





Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Leve!
04-Dec-2013  SL-545-NBZ-SB-0.0-0.5MSD 7301928 MSD 3050B 6020A v
04-Dec-21M3  SL-545-NBZ-SB-0.0-0.5MSD 7301928 MSD 3546 8015M v
04-Dec-2013  SL-545-NBZ-SB-0.0-0.5MSD 7301928 MSD 3546 8082A v
04-Dec-2013  SL-545-NBZ-SB-0.0-0.5MSD 7301928 MsSD 3546 8270D SIM 1\
04-Dec-2013  SL-545-NBZ-5B-0.0-0.5MSD 7301928 MSD METHOD 1613B v
04-Dec-2013  SL-545-NBZ-SB-0.0-0.5MSD 7301928 MSD METHOD 7471B v
04-Dec-2013  Sl.-545-NBZ-5B-0.0-0.5DUP 7301929 DUP 30508 §010C v
04-Dec-2013  SL-545-NBZ-5B-0.0-0.5DUP 7301929 DUP 30508 6020A v
04-Dec-2013  SL-545-NBZ-SB-0.0-0.5DUP 7301928 DUP METHOD 7471B 1\
04-Dec-2013  SL-545-NBZ-SB-0.0-0.5DUP 7301929 DUP METHOD 9012B v
04-Dec-2013  SL-845-NBZ-SB-0.0-0.5 7301930 FD 30508 §010C v
04-Dec-2013  SL-845-NBZ-5B-0.0-0.5 7301830 FD 30508 6020A 1\
04-Dec-2013  SL-845-NBZ-SB-0.0-0.5 7301930 FD 3546 8015M v
04-Dec-2013 SL—845-NBZ-SB-0.0-O.5 7301930 FD 3546 8082A v
04-Dec-2013  SL-845-NBZ-SB-0.0-0.5 7301930 FD 3545 82700 SIM 1\
04-Dec-2013  SL-845-NBZ-SB-0.0-0.5 7301930 FD METHOD 1613B v
04-Dec-2013  SL-845-NBZ-SB-0.0-0.5 7301930 FD METHCD 7471B v
04-Dec-2013  SL-845-NBZ-SB-0.0-0.5 7301930 FD METHOD 9012B v
04-Dec-2013  SL-548-NBZ-SB-0.0-0.5 7301933 N 3546 8015M v
04-Dec-2013  SL-548-NBZ-SB-0.0-0.5 7301933 N 3546 3082A v
04-Dec-2013  SL-548-NBZ-SB-0.0-0.5 7301933 N METHOD 1613B v

it = EPA Level 3 Data Review N = Normal Sample
IV = EPA Level 4 Data Validation ~ FD = Field Duplicate

T8 = Trip Blank
F8 = Field Biank

MS = Malrix Spike

MSD = Matrix Spike Duplicate
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Attachment 2
Overall Data Qualification Summary



Data Qualifier Summary

lL.ab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PrepPH139 eQAPP Name CDM SSFL 140113_Lan

Sample ID:SL-511-NBZ-SB-0.0-0.5 Collected: 12/4/2013 12:40:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analvte o | Result | Qual | DL | Type| RL | Type | Units | Qual | Code
ANTIMONY 4,18 u 0.772 MDL 4.18 PQOL mg/Kg wJ Q
BERYLLIUM 0.950 J 0.0699 | MDL 1.04 PQL { mg/Kg J z
CADMIUM 0.489 J 0.0793 | MDL 1.04 POL | mg/Kg J Z
SODIUM 99.6 J 17.4 | MDL 104 POL | mg/Kg J z
TIN 3.49 J 0.230 | MDL 10.4 PQL | mg/Kg u B
Zirconium 2.33 J 0.877 | MDL 5.22 PQL | mu/Kg J Z
MOLYBDENUM 0.396 dJ 0.177 { MDL 2.09 PQL | mg/Kg U B, F
Sample ID:SL-511-NBZ-5B-2.5-3.5 Colfected: 12/4/2013 1:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
L RESUIt | Qual | DL | Type | RL | Type | Units | Qual |  Code
ANTIMONY 4.09 u 0.757 | MDL 4.09 PQL | mg/Kg uJ Q
CADMIUM 0.354 J 0.0778 | MDL 1.02 PQL mg/Kg J z
MOLYBDENUM 0.630 J 0.174 | MDL 2.05 PQL | mg/Kg U B,F
TIN 3.68 J 0.225 | MDL 10.2 PQL | mg/Kg U B
Zirconium 1.34 J 0.859 MDL 512 PQL mg/Kg J z
Sample D:SL-545-NBZ-5B-0.0-0.5 Coflected: 12/4/2013 1:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 4.24 U 0.784 MBL 424 PQL mg/Kg uJ Q
ARSENIC 3.24 J 0.742 MDL 4.24 PQL mg/Kg J z
BERYLL!UM 0.477 J 0.0710 | MDL 1.06 PQL | mg/Kg J Z
BORON 4.79 J 0.890 | MDL 10.6 POL | mg/Kg J Z
CADMIUM 0.447 J 0.0806 | MDL 1.06 FQL | mg/Kg J z
MOLYBDENUM 0.998 J 0.180 MDL 2.12 PQL mg/Kg uJ FD, B, F
SODIUM 783 J 17.7 MDL 106 POL | mg/Kg J Z
TIN 2.85 J 0.233 | MDL 10.6 PQL | mg/Kg u B
Zirconium 1.66 J 0.890 MDL 5.30 PQL mg/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/24/2014 10:15:26 AM ADR version 1.7.0.207 Page 1 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PrepPH139 eQAPP Name: CDM_SSFL_140113_Lan
[T — METALS IR I——, - : . —_—
Vethod: 6010C Matrix: SQ
Sample ID:SL.-845-NBZ-SB-0.0-0.5 Colfected: 12/4/2013 1:30:00 Analysis Type: RES Ditution: 1
Data

Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual
ANTIMONY 4.15 u 0.769 | MDL 4. 15 PQL | mg/Kg uJ
ARSENIC 2.90 J 0727 | MDL 4.15 POL | mg/Kg J
BERYLLIUM 0.466 J 0.0696 | MDL 1.04 PQL | ma/Kg J
BORON 5.87 J 0.872 MDL 10.4 PQL mg/Kg dJd.
CADMIUM 0.466 J 0.0789 | MDL 1.04 PQL mg/Kg J
MOLYBDENUM 0.561 J 0.177 | MDL 2,08 POL { mg/Kg w
SODIUM 92.1 J 17.3 MDL 104 PQL { mg/Kg J
TIN 2.85 J 0.228 | MDL 10.4 PQAL | mg/Kg U
Zirconium 2.00 J 0.872 MDL 5.19 PQL ma/Kg J

Matrix:
Sample ID:SL-511-NBZ-5B-0.0-0.5 Collected: 12/4/12013 12:40:00  Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Anr.‘a‘lyte‘ Result Qual DL_ VType ' RL Type Umts__ _ Qual_ _ Code
SELENIUM 0402 | 4 [oto4]| moL o418 | PoL [makg | u | z
Sample ID:SL-511-NBZ-SB-0.0-0.5 Collected: 12/4/2013 12:140:00  Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte | Resuit | Qual | DL | Type | RL | Type | Units | Qual | Code
SILVER 0.0824 J 0.0271 | MDL 0.209 PQL mg/Kg J z
STRONTIUM 310 0.0710{ MDL 0.418 PQL mg/Kg J Q
Sample ID:SL-511-NBZ-5B-2.5-3.5 Collected: 12/4/2013 1:00:00 Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL Type Units | Qual | Code
SELENIUM 0402 | | 0102 | moL [ o400 | PoL |mokg| J | z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PrepPH139 eQAPP Name: CDM_SSFL_140113_Lan
Method Catego’y: ‘META’L’S' oo B B 3 L T T T 3 N - - T T T T e e T T T T '-"'."[

Method: 6020A Matrix: 8O
Sample ID:S1L-511-NBZ-SB-2.5-3.5 Collected: 12/4/12013 1:00:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte ‘ , Result | Qual | DL | Type | RL | Type | Units | Qual | Code
SILVER 0.0769 dJ 0.0266 | MDL 0.205 PQL ma/Kg J Z
STRONTIUM 233 0.0696 | MDL 0.409 PQL mg/Kg J Q
Sample ID:SL-545-NB2-SB-0.0-0.5 Collected: 12/4/2013 1:25:00 Analysis Type: REA Difution: 2
Data
Lab Lab DL RL Review Reason
Analyte ____| Resuit | Qual | DL | Type | RL | Type | Units | Qual | Code
SELENIUM 0203 | J |oto6| moL | 0424 | PaL [mokg| J ] z
Sample 1D:S1-545-NBZ-5B-0.0-0.5 Collected: 12/4/2013 1:25:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _ ' __| Result | Quai DL | Type RL Type | Units | Qual | Code
SILVER 0.201 J 0.0276 | MDL 0.212 PQL mg/Kg J Z
STRONTIUM 25.3 0.06721 | MDL 0.424 PQL myg/Kg J Q
Sample ID:SL-845-NBZ-SB-0.0-0.5 Colfected: 12/4/2013 1:30:00 Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte . __Resuit Qual DL Type | RL Type | Un.itsm ”Qqal Co_de’ '_7
SELENIUM | o9 | J Jot0a| mpL [0415 | PaL |moKg | U | z
Sample ID: SL-845-NBZ-SB-0.0-0.5 Collected: 12/4/2013 1:30:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _ Result | Qual | DL | Type | RL | Type | Units | Qual _Code
STRONTIUM 29.2 0.0706 | MDL | 0415 | PQL | mg/Kg J Q
THALLIUM 0.204 J 0.0312| MDL 0.208 PQL mg/Kg U B

