported RLs

METHOD: GC/MS Dioxins/Dibenzofurans (EPA Method 1613B)

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

N N/A
N N/A

Page:
Reviewer:
2nd Reviewer:

Were the correct internal standard (IS), quantitation ions and relative response factors (RRF) used to quantitate the compound?

Compound quantitation and RLs were adjusted to reflect all sample dilutions and dry weight factors (if necessary).

L
<

# Date

Compund

Finding

Associated Samples

Qualifications

H

No 2,3,7,8-TCDF confirmation analysis

2,3

None/P

Comments: _See sample calculation verification worksheet for recalculations

P:\Dx COMQUA\COMQUA_CDM.wpd



Loc # 26 WASED) VALIDATION FINDINGS WORKSHEET Page: % oK_

Initial Calibration Calculation Verification Reviewer: V

2nd Reviewer: é

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation (%RSD) were recalculated for the compounds identified below using the following
calculations:

RRF = (AXC)/(ANC) A, = Area of compound, A, = Area of associated internal standard
average RRF = sum of the RRFs/number of standards C, = Concentration of compound, C, = Concentration of internal standard
%RSD =100 * (S/X) S = Standard deviation of the RRFs, X = Mean of the RRFs
__Reported |l Recaloutated [l Reported | Reported Recalculated
Calibration Average Average RRF RRF
# Standard ID Date Compound (Reference Internal Standard) RREF (initial) RREF (initial) { CS3 std) ( CS3 std) %RSD %RSD
1 ICAL 08/21/2013 2,3,7,8-TCDF (**C-2,3,7,8-TCDF) 1.049 1.049 1.022 1.022 6.08 6.08
2,3,7,8-TCDD (**C-2,3,7,8-TCDD) 1.127 1.1275 1.126 1.126 6.68 6.68
1,2,3,6,7,8-HxCDD (*C-1,2,3,6,7,8-HxCDD) 0.963 0.963 0.998 0.9975 3.50 3.52
1,2,3,4,6,7,8-HpCDD (**C-1,2,4,6,7,8,-HpCDD) 1.063 1.053 1.085 1.085 2.156 2.15
OCDF (*C-OCDF) 0.993 0.993 1.015 1.014 3.31 3.32
2 2,3,7,8-TCDF ('*C-2,3,7,8-TCDF)
2,3,7,8-TCDD (°C-2,3,7,8-TCDD)

1,2,3,6,7,8-HxCDD (**C-1,2,3,6,7,8-HxCDD)
1,2,3,4,6,7,8-HpCDD (**C-1,2,4,6,7,8,-HpCDD)
OCDF (**C.OCDF)

3 2,3,7,8-TCDF (*C-2,3,7,8-TCDF)
2,3.7,8-TCDD (**C-2,3,7,8-TCDD)
1,2,3,6,7,8-HXCDD (C-1,2,3,6,7,8-HXCDD)
1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD)
OCDF (*C-OCDF)

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated
results.

PAICALUNICLC16_EUROFINS_082113.wpd



Loc ¥ VHASED) VALIDATION FINDINGS WORKSHEET

Routine Calibration Results Verification

Page: 2%2__/'7
Reviewer:

2nd Reviewer: _/\_74

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent difference (%D) of the initial calibration average Relative Response Factors (RRFs) and the continuing calibration RRFs were recalculated for the compounds
identified below using the following calculation:

% Difference = 100 * (ave. RRF - RRF)/ave. RRF
RRF = (A)(C/(ANC)

Where: ave. RRF = initial calibration average RRF
RRF = continuing calibration RRF
A, = Area of compound,
C, = Concentration of compound,

A, = Area of associated internal standard
C;. = Concentration of internal standard

|___Reparted Recalculated || Reparted Recalculated |
Calibration Spiked Conc Conc Conc
Standard ID Date Compound (Reference Internal Standard) {ng/mL) {ng/mL) {ng/mL) %R %R
(S C0D @-12,-]% | 2.3,7.8-TCDF (°C-2,3.7,8-TCDF) 10 aq.ds g9 ds 95 A
|q'Sp | 237.8-TCOD (“C-2.3,7.8TCDD) 10 1015 /0.15 10/ /p)LS5
) 1,2,3,6,7,8-HXCDD (*°C-1,2,3,6,7,8-HXCDD) 50 H8.(,% H%. L& a+F 9%
1,2,3.4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD) 50 50.24 S0, 24 100 /00
QOCDE (*C.OCHE) 100 ad.3 9. (p 2 o4 gs
CRcco. Q11> | 23.7.8TCDF (°C-2,3,7,8-TCDF) 10 /0-2) /10.2) /03 /03
{4yt | 237.8TCDD(°C-237.8-TCOD) 10 /0.85 /0.85 /0% /08-S
1,2,3,6,7,8-HXCDD (°C-1,2,3,6,7,8-HxCDD) 50 XE) syY3) 109 /09
1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD) 50 53.b =3 (5 [0F 10F
OCDE (3C.QCOE) 100 61‘9_,52 910-& g7 Pz
2,3,7,8-TCDF (°C-2,3,7,8-TCDF) 10
2,3,7,8-TCDD (°C-2,3,7,8-TCDD) 10
1,2,3,6,7,8-HxCDD (**C-1,2,3,6,7,8-HxCDD) 50
1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD) 50
OCDF ("*C-OCDF) 100

Comments: Refer to Routine Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

PACCAL\CONCLC16_EUROFINS.wpd



LDC #Bblc_ﬁg EQ’ VALIDATION FINDINGS WORKSHEET Page: g z__

Laboratory Control Sample Results Verification Reviewer:

2nd Reviewer: :_/t

METHOD: GC/MS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the laboratoy control sample and laboratory control sample duplicate (if applicable) were recalculated
for the compounds identified below using the following calculation:

% Recovery = 100 * SSC/SA Where: SSC = Spiked sample concentration
SA = Spike added

RPD =ILCS -LCSD | * 2/(LCS + LCSD) LCS = Laboraotry control sample percent recovery LCSD = Laboratory control sample duplicate percent recovery

LCS ID: 0PR.294007

» Spike Spiked Sample LCS 1 CSD | CS/LCSD
- Added Concentration
Compound (\& \(.0\ ) (N, |a) Percent Recovery Percent Recovery RPD
- IL__1cs LCSD es | csn Recale Il Reported | Recale N Reparted | Recalculated |
2,3,7,8-TCDD 200 /V A | 20> NA / 0l /01
1,2,3,7,8-PeCDD |00 10> /03 /03
1,2,3,4,7,8-HXCDD {00 / 05 /0S| /05
1,2,3,4,7,8,9-HpCDF 100 q2.] 92 42

OCDE 200 (€D q | 91

Comments: Refer to Laboratory Control Sample findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

V:\Walidation Worksheets\Dioxins\1613\LCSCLC16.wpd



LDC # _20L,GCFA)

VALIDATION FINDINGS WORKSHEET

Sample Calculation Verification

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

N _N/A
N_N/A

Were all reported results recalculated and verified for all level IV samples?

Page:L_ _

Reviewer:

2nd reviewer: f

Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Concentration = (AJ(I{DF)}

A

Vo

RRF

Df
%S

(As)(RRF)(Vo)(%S)

Area of the characteristic ion (EICP) for the compound
to be measured

Area of the characteristic ion (EICP) for the specific
internal standard

Amount of internal standard added in nanograms (ng)

Volume or weight of sample extract in milliliters (ml) or
grams (g).

Relative Response Factor (average) from the initial
calibration

Dilution Factor.

Percent solids, applicable to soil and solid matrices
only.

Example:

Sample I.D. 3 , &

1S+
oonc.=3(; 9570 ) ( 400Dy )

)

FRIFIR+ ) (£,0F0 /045093

19039

= /b3 15};(_3

Sample ID Compound

Reported
Concentration

( )

Calculated
Concentration

( )

Qualification

V:A\VALIDATION WORKSHEETS\DIOXINS\1613\RECALC16.DOC



LDC Report# 30695E87

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:

Collection Date:

LDC Report Date:

Matrix:

Parameters:

Validation Level:

Laboratory:

Sample Delivery Group (SDG):

Sample ldentification
SL-556-SA5D-SB-0.0-0.5

SL-556-SA5D-SB-11.0-12.0
SL-556-SA5D-SB-4.0-5.0

VALOGIN\CDM\SSFL\SASD\30695E87_CD4.DOC

Santa Susana Field Laboratory
September 5, 2013

November 20, 2013

Sail

Perchlorate

Level IV

Eurofins Lancaster Laboratories

PH102



Introduction
This data review covers 3 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 6850 for
Perchlorate.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

UJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\SASD\30695E87_CD4.DOC 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals. All ion abundance
requirements were met.

lll. Initial Calibration
Initial calibration was performed using required standard concentrations.

A curve fit, based on the initial calibration, was established for quantitation. The
coefficient of determination (r*) was greater than or equal to 0.990 .

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

All of the continuing calibration percent differences (%D) between the initial calibration
RRF and the continuing calibration RRF were less than or equal to 15.0% for unlabeled
compounds and less than or equal to 50.0% for labeled compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 15.0% for unlabeled compounds and less than or equal to 50.0% for labeled

compounds.

The percent differences (%D) of the limit of detection verification (LODV) calibration
standard were less than or equal to 50.0% for perchlorate.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No perchlorate was found
in the method blanks.

Sample EB-090413 (from SDG PH101) was identified as an equipment blank. No
perchlorate was found.

Sample FB-041113 (from SDG PH029) was identified as a field blank. No perchlorate
was found.

VI. Surrogate Spikes

Surrogate spikes were not required by the method.

VALOGIN\CDM\SSFLASASD\30695E87_CD4.DOC



VIl. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike
duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VIIl. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Internal Standards

All internal standard areas and retention times were within QC limits.
XI. Target Compound Identifications

All target compound identifications were within validation criteria.
XIl. Compound Quantitation

All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH102 All compounds reported below the RL. J (all detects) A

XIll. Tentatively Identified Compounds (TICs)

Tentatively identified compounds were not reported by the laboratory.
XIV. System Performance

The system performance was acceptable.

XV. Overall Assessment

Data flags are summarized at the end of this report if data has been qualified.

VALOGIN\CDM\SSFL\SASD\30695E87_CD4.DOC



XVLI. Field Duplicates

No field duplicates were identified in this SDG.