Matrix: SO
Sample ID:5.-511-NB2-SB-2.5-3.5 Collected: 12/4/2013 1:00:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte 7 _ Result Qual DL } Type RL | Type | Units | Qual Code
MERCURY ' 00140 | J loot03] mor [oo171] paL [mokg| ] z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PrepPH139 eQAPP Name: CDM_SSFL_140113_Lan

Method Category:  SVOA e

Wethod: 1613B Matrix:
Sample ID;SL-508-NB2-$B-0,0-0.5 Collected: 1214/2013 9:00:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte — Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3.4,6,7,8-HPCDD . 0.120 JB 0._6;3:.33. -I;VIIDL 551 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.119 JB 0.0187 | MDL 5.51 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.106 JB 0.0241 | MDL 5.51 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0429 JBQ 0.0343 | MDL 5.51 PQL ng/Kg u B
1,2,3,4,7, 8-HXCDF 0.0919 JBQ 0.0381| MDL 5.51 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0747 JBQ 0.0359 | MDL 5.51 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0630 JB 0.0344 | MDL 5.51 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0602 JBQ 0.0334 | MDL 5.51 PQL ng/Ky U B
1,2,3,7,8,8-HXCDF 0.126 JBQ 0.0372| MDL 5.51 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.107 JB 0.0348 | MDL 5.51 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0919 JB 0.0338 | MDL 5.51 PQL ng/Kg U B
2,3,4,7 8-PECDF 0.131 JBQ 0.0313 | MDL 5.51 PQL ng/Kg U B
2,3,7,8-TCDD 0.112 JBQ 0.0791 1 MDL 1.10 PQL ng/Kg U B
2.3,7,8-TCDF 0.122 JBQ 0.0868 | MDL 1.10 PQL ng/Ky U B
0OCDD 0.486 JB 0.0398 | MDL 11.0 PQL ng/Kg U 8
OCDF 0.328 JB 0.0639 | MDL 11.0 PQL ng/Kg U B
Sample ID:SL-508-NBZ-SB-4,0-5,0 Collected: 12/4/2013 9:15:00 Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
4_."?_’-‘(“? . _ Resul: _Qual DL Type‘_ | RL Type : Units ‘anﬂi ’Code
1,2,3,4,6,7, 8-HPCDD 0.186 JBQ 0.0341 ] MDL 5.50 PQL ng/Kg U
1,2,3,4,6,7, 8-HPCDF 0.101 JBQ 0.0186 | MDL 5.50 PQL ng/Kyg u B
1,2,3,4,7,8,9-HPCDF 0.0765 JBQ 0.0236 | MDL 5.50 PQL ng/kKg U B
1,2,3,4,7,8-HXCDF 0.0401 JBQ 0.0369 | MDL 5.50 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0856 JB 0.0397 | MDL 5.50 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.0377 JBQ 0.0360 | MDL 5.50 PQL ng/Kg U B
1,2,3,7,8,8-HXCDF 0.114 JBQ 0.0373{ MDL 5.50 PQL ng/Kg U B
1,2,3,7, 8-PECDF 0.0722 JBQ 0.0333| MDL 5.50 PaL ng/Kg ) B
2,3,4,6,7,8-HXCDF 0.0565 JBQ 0.0328 | MDL 5.50 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0629 JBQ |00307| MDL | 550 | PQL | ngiKg U B
2,3,7,8-TCDF 0.107 JBQ 0.0753 | MDL 1.10 PQL na/Kg U B
OoCcDD 1.22 JB 0.0432 | MDL 11.0 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3

212412014 10:15:26 AM ADR version 1.7.0.207 Page 4 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PrepPH139 ¢QAPP Name: CDM_SSFL_140113_Lan
Method Category: SVOA TR ' S

ethod: 1613B Matrix: SO
Sample ID:SL-508-NBZ-SB-4.0-5.0 Collected: 12/4{2013 9:15:00 Analysis Type: RES Dilution: 1
' Data
Lab Lab DL RL Review Reason
Analyte — — | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
OCDF 0322 | 48 Jooser| moL | 110 | PaL [ngkg | U | B
Sample [D:SL-511-NBZ-SB-0.0-0.5 Collected: 121412013 12:40:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Resuit | Qual | DL | Type | RL | Type | Units | Qual | _Code
1,2,3.4,6,7,8-HPCDD 2.23 JB 0.0357 | MDL 5.01 PQL ng/Kg J
1.2,3,4,6,7,8-HPCDF 0.569 JB 0.0241 | MDL 5.01 PQL ng/Kg u B
1.2,3,4,7,8,9-HPCDF 0.0983 JBQ 0.0307 | MDL 5.01 PQL ng/Ky U B
1,2,3.4,7,8-HxCDD 0.0648 JB 0.0469 | MDL 5.01 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.165 JB 0.0438 | MDL 5.01 PQL ngfKy U B
1,2,3,6,7,8-HXCDD 0.300 JB 0.0487 | MDL 5.01 PQL no/Kg U B
1,2,3,6,7,8-HXCDF 0.150 JB 0.0407 | MDL 5.01 PQL ng/Ky ) B
1,2,3,7,8,9-HXCDD 0.263 JBQ 0.0446 | MDL 5.1 PQL ng/Kkg U B
1,2,3,7,8,9-HXCDF 0.152 JBQ 0.0455 | MDL 5.01 PQL ng/Kg U B
1,2,3,7,8-PECLD 0.0866 JEQ 0.0395 | MDL 5.01 PQL ng/Ky ) B
1,2,3,7,8-PECDF 0.169 JBQ 0.0331 | MDL 5.01 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.176 JB 0.0424 | MDL 5.01 PQL ng/Kg ) B
2,3,4,78-PECDF 0.377 JB 0.0319 | MDL 5.01 PQL ng/Kg U B
2,3,7,8-TCDF 0.325 JBQ 0.0747 | MDL 1.00 PQL ng/Kg U B
OCDF 0.821 JBQ 0.0494 | MDL 10.0 PQL ng/Kg U B
Sample ID:SL.-511-NBZ-SB-2.5-3.5 Collected: 12/4i2013 1:00:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 0.196 JB 0.0275| MDL 5.07 PQL ng/Kg u
1,2,3,4,6,7,8-HPCDF 0.105 JB 0.0129 | MDL 5.07 PQL ng/Kg B
1,2,3,4,7.8,9-HPCDF 0.0526 JBQ 0.0173 | MDL 5.07 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0507 JBQ 002701 MDL 5.07 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.112 JB 0.0240 | MDL 5.07 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.114 JBQ 0.0280 | MDL 5.07 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0967 JB 0.0233 | MDL 5.07 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.144 JB 0.0271 | MDL 5.07 PQOL ng/Kg U B

* denotes a non-repoertable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/24/2014 10:15:26 AM ADR version 1.7.0.207 Page 5 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PrepPH139 eQAPP Name: CDM_SSFL_140113_Lan
MethOd Categon’.' i SVOA - e Lo T T T e T o T s T S e T T T TR R T
Method: 1613B Matrix: SO
Sample ID:SL-511-NB2-5B-2.5-3.5 Collected: 12/4/12013 1:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,23,7.8, 9 HXCDF 0.123 JBQ 0.02291 MDL 5.07 PQL na/Kg u B
1,2,3,7,8-PECDD 0.157 JBQ 0.0355 | MDL 5.07 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.203 JB 0.0272 | MDL 5.07 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0897 JBQ 0.0228 | MDL 5.07 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.188 JBQ 0.0251 | MDL 5.07 PQL na/Kg U B
23,7, 8-TCDF 0.147 JBQ 0.0573| MDL 1.01 PGQL ng/Kg u B
QCDD 0.809 JB 0.0377 | MDL 10.1 PQL ng/Kg U B
OCDF 0.217 JBQ 0.0458 | MDL 10.1 PQL ng/Kg U B
Sample ID:S5L-545-NBZ-SB-0.0-0.5 Colfecfed: 12/4/12013 1:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte . : Resuit Qual | DL Type RL Type _{qut_q _ Qual Code
1 .2.3.4.6,7.8—HPCDF 3.75 JB 0.0398 | MDL 817 PGL ng/Kyg J A
1,2,3,4,7,8,9-HPCDF 0.363 JBQ 0.0488| MDL 517 PQL ng/Kg U B
1,2,3,4,7 8-HxCDD 0.441 JB 0.0592 | MDL 517 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.466 JB 0.0550 | MDL 517 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 1.04 JB 0.0604 | MDL 517 PQL ng/Kg J z
1.2,3,6,7,8-HXCDF 0.470 JB 0.0548 | MDL 517 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.790 JB 0.0584 | MDL 5.17 PQL ng/Kg U B
1,2,3,7,8,8-HXCDF 0.206 JB |00516| MDL | 517 | POL | ngiKg uJ B, FD
1,2,3,7,8-PECDD 0.269 JBQ 0.0631 | MDL 517 PQL ng/Kg UN] B, FD
1,2,3,7,8-PECDF 0.878 JB 0.0517 | MDL 5.17 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.462 JB |00s05| MDL | 517 | PAL | ng/iKg u B
2,3,4,7,8-PECDF 0.889 JB 0.0492} MDL 517 PQL ng/Kg U B
2,3,78-TCDD 0.0707 JB 0.0480 | MDL 1.03 PQL ng/kg U B
2,3,7,8-TCDF 0.622 JBQ 0.0922 | MDL 1.03 PQL ng/Kg J A
OCDF 8.97 JB 0.0378 | MDL 10.3 PQL ng/Kg J Z
Sample ID:SL-548-NBZ-SB-0.0-0.5 Collected: 12/4/2013 2:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ 7 _ _Result | Qual DL Type RL Type _ Umts _Qual_ - Code __
12,3,4.67,8-HPCDD 0137 | 48 Joozrs| moL | 497 | PaL | ng/Kg | u | B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/24/2014 10:15:26 AM ADR version 1.7.0.207 Page 6 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PrepPH139 eQAPP Name: COM_SSFL_140113_L

an
Method Category: SVOA Ml

'“T

1613B Matrix: SO
Sample ID:SL-548-NBZ-SB-0.0-0.5 Collected: 12/4/2013 2:15:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
pnaivte | Result | Qual | DL | Typo | RL | Type | units | Qual | Codo _
1,2,3,4,6,7,8-HPCDF 0.109 JB 0.0152 MDL 497 PQL ng/Kg
1,2,3,4,7,89-HPCDF 0.0269 JBQ 0.0196 | MDL 4.97 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0513 JBG | 0.0254 ] MDL 4.97 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.103 JBQ | 0.0279 | MDL 497 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0726 JBQ | 0.0269 | MDL 4,97 PGL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.102 JBQ | 0.0260 | MDL 4.97 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0822 JBGQ | 0.0251 MDL 497 PQL | ng/Kg V] B
1,2,3,7,8,9-HXCDF 0.0965 JB 0.0281 | MDL 4.97 PQL | ng/Kg U B
1,2,3,7,8-PECDD 0.194 JBQ 0.0385} MDL 4.97 PQL ng/Kg U B
1.2,3,7,8-PECDF 0.249 JB 0.0262 | MDL 4.97 POL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0735 JBQ | 0.0259] MDL 4.97 PQL | ng/Kg U B
2,3,4,7,8-PECDF 0.202 . JBQ | 0.0245| MDL 4.97 POL | ng/Kg u B
2,3,7,8-TCDD 3.115 JBQ 0.0572 | MDL 0.994 PQL ng/Kg u B
2,3,7,8-TCDF - 0.123 JBQ 0.0553 | MDL 0.994 PQL ng/Kyg u B
ochD 0.438 JB 0.0394 | MDL 9.94 PQL | ng/Kg u B
OCDF 0.180 JBQ 0.0491 | MDL 9.94 PQL ng/Kg U =]
Sample ID:SL-845-NBZ-SB-0.0-0.5 Collected: 12{4{2013 1:20:00 Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review | Reason
Analyte . Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDF 4,26 JB 0.0356 | MDL 5.27 POL | ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.597 JB 0.0434 | MDL 5.27 PQL ng/Kg u
1,2,3,4,7.8-HxCDD 0.58% JB 0.0632 | MDL 5.27 PQL | ng/Kg u B
1,2,3,4,7,8-HXCDOF 0.660 JBQ | 0.0565| MDL 527 PQL | ng/Kg u B
1,2,3,6,7,8-HXCDD 1.10 JB 0.0678 | MDL 5.27 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.682 JB 0.0536 | MOL 5.27 PGL ng/Kg U B
1.2,3,7,8,9-HXCDD 0.926 JB 0.0612 | MDL 527 PaL ng/Kg u B
1,2,3,7,8 9-HXCDF 0.466 JB 0.0558 | MDL 5.27 PQL ng/Kg uJ B, FD
1,2,3,7,8-PECDD 0.688 JBQ |0.06711| MDL 5.27 PQL | ng/Kg uJ B, FD
1,2,3,7,8-PECDE 1.13 JB |0.0404 | MDL | 527 | PaL | ng/Kg J b4
2,3,4,6,7,8-HXCDF 0.727 JB 0.0503 | MDL 5.27 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.985 JB 0.0468 | MDL 5.27 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

212412014 10:15:26 AM ADR version 1.7.0.207 Page 7 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH139 - Laboratory: LL
EDD Filename: PrepPH139 eQAPP Name CDM SSFL 140113 Lan
Matrix:
Sample ID:S|.-845-NB2-5B-0.0-0.5 Collected: 12/4/2013 1:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Anafytg Resuit Qual DL Type RL | Type | Units | Qual | __Code
2,3,7,8-TCDD 0.0848 JBQ 0.0552 | MDL 1.056 PQL ng/Kg U B
2,3,7,8-TCDF 0.487 JBQ 0.0849 1 MDL 1.05 PQL ng/Kg J Z
OCDF 8.17 JB 0.0445| MDL 10.5 PQL ng/Kg J Z
- SVOA
8015M Matrix: SO
Sample ID:SL-506-NBZ-SB-0.0-0.5 Collected: 12/4/2013 10:30:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ e _ Result Qual DL Type | RL Type | Units | Qual | _ Code_
EFH (C21-C30) a3 | 4 | a1 | moL | s2 | paL [mag| 4 | z
Sample ID:SL-507-NBZ-SB-3.5-4.5 Coflected: 12/4/12013 10:15:00 Analysis Type: REA Dilution: 2418
Data
Lab Lab DL RL Review Reason
Ana!yte Result Qual DL Type RL | Type | Units | Qual Code
GASOLINE RANGE ORGANICS (C5-C12) 06 | J | o2 [wmoL| 10 | PaL [makg| | z
Sample ID:SL-507-NB2-5B-3.5-4.5 Collected: 12/4/2013 10:15:00  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Resuit | Qual | DL | Type | RL | Type | Units | Qual | Code
EFH (C21-C30) 3.3 J 2.1 MDL 5.3 PQL mag/Kg J Z
EFH (C30-C40) 8.3 J 4.3 MDL 11 PQL ma/Kyg J Z
Sample ID:S1.-508-NBZ-SB-0.0-0.5 Collected: 12/4/2013 9:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte & Resuit Qua[ DL Type RL Typg Units | Qual Code _
EFH (C21-C30) 32 J 22 MDL 5.5 PQL | mg/Kg J z
EFH (C30-C4M) 7.9 J 4.4 MDL 11 PQL mg/Kg J z
Sample ID:SL-508-NBZ-SB-4.0-5.0 Collected: 121412013 9:15:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL Type Umts Qual _ _Code
EFH (C21-C30) 32 | 4 | 22 [wmor | 55 | oL | makg | J | z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3

2/24/2014 10:15:26 AM ADR version 1,7.0.207 Page 8 of 12



Lab Reporting Batch ID: PH139
EDD Filename: PrepPH139

Data Qualifier Summary

'SVOA

eQAPP Name: CDM_SSF

Laboratory: LL

i._140113_Lan

8015M Matrix: SO
Sample ID:SL-508-NBZ-SB-4.0-5.0 Collected: 12/4/2013 9:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type | RL Type | Units | Qual | Code
EFH (C30-C40) 82 | 4 | 44 [moL | 11 | PaL [mgkg| J | z
Sample ID:SL-511-NBZ-8§B-2.5-3.5 Collected: 12/4{2013 1:00:00 Analysis Type: REA Difution: 26.32
Data
Lab Lab DL RL Review Reason
Analyte — _Result | Qual | DL | Type | RL | Type | Units | Qual Code
GASOLINE RANGE ORGANICS (C5-C12) 03 | 4 | o2 [wmoL | 11 | PoL [makg| 4 | z
Sample ID:SL-511-NBZ-5B-2.5-3.5 Colfected: 12/4/2013 1:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type RL Type | Units | Qual Code
EFH {C21-C30) 3.5 J 21 MDL 5.3 PQL ma/kg J z
EFH (C30-C40) 8.9 J 42 | MDL 1 PQL | mg/Kg J z
Sample ID:SL-546-NBZ-SB-0.0-0.5 Collected: 12/4/2013 9:55:00 Analysis Type: RES Dilution: 5
Data
Lab Lab DL RL Review Reason
Analyte | _Result Qual DL | Type | RL Type [ Units | Qual Code
EFH (C15-C20) 11 | J ] 10 [moL | 26 | PaL [mgkg| J | z
Sample ID:SL-547-NBZ-$B-0.0-0.5 Collected: 12412013 10:45:00  Analysis Type: RES Dilution: 2
Data
_ Lab Lab DL RL Review Reason
Analyto Rosult | Qual | DL | Type | RL | Type | Units | Quai | Code
EFH (C15-C20) 10 | J | a2 |moL | 11| PoL [mgkg| 4 z

Matrix: SO
Sample ID:S5L-507-NBZ-SB-0.0-0.5 Collected: 12/4/2013 10:00:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual_| DL Type | RL | Type | Units | Qual_ Codg .
4. 4'-DDE 0.63 J 0.34 MDL 1.8 PQL ug/Kg J z
4.4'-DDT 0.43 J 0.36 MODL 1.8 PQL ugiKg J Z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/24/2014 10:15:26 AM

ADR version 1.7.0.207
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Data Qualifier Summary