VALOGIN\CDM\SSFL\SASD\30695E87_CD4.DOC



Santa Susana Field Laboratory
Perchlorate - Data Qualification Summary - SDG PH102

SDG Sample Compound Flag AorP

Reason (Code)

PH102 SL-556-SA5D-SB-0.0-0.5 All compounds reported J (all detects) A
SL-556-SA5D-SB-11.0-12.0 | below the RL.
SL-556-SA5D-SB-4.0-5.0

Compound quantitation

@

Santa Susana Field Laboratory

Perchlorate - Laboratory Blank Data Qualification Summary - SDG PH102

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory

Perchlorate - Field Blank Data Qualification Summary - SDG PH102

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\SASD\30695E87_CD4.DOC




LDC #: 30695%37 VALIDATION COMPLETENESS WORKSHEET Date: [{l lﬂ(}

SDG #__PH102 Level IV Page:_ fof /

Laboratory:_Eurofins Lancaster Laboratories Reviewer:_ R
2nd Reviewer:

METHOD: LC/MS Perchlorate (EPA SW846 Method 6850) ¢

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validati A -
. Technical holding times A— Sampling dates: Y / 3
Il. | GC/MS Instrument performance check A ’
lll.__| Initial calibration @» &M e
IV. | Continuing calibration/ICV i l&\/ ! Cev-Euk /CZ) LoDV £ oy 7
V. | Blanks A- ‘
VI. | Surrogate spikes i N N
VII. | Matrix spike/Matrix spike duplicates 3 A} C L(' M Syec
VIII. | Laboratory control samples AL 3 l'
IX. | Regional Quality Assurance and Quality Control N
X. | Internal standards A
XI. ] Target compound identification /)‘
XIll. | Compound quantitation/RL/LOQ/LODs A
Xlll. | Tentatively identified compounds (TICs) b\)
XIV. | System performance A-
XV. | Overall assessment of data A‘
XVI. | Field duplicates N
xvil. | Field blanks VP | Ebe EB- 0104 (3 ¢ $oé ?9"*9"7‘,0')
Note: A = Acceptable ND = No compounds de*t:cted: FB —DO:Euplicate 22 () 4 PH’ 024 )
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank

Validated Samples: SD\ \

[1 | sL-556-5A5D-SB-0.0-0.5 11 21 31 | PBLK 19252
2 | SL-556-SA5D-SB-11.0-12.0 | 12 22 32
3| SL-556-SA5D-SB-4.0-5.0 13 23 33
4 14 24 34
5 15 25 35
6 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40

30695E87W.wpd



Loc#_ 2 O6S EVY

Method: X _GC LC/MS

VALIDATION FINDINGS CHECKLIST

Page: ( of 2
Reviewer: 6)_{

2nd Reviewer: f

Validation Area

Were the instrument performance reviewed and found to be within the specified
criteria?

Was a continuing calibration analyzed daily?

Did the laboratory perform a 5 point calibration prior to sample analysis? -
Were all percent relative standard deviations (%RSD) < 20%? “
Was a curve fit used for evaluation? /
Did the initial calibration meet the curve fit acceptance criteria of > 0.9907 -
Were the RT windows properly established? -~

Were all percent differences (%D) < 15%7?

Were all the retention times within the acceptance windows?

7

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

LCMS-SW.wpd version 1.0



Lpc# e SEY) VALIDATION FINDINGS CHECKLIST

Page:_Zof &
Reviewer.__ g7~

2nd Reviewer: é

Validation Area

77 N

Were internal standard area counts within -50% or +100% of the associated
calibration standard?

Findings/Comments

Were retention times within + 30 seconds from the associated calibration
standard?

Were relative retention times (RRT's) within + 0.06 RRT units of the standard?

Did compound spectra meet specified EPA "Functional Guidelines" criteria?

Were chromatogram peaks verified and accounted for?

Were the correct internal standard (IS), quantitation ion and relative response
factor (RRF) used to quantitate the compound?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level IV validation?

Field duplicate pairs were identified in this SDG.

Target compounds were detected in the field duplicates

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

Target compounds were detected in the field blanks.

LCMS-SW.wpd version 1.0



LDC#:30695E87

VALIDATION FINDINGS WORKSHEET

Initial Calibration Calculation Verification

METHOD: LC/MS Perchlorate (EPA SW 846 Method 6850)

Calibration ) X)
Date Instrument Compound Standard Response Ratio Concentration Ratio
9/11/2013 Instrument1 Perchlorate 1 0.045150078 0.400
ESI 2 0.105807173 1.000
3 0.193683892 2.000
4 0.44789086 4.000
5 1.135611832 10.000
6 2.945989639 25.000
Regression Output Calculated Reported
Constant c= -2.426234E-02 -0.0087000
Std Err of Y Est
R Squared 2= 0.9997337 0.9984083
Degrees of Freedom
X Coefficient(s) m= 0.11839 0.11620
Std Err of Coef.
Correlation Coefficient 1.000
Iboefﬁcient of Determination (r'2) 1.000 0.998

Page: 1 of |

Reviewer: BR

2nd Reviewer: E

CF
0.1129
0.1058
0.0968
0.1120
0.1136
0.1178
Ave 0.1098



Page: ( of ]
Reviewer: __ #¢.
2nd Reviewer: E

VALIDATION FINDINGS WORKSHEET

LDC#:30695E87
Continuing Calibration Calculation Verification

METHOD: LCMS__X _ HPLC

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration percent difference (%D) values
were recalculated for the compounds identified below using the following calculation:

Percent difference (%D) =100 * (N - C)/N Where: N = Initial Calibration Factor or Nominal Amount
C=  Calibration Factor from Continuing Calibration Standard or Calculated Amount
Reported Recalculated Reported Recalculated
Calibration CCV Conc Conc Conc % D %D
Standard ID Date Compound
MS5P25313032 9/10/2013 Perchlorate 4 37 36 8 8
MSP25313041 9/10/2013 Perchlorate 0.4 0.5 0.5 25 25

Comments: Refer to Continuing Calibration Verification findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results




LDC #: zogflgw VALIDATION FINDINGS WORKSHEET Page:Lof_/
Laboratory Control Sample/LLaboratory Control Sample Duplicates Results Verification Reviewer: B/t

2nd Reviewer: é

METHOD: LC/MS Perchlorate (EPA SW 846 Method 6850/6860)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

% Recovery = 100 * (SC/SA Where: SSC = Spike concentration
SA = Spike added

RPD=1LCS-LCSD |*2/(LCS + LCSD) LCS = Laboratory control sample percent recovery LCSD = Laboratory control sample duplicate percent recovery
LCS/ILCSD samples: __ L¢X[925 2

Spike Spike LCS LCSD LCS/L.CSD
Adde Concentration
Compound { A% l"y) { L f Percent Recovery Percent Recovery RPD
1CS al CSh 1CS 1 CSD Rgmd Recalc BEEQF_’:EQ Recalc R Recalc

Perchlorate | OD — g é 1 - S/;’ 8 ¢ - — _ —_

Comments: Referto Laboratory Control Sample/Laboratory Control Sample Duplicates findings worksheet for list of qualifications and associated samples when reported
results do not agree within 10.0% of the recalculated results.

LCSCLC.wpd



LDC #: ‘Z;Dé Z§£9} VALIDATION FINDINGS WORKSHEET Page:__{ of
Sample Calculation Verification Reviewer;

2nd rewewer.__&

ETHOD: LCMS Perchlorate (EPA SW 846 Method 6850/6860)

N N/A Were all reported results recalculated and verified for all level IV samples?

N _N/A Were all recalculated results for detected target compounds agree within 10.0% of the reported results?
Concentration = (A)(I)(VXDF)(2.0) Example:
(ARRF)(V )(V)(%S)
A, = Area of the characteristic ion (EICP) for the compound Sample I.D. A’ l’ , ’UD :
to be measured
A, = Area of the characteristic ion (EICP) for the specific Lé& hz & Z = gc 3

internal standard

= Amount of internal standard added in nanograms (ng) conc. IQG?(\ + 0 Q(OY;— 7 130 X )
29 Lty—g X X voX )

V, = Volume or weight of sample extract in milliliters (ml) or

Y
grams (g). 0. l l (’2
v, = Volume of extract injected in microliters (ul)
V, = Volume of the concentrated extract in microliters (ul) 4 2 . ﬁ S l
Df = Dilution Factor. %
%S = Percent solids, applicable to soil and solid matrices only.
2.0 = Factor of 2 to account for GPC cleanup
Reported Calculated
Concentration Concentration
# Sample ID Compound { ) { ) Qualification

RECALC.wpd
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INTRODUCTION

This Data Validation Report (DVR) presents Level Il data validation results for samples
collected on September 6, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan for Santa Susana Field Laboratory (SSFL), RCRA Facility Investigation,
Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA
Contract Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans Data Review (September
2005) and for Inorganic Data Review (January 2010). Where specific guidance is not available,
the data has been evaluated in a conservative manner consistent with industry standards using
professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVOCs) by EPA SW 846 Method 8270D utilizing Selective lon Monitoring (SIM)
Pesticides by EPA SW 846 Method 8081B

Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A and 7471B

Perchlorate by EPA SW 846 Method 6850

Total Petroleum Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M

TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

Wet Chemistry:
Fluoride by EPA Method 300.0

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment Il. Level Il
Automated Data Review outliers are presented in Enclosure |.

All sample results were subjected to Level Il data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards (dioxins only), matrix spike/matrix spike
duplicates (MS/MSD), laboratory duplicates (DUP), laboratory control sample/laboratory control
sample duplicates (LCS/LCSD), ICP serial dilutions, method blanks, trip blanks, equipment
blanks, field blanks and field duplicates. No samples in this SDG were subjected to Level IV
evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of ICB/CCBs and ICP serial
dilutions, which were validated manually. Quality assurance (QA)/QC criteria specified in the
QAPP and CLPNFGs were incorporated with the program’s reference library to assess
compliance with project requirements.



The following are definitions of the data qualifiers:

U

NJ

uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met QC criteria.

Il. Initial Calibration

Initial Calibration data were not reviewed for level |11

lll. Continuing Calibration

Continuing calibration data were not reviewed for level .

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of two blanks for metals
and dioxins. The associated sample results were qualified as non-detected (U) due to method
blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.
The details regarding the qualification of data are provided in Enclosure .

No contaminant concentrations were detected in the initial or continuing calibration blanks.

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits.

VL. ICP Interference Check Sample (ICS) Analysis
ICP interference check data were not reviewed for level |l1.
VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of two MS/MSD pairs for metals, perchlorate, TPH as extractables and
fluoride. The associated sample results were qualified as detected estimated (J) or non-
detected estimated (UJ) as applicable. The details regarding the qualification of data are
provided in Enclosure .

VIIl. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits.



IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits with the exception of one
LCS/LCSD pair for PCBs. No data were qualified due to high %Rs since the associated results
were non-detected.

X. Internal Standards

Internal standards were reviewed for dioxins. Percent recoveries (%R) were within QC limits.