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Fllename PrepPH139 eQAPP Name: CDM SSFL 140113_Lan
8270D SIM Matrix: SO
Sample ID:S1-508-NBZ-SB-0.0-0.5 Collected: 12{4/2013 9:00:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL Type | Units | Qual Code
BIS(2-ETHYLHEXYL)PHTHALATE 7.6 J G.6 MDL 20 PQL ug/Kg J Z
PHENANTHRENE 1.2 J 0.74 MDL 1.8 PQL ugikg J Z
Sample ID:5L-508-NBZ-5B8-4.0-5.0 Collected: 12/412013 9:15:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte . . Result | Qual DL | Type RL Type Um‘ts Qual | _ Code
CHRYSENE 0.48 | J | 0w | MDLJ 1.9 [ POL jugig | J | z
Sample ID:S1.-511-NBZ-SB-0.0-0.5 Collected: 12/14/12013 12:40:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
I-METHYLNAPHTHALENE 11 | J |ozo|wmoe | 17 [ PaL [ugkg | 4 | z
Sample ID:SL-511-NBZ-SB-0.0-0.5 Collected: 12/4/2013 12:40:00  Analysis Type: RES-BASE/NEUTRAL Difution: 1
Data
Lab Laby DL RL Review Reason
Analyte Result Qual DL Type RL_| Type | Units | Qual Code
BENZO{K)FLUORANTHENE 0.71 J 0.70 MDL 1.7 PQL ug/Kg J
FLUORANTHENE 1.4 J 0.70 MDL 1.7 PQL ug/Kg J Z
INDENO(1,2,3-CD)PYRENE 0.70 J 0.70 MDL 1.7 PQL ug/Ky J Z
PHENANTHRENE 1.4 J 0.70 MDL 1.7 PQL ug/Kg J Zz
PYRENE 14 J 0.70 MDL 1.7 PQL ug/Kg J Z L
Sample ID:SL-545-NBZ-SB-0.0-0.5 Collected: 12/4/2013 1:25:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 10
Data
Lab Lab DL RL Review Reason
\Analyte Result | Qual DL Type RL Type | Units | Qual Code .
BENZO(B)FLUORANTHENE 16 J 7.2 MDL 18 PQL ug/Kg J Z FD
CHRYSENE 20 3.6 MDL 18 POL | ug/Kg J FD
NAPHTHALENE 12 J 7.2 MDL 18 POL ug/Kg J 2, Fb
Sample ID:SL-845-NBZ-5B-0.0-0.5 Collected: 12/4/2013 1:30:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 10
Data -
Lab Lab DL RL Review Reason
Analyte o Result Qual | DL Type RL Type Umts Qua! __Code _
BENZO(E)FLUORANTHENE 18 | u | 74 | MDL | 18 | PaL | ug/Kg [ | FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/24/2014 10:15:26 AM ADR version 1.7.0.207 Page 10 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PrepPH139 eQAPP Name: CDM_SSFL_140113_Lan

Method Category: ~ SVOA 7 R N ' B
Method: 8270D SIM
Sample ID:SL-845-NB2-SB-0.0-0.5 Collected: 12142013 1:30:00 Analysis Type: RES-BASE/INEUTRAL Dilution: 10
Data

Lab Lab DL RL Review Reason
Analyte _ Result Qual DL | Type | RL | Type | Units | Qual | Code
CHRYSENE 6.9 J 3.5 MDL 18 PQL ug/Kg J Z,FD
NAPHTHALENE 18 V] 7.1 MDL 18 POL | ug/Kg ulJ FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-Al. - SSFL Area IV Phase 3

2/24/2014 10:15:26 AM ADR version 1.7.0.207 Page 11 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH139
EDD Filename: PrepPH139

Reason Code Legend

Reqson que

Description

- s o e

Laboratory: LL
eQAPP Name: CDM_SSFL._140113_Lan

B g - PRCT——

Calibration Blank Contamination

Method Blank Contamination

Laboratory Duplicate Precision

Matrix Spike Precision

B
B
E
E
F

Field Blank Contamination

-
[w)

Field Duplicate Precision

Laboratory Control Spike Upper Estimation

Laboratory Duplicate Precision

Matrix Spike Lower Estimation

Matrix Spike Lower Rejection

Matrix Spike Precision

Matrix Spike Upper Estimation

Surrogate/Tracer Recovery Lower Estimation

Nlolo]|o]lolo]o)

Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3

21242014 10:15:26 AM

ADR version 1.7.0.207

Page 12 of 12



Enclosure 1
EPA Level 111 ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outlier Reports

PHI139



Method Blank Outlier Report

Lab Reporting Batch ID: PH139
EDD Filename: PH139

Laboratory: LL
eQAPP Name: CDM_SSFL_140113_Lan

Method: 1613B

Method Blank Associated
Sample [D Analysis Date Analyte Result Samples
BLK3470B371822 12/16/2013 6:22:00 PM 1,2,3,4,6,7,8-HPCDD 0.255 ng/Kg SL-508-NBZ-$B-0.0-0.5
1,2,3,4,6,7,8-HPCDF 0.219 ng/Kg SL-508-NBZ-SB-4.0-5.0
1,2,5,4,7,8,9HPCDF 0.237 ng/Kg SL-511-NBZ-5B-0.0-0.5
1,2,3,4,7,8-HxCOD 0.184 ng/Kg SL-511-NBZ-8B-2.5-3.5
1,2,3,4,7,8-HXCDF 0.187 ng/Kg S1-545-NB2Z-5B-0.0-0.5
1,23,6,7,8-HXCOD 0.174 ng/Kg SL-548-NBZ-SB-0.0-0.5
1,2,3,6,7,8-HXCDF 0.183 ng/Kg SL-845-NBZ-$B-0.0-0.5
1,2,3,7,8,9-HXCDD 0.220 ng/Kg
1,2,3,7,8,9-HXCOF 0.333 ng/Kg
1,2,3,7,8-PECDD 0.186 ng/Kag
1,2,3,7,8-PECDF 0.219 ng/Kg
2,3,4,8,7,8-HXCDF 0.271 ngfKg
2,3,4,7,8-PECDF 0.287 ng/Kg
2,3,7,8-TCOD 0.0842 ngiKg
2,3,7,8-TCDF 0.0670 ng/Kg
ocbD 0,606 ng/Kg
OCDF 0.588 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified

Sample ID Analyte Result Final Result
SL-508-NBZ-SB-00-0.5RES) Ti234878HPCOD T of20mgg | 0420UngiKg
$L-508-NBZ-5B-0.0-0.5(RES) 1,2,34,6,7.8-HPCDF 0.119 ng/Kg 0.118U ng/Kg
SL-508-NBZ-58-0.0-0.5(RES) 1.2,3.4,7.8,8-HPCDF 0.106 ng/Kg 0.106U ng/Kg
SL-508-NBZ-SB-0.0-0.5(RES) 1,2,3,4,7.8-HxCOD 0.0429 ng/Kg 0.0425U ng/Kg
$L-508-NB2-58-0.0-0.5(RES}) 1,2,3,4,7,6-HXCDF 0.0919 ng/ig 0.0918U ng/Kg
SL-508-NBZ-58-0.0-0.5(RES} 1,2,3,5,7,8-HXCOD 0.0747 ny/Kg 0.0747U ng/Kg
SL-508-NBZ-5B-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0630 ng/Kg 0.0830U ng/Kg
SL-508-NBZ-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.0802 ng/Kg 0.0602U ng/Kg
SL-508-NBZ-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.126 ng/Kg 0.126U ng/Kg
SL-508-NB2-5B-0.0-0.5(RES) 1.2,3,7,8-PECDF 0,107 ng/Kg 0.107U ng/Kg
5L-508-NBZ-56-0,0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0919 ngiKg 0.0919U ng/kg
$L-508-NBZ-5B-0.0-0.5(RES) 2,3,4,7,8-PECOF 0.131 ng/Ko 0.131U ng/Kg
SL.-508-NBZ-5B-0.0-0.5(RES) 2,3,7,8-TCDD 0.112 na/Kg 0.112U ng/Kg
SL-508-NBZ-58-0.0-0.5(RES) 2,3,7.8-TCDF 0.122 ng/Kg 0.122U ng/Kg
SL-508-NBZ-5B-0.0-0.5(RES) OCBD 0.486 ng/Ky 0.488U na/Kg
$L-508-NBZ-5B-0.0-0.5(RES) QCBF 0.328 ng/Kg 0.328U ng/Kg
$L-508-NBZ-5B-4.0-5,0(RES) 1,2,3,4,6,7,8-HPCDD 0.186 ng/Kg 0.186U ngikg
SL-508-NBZ-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDF 0,101 ng/Kg 0.101U ngikg
SL-508-NBZ-58-4.0-5.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0765 ng/Kg 0.0785U ng/kg
SL-508-NBZ-5B-4,0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0401 ng/kg 0.0401U ngiKg
$L-508-NBZ-5B-4,0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0656 ng/Kg 0.0656U ng/Kg
SL-508-NBZ-$B-4.0-5.0(RES) 1,2,3,7,8,8-HXCDD 0.0377 ngiKg 0.0377U ng/Kg
SL-508-NBZ-5B-4.0-5.0(RES) 1.2,3,7,8,9-HXCDF 0.114 ng/Kg 0.114U na/kg
SL-508-NBZ-$B-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0722 ngiKg 0.0722U ng/Kg
5L-508-NBZ-$8-4.0-5.0(RES} 2,3,4,6,7,8-HXCOF 0.0565 ng/Kg 0.0565U ng/Kg
SL-508-NBZ-58-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.0629 ng/Kg 0.0625U ng/Kg
SL-508-NBZ-S8-4.0-5.0(RES) 2,3,7,8-TCOF 0.107 ngikg 0.107U ng/Kg
SL-508-NBZ-5B-4.0-5.0(RES) ocoD 1.22 ngikg 1.22U ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/20/2014 2:26:05 PM

ADR version 1.7.0.207

Page 1 of 4




Method Blank Outlier Report

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PH139 eQAPP Name: CDM_SSFL_140113_Lan

16138 )

Method Blank Associated
Sample ID Analysis Date _ Analyte . . Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID | Analyt _ Result Final Result
SL-541-NB2-8B-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCOF 0.569 ng/Kg 0.569U ng/Kg
SL-511-NBZ-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0983 ng/kg 0.0983U ng/Kg
SL-511-NBZ-5B-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0648 ngiKg 0.0648U ng/Kg
SL-511-NBZ-5B-0,0-0,5(RES) 1,2,3,4,7,8-HXCDF 0.165 ng/Kg 0.165U ng/Kg
SL-511-NB2-5B-0.0-0,5(RES) 1,2,5,6,7,8-HXCDD 0.300 ng/Kg 0.300U ng/Kg
SL-511-NBZ-SB-0.0-0.5(RES} 1,2,3,6,7.8-HXCDF 0,150 ng/Kg 0.150U ng/kg
5L-511-NBZ-$B-0.0-0.5(RES} 1,2,3,7,8,9-HXCDD 0.263 ng/kg 0.263U ng/Kg
5t-511-NBZ-5B-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.152 ng/Kg 0.152U ngikg
$L-511-NBZ-5B-0,0-0.5(RES} 1,2,3,7,8-PECDD 0.0866 ng/Kg 0.0866U ng/Kg
SL-511-NBZ-5B-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.169 ng/Kg 0.165U ng/kg
SL-511-NBZ-5B-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.176 ngkg 0.176U ng/Kg
SL-511-NBZ-$B-0.0-0.5(RES) 2,3.4,7,8PECDF 0.377 ngiKg 0.377U ngiKg
SL-511-NBZ-5B-0.0-0.5(RES) 2,3,7.8-TCDF 0.325 ngikg 0.325U ng/Kg
SL-511-NBZ-5B-0.0-0.5(RES) OCDF 0.821 ng/ig 0.821U ng/Kg
SL-511-NBZ-5B-2.5-3,5(RES) 1,2,3,4,6,7,8-HPCOD 0.196 ngfKg 0.196U ng/Kg
SL-511-NBZ-5B-2.5-3.5(RES) 1,2,3,4,6,7,8-HPCDF 0.105 ng/Kg 0.105U ng/Kg
$L-511-NBZ-3B-2.5.3.5(RES)} 1,2,3.4,7,8,9-HPCDF 0.0526 ng/Kg 0.0526U ngikKg
SL-511-NBZ-5B-2,5-3.5(RES) 1,2,3,4,7,8-HxCOD 0.0507 ngiKg 0.0507U ng/Kg
SL-511-NBZ-5§B-2.5-3.5(RES) 1,2,3,4,7,8-HXCDF 0.112 ng/Kg 0.112U ngfKg
$L-511-NBZ-SB-2.5-3.5(RES) 1,2,3,6,7,8-HXCOD 0.114 ngiKg 0.114U ng/Kg
SL-511-NBZ-5B-2.5-3.5(RES) 1,2,3,6,7,8-HXCDF 0.0967 ng/Kg 0.0967U ng/Kg
SL-511-NBZ-5B-2.5-3,5(RES) 1,2,3.7,8,8-HXCDD 0.144 ng/kg 0.144U ng/Kg
5L-511-NBZ-5B-2.5-3,5(RES) 1,2,3,7,8,9-HXCDF 0.123 ng/Kg 0.123U ngfKg
SL-511-NBZ-5B-2.5-3.5(RES) 1,2,3,7,8-PECDD 0.157 ng/Kg 0.157U ng/Kg
SL-511-NBZ-5B-2.5-3.5(RES) 1,2,3,7,8-PECDF 0.203 ngikg 0.203U ng/Kg
SL-511-NBZ-SB-2.5-3.5(RES} 2,3,4,6,7,8-HXCDF 0.0897 ng/Kg 0.0897U ng/Kg
$1-511-NBZ-SB-2.5-3.5(RES} 2,3,4,7,8-PECDF 0.186 ng/kg 0.186U ng/Kg
SL-511-NBZ-5B-2.5.3.5(RES) 2,3,7,8-TCDF 0.147 ng/Kg 0.147U ngig
§L-511-NBZ-$B-2.5-3.5(RES) ocphD 0.809 ng/Kg 0.808U ngikg
SL-511-NBZ-SB-2.5-3.5(RES) OCDF 0.217 ng/Kg 0.217U ngikg
SL-545-NBZ-$B-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.363 ng/Kg 0.363U ng/Kg
5L.-545-NBZ-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.441 ng/Kg 0.441U ngiKg
SL-545-NBZ-5B-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.466 ng/Kg 0.466U ng/kg
SL-545-NBZ-SB-0.0-0.5(RES) 1,2,3,6,7.8-HXCDF 0.470 ng/Kg 0.470U ngfkg
SL-545-NBZ-5B-0.0-0.5{(RES) 1,2,3,7,8,9-HXCDD 0.790 na/Kg 0.790U) ng/Kg
$1.-545-NBZ-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCOF 0.206 ngikg 0.206U ng/Kg
SL-545-NBZ-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.269 ng/Kg 0.269U ng/Kg
$L-545-NB2-$B-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.878 ng/Kg 0.878L) nglkg
§1L-545-NBZ-SB-0.0-0,5(RES) 2,3,4,6,7.8-HXCDF 0.462 ng/Kg 0.462U ngikg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Method Blank Outlier Report

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PH139 eQAPP Name: CDM_SSFL_140113_Lan

1613B

Method Blank Associated
Sample lD Analysns Date Analyte Result Samples
The fo!.'owmg samples and their listed target analytes were quahf:ed due to contamination reported in this blank
Reported Modified
Sample ID Analyte _ _ Result Final Result
= — = e e e ngIKg
SL-545-NBZ-SB-0.0-0.5(RES) 2,3,7,8-TCDD 0.0707 ng/Kg 0.0707L4 ng/Kg
SL-548-NBZ-5B-0.0-0.5(RES) 1,2,3,4,8,7,8-HPCOD 0.137 ng/Kg 0.137U ng/ikg
SL-548-NBZ-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.109 ng/Kg 0.108U ng/Kg
SL-548-NBZ-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0269 ng/kg 0.0269U ng/Kg
SL-548-NBZ-SB-0.0-0.5(RES) 1,2,3,4,7.8-HxCDD 0.0513 ngiKg 0.0513U ng/Kg
SL-548-NBZ-SB-0.0-0.5(RES) 1,2,3,4,7.8-HXCDF 0.103 ng/Kg 0.103U ng/Kg
SL-548-NBZ-SB-0.0-0.5(RES) 1,2,3,6,7.8-HXCDD 0.0726 ng/iKg 0.0726L) ng/Kg
SL-548-NBZ-88-0,0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.102 ng/Kg 0.102U ng/kg
$L-548-NBZ-SB-0,0-0.5(RES) 1,2,3,7,8,9-HXCOD 0.0822 ng/kg 0.0822U ng/kg
$L-548-NBZ-5B-0.0-0.5(RES) 1,2,3,7,8,9-HXCOF 0.0965 ng/Kg 0.0965U ng/Kg
SL-548-NBZ-5B-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.194 ng/Ky 0.194U ng/Kg
SL-548-NBZ-5B-0.0-0.5{(RES) 1,2,3,7,8-PECDF 0.248 ngiKg 0.248U ng/Kg
SL-548-NB2Z-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0735 ng/Kg 0.0735U ng/Kg
SL-548-NBZ-5B-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.202 ng/Kg 0.202U ng/Kg
S1.-548-NB2-SB-0,0-0.5(RES) 2,3,7,8-TCDD 0.115 ng/Kg 0.115U ng/Kg
5L-548-NBZ-58-0.0-0.5(RES) 2,3,7,8-TCDF 0.123 ng/Kg 0.123U ngiKg
SL-548-NBZ-SB-0,0-0.5(RES) ocoD 0.438 ng/ig 0.438U ng/Kg
SL-548-NBZ-58-0.0-0,5(RES) QOCDF 0.180 ng/kg 0.180U ng/Kg
SL-845-NBZ-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.597 ng/Kg 0.597U ng/Kg
SL-845-NBZ-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCOD 0.589 ng/Kg 0.588L) ng/Kg
SL-45-NBZ-5B-0.0-0.5{RES) 1,2,3,4,7,8-HXCDF 0.660 ng/kg 0.660U ngfig
SL-845-NBZ-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.882 ng/Kg 0.682U ng/Kg
51.-845-NBZ-8B-0.0-0.5(RES) 1.2,3,7.8,9-HXCOD 0.926 ng/Kg 0.928U ngiKg
S1-845-NBZ-SB-0.0-0.5(RES) 1,2,3,7.8,8-HXCDF 0.466 ng/Kg 0.466U ng/Kg
$L-845-NBZ-58-0.0-0.5(RES) 1,2,2,7.8-PECDD 0.688 ng/Kg 0.688U ng/Kg
SL-845-NBZ-SB-0.0-0.5(RES}) 2,3,4,6,7,8-HXCDF 0.727 ng/Kg 0.727U ng/Kg
SL-845-NBZ-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.995 ng/Kg 0.995U ng/Kg
SL-845-NBZ-SB-0.0-0.5(RES) 2,3,7,8-TCDD 0.0848 ng/Kg 0.0848U ng/Kg
6010C
Method Blank L Associated
Sample [a) Analysns Date Analyte Result Samples
YR TR = " TR — e m— - ——— o n T —— R TR TP T YT T ...._.:__E
P34737AB221738 12/16/2013 5:38:00 PM CALCIUM 4.84 mo/Kg SL-511-NBZ-SB-0.0-0.5
MAGNESIUM 2.30 mg/Kg SL-611-NBZ-SB-2.5-3.5
TIN 1.63 mg/Kg 5L-545-NBZ-SB-0.0-0.5
2ING 0.233 mg/Kg S§L-845-NBZ-SB-0.0-0.5