XI. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were
met with the following exceptions:

Associated
Diluted Sample Analyte %D (Limits) Samples Flag AorP
SL-550-SA5D-SB-4.0-5.0 Cobalt 12 (s10) All soil samples in SDG J (all detects)
PH103 UJ (all non-detects) A

. The associated sample results were qualified as detected estimated (J).
Xll. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH103 Ali compounds reported as detected below the RL. J (all detects) A

XIIl. Field Duplicate Samples

Two field duplicate pairs were collected and analyzed for SVOCs, PCBs, metals, perchlorate,
TPH as gasoline, TPH as extractables and fluoride. All RPDs were within QC limits with the
exception of several SVOCs, pesticides and metals. No data was qualified on the basis of field
duplicate RPDs outside the QC limits. The field duplicate result comparisons are provided in
Enclosure I.

XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No volatile contaminants were
found in the trip blank.

One equipment blank (from SDG PH101) was collected and analyzed for SVOCs, pesticides,



PCBs, metals, perchlorate, TPH as gasoline, TPH as extractables, dioxins and fluoride. The
equipment blank had detections for SVOCs, metals and dioxins. The associated sample resuits
were not detected or were significantly greater than the concentrations found in the equipment
blanks, therefore no data were qualified.

One field blank (from SDG PHO029) was collected and analyzed for SVOCs, pesticides, PCBs,
metals, perchlorate, TPH as gasoline, TPH as extractables and dioxins. The field blank had
detections for SVOCs, metals, dioxins, and fluoride. The associated sample results were
qualified as non-detected (U) due to field blank contamination as applicable. The sample
results that were not detected or were significantly greater than the concentrations found in the
field blank were not qualified. The field blank outlier reports are presented in Enclosure |.

XV. Overall Assessment of Data

No data associated with this sampling event were rejected. The overall assessment of QA/QC
data review by automated and manual validation of this sampling event met project
requirements and analytical completeness levels with the exceptions noted in the above
sections. All data are deemed useable for the intended use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
06-Sep-2013  TB-090613 7189526 B 5030B 8015M n
06-Sep-2013  SL-550-SA5D-SB-0.0-0.5 7189527 N 3050B 6010C i
06-Sep-2013  SL-550-SA5D-SB-0.0-0.5 7189527 N 3050B 6020A i}
06-Sep-2013  SL-550-SA5D-SB-0.0-0.5 7189527 N 3546 8015M il
06-Sep-2013  SL-550-SA5D-SB-0.0-0.5 7189527 N 3546 8082A I}
06-Sep-2013  SL-550-SA5D-SB-0.0-0.5 7189527 N 3546 8270D SIM I
06-Sep-2013  SL-550-SA5D-SB-0.0-0.5 7189527 N METHOD 1613B I}
06-Sep-2013  SL-550-SA5D-SB-0.0-0.5 7189527 N METHOD 7471B ]
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0 7189528 N 3050B 6010C Il
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0 7189528 N 3050B 6020A [}
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0 7189528 N 3546 8015M mn
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0 7189528 N 3546 8082A [}
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0 7189528 N 3546 8270D SIM [}
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0 7189528 N 5035A 8015M 1l
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0 7189528 N METHOD 7471B i
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MS 7189529 MS 3050B 6010C |
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MS 7189529 MS 3050B 6020A i
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MS 7189529 MS 3546 8015M il
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MS 7189529 MS 3546 8082A I
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MS 7189529 MS 3546 8270D SIM |
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MS 7189529 MS 5035A 8015M mn
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MS 7189529 MS METHOD 7471B I
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MSD 7189530 MSD 3050B 6010C I
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MSD 7189530 MSD 3050B 6020A ]
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MSD 7189530 MSD 3546 8015M l
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MSD 7189530 MSD 3546 8082A 1l

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 1 of 3



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MSD 7189530 MSD 3546 8270D SIM mn
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MSD 7189530 MSD 5035A 8015M n
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0MSD 7189530 MSD METHOD 7471B n
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0DUP 7189531 DUP 3050B 6010C m
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0DUP 7189531 DUP 3050B 6020A n
06-Sep-2013  SL-550-SA5D-SB-4.0-5.0DUP 7189531 DUP METHOD 7471B n
06-Sep-2013  SL-850-SA5D-SB-4.0-5.0 7189532 FD 3050B 6010C n
06-Sep-2013  SL-850-SA5D-SB-4.0-5.0 7189532 FD 3050B 6020A m
06-Sep-2013  SL-850-SA5D-SB-4.0-5.0 7189532 FD 3546 8015M n
06-Sep-2013  SL-850-SA5D-SB-4.0-5.0 7189532 FD 3546 8082A m
06-Sep-2013  SL-850-SA5D-SB-4.0-5.0 7189532 FD 3546 8270D SIM il
06-Sep-2013  SL-850-SA5D-SB-4.0-5.0 7189532 FD 5035A 8015M I
06-Sep-2013  SL-850-SA5D-SB-4.0-5.0 7189532 FD METHOD 7471B m
06-Sep-2013  SL-590-SA5D-SB-0.0-0.5 7189535 N METHOD 300.0 )|
06-Sep-2013  SL-590-SA5D-SB-0.0-0.5 7189535 N METHOD 6850 in
06-Sep-2013  SL-590-SA5D-SB-4.0-5.0 7189536 N METHOD 300.0 i
06-Sep-2013  SL-590-SA5D-SB-4.0-5.0 7189536 N METHOD 6850 n
06-Sep-2013  SL-590-SA5D-SB-4.0-5.0MS 7189537 MS METHOD 300.0 i
06-Sep-2013  SL-590-SA5D-SB-4.0-5.0MS 7189537 MS METHOD 6850 i
06-Sep-2013  SL-590-SA5D-SB-4.0-5.0MSD 7189538 MSD METHOD 6850 n
06-Sep-2013  SL-590-SA5D-SB-4.0-5.0DUP 7189539 DUP METHOD 300.0 ]
06-Sep-2013  SL-890-SA5D-SB-4.0-5.0 7189540 FD METHOD 300.0 il
06-Sep-2013  SL-890-SA5D-SB-4.0-5.0 7189540 FD METHOD 6850 ]
06-Sep-2013  SL-590-SA5D-SB-11.0-12.0 7189541 N METHOD 300.0 ]l
06-Sep-2013  SL-590-SA5D-SB-11.0-12.0 7189541 N METHOD 6850 m
06-Sep-2013  SL-552-SA5D-SB-0.0-0.5 7189533 N 3050B 6010C m

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 2 of 3



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
06-Sep-2013  SL-552-SA5D-SB-0.0-0.5 7189533 N 3050B 6020A n
06-Sep-2013  SL-552-SA5D-SB-0.0-0.5 7189533 N 3546 8015M i
06-Sep-2013  SL-552-SA5D-SB-0.0-0.5 7189533 N 3546 8081B n
06-Sep-2013  SL-552-SA5D-SB-0.0-0.5 7189533 N 3546 8082A i
06-Sep-2013  SL-552-SA5D-SB-0.0-0.5 7189533 N 3546 8270D SIM il
06-Sep-2013  SL-552-SA5D-SB-0.0-0.5 7189533 N METHOD 1613B il
06-Sep-2013  SL-552-SA5D-SB-0.0-0.5 7189533 N METHOD 7471B H!
06-Sep-2013  SL-552-SA5D-SB-4.0-5.0 7189534 N 3050B 6010C i
06-Sep-2013  SL-552-SA5D-SB-4.0-5.0 7189534 N 3050B 6020A ]
06-Sep-2013  SL-552-SA5D-SB-4.0-5.0 7189534 N 3546 8015M i
06-Sep-2013  SL-552-SA5D-SB-4.0-5.0 7189534 N 3546 8081B !
06-Sep-2013  SL-552-SA5D-SB-4.0-5.0 7189534 N 3546 8082A I
06-Sep-2013  SL-552-SA5D-SB-4.0-5.0 7189534 N 3546 8270D SIM IH
06-Sep-2013  SL-552-SA5D-SB-4.0-5.0 7189534 N 5035A 8015M I
06-Sep-2013  SL-552-SA5D-SB-4.0-5.0 7189534 N METHOD 7471B !

Il = EPA Level 3 Data Review

IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate

Page 3 of 3



Attachment 2

Overall Data Qualification Summary



Data Qualifier Summary

Lab Reporting Batch ID: PH103
EDD Filename: PrepPH103

300.0

Method Category:

Method:

L.aboratory: LL

eQAPP Name: CDM_SSFL_131101_Lan

SO

Sample ID: SL-590-SA5D-SB-0.0-0.5

Collected: 9/6/2013 11:50:00

Analysis Type: RES

Dilution: 1

Lab Lab
Analyte | ReSUI | Qual
FLUORIDE 0.92

J 0.41 | MDL 1.0 | PQL | mgiKg

Data
Review
Qua

Sample ID: SL-580-SA5D-SB-11.0-12.0

Collected: 9/6/2013 12:20:00

Analysis Type: RES

Dilution: 1

Lab Lab
Analyte | Result | Qual |

FLUORIDE 9.1

Data
Review

Sample ID: SL-590-SA5D-SB-4.0-5.0

Collected: 9/6/2013 12:00:00

Analysis Type: RES

Analyte
FLUORIDE

Sample ID: SL-890-SA5D-SB-4.0-5.0

Collected: 9/6/2013 12:10:00

Analysis Type: RES

Dilution: 1

Lab

FLUORIDE

Data
Review Reason
_Code
Q

T Category ETAT T e

Method: 6010C

Sample ID: SL-550-SA5D-SB-0.0-0.5

Collected: 9/6/2013 8:40:00 AM  Analysis Type: RES

Dilution: 1

Data
Lab Lab DL RL Review Reason
ANTIMONY ” 4.03 U 0.746 MDL 4.03 PQL uJ Q
BERYLLIUM 0.712 J 0.0675 MDL 1.01 PQL J z
BORON 5.31 J 0.847 MDL 10.1 PQL J Z
CADMIUM 0.190 J 0.0766 MDL 1.01 PQL J z
CHROMIUM 28.5 0.161 MDL 3.02 PQL J Q
COBALT “ 7.96 0.0998 MDL 1.01 PQL J A
MOLYBDENUM 0.354 J 0.171 MDL 2.02 PQL U F
PHOSPHORUS 441 2.91 MDL 101 PQL J Q
POTASSIUM 4970 8.41 MDL 101 PQL J Q
SODIUM 100 J 16.8 MDL 101 PQL J z
TIN 2.37 J 0.222 MDL 10.1 PQL U B

* denotes a non-reportable resuit
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID: PH103