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Method Blank Outlier Report

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PH139 eQAPP Name: CDM_SSFL_140113_Lan

RMethod: 6010C

Matrix: SO

Method Blank Associated
Sample ID ) Analysis Date Analyte Result Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Resuit
FR Qbﬂé.é(ﬁééi' I e I e m————— e "5,25]}'{;}}"{;% — ."J;gij'n;g}i;“'"""“'
§1-511-NBZ-8B-2.5-3.5(RES) TIN 3.68 mg/Kg 3.68U mgfKg
51.-545-NBZ-SB-0.0-0.5(RES) TIN 2.85 mg/Kg 2.85U mgiKg
S1-845-NBZ-SB-0,0-0.5(RES) TIN 2.85 maikg 2,85 moiKg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/20/2014 2:26:05 PM ADR version 1.7.0.207 Page 4 of 4



Field Blank Outlier Report

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PrepPH139 eQAPP Name: COM_SSFL_140113_Lan

Method:  60M0C

510)
Field Blank Associated
Sample ID Collected Date Analyte Result Samples
FB-041613(REAZ/TOT) 41612013 3:15:00 PM MOLYBDENUM 0.0132 mg/L. SL-506-NBZ-$B-0.0-0.5
TIN 0.0029 mg/L. SL-507-NBZ-5B-0.0-0.5

SL-507-NBZ-SB-3.5-4.5
SL-508-NBZ-SB-0.0-0.5
SL-508-NBZ-5B-4.0-5.0
8L-511-NBZ-8B-0.0-0.5
SL-511-NBZ-3B-2.6-3.5
SL-545-NBZ-5B-0.0-0.5
S1.-548-NBZ-$8-0.0-0.5
SL-547-NBZ-5B-0.0-0.5
SL-548-NBZ-SB-0.0-0.5
SL-649-NBZ-SB-0.0-0.5
§L-845-NBZ-SB-0.0-0.5

The following samples and their listed target analytes were gualified due to contamination reported in this blank

Reported Modified
Sample |ID Analyte Result Final Result
SL-51 iiﬁéz-sa-'o.o-'b.s'(éésf . MOLYBDENUM " ‘ ‘ 0396 mg/Kg "~ 0.396U mgKg
S1-511-NBZ-SB-2.5-3.5(RES) MOLYBDENUM 0.630 mg/Kg 0.630U mg/Kg
$1.-545-NBZ-SB-0.0-0,5(RES) MOLYBDENUM 0,928 mg/Kg 0.998U mg/Kg
SL-845-NBZ-SB-0.0-0.5(RES) MOLYBDENUM 0.561 mg/Kg 0.561U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/24/2014 10:15:45 AM ADR version 1.7.0,207 Page 1 of 1



Matrix Spike/Matrix Spike Dublicate Outlier Report

Lab Reporting Batch ID: PH139
EDD Filename: PH139

Methad: 8015M
S0

Laboratory: LL

€QAPP Name: CDM_SSFL_140113_Lan

QC Sample ID
{(Associated

SL.-545-NBZ-SB-0.0-0.5MSD
{SL-545-NBZ-SB-0.0-0.5)

EFH (C12-C14)
EFH (C15-C20)
EFH (C21-Ca0)
EFH (C30-C40)

EFH (C3-C11)

Ms

_%R

23
-219
-386

[49.00-123.00

%R
Limits

49.00-123.00
49.00-123.00
49.00-123.00

49,00-123.00

38 (20.00)
29 (20.00)

Affected

EFH (C12-C14)
EFH (C15-C20)
EFH (C21-C30)
EFH (C30-C40)

Compounds

No Qual,
Diluted Out

Method: 8270D SIM

EFH (C8-C11)

Matrix: SO
QC Sample ID
{Associated MS | MSD %R RPD Affected
. Samples) | _ Compound %R _| %R | Limits | (Limits} Compounds 1 Flag
SL-545-NBZ-SB-0.0-0.5MS BENZO(E)PYRENE 0 - [70.00-130.00 | 200 (30:00) |BENZO(E}PYRENE
SL-545.-NBZ-SB-0.0-0.5MSD  |BIS(2-ETHYLHEXYL)PHTHALAT 0 0 | 39.00-167.00 - BIS(2-ETHYLHEXYL)PHTHALA
{SL-545-NBZ-SB-0.0-0.5) Bulylbenzylphthatate o 0 | 49.00-151,00 - Butylbenzylphthalate No Qual
Diethylphthalate 0 0 | 43.00-145.00 - Diethylphthalate m&e d”g "
Dimethylphthalate 1] 1] 58.00-129.00 - Dimethylphthatate !
Di-n-butylphthalate 0 0 |5200-147.00 - Dl-n-butylphthalate
o 0 -

Method: 6010C

Di-n-octylphthalate

52,00-162.00

Di-n-octylphthalate

Matrix: SO

QC Sample ID

(Associated MS | MSD %R RPD Affected

Samples, Compourld %R %R | Limits (Limits) Compounds

SL-545-NBZ-5B-0.0-0.5MS ALUMINUM 1409 | 1052 {75.00-125.00 - ALUMINUM
(ToT) CALCIUM 252 220 | 75.00-125.00 - CALCIUM
SL-545-NBZ-SB-0.0-0.5MSD  [MAGNESIUM 233 120 | 75.00-125.00 - MAGNESIUM
(rom MANGANESE 141 - ]175.00-125.00 - MANGANESE No Qual, »4x
(SL-511-NBZ-5B-0.0-0.5 TITANIUM 293 271 | 75.00-125.00 - TITANIUM "
5L -511-NBZ-$B-2.5-3.5
SL -545-NBZ-SB-0.0-0.5
SL -845-NBZ-5B-0.0-0.5)
SL-545.NBZ-SB-0.0-0.5MS ANTIMONY 63 62 | 75.00-125.00 - ANTIMONY
(TOT) IRCN 1112 38 | 75.00-125.00 - IRON Jall detects)
SL-545-NBZ-SB-0.0-0.6MSD  |PHOSPHORUS - £6 | 75.00-125.00 - PHOSPHORUS Udiall nond
(Ton (all non-detects)
(SL-511-NBZ-$B-0.0-0.5 Fe P
SL -511-NBZ-SB-2,5-3.5 oy
SL -545-NBZ-SB-0.0-0.5 No Qual, >4x
SL -845-NBZ-58-0,0-0.5)

Method: 6020A

Matrix: SO

QC Sample ID
{Associated
Samples,

SL-545-NBZ-5B-0.0-0.5MSD
(TOT)

(SL-511-NBZ-SB-0.0-0.5
SL-511-NBZ-5B-2.5-3.5
SL -545-NBZ-SB-0.0-0.5
SL -845-NBZ-SB-0.0-0.5)

STRONTIUM

Ms

_____Compound | %R

MSD %R
%R | Limits | (
196 | 75.00-125.00

Affected

- STRONTIUM

Compounds

J(all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

2/20/2014 1:58:34 PM
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Lab Duplicate Outlier Report

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PH139 eQAPP Name: CDM_SSFL_140113_Lan
Method: 9012B . I T
Matrix: SO

QC Sample ID

{Associated Sample
Sample ID) Analyte RP

ST 545-NB2-SB.0008D0P  JovanDE s 200 2000 | noqual
SL-545-NBZ-SB-0.0-0.5 OK by Difference
SL -845-NBZ-SB-0.0-0.5) . y

QC Sample ID
{Associated Sample eQAPP
Sample ID) Analyte

MOLYBDENUM

-545-NBZ-SB-0.0-0.5DUP
(TOT)

SL-511-NBZ-8B-0.0-0.5 No Qual,
SL-511-NBZ-5B-2.5-3.5 OK by Difference
SL -545-NBZ-SB-0.0-0.5
SL -845-NBZ-5B-0.0-0.5)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/20/2014 2:21:14 PM ADR version 1.7.0.207 Page 1 of 1



Lab Control Spike/Lab Conftrol Spike Duplicate Outlier Report
Lab Reporting Batch ID: PH139
EDD Filename: PH139

Method: 8270D

Matrix: SO

SIM

Laboratory: LL
eQAPP Name: CDM_SSFL_140113_Lan

1

Samples,
PALELCSQ260443
{S1.-508-NBZ-5B-0.0-0.5
SL-508-NBZ-S8-4.0-5.0
SL-511-NBZ-S8-0.0-0.5
SL-511-NBZ-5B-2.5-3.5
SL-545-NBZ-SB-0.0-0.5
SL-845-NBZ-SB-0,0-0.,5)

QC Sample ID
{Associated

PYRENE

LCS |LCSD %R

“[PYRENE

Affected
Compounds

J {all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/20/2014 2:03:11 PM

ADR version 1.7.0.207
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PH139 - __eQAPP Name: CDM_SSFL_140113_Lan

e ]