EDD Filename: PrepPH103

Data Qualifier Summary

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Method: 6010C Matrix: SO
Sample ID: SL-550-SA5D-SB-4.0-5.0 Collected: 9/6/2013 9:00:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 4.33 U 0.802 MDL 4.33 PQL mg/Kg uJ
BERYLLIUM 0.865 J 0.0726 MDL 1.08 PQL my/Kg J Z
BORON 4.63 J 0.910 MDL 10.8 PQL mg/Kg J 4
CADMIUM 0.119 J 0.0824 MDL 1.08 PQL mg/Kg J z
CHROMIUM 31.4 0.173 MDL 3.25 PQL mg/Kg J Q
COBALT 8.28 0.107 MDL 1.08 PQL mg/Kg J A
MOLYBDENUM 0.304 J 0.184 MDL 217 PQL mg/Kg U F
PHOSPHORUS 344 3.13 MDL 10.8 PQL mg/Kg J Q
POTASSIUM 3430 9.04 MDL 108 PQL mg/Kg J Q
SODIUM 99.0 J 18.1 MDL 108 PQL mg/Kg J z
TIN 2.82 J 0.238 MDL 10.8 PQL mg/Kg u B
Sample ID: SL-552-SA5D-SB-0.0-0.5 Collected: 9/6/2013 1:10:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
analte | Resutt | oual | DL | Type | R | Ty Qual | Code
ANTiMONY 4.19 u 0.776 MDL 4.19 PQL mg/Kg uJ Q
BERYLLIUM 0.686 J 0.0702 MDL 1.06 PQL mg/Kg J z
BORON 4.88 J 0.881 MDL 10.5 PQL mg/Kg J z
CADMIUM 0.189 J 0.0797 | MDL 1.05 PQL mg/Kg J z
CHROMIUM 321 0.168 MDL 3.14 PQL mg/Kg J Q
COBALT 8.63 0.104 MDL 1.06 PQL mg/Kg J A
MOLYBDENUM 0.284 J 0.178 MDL 2.10 PQL mg/Kg U F
PHOSPHORUS 595 3.03 MDL 10.5 PQL mg/Kg J Q
POTASSIUM 5400 8.74 MDL 105 PQL mg/Kg J Q
SODIUM 87.4 J 17.5 MDL 105 PQL mg/Kg J z
TIN 2.58 J 0.231 MDL 10.5 PQL mg/Kg U B
Sample ID: SL-552-SA5D-SB-4.0-5.0 Collected: 9/6/2013 1:25:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual Code
ANTIMONY 4.48 U 0.829 MDL 4.48 PQL mg/Kg uw Q
BERYLLIUM 0.820 J 0.0750 MDL 1.12 PQL mg/Kg J z
BORON 3.94 J 0.941 MDL 11.2 PQL mg/Kg J z
CADMIUM 0.0885 J 0.0851 MDL 1.12 PQL mg/Kg J Z
CHROMIUM 38.9 0.179 MDL 3.36 PQL mg/Kg J Q

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Data Qilalifier Summary

Lab Reporting Batch ID: PH103 Laboratory: LL
EDD Filename: PrepPH103 eQAPP Name: CDM_SSFL_131101_Lan

Method Category:  METALS =~

Method: 6010C SO
Sample ID: SL-552-SA5D-SB-4.0-5.0 Collected: 9/6/2013 1:25:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte ; _Result | Qual | DL | Type | R | Qual Code
COBALT 9.45 0.111 MDL 1.12 PQL mg/Kg J A
MOLYBDENUM 0.253 J 0.190 MDL 2.24 PQL mg/Kg U F
PHOSPHORUS 489 3.24 MDL 11.2 PQL mg/Kg J Q
POTASSIUM 3710 9.34 MDL 112 PQL mg/Kg J Q
SODIUM 100 J 18.7 MDL 112 PQL mg/Kg J Z
TIN 2.90 J 0.246 MDL 11.2 PQL mg/Kg U B
Sample ID: SL-850-SA5D-SB-4.0-5.0 Collected: 9/6/2013 9:10:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual DL | Type | RL Type | Units Qual _ Code

ANTIMONY N 4.34 U 0.804 MDL 4.34 PQL mg/Kg uJ Q
BERYLLIUM 0.925 J 0.0728 | MDL 1.09 PQL mg/Kg J z
BORON 5.46 J 0.912 MDL 10.9 PQL mg/Kg J Z
CADMIUM 0.0934 J 0.0825 | MDL 1.09 PQL mg/Kg J z
CHROMIUM 35.2 0.174 MDL 3.26 PQL mg/Kg J Q
COBALT 8.55 0.108 MDL 1.09 PQL mg/Kg J A
MOLYBDENUM 0.275 J 0.185 MDL 217 PQL mg/Kg U F
PHOSPHORUS 390 3.14 MDL 10.9 PQL mg/Kg J Q
POTASSIUM 3660 9.06 MDL 109 PQL mg/Kg J Q
SODIUM 108 J 18.1 MDL 109 PQL mg/Kg J ¥4
TIN 2.96 J 0.239 MDL 10.9 PQL mg/Kg U B

othod Category WMETALS T
Method: 6020A

Matrix: SO

Sample ID: SL-550-SA5D-S$B-0.0-0.5 Collected: 9/6/2013 8:40:00 AM  Analysis Type: REA Dilution: 2

Data
Review

Reason

SELENIUM
Sample ID: SL-550-SA5D-SB-0.0-0.5 Collected: 9/6/2013 8:40:00 AM  Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
SILVER 00269 | ‘0.0262' MoL | 0202 | PaL | mgikg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH103 Laboratory: LL
EDD Filename: PrepPH103 eQAPP Name: CDM_SSFL_131101_Lan

Method Category:  METALS

Method: 6020A Matrix: SO

Sample ID: SL-550-SA5D-SB-4.0-5.0 Collected: 9/6/2013 9:00:00 AM  Analysis Type: REA Dilution: 2

Data
Review Reason
|___Code |

z

Lab Lab
Analyte _Result | Qual

SELENIUM 0.142 T J

Sample ID: SL-550-SA5D-SB-4.0-5.0 Collected: 9/6/2013 9:00:00 AM  Analysis Type: RES Dilution: 2

Lab Lab
_Result | Qual

Reason
Code

R o T T T B e B T T T T R

Analyte
SILVER

Sample ID: SL-§52-SA5D-SB-0.0-0.5 Collected: 9/6/2013 1:10:00 PM  Analysis Type: REA Dilution: 2

Lab Lab

i, Result | Qual _
SELENIUM 0.183 | J

Sample ID: SL-552-SA5D-SB-4.0-5.0 Collected: 9/6/2013 1:25:00 PM  Analysis Type: REA Dilution: 2

Lab Lab DL RL
Analyte | Result | Qual i Type

U, _DL
SELENIUM 0.162 J Wﬂz MDL | 0.448 | PaL

Sample ID: SL-850-SA5D-SB-4.0-5.0 Coliected: 9/6/2013 9:10:00 AM  Analysis Type: REA Dilution: 2

Data
Review
Qual_ |

Reason
de

Lab Lab DL RL
Analyte | Result | Qual | DL | Type | RL | Type

SELENIUM 0.135 | J ]o.109 | MDL | 0434 | PaL

Sample ID: SL-850-SA5D-SB-4.0-5.0 Collected: 9/6/2013 9:10:00 AM  Analysis Type: RES Dilution: 2

Lab Lab DL
Analyte | Result | Qual | DL | Type | RL |

SILVER 0.0360 J 0.0282

othod Category oA

Method: 1613B Matrix: SO

Sample ID: SL-550-SA5D-SB-0.0-0.5 Collected: 9/6/2013 8:40:00 AM  Analysis Type: RES Dilution: 1

Data
Lab DL RL Review Reason
_Qual | DL its | Qual | Code

J 0.0866 | MDL | 5.06 PQL | ng/Kg J z
JB 0.0355 | MDL | 5.06 PQL | ng/Kg J z

Analyte |
1,2,3,4,6,7,8-HPCDD
1,2,3,4,6,7,8-HPCDF

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area [V Phase 3

12/4/2013 2:44:53 PM ADR version 1.7.0.207 Page 4 of 7



Data Qualifier Summary

Lab Reporting Batch ID: PH103 Laboratory: LL
EDD Filename: PrepPH103 eQAPP Name: CDM_SSFL_131101_Lan

Method Category:  SVOA™
Wethod: Matrix: SO
Sample ID: SL-550-SA5D-SB-0.0-0.5 Collected: 9/6/2013 8:40:00 AM  Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte E— | Result | Qual | DL | Type | RL | Type | Unis | Qual | Code
1,2,3,4,7,8,9-HPCDF ‘ 0.0610 JBQ 0.0562 | MDL 5.06 PQL ng/Kg u k B
1,2,3,4,7,8-HxCDD 0.108 JaQ 0.0531 MDL 5.06 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.104 JQ 0.0457 | MDL 5.06 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.599 J 0.0555 | MDL 5.06 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.229 J 0.0442 | MDL 5.06 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDD 0.747 J 0.0518 | MDL 5.06 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 1.38 J 0.0515 | MDL 5.06 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.217 JQ 0.0719 | MDL 5.06 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.403 JQ 0.0574 | MDL 5.06 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.0947 JBQ 0.0402 | MDL 5.06 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0913 JQ 0.0543 | MDL 5.06 PQL ng/Kg J z
OCDF 0.772 JB 0.0971 MDL 10.1 PQL ng/Kg J z
Sample ID: SL-552-SA5D-SB-0.0-0.5 Collected: 9/6/2013 1:10:00 PM  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
1,2,3,4,6,7,8-HPCDD 3.18 J 0.124 MDL 5.23 PQL ng/Kg J
1,2,3,4,6,7,8-HPCDF 0.546 JB 0.0419 | MDL 5.23 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0773 JBQ 0.0626 | MDL 5.23 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0823 J 0.0782 | MDL 5.23 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0940 JQ 0.0547 | MDL 523 PQL ng/Kg J 4
1,2,3,6,7,8-HXCDD 0.514 J 0.0856 | MDL 5.23 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0544 Ja 0.0499 | MDL 5.23 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.723 J 0.0807 | MDL 5.23 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 1.12 J 0.0532 | MDL 5.23 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.250 J 0.0634 | MDL 523 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.0952 JBQ 0.0512 | MDL 5.23 PQL ng/Kg U B
OCDF 1.54 JB 0.0972 | MDL 10.5 PQL ng/Kg J 4

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID: PH103
EDD Filename: PrepPH103

6850

Sample ID: SL-590-SA5D-SB-11.0-12.0

Matrix:

Collected: 9/6/2013 12:20:00

Data Qualifier Summary

SO

Analysis Type: RES

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Dilution: 1

Data
Lab Lab Review Reason
Analyte Result | Qual | DL | Type Code
PERCHLORATE 3.4 | J ‘ 22 | MDL ug/Kg z

Sample ID: SL-590-SA5D-SB-4.0-5.0

Collected: 9/6/2013 12:00:00

Analysis Type: RES

Dilution: 1

Analyte

_ _ Result |
PERCHLORATE

Lab

T T

Reason
_Code

Sample ID: SL-552-SA5D-SB-0.0-0.5

Matrix:

Collected: 9/6/2013 1:10:00 PM

SO

Analysis Type: RES

Dilution: 1

4,4'-DDE

Lab Lab DL
pnalyte Result | Qual | DL | Type
0.46 J 0.35 MDL

Data
RL Review Reason
RL | Type | Units | Qual | Code
1.8 I_PQL [ug/Kg J z

8270D SIM

Sample ID: SL-550-SA5D-SB-0.0-0.5

Matrix:

SO

Collected: 9/6/2013 8:40:00 AM  Analysis Type: RES-BASE/NEUTRAL

Dilution: 1

Data
Lab Lab DL RL Review Reason
Analyte ; Result | Qual | DL | Type | RL | Type | Units | Qual | Code
BENZO(B)FLUORANTHENE 0.74 J 0.69 MDL 1.7 PQL ug/Kg J z
CHRYSENE 0.88 J 0.35 MDL 1.7 PQL ug/Kg J Z
Sample ID: SL-552-SA5D-SB-0.0-0.5 Collected: 9/6/2013 1:10:00 PM  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
pnalye Resut | Qual | pL | Type | RL_| Type | units | Qual | Code
2-METHYLNAPHTHALENE 0.78 J 0.70 MDL 1.7 PQL ug/Kg J Z
BENZO(B)FLUORANTHENE 1.4 J 0.70 MDL 17 PQL ug/Kg J z
CHRYSENE 1.6 J 0.35 MDL 1.7 PQL ug/Kg J VA
PHENANTHRENE 1.4 J 0.70 MDL 1.7 PQL ug/Kg J Z
PYRENE 1.5 J 0.70 MDL 1.7 PQL ug/Kg J z

* denotes a non-reportable result
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Data Qualifier Summary

Lab Reporting Batch ID: PH103

EDD Filename: PrepPH103

Reason Code

Reason Code Legend

Description

Professional Judgment

Laboratory: LL
€QAPP Name: CDM_SSFL_131101_Lan

#

A ICP Serial Dilution

B Method Blank Contamination
E Matrix Spike Precision

F Field Blank Contamination

L Laboratory Control Spike Upper Estimation
Q Matrix Spike Lower Estimation
Q Matrix Spike Lower Rejection
Q Matrix Spike Precision

Q Matrix Spike Upper Estimation
z Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Enclosure |
EPA Level l11 ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outlier Reports

PHI103



Method Blank Outlier Report

Lab Reporting Batch ID: PH103
EDD Filename: PH103

Laboratory: LL
eQAPP Name: CDM_SSFL_131101_Lan

Method Blank
-|Sample ID

BLK2550B370931

Analysis Date

9/14/2013 9:31:00 AM

Analyte

Result

1,2,3,4,7,8,9-HPCDF
2,3,4,6,7,8-HXCDF
OCDD

OCDF

1,2,3,4,6,7,8-HPCDF

0.0282 ng/Kg
0.0482 ng/Kg
0.0500 ng/Kg
0.194 ng/Kg
0.0941 ng/Kg

Associated
Samples

SL-552-SA5D-SB-0.0-0.5

SL-550-SA5D-SB-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Sample ID

SL-550-SA5D-SB-0.0-0.5(RES) |

Analyte

1’2’3’4,7,8'é_HpCDFW — s ——

Reported
Result

0.0610 ng/Kg '

Modified
| Finault

0.0610U ng/Kg

SL-550-SA5D-SB-0.0-0.5(RES)

2,3,4,6,7,8-HXCDF

0.0947 ng/Kg

0.0947U ng/Kg

SL-552-SA5D-SB-0.0-0.5(RES)

1,2,3,4,7,8,9-HPCDF

0.0773 ng/Kg

0.0773U ng/Kg

SL-552-SA5D-SB-0.0-0.5(RES)

2,3,4,6,7,8-HXCDF

0.0952 ng/Kg

0.0952U ng/Kg

6010C

Method Blank
Sample ID

P25037BB220352

Analysis Date

9/11/2013 3:52:00 AM

Analyte

CALCIUM
TIN
ZINC

Result

4.05 mg/Kg
1.50 mg/Kg
0.454 mg/Kg

Associated
Samples

SL-550-SA5D-SB-0.0-0.5
SL-550-SA5D-SB-4.0-5.0
SL-552-SA5D-SB-0.0-0.5
SL-552-SA5D-SB-4.0-5.0
SL-850-SA5D-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
— 5(RES) = — — 237mg/Kg ——— Umg/Kg
SL-550-SA5D-SB-4.0-5.0(RES) TIN 2.82 mg/Kg 2.82U mg/Kg
SL-552-SA5D-SB-0.0-0.5(RES) TIN 2.58 mg/Kg 2.58U mg/Kg
SL-552-SA5D-SB-4.0-5.0(RES) TIN 2.90 mg/Kg 2.90U mg/Kg
SL-850-SA5D-SB-4.0-5.0(RES) TIN 2.96 mg/Kg 2.96U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL. Area IV Phase 3
ADR version 1.7.0.207

12/3/2013 2:25:15 PM

Page 1 of 1



Field Blank Outlier Report

Lab Reporting Batch ID: PH103 Laboratory: LL

EDD Filename: PH103 eQAPP Name: CDM_SSFL_131101_Lan

oihca. ool T __

Matrix: SO

Field Blank Associated

Sample ID Collected Date Analyte Result Samples

FB-OAT113(REAZ)  |4/11/2013 3:00:00 PM  |COPPER _ | oo0%mglL  |SL550-SA5D-SB-00.05
MOLYBDENUM 0.0036 mg/L SL-550-SASD-SB-4.0-5.0

SL-552-SA5D-SB-0.0-0.5
SL-552-SA5D-SB-4.0-5.0
SL-590-SA5D-SB-0.0-0.5
SL-590-SA5D-SB-11.0-12.0
SL-590-SA5D-SB-4.0-5.0
SL-850-SA5D-SB-4.0-5.0
SL-890-SA5D-SB-4.0-5.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Resuit Final Result
gﬁgsyb:éi\sD-SB-o.o-o.Sw("liES') ~ IwmoLyBDENUM 0.354 mg/Kg T 03540 maKg
SL-550-SA5D-SB-4.0-5.0(RES) MOLYBDENUM 0.304 mg/Kg 0.304U mg/Kg
SL-552-SA5D-SB-0.0-0.5(RES) MOLYBDENUM 0.284 mg/Kg 0.284U mg/Kg
SL-552-SA5D-SB-4.0-5.0(RES) MOLYBDENUM 0.253 mg/Kg 0.253U mg/Kg
SL-850-SA5D-SB-4.0-5.0(RES) MOLYBDENUM 0.275 mg/Kg 0.275U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
12/3/2013 2:35:45 PM ADR version 1.7.0.207 Page 1 of 1



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH103 Laboratory: LL
EDD Filename: PH103 eQAPP Name: CDM_SSFL_131101_Lan

Method: 6850

Matrix: SO

QC Sample ID
(Associated MS | MSD %R RPD Affected
_Samples) | Compound | %R | %R | Li ' | Compounds |  Fia _

SL-590-SASD-SB-4.0-5.0MS _ |PERCHLORATE 77 74 | 80. ld
SL-590-SA5D -SB-4.0-5.0MSD |, el detecs)
(SL-580-SASD -SB-4.0-5.0) (all non-detects)

Method 8015!“ E——
Matrix: SO

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R Limits Compounds
SL-550-SA5D -SB-4.0-5.0MS  |GASOLINE RANGE ORGANICS ( 67 69.00-123.00 - GASOLINE RANGE ORGANICS No Qual,
(SL-550-SA5D -SB-4.0-5.0) Diluted Out
SL-550-SA5D -SB-4.0-5.0MSD  |EFH (C15-C20) - 128 |49.00-123.00 | 27(20.00) |EFH (C15-C20) J(all detects
(SL-550-SASD -SB-4.0-5.0) EFH (C21-C30) - 132 | 49.00-123.00 | 27 (20.00) |EFH (C21-C30) )

Method: 6010C
Matrix: SO

QC Sample ID

(Associated MS | MSD %R Affected

Samples) Compound %R_| %R Limits _ Co. ds

SL-550-SA5D -SB-4.0-5.0MS | ALUMINUM 3315 | 3521 |75.00-125.00 - NUI
(TOT) CALCIUM 206 193 | 75.00-125.00 - CALCIUM J(all detects)
SL.-550-SA5D -SB-4.0-5.0MSD | CHROMIUM 126 127 | 75.00-125.00 - CHROMIUM
(ToT) IRON 2419 | 402 |75.00-125.00 - IRON
(SL-550-SASD -SB-0.0-0.5 MAGNESIUM 312 414 |75.00-125.00 - MAGNESIUM Al, Ca, Fe, Mg, Mn, Ti,
SL -550-SA5D -SB-4.0-5.0 MANGANESE 136 129 | 75.00-125.00 - MANGANESE No Qual, >4x
SL -552-SA5D-SB-0.0-0.5 PHOSPHORUS 140 - |75.00-125.00 - PHOSPHORUS
SL -552-SA5D -SB-4.0-5.0 POTASSIUM 159 193 | 75.00-125.00 - POTASSIUM
SL -850-SA5D -SB-4.0-5.0) TITANIUM 530 471 | 75.00-125.00 - TITANIUM
SL-550-SA5D -SB-4.0-5.0MS | ANTIMONY 27 23 [ 75.00-125.00 - ANTIMONY
(TOT)
(STLC;-E;_;’)O-SASD-SBA.O-E.OMSD Jall detects)
(SL-550-SASD -SB-0.0-0.5 UJ(all non-detects)
SL -550-SAS5D -SB-4.0-5.0 e = 1090
SL -552-SASD-SB-0.0-0.5 Post Spike = 102%
SL -552-SA5D -SB-4.0-5.0
SL -850-SA5D -SB-4.0-5.0)

Method: 300.0

Matrix: SO

QC Sample ID
(Associated MS | MSD %R RPD Affected

L Samples) |  Compound | %R | %R | Limits | (Limits) | Compounds

SL-590-SASD -SB-4.0-5.0MS  |FLUORIDE 365 - 80.00-120.00 - FLUORIDE
(SL-590-SA5D -SB-0.0-0.5
SL -590-SA5D -SB-11.0-12.0 J(all detects)
SL -590-SA5D -SB-4.0-5.0
SL -890-SA5D -SB-4.0-5.0)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
12/3/2013 1:52:22 PM ADR version 1.7.0.207 Page 1 of 1