Concentration (%)
eQRAPP
SL-545-NBZ-SB-0.00.5 |SL-845-NBZ-SB-0.0-0.5
Conceniration (ng/Kg)
Sample | eQAPP
Analyte SL-545-NBZ-SB-0.0-0.5 | SL-845-NBZ-SB-0.0-0.5 RPD RPD Flag
1,2,3,4,6.7,8-HPCDD 173 132 27 50.00
1.2,3.4,6.7,8-HPCDF 3.75 426 i3 50.00
1.2.3.4.7.8.9-HPCDF 0.363 0.597 49 50.00
1.2:3,4.7.8-HxCDD 0.441 0.580 20 50.00
1.2.2,4.7 8-HXCDF 0.466 0.660 34 50.00
1.2,3.6.7,8-HXCDD 1.04 110 B 50.00
1,2,3.8,7,8-HXCDF 0.470 0.682 37 50.00
1.2.3.7.8,9-HXCDD 0.790 0.926 16 50.00 . .
1.2,3.7.8-PECDF 0.878 113 25 50.00 | N0 Qualifiers Applied
2.3,4.6.7,8-HXCDF 0.462 0.727 45 50.00
2.3,4.7,8-PECDF 0.889 0.996 11 50.00
2.3,7.8-TCDD 0.0707 0.0848 18 50.00
2.3.7.8-TCDF 0.622 0.487 24 50.00
OCDD 142 106 29 50.00
OCDF 8.97 8.17 9 50.00
1,2,3,7.8,9-HXCDF 0.206 0.466 77 50.00
1.2.3.7.8-PECDD 0.269 0.688 88 50.00 J(all detects}
Method: 6010C - e
Watrix: SO
Concentration (mg/Kg}
SL-545-NBZ-SB-0.0-0.5 | SL-845-NBZ-SB0.00.5 | Sample | eQAPP
Analyte {TOT} (ToT) RPD RPD Flag
ALUMINUM 12100 11800 3 50.00
ARSENIC 3.24 2.90 11 50.00
BARIUM . 715 77.4 8 50.00
BERYLLIUM 0.477 0.466 2 50.00
BORON 479 5.57 15 50.00
CADMIUM 0.447 0.466 4 50.00
CALCIUM 5070 5200 3 50.00
CHROMIUM 16.7 177 & 50.00
COBALT 4.80 462 4 50.00
COPPER 481 4.80 0 50.00
IRON ~ 18500 18000 3 50.00
LEAD 14.8 15.1 2 50.00 . .
LITHIUM 227 22.0 3 s0.00 | 'No Qualifiers Applied
MAGNESIUM 4240 4070 4 50.00
MANGANESE 283 273 4 50.00
NICKEL 107 10.3 4 50.00
PHOSPHORUS 431 372 15 50.00
POTASSIUM 3490 3070 13 50.00
SODIUM 78.3 92.1 16 50.00
TIN 2.85 2.85 ) 50.00
TITANIUM 1010 1010 o 50.00
VANADIUM 31.2 29.6 5 50.00
ZING 57.2 63.6 11 50.00
Zirconium 1.66 200 18 50.00

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
21202014 2;31:03 PM ADR version 1.7.0.207 ' Page 1 of 2



Field Duplicate RPD Report

Lab Reporting Batch 1D: PH139 l.aboratory: LL
CDWM_SSFL_140113_Lan

EDD Filename: PH139 ] o eQAPP Name:

MOLYBDENUM 0.998 0.561

Concentration (mg/Kg)
SL-545-NBZ.SB-0.0-0.5 |SL-845-NBZ-SB-0.0-0.5 Sample | eQAPP
_ Analyte (TOT) {TOM) RPD RPD Flag
SELENIUM 0.203 0.189 7 50.00 '
SILVER 0.201 0.233 15 50.00 . )
STRONTIUM 26.3 29.2 14 s0.00 | No Qualifiers Applied
THALLIUM 0.213 0.204 4 50.00
Method: 7471B ' e .
S0
Concentration {(mg/Kg)
SL-545-NBZ-SB-0.0-0.5 |SL-845-NBZ-SB-0.0-0.5 Sample | eQAPP
Analyte (TOT) {TOT) RPD RPD Flag
MERCURY 0.182 | 0.284 44 §0.00 No Qualifiers Applied

Concentration (mg/Kg)
Sample | eQAPP
Analyte SL-545.NBZ-5B-0.0-0.5 |SL-845-NBZ-SB-0.0-0.5 RPD RFD Flag
EFH (C15-C20) 35 33 6 50.00
EFH {C21-C30) 160 200 29 50.00 No Qualifiers Applied
EFH (C30-C40) 370 460 22 50.00 :
Method: 8270D SIM ' ' D
Matrix: SO
Concentration (ug/Kg}
Sampile | eQAPP
Analyte SL-545.NBZ-5B-0.0-0.5 |SL-845-NB2-88.0.0-0.5 RPD RFPD Flag
BENZO(B)FLUORANTHENE 15 18y 200 50.00
CHRYSENE 20 6.9 97 5000 | | ‘;([f:;’i‘;::?m
NAPHTHALENE 12 18U 200 50.00 ( )

Concentration {pH unit)

Sample eQAPP
Analyte SL-545-NBZ-SB-0.0-0.5 |S5L.-845-NBZ-SB-0.0-0.5 RPD RPD Flag
PH 6.97 | 7.06 1 50.00 | Ne Qualifiers Applied

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

21202014 2:31:03 PM ADR version 1.7.0.207 Page 2 of 2



Reporting Limit Outliers

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PH139 eQAPP Name: CDM_SSFL_140113_Lan

e R T TRy

Method: 1613B

Matrix: SO
Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-508-NBZ-5B-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 0.120 5.51 PQL ng/Ky
1,2,3,4,6,7,8-HPCDF JB 0.119 5.51 PQL ng/Kg
1.2,3,4,7,8,9-HPCDF JB 0.106 5.51 PQL ng/kg
1.2,3,4,7, 8-HxCDD JBQ 0.0429 5.51 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ | 0.0919 5.51 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0747 5.51 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0630 5.51 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0602 5.51 PQL ng/K
1.2,3.7.8.9-HXCDF JBQ | 0.126 5.51 PQL | ngikg | o (@tdetects)
1,2,3,7,8-PECDF JB 0.107 5.51 POL ng/Ky
2,3,4,6,7,8-HXCDF JB 0.0918 5.51 PQL na/Kg
2,3,4,7,8-PECDF JBQ 0.131 5.51 PQL ng/Kyg
2,3,7,8-TCDD JBQ | 0.112 1.10 PQL | ng/Kg
2,3,7,8-TCDF JBQ 0.122 1.10 PQL ng/Kg
OCbhD JB 0.486 11.0 PQL ng/Kg
OCDF JB 0.328 11.0 PQL | ng/Kg
SL-508-NBZ-SB-4.0-5.0 1,2,3,4,6,7,8-HPCDD JBQ 0.186 5.50 PQL ng/Kg
1,2,3,4,6,7, 8-HPCDF JBQ 0.101 5.50 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0765 5.50 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ | 0.0401 5.50 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB | 0.0856 5,50 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0377 5.50 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.114 5.50 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDF JBQ 0.0722 5.50 PQOL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0565 5.50 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0629 5.50 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.107 1.10 PQL ng/Kyg
OCDD JB 1.22 11.0 PQL ng/Kg
OCDF JB 0.322 11.0 PQL | ng/Kg
SL-511-NBZ-3B-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 223 5.01 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.569 5.01 POL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0983 5.01 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0648 5.01 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.165 5.1 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.300 501 PQL ng/Kg
1.2,3,6,7,8-HXCDF JB 0.150 5.01 PQL ng/Kg
1,2,3,7,8,8-HXCDD JBQ 0.263 5M PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.152 5.01 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.0866 5.01 PQL ng/Ky
1,2,3,7,8-PECDF JBQ 0.16¢9 5.01 PQL ngikg
2,3,4,6,7,8-HXCDF JB 0.176 5.01 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.377 5.01 PQL ng/Ky
2,3,7,8-TCDF JBQ 0.325 1.00 PQL ng/Kg
OCDF JBGQ | 0.821 10.0 PQL | ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
21201214 2:27:08 PM ADR version 1.7.0.207 Page 1 of 5



Reporting Limit Outliers

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PH139 eQAPP Name: COM_SSFL_140113_Lan

e m——————r e U S IS EE

Method: 1613B

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-511-NBZ-SB-2.5-3.5 1,2,3,4,6,7, 8-HPCDD JB 0.196 5.07 PQL ng/Kg
1,2,3,4,6,7 8-HPCDF JB 0.105 5.07 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0526 5.07 PQL | ngiKg
1,2,3,4,7, 8-HxCDD JBQ 0.0507 5.07 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.112 5.07 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.114 5.07 PQL ng/Kg
1.2,3,6,7,8-HXCDF JB 0.0967 5.07 PQL ng/kg
1,2,3,7,8,9-HXCDD JB 0.144 5.07 FQL ng/Ki
1.2.3.7.8.9-HXCDF JBa | 0123 5.07 PQL | ngikg | alldetects)
1,2,3,7,8-PECDD JBQ 0.157 5.07 PQOL ng/Kg
1,2,3,7,8-PECDF JB 0.203 5.07 POL ng/Kg
2.3,4,6,7 8-HXCDF JBQ 0.0897 507 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.186 5.07 POL ng/Kg
2,3,7,8-TCDF JBQ 0.147 1.01 PQL ng/Kg
ocDD JB 0.809 10.1 PQL ng/Kg
OCDF JBQ | 0217 10.1 PQL | ng/Kg
SL-545-NBZ-5B-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 3.75 817 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.363 517 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.441 5.17 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.466 517 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 1.04 517 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.470 517 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.790 517 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.206 517 PQL ng/Kg J {all detects)
1,2,3,7,8-PECDD JBa | o0.269 5.17 POL | ng/Kg
1,2,3,7,8-PECDF JB 0.878 5.17 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.462 5.17 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.889 5.17 PQL ng/Kg
2,3,7,8-TCDD JB 0.0707 1.03 PQL ng/Ky
2,3,7,8-TCDF JBQ 0.622 1.03 PQOL ng/Kg
OCDF JB 8.97 103 PQL ng/Kg
SL-548-NBZ-SB-0.0-0.5 1,2,3.4,6,7,8-HPCDD JB 0.137 4.97 PQL ng/kg
1,2,3,4,6,7,8-HPCDF . JB 0.109 4.97 PQL ng/Kg
1.2,3,4,7.8,9-HPCDF JBQ 0.0269 4,97 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0513 4.97 FQL ng/Kg
1.2,3,4,7,8-HXCDF JBQ 0.103 4,97 PQL ngfKg
1,2,3,6,7,8-HXCDD JBQ 0.0726 4,97 PQL ng/g
1,2,3,6,7,8-HXCDF JBQ 0.102 4.97 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0822 4.97 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.0965 497 POL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.194 4.97 POL ng/Kg
1,2,3,7,8-PECDF JB 0.249 4,97 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0735 497 PQOL ng/Kg
2,3,4,7 8-PECDF JBQ 0.202 497 PaL ng/Kkg
2,3,7,8-TCDD JBQ 0.115 0.994 POL ng/Kg
2,3,7,8-TCDF JBQ 0.123 0.994 PQL ng/Kg
oCcDD JB 0.438 0.94 PQL ng/Ky
OCDF JBQ 0.180 9.94 PQL ng/Kg