Lab Control Spike/Lab Control Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH103 Laboratory: LL
EDD Filename: PH103 eQAPP Name: CDM_SSFL_131101_Lan

Method: 8082A

Matrix: SO

QC Sample ID
(Associated LCS |[LCSD %R RPD Affected
Samples) Compound %R %R Limits | (Limits) Compounds Flag

P32552AQ242023A Aroclor 5442 91 90 | 62.00-87.00 - Aroclor 5432

P32552AY242004A Aroclor 5442

(SL-550-SA5D -SB-0.0-0.5 Aroclor 5460

SL -550-SA5D -SB-4.0-5.0 J (all detects)
SL -552-SA5D -8B-0.0-0.5

SL -552-SA5D -SB-4.0-5.0

SL -850-SA5D -SB-4.0-5.0)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
12/3/2013 2:04:31 PM ADR version 1.7.0.207 Page 1 of 1



Field Duplicate RPD Report

Lab Reporting Batch ID: PH103 Laboratory: LL
EDD Filename: PH103 eQAPP Name: CDM_SSFL_131101_Lan

Method: 160.3M
SO

Concentration (%)

SL-550-SA5D-SB-4.0- | SL-850-SA5D-SB-4.0- | Sample | eQAPP
Analyte 5.0 5.0 RPD RPD Flag

MOISTURE l 10.4 | 10.6 \ 2 No Qualifiers Applied

Concentration (%)

SL-590-SA5D-SB-4.0- | SL-890-SA5D-SB-4.0- | Sample | eQAPP
Analyte 5.0 5.0 RPD RPD Flag

MOISTURE ] 8.3 8.1 2 No Qualifiers Applied

Concentration (mg/Kg)

SL-590-SA5D-SB-4.0- | SL-890-SA5D-SB-4.0-
Analyte 5.0 5.0
FLUORIDE 14.2 13.4 6 50.00 No Qualifiers Applied

e T

Concentration (mg/Kg)
SL-550-SA5D-SB-4.0- | SL-850-SA5D-SB-4.0- | Sample | eQAPP
Analyte 5.0 (TOT) 5.0 (TOT) RPD
ALUMINUM 22600 24600 8
ARSENIC 5.72 6.06 6 :
BARIUM 113 115 2 50.00
BERYLLIUM 0.865 0.925 7 50.00
BORON 463 5.46 16 50.00
CADMIUM 0.119 0.0934 24 50.00
CALCIUM 3350 3570 6 50.00
CHROMIUM 31.4 35.2 11 50.00
COBALT 8.28 " 8.55 3 50.00
COPPER 13.8 14.1 2 50.00
IRON 29400 28200 4 50.00
LEAD : 7.37 8.02 8 50.00
LITHIUM 28.8 30.2 5 50.00 No Qualifiers Applied
MAGNESIUM 6460 6830 6 50.00
MANGANESE 359 387 8 50.00
MOLYBDENUM 0.304 0.275 10 50.00
NICKEL 18.1 18.8 4 50.00
PHOSPHORUS 344 390 13 50.00
POTASSIUM 3430 3660 6 50.00
SODIUM 99.0 108 9 50.00
TIN 2.82 2.96 5 50.00
TITANIUM 1010 1240 20 50.00
VANADIUM 56.8 63.8 12 50.00
ZINC 62.3 62.1 0 50.00
Zirconium 7.16 8.09 12 50.00

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH103 Laboratory: LL
EDD Filename: PH103 €QAPP Name: CDM_SSFL_131101_Lan

Concentration (mg/Kg)
SL-550-SA5D-SB-4.0- | SL-850-SA5D-SB-4.0- | Sample eQAPP
Analyte 5.0 (TOT) 5.0 (TOT) RPD RPD Flag
SELENIUM 0.142 0.135 5 50.00
SILVER 0.0367 0.0360 2 50.00 |\ qualifiers Applied
STRONTIUM 28.2 28.3 0 50.00 0 Luaftiiers Applie
THALLIUM 0.295 0.290 2 50.00

Concentration (ug/Kg)
SL-590-SA5D-SB-4.0- | SL-890-SA5D-SB-4.0-

Concentration (pH unit)

SL-550-SA5D-SB-4.0- | SL-850-SA5D-SB-4.0- | Sample | eQAPP
Analyte 5.0 5.0 RPD RPD Flag

PH l 7.74 7.63 | 1 l 50.00 | No Qualifiers Applied

Concentration (pH unit)

SL-590-SA5D-SB-4.0- | SL-890-SA5D-SB-4.0- | Sample | eQAPP
Analyte 5.0 5.0 RPD RPD

e S— ] e B |5ooo

Flag

No Qualifiers Applied

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH103 Laboratory: LL
EDD Filename: PH103 eQAPP Name: CDM_SSFL_131101_Lan

Wothod: 1e13B D

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-550-SA5D-SB-0.0-05  |1,2,3,4,6,7.8-HPCDD J 1.89 5.06 PQL | ng/Kg
1.2.3.4,6.7.8-HPCDF JB | 0357 5.06 PQL | ng/Kg
1.2,3.4,7.8.9-HPCDF JBQ | 0.0610 5.06 PQL | ng/Kg
1.2,3.4,7.8-HxCDD Ja | o108 5.06 PQL | ng/Kg
1.2,3.4,7.8-HXCDF Ja | 0104 5.06 PQL | ng/Kg
1.2,3.6,7,8-HXCDD J 0.599 5.06 PQL | ng/Kg
1.2,3.6,7.8-HXCDF J 0.229 5.06 PQL | ng/K
1.2.3.7,8,9-HXCDD J 0.747 5.06 PQL | ngikg | (@ detects)
1.2,3.7.8,9-HXCDF J 1.38 5.06 PQL | ng/Kg
1.2,3.7.8-PECDD Ja | 0217 5.06 PQL | ng/Kg
1.2,3.7.8-PECDF Ja | 0403 5.06 PQL | ng/Kg
2.3.4,6.7,8-HXCDF JBQ | 0.0047 5.06 PQL | ng/Kg
2.3.4,7.8.PECDF Ja | 00913 5.06 PQL | ng/Kg
OCDF B | 0772 10.1 PQL | ng/Kg

SL-552-SA5D-SB-0.0-05  |1,2,3,4,6,7,8-HPCDD J 3.18 5.23 POL | ng/Kg
1.2.3.4.6.7.8-HPCDF B | 0546 5.23 PQL | ng/Kg
1.2.3.4.7.8.9-HPCDF JBQ | 00773 5.23 PQL | ng/Kg
1.2,3.4.7,8-HxCDD J | 00823 5.23 PaL | ng/Kg
1.2,3.4,7.8-HXCDF Ja | 00940 5.23 PQL | ng/Kg
1.2,3.6,7.8-HXCDD J 0.514 5.23 PQL | ng/Kg
1.2.3,6.7.8-HXCDF JQ | 0.0544 5.23 PQL | ngiKg |  (alldetects)
1.2,3.7.8.9-HXCDD J 0.723 5.23 PQL | ng/Kg
1.2,3.7.8.9-HXCDF J 112 5.23 PQL | ng/Kg
1.2.3.7.8-PECDF J 0.250 5.23 PQL | ng/Kg
2.3.4.6.7,8-HXCDF JBQ | 0.0952 5.23 PQL | ng/Kg
OCDF JB 1.54 10.5 PQL | ng/Kg

Method: 3000

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-590-SA5D-SB-0.0-0.5  [FLUORIDE J 0.92 1.0 PQL | mg/Kg J (all detects)
el
Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-550-SA5D-SB-0.0-0.5  |BERYLLIUM J 0.712 1.01 PQL | mg/Kg
BORON J 5.31 10.1 PQL | mg/Kg
CADMIUM J 0.190 1.01 PQL | mg/Kg
MOLYBDENUM J 0.354 2.02 PQL |mgiKg| Y (@lldetects)
SODIUM J 100 101 PQL | mg/Kg
TIN J 2.37 10.1 PQL | mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH103 Laboratory: LL
EDD Filename: PH103 eQAPP Name: CDM_SSFL_131101_Lan

othod Gotoe"

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-550-SA5D-SB-4.0-5.0 _|BERYLLIUM J 0.865 1.08 PQL | mg/Kg

BORON J 463 10.8 PQL | mgiKg

CADMIUM J 0.119 1.08 PQL | mgiKg

MOLYBDENUM J 0.304 217 PQL |mgKg| J(@lldetects)

SODIUM J 99.0 108 PQL | mg/Kg

TIN J 2.82 10.8 PQL | mgiKg
SL-552-SA5D-5B-0.0-05  |BERYLLIUM J 0.686 1.05 PQL | mg/Kg

BORON J 4.88 10.5 PQL | mg/Kg

CADMIUM J 0.189 1.05 PQL | mg/Kg

MOLYBDENUM J 0.284 210 PQL |mgiKg| Y (@lldetects)

SODIUM J 87.4 105 PQL | mg/Kg

TIN J 2.58 10.5 PQL | mgiKg
SL-552-SA5D-SB-4.0-50 |BERYLLIUM J 0.820 112 PQL | mgiKg

BORON J 3.94 11.2 PQL | mg/Kg

CADMIUM J | oo0sss 112 PQL | mg/Kg

MOLYBDENUM J 0.253 2.24 POL |mgKg| Y (@lldetects)

SODIUM J 100 112 PQL | mg/Kg

TIN J 2.90 11.2 PQL | mgiKg
SL-850-SA5D-SB-4.0-50  |BERYLLIUM J 0.925 1.0 PQL | mg/Kg

BORON J 5.46 10.9 PQL | mg/Kg

CADMIUM J | 0.0934 1.0 PQL | mg/Kg

MOLYBDENUM J 0.275 217 PQL |mgiKkg|  (8lldetects)

SODIUM J 108 109 PQL | mg/Kg

TIN J 2.96 10.9 PQL | mg/Kg

Method:  6020A

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-550-SA5D-SB-0.0-0.5  |SELENIUM J 0.224 0.403 PQL | mg/Kg

SILVER J | 0.0269 0.202 PQL [mgiKg| ¢ (@lldetects)
SL-550-SA5D-SB-4.0-5.0  |SELENIUM J 0.142 0.433 PQL | mg/Kg

SILVER J | 00367 0.217 PQL |mg/Kkg| (Bl detects)
SL-562-SA5D-SB-0.0-0.5  |SELENIUM J 0.183 0.419 PQL | mg/Kg J (all detects)
SL-552-SA5D-SB-4.0-5.0  |SELENIUM J 0.162 0.448 PQL | mg/Kg J (all detects)
SL-850-SASD-SB-4.0-5.0  |SELENIUM J 0.135 0.434 PQL | mg/Kg J (all detects)

SILVER J 0.0360 0.217 PQL | mg/Kg

Method: 6850
Y]

Matrix:

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-590-SA5D-SB-11.0-12.0 |PERCHLORATE J 3.4 53 ’ PQL | ug/Kg J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH103 Laboratory: LL
EDD Filename: PH103 eQAPP Name: CDM_SSFL_131101_Lan
Tothae RO e E—— _
Matrix: SO
Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-552-SA5D-SB-0.0-0.5  [4.4-DDE | J | 0.46 1.8 PQL | ug/Kg | J(all detects)
o DS e
Matrix: SO
Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-550-SA5D-SB-0.0-0.5 BENZO(B)FLUORANTHENE J 0.74 1.7 PQL ug/Kg J (all detects)
CHRYSENE J 0.88 17 PQL | ug/Kg
SL-552-SA5D-SB-0.0-0.5 2-METHYLNAPHTHALENE J 0.78 1.7 PQL ug/Kg
BENZO(B)FLUORANTHENE J 14 17 PQL ug/Kg
CHRYSENE J 1.6 17 PQL ug/Kg J (all detects)
PHENANTHRENE J 1.4 1.7 PQL ug/Kg
PYRENE J 1.5 1.7 PQL ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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LDC #:__30695F4 VALIDATION COMPLETENESS WORKSHEET pete: /1] Z(’}

SDG #___PH103 ADR Page:_‘of |
Laboratory:_Eurofins Lancaster Laboratories Reviewer._ (11—
2nd Reviewer,__‘~

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I. | Technical holding times — Sampling dates: q/&/{B
Il.__|ICP/MS Tune
lll._| Calibration -

IV. | Blanks A

V. | ICP Interference Check Sample (ICS) Analysis

VI. | Matrix Spike Analysis S/ WSO
VII. | Duplicate Sample Analysis S N4 Q/Pl
VIII. | Laboratory Control Samples (LCS) lﬁ L’ S
IX. | Internal Standard (ICP-MS) N
X. | Furnace Atomic Absorption QC N N
xI. | 1cP serial Dilution 6\/\} Co:l2% -\ ol o { US| A (74\/)
XIl. | Sample Result Verification N
Xill. | Overall Assessment of Data N
XIV. | Field Duplicates — | 'Z,"’))
XV_| Field Blanks Loy | B=xo-oHIWD  ggr cOF0HD
Note: A = Acceptable ND = No compounds detected Cmﬁl Duplicate ( @ Hlo \3
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank

Validated Samples: - : \

1 | SL-550-SA5D-SB-0.0-0.5 11 21 31
2 | SL-550-SA5D-SB-4.0-5.0 12 22 ' 32
3 | SL-850-SA5D-SB-4.0-5.0 13 23 33
4 | S1-552-SA5D-SB-0.0-0.5 14 24 34
5 | SL-552-SA5D-SB-4.0-5.0 15 25 35
6 | SL-550-SA5D-SB-4.0-5.0MS 16 26 36
7 | SL-550-SA5D-SB-4.0-5.0MSD | 17 27 37
8 | SL-550-SA5D-SB-4.0-5.0DUP__ [ 18 28 33
9 19 29 39
10 20 30 40
Notes:

30695F4W.wpd
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LDC #: 30695FE4 VALIDATION FINDINGS WORKSHEET Pagezl_o_f_'
Field Blanks Reviewer:
2nd Reviewer:_ [\
METHOD: Trace Metals (EPA SW846 6010B/7000)
Blank units:__ma/L Associated sample units:__mag/Kg Reason: F
Sampling date:___4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples: Al
Analyte| Blank D Sample ldentification
FB-041113 | Action 1 2 3 4 5
(SDG: Limit
PHO029)
0.0036 1.8
Mo 0.0036 1.8 0.354 0.304 0.275 0.284 0.253
Sampling date:_ 8/28/13 Sail factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:___ All
Analyte Blank ID Sample Identification
EB-090413 | Action |No Qualifiers
(SDG: Limit
PH101)
Ba 0.00040 0.2
Ca 0.0346 17.3
Mn 0.0011 0.55

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".
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$reurofins | QUALITY ASSURANCE SUMMARY
| Laboratories ' FORM 5A(MS/MSD)
MATRIX SPIKE/MATRIX SPIKE DUPLICATE
SDG No.: PH103
Matrix: SOIL Level

(low/med) : Low

Background Lab Sample ID: 7189528BKG Matrix Spike Lab Sample ID: 7189529MS Matrix Spike Duplicate Lab Sample ID: 7189530MSD
Batch Id({(s): P25037B, P25038B

BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS Control Limit
Analyte Mass Result C Result C Result C Added Added Units| %R [Q RPD|Q %R RPD | M
«[Aluminum 20276.0126 26713.8612| 27318. 74 200.0000 2 20ip
Apudmon 0P = 20| e 1 4680 g 11] | 75-125| 20
larsenic 5.1214 20.9369 20.1730 14.5631 4 75-125 20ip
Barium 101.5748 298.2000 307.8270 194.1748 MG/KG 3 75-125 20|P
Beryllium 0.7748|B 5.7388 5.9440 4.8544 5.0000|MG/KG 102 4 75 =125 20|P
Boron 4.1485|B 190.7631 199.0340 194.1748 200.0000[MG/KG 96 4 75-125 20|P
Cadmium 0.1068|B 4.6466 4.8690 4.8544 5.0000|MG/KG 94 5 75-125 20|p
#lCalcium 2997.9155 3799.7291 3771.3740 388.3495 400.0000|MG/KG 206 193 1 20|p
Chromium 28.1505 52.6874 53.6330 19.4175 20.0000{MG/KG 126|N 127(N 2 75-125 20|p
Cobalt 7.4214 52.4272 55.0310 48.5437 50.0000|MG/KG 93 95 5 75-~125 20(p
Copper 12.4087 37.9670 39.5250 24.2718 25.0000/MG/KG 105 108 4 75-125 20|P
Lron 26313.8233 28662.6854 26715.6920 97.0874 100.0000|MG/KG| 2419 402 7 20|p
Lead 6.6000 20.7650 20.9300 14.5631 15.0000|MG/KG 97 96 1 75-125 20[p
Lithium 25.7806 126.3883 131.0910 97.0874 100.0000|MG/KG 104 105 4 75-125 20|p
% Magnesium | . [ ... 5788.4699 6394 .4505 6617.1600 194.1748 200.0000[MG/KG 312 414 3 20[p
Manganese 321.7136 387.7078 386.3130 48.5437 50.0000|MG/KG 136 - 129|» 0 20[p
Mercury 0.0089|U 0.1760 0.1785 0.1597 0.1601MG/KG 110 111 1 65-135 20[cv
Molybdenum 0.2728|B 176.6126 184.4770 194.1748 200.0000[MG/KG 91 92 4 75-125 20[p
Nickel 16.1835 62.3126 64.7300 48.5437 50.0000|MG/KG 95 97 4 75-125 20[p
Phosphorus 307.9466 443.6252 431.4810 97.0874 100.0000|MG/KG 140|N 124 3 75-125 20[p
Potassium 3074.1893 4621.5447 5002.2930 970.8738] 1000.0000|MG/KG 159N 193(N 8 75-125 20|pP
Selenium 78 0.1268|B 2.0544 2.0540 1.9417 2.0000[MG/KG 99 96 0 75-125 20[MS
Silver 107 0.0329 B 9.6932 9.7360 9.7087 10.0000[MG/KG 100 97 0 75 -125 20[MS
Sodium 88.6845(B 1043.9068 1087.9660 970.8738| 1000.0000[MG/KG 98 100 4 75-125 20|p
Strontium 88 25.2621 32.9320 32.0600 7.7670 8.0000|MG/KG 99 85 3 75-125 20[MS
Thallium 203 0.2641 0.7045 0.6924 0.3883 0.4000[MG/KG 113 107 2 75-125 20[MS

Note: Results shown are reported on an as-received basis.

METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV Cold Vapor U= Below MDL, B= Below LOQ
MS = ICP Mass Spectrometry AF = Cold Vapor Atomic Fluorescence FLAGS:

p— * =

DHI1NR Panen 2994 nf 2500 N = Matrix Splke 00Ss, = Duplicate 00S
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$& eurofins | oer QUALITY ASSURANCE SUMMARY

| Laboratories FORM 5A (MS/MSD)
MATRIX SPIKE/MATRIX SPIKE DUPLICATE
SDG No.: PH103
Matrix: SOIL Level

(low/med) : Low

Background Lab Sample ID: 7189528BKG Matrix Spike Lab Sample ID: 7189529MS Matrix Spike Duplicate Lab Sample ID: 7189530MSD
Batch Id(s): P25037B, P25038B

BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit
Analyte [Mass Result C Result C Result C Added Added Units| %R [Q| %R |Q|RPDI|Q %R RPD | M
Tin 2.5243/B 326.3874 342.3470 388.3495 400.0000|MG/KG 83 85 5 75-125 20|P
Titanium 901.9641 1416.1961 1373.1830 97.0874 100.0000|MG/KG 530 471 3 20|P
Vanadium 50.8738 109.3388 111.7900 48.5437 50.0000[MG/KG 120 122 2 75-125 20|P
Zinc 55.8068 105.1573 109.1330 48.5437 50.0000{MG/KG 102 107 4 75-125 20|P
Zirconium 6.4184 101.3262 106.4280 97.0874 100.0000{MG/KG 98 100 5 75-125 20|p

Note: Results shown are reported on an as-received basis.

METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV = Cold Vapor U= Below MDL, B= Below LOQ
MS = ICP Mass Spectrometry AF = Cold Vapor Atomic Fluorescence FLAGS:
PHAN2 Pane 29296 of 5ENQ N = Matrix Spike 00S, * = Duplicate 00S
FRiUo-—+age«££o00-01-£LaU9




&% eurofins

QUALITY ASSURANCE SUMMARY

Loboratares FORM 6
DUPLICATES
SDG No.: PH103
Matrix: SOIL Level (low/med): LOW
Background Lab Sample ID: 7189528BKG Duplicate Lab Sample ID: 7189531DUP
Batch ID{(s): P25037B, P25038B
Concentration Units: MG/KG
Control
Analyte Mass Limit Samples (S) C Duplicate (D) C RPD Q| M
Aluminum 20276.0126 21555.7050 6 P
AT LIOTIYS ittt ootz v o) weea=1 1854 B -1.6139|B -31] p
Arsenic 3.9 5.1214 5.5228 8 P
Barium 101.5748 104.3802 3 P
Beryllium 0.7748|B 0.8099(B 4 P
Boron 4.1485|B 3.8099(B 9 P
Cadmium 0.1068(B 0.0901|B 17 P
Calcium 2997.9155 3094.0871 3 p
Chromium 28.1505 29.1604 4 P
Cobalt 7.4214 7.3535 1 P
Copper 12.4087 12,9485 4 p
Iron 26313.8233 27161.7822 3 P
Lead 2.9 6.6000 6.6426 1 P
Lithium 25.7806 26.8812 4 P
Magnesium 5788.4699 5937.2515 3 P
Manganese 321.7136 324.1802 1 P
Mercury 0.0099|U 0.0098|U Ccv
Molybdenum 0.2728|B 0.2376(B 14 P
Nickel 16.1835 16.7614 4 P
Phosphorus 307.9466 320.9455 4 p
Potassium 3074.1893 3269.4683 6 p
Selenium 78 0.1268|B 0.1074(B 17 MS
Silver 107 0.0329(B 0.0389|B 17 MS
Sodium 88.6845|B 92.7693|B 5 P
Strontium 88 25.2621 25.3861 0 MS
Thallium 203 0.2 0.2641 0.3018 13 MS
Tin 2.5243|B 2.6842|B 6 P
Titanium 901.9641 981.5327 8 P
Vanadium 50.8738 52.7297 4 p
Zinc 55.8068 57.1267 2 P
Zirconium 4.9 6.4184 7.3426 13 P
NOTE : An asterisk (*) in column "Q" indicates poor duplicate precision (RPD > 20% OR

[ (8) -

(D)

within the control limits.

Note:

> LOQ for wvalues < 5x LOQ).
The data are considered to be valid because the laboratory control sample
See the Laboratory Control Sample.

Results shown are reported on an as-received basis.

METHODS :
P =

MS =

CvV

AF

ICP Atomic Emission Spectrometer
ICP Mass Spectrometry
Cold Vapor
Cold Vapor Atomic Fluoresc

JLPHI103 Page

CONCENTRATION QUALIFIERS:

U= Below MDL
B= Below LOQ

Eﬁﬁﬁzbi%ﬁggicate Out of Spec
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INTRODUCTION

This Data Validation Report (DVR) presents Level lll data validation results for samples
collected on September 9, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan for Santa Susana Field Laboratory (SSFL), RCRA Facility Investigation,
Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA
Contract Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans Data Review (September
2005) and for Inorganic Data Review (January 2010). Where specific guidance is not available,
the data has been evaluated in a conservative manner consistent with industry standards using
professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVOCs) by EPA SW 846 Method 8270D utilizing Selective lon Monitoring (SIM)
Pesticides by EPA SW 846 Method 8081B

Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A and 7471B

Total Petroleum Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M

TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

Wet Chemistry:
Fluoride by EPA Method 300.0

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment II. Level Il
Automated Data Review outliers are presented in Enclosure .

All sample results were subjected to Level lll data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards (dioxins only), matrix spike/matrix spike
duplicates (MS/MSD), laboratory duplicates (DUP), laboratory control sample/laboratory control
sample duplicates (LCS/LCSD), ICP serial dilutions, method blanks, trip blanks, equipment
blanks, field blanks and field duplicates. No samples in this SDG were subjected to Level IV
evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of ICB/CCBs and ICP serial
dilutions, which were validated manually. Quality assurance (QA)/QC criteria specified in the
QAPP and CLPNFGs were incorporated with the program’s reference library to assess
compliance with project requirements.



The following are definitions of the data qualifiers:

u

NJ

uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met QC criteria.

Il. Initial Calibration

Initial Calibration data were not reviewed for level Ill.

lll. Continuing Calibration

Continuing calibration data were not reviewed for level Ill.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of two blanks for metals
and dioxins. The associated sample results were qualified as non-detected (U) due to method
blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.
The details regarding the qualification of data are provided in Enclosure I.

No contaminant concentrations were detected in the initial or continuing calibration blanks.
V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits.

VL. ICP Interference Check Sample (ICS) Analysis

ICP interference check data were not reviewed for level lll.

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of two MS/MSD pairs for SVOCs, metals, TPH as extractables and
fluoride. The associated sample results were qualified as detected estimated (J) or non-

detected estimated (UJ) as applicable. The details regarding the qualification of data are
provided in Enclosure .

VIII. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits.



IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits with the exception of one
LCS/LCSD pair for SVOCs. No data were qualified due to high %Rs since the associated
results were non-detected.

X. Internal Standards

Internal standards were reviewed for dioxins. Percent recoveries (%R) were within QC limits.

XI. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were
met with the following exceptions:

Associated

Diluted Sample Analyte %D (Limits) Samples Flag AorP
SL-515-SA5D-SB-0.0-0.5 Cobalt 11 (=10) All soil samples in SDG J (all detects)
Strontium 24 (=10) PH104 UJ (all non-detects) A

The associated sample results were qualified as detected estimated (J).
Xll. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH104 All compounds reported as detected below the RL. J (all detects) A

XIIl. Field Duplicate Samples

One field duplicate pair was collected and analyzed for SVOCs, pesticides, PCBs, metals, TPH
as extractables, dioxins, and fluoride. All RPDs were within QC limits with the exception of
SVOCs, metals, TPH as extractables and dioxins. In these duplicate pairs, the associated

sample results were qualified as detected estimated (J) or non-detected estimated (UJ) as
applicable. The field duplicate result comparisons are provided in Enclosure .

XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No volatile contaminants were
found in the trip blank.

One equipment blank (from SDG PH108) was collected and analyzed for SVOCs, pesticides,
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PCBs, metals, TPH as gasoline, TPH as extractables, dioxins and fluoride. The equipment
blank had detections for SVOCs, metals and dioxins. The associated sample results were
qualified as non-detected (U) due to equipment blank contamination as applicable. The sample
results that were not detected or were significantly greater than the concentrations found in the
equipment blanks were not qualified. The equipment blank outlier reports are presented in
Enclosure |.

One field blank (from SDG PH029) was collected and analyzed for SVOCs, pesticides, PCBs,
metals, TPH as gasoline, TPH as extractables, dioxins and fluoride. The field blank had
detections for SVOCs, metals and dioxins. The associated sample results were qualified as
non-detected (U) due to field blank contamination as applicable. The sample results that were
not detected or were significantly greater than the concentrations found in the field blank were
not qualified. The field blank outlier reports are presented in Enclosure |.

XV. Overall Assessment of Data

No data associated with this sampling event were rejected. The overall assessment of QA/QC
data review by automated and manual validation of this sampling event met project
requirements and analytical completeness levels with the exceptions noted in the above
sections. All data are deemed useable for the intended use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
09-Sep-2013  SL-599-SA5D-SB-0.0-0.5 7191090 N METHOD 300.0 ]
09-Sep-2013  SL-599-SA5D-SB-4.0-5.0 7191091 N METHOD 300.0 ]
09-Sep-2013  TB-090913 7191081 B 5030B 8015M n
09-Sep-2013  SL-599-SA5D-SB-9.0-10.0 7191092 N METHOD 300.0 n
09-Sep-2013  SL-599-SA5D-SB-14.0-15.0 7191093 N METHOD 300.0 n
09-Sep-2013  SL-599-SA5D-SB-19.0-20.0 7191094 N METHOD 300.0 n
09-Sep-2013  SL-599-SA5D-SB-22.0-23.0 7191095 N METHOD 300.0 n
09-Sep-2013  SL-599-SA5D-SB-22.0-23.0D P191095D270403B DUP METHOD 300.0 i
09-Sep-2013  SL-599-SA5D-SB-22.0-23.0M P191095R270419B MS METHOD 300.0 mn
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5 7191082 N 3050B 6010C ]
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5 7191082 N 30508 6020A mn
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5 7191082 N 3546 8015M m
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5 7191082 N 3546 80818 N
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5 7191082 N 3546 8082A 1l
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5 7191082 N 3546 8270D SIM i
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5 7191082 N METHOD 1613B m
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5 7191082 N METHOD 300.0 mn
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5 7191082 N METHOD 7471B m
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MS 7191083 MS 3050B 6010C n
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MS 7191083 MS 3050B 6020A 1
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MS 7191083 MS 3546 8015M 1l
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MS 7191083 MS 3546 8081B ]
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MS 7191083 MS 3546 8082A ]
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MS 7191083 MS 3546 8270D SIM m
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MS 7191083 MS METHOD 1613B i
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MS 7191083 MS METHOD 300.0 i

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

7B = Trip Blank
FB = Field Biank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MS 7191083 MS METHOD 7471B [}
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MSD 7191084 MSD 3050B 6010C i
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MSD 7191084 MSD 3050B 6020A |
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MSD 7191084 MSD 3546 8015M ]
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MSD 7191084 MSD 3546 8081B i
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MSD 7191084 MSD 3546 8082A i
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MSD 7191084 MSD 3546 8270D SIM i
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MSD 7191084 MSD METHOD 1613B i
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5MSD 7191084 MSD METHOD 7471B n
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5DUP 7191085 DUP 3050B 6010C n
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5DUP 7191085 DUP 3050B 6020A I}
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5DUP 7191085 DUP METHOD 300.0 n
09-Sep-2013  SL-515-SA5D-SB-0.0-0.5DUP 7191085 DUP METHOD 7471B ]
09-Sep-2013  SL-815-SA5D-SB-0.0-0.5 7191086 FD 3050B 6010C I}
09-Sep-2013  SL-815-SA5D-SB-0.0-0.5 7191086 FD 3050B 6020A ]
09-Sep-2013  SL-815-SA5D-SB-0.0-0.5 7191086 FD 3546 8015M H
09-Sep-2013  SL-815-SA5D-SB-0.0-0.5 7191086 FD 3546 8081B i
09-Sep-2013  SL-815-SA5D-SB-0.0-0.5 7191086 FD 3546 8082A 1
09-Sep-2013  SL-815-SA5D-SB-0.0-0.5 7191086 FD 3546 8270D SIM I
09-Sep-2013  SL-815-SA5D-SB-0.0-0.5 7191086 FD METHOD 16138 I
09-Sep-2013  SL-81 5;SA5D-SB-0.0—0.5 7191086 FD METHOD 300.0 n
09-Sep-2013  SL-815-SA5D-SB-0.0-0.5 7191086 FD METHOD 7471B [}
09-Sep-2013  SL-515-SA5D-SB-4.0-5.0 7191087 N 3050B 6010C n
09-Sep-2013  SL-515-SA5D-SB-4.0-5.0 7191087 N 30508 6020A 1}
09-Sep-2013  SL-515-SA5D-SB-4.0-5.0 7191087 N 3546 8015M I
09-Sep-2013  SL-515-SA5D-SB-4.0-5.0 7191087 N 3546 8081B mn

lil = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

T8 = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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