Project Name and Number; 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PH139 eQAPP Name: CDM_SSFL_140113_Lan

Method: 1613B

Matrix: SO
Lab Reportingl RL

SamplelD Analyte Qual | Result Limit Type | Units Flayg

SL-845-NBZ-SB-0.0-0.5 1,2,3,4,6,7,8-HPCOF JB 4.26 5.27 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.597 5.27 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.589 5.27 POL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ | 0.660 5.27 PQL | ng/ig
1.2,3,6,7,8-HXCDD JB 1.10 5.27 POL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.682 5.27 PQL ng/Ky
1,2,3,7,8,9-HXCDD JB 0.926 8.27 PQL ng/Kg
1,2,3,7,8,8-HXCDF JB 0.466 5.27 PQL ngfikg J (all detects)
1,2,3,7,8-PECDD JBQ 0.688 5.27 POL ng/Kg
1,2,3,7,8-PECDF JB 1.13 5.27 PQL nafiKg
2,3,4,6,7,8-HXCDF JB 0.727 5.27 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.995 5.27 PQL na/Ky
2,3,7,8-TCDD JBQ 0.0848 1.05 PQL ng/Kg
2,3,7.8-TCDF JBQ 0.487 1.05 PQL na/Kg
OCDF JB 8.17 10.5 POL | ng/Kg

Method: 6010C

Matrix: S0
Lab Reporting; RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-511-NBZ-SB-0.0-0.5 _ |BERYLLIUM J 0.950 1.04 PQL | mgiKg

CADMIUM J 0.489 1.04 PQL | mgiKg

MOLYBDENUM J 0.396 2.09 POL | mg/Kg

SODIUM J 99.6 104 PQL |mgiKg|  (@lldetects)

TIN J 3.49 10.4 PQL | mg/Kg

Zirconium J 2,33 522 PQL | mgikg
SL-511-NBZ-SB-2535 _ |CADMIUM J 0.354 1.02 PaL | mgiKg

MOLYBDENUM J 0.630 2.05 PQL | mgiKg

TIN J 3.68 10.2 PQL |mgig|  (alldetects)

Zirconium J 1.34 5.12 PQL | mg/Kg
SL-545-NBZ-SB-0.0-05  |ARSENIC J 3.24 424 PQL | mgiKg

BERYLLIUM J 0.477 1.06 PaL | mgiKg

BORON J 479 10.6 PQL | mgKg

CADMIUM J 0.447 1.06 POL | mgiKg

MOLYBDENUM J 0.998 2.12 PQL |mgikg|  (all detects)

SODIUM J 78.3 106 PQL | mgiKg

TIN J 2.85 10.6 PQL | mgiKg

Zirconium J 1.66 5.30 PQL | mg/Kg
SL-846.NBZ-SB-0.0-05 _ |ARSENIC J 2.90 4.15 PaL | mgiKg

BERYLLIUM J 0.466 1.04 PQL | marKg

BORON J 5.57 10.4 POL | mg/Kg

CADMIUM J 0.466 1,04 POL | mg/Kg

MOLYBDENUM J 0.561 2.08 PQL |mgiKg| (@il detects)

SODIUM J 2.1 104 PQL | mgiKg

TIN J 2.85 10.4 POL | mgiKg

Zirconium J 2.00 5.19 PQL | mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PH139 eQAPP Name: COM_SSFL_140113_Lan
Method: 6020A
Matrix: SO

Lab Reporting)l RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
IR
A
Do ol | R [t s
SLHSNBZSE 0005 ISEL e IR

Method: 7471B

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Filag
SL-511-NBZ-SB-25-35  [MERCURY | o | o010 | 00171 | PaL |mgig| Jalldetects)
Method: 8015M ' e i ' . N
Matrix: 80
Lab Reporting| RL

SampleiD Analyte Qual | Result Limit Type | Units Flag
SL-506-NBZ-SB-0.0-0.5 EFH (C21-C30) J 43 5.2 PQL | mg/Kg J (all detects)
SL-507-NBZ-3B-3.5-4.5 EFH (C21-C30) J 33 5.3 PQL mgfKg

EFH (C30-C40) J 8.3 11 PQL | mg/Kg J {all detects)

GASOLINE RANGE ORGANICS (C5-C12) J 0.6 1.0 PQL mg/Kg
SL-508-NBZ-SB-0.0-0.5 EFH (C21-C30) J 3.2 5.5 PQL mg/Kyg

EFH (C30-C40) J 7.9 1 PaL |mgiKg| Y (@lidetects)
SL-508-NBZ-SB-4.0-5.0 EFH (C21-C30) J 32 5.5 PQL mg/Kg

EFH (C30-C40) J 8.2 11 PQL |mgikg| J(@lldetects)
SL-511-NBZ-SB-2.5-3.5 EFH (C21-C30) J 3.5 5.3 PQL mg/Kg

EFH (C30-C40) J 8.9 1 PQL . | mg/Kg J (all detects)

GASOLINE RANGE QRGANICS (C5-C12) J 0.3 1.1 PQL | mg/Kg
SL-546-NBZ-SB-0.0-0.5 EFH (C15-C20) J 11 26 PQL | mglKg J (all detects}
SL-547-NBZ-5B-0.0-0.5 EFH (C15-C20) J 10 1 PQL | mg/Kg J (aII detects)

Method: 80818

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Resuit Limit Type | Units Flag
SL-507-NBZ-SB-0.0-0.5 4,4'-DDE J 0.63 1.8 POL ug/Kg
4,.4-DDT J 0.43 18 PQL |uglkg | ! (@ldetects)

Project Name and Number: 1204-002-001-AL - SSFI. Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH139 Laboratory: LL
EDD Filename: PH139 eQAPP Name: CDM_SSFL_140113_Lan

e L LS i

Method: 8270D SIM

Matrix: SO
Lab Reporting)l RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-508-NBZ-SB-0.0-0.5 BIS(2-ETHYLHEXYL)PHTHALATE J 7.6 20 PQL | ug/Kg J(all detests)
PHENANTHRENE J 1.2 1.8 PQL | ug/Kg
5L-508-NBZ-5B4.0-5.0 CHRYSENE J 048 | 1.9 PQL | ug/Kg J (all detects)
SL-511-NBZ-8B-0.0-0.5 1-METHYLNAPHTHALENE J 1.1 1.7 PQL | ug/Kg
BENZO(K)FLUCRANTHENE J 0.71 17 PQL | ug/Kg
FLUORANTHENE J 1.4 1.7 PQL | ug/Kg J (all detects)
INDENO(1,2,3-CD)PYRENE J 0.70 17 PQL | ug/Ky
PHENANTHRENE J 1.4 17 PQL | ug/Kg
PYRENE J 1.4 1.7 PQL | ug/Kg
SL-545-NBZ-SB-0.0-0.5 BENZO{B)FLUORANTHENE J 15 18 PQL | ug/iKg J (all detects)
NAPHTHALENE J 12 18 POL | ug/Kg
SL-845-NBZ-5B-0.0-0.5 CHRYSENE J 6.9 18 PQL | ug/Kg J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Enclosure Il

EPA Level IV Data Validation Reports



LDC Reporti# 31224B2b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
December 4, 2013

February 11, 2014

Soil

Semivolatiles

Level IV

Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH139

Sample Identification

SL-508-NBZ-SB-0.0-0.5
SL-508-NBZ-SB-4.0-5.0
SL-545-NBZ-SB-0.0-0.5
SL-845-NBZ-SB-0.0-0.5
SL-511-NBZ-SB-0.0-0.5
SL-511-NBZ-SB-2.5-3.5
SL-545-NBZ-SB-0.0-0.5MS
SL-545-NBZ-SB-0.0-0.5MSD

VALOGINYCDMSSFLINBZ131224B28_CD4.00C



Infroduction
This data review covers 8 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8270D using
Selected lon Monitoring (SIM) for Semivolatiles.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGINCDIMASSFLINBZY31224B28_CD4.00C 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

ll. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals. All ion abundance
requirements were met.

llL. Initial Calibration
Initial calibration was performed using required standard.

Percent relative standard deviations (%RSD} were less than or equal to 30.0% for all
compounds.

Average relative response factors (RRF) for all compounds were within method and
validation criteria.

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

Percent differences (%D) between the initial calibration RRF and the continuing
calibration RRF were within the method criteria of less than or equal to 20.0% for

calibration check compounds (CCCs) and 25.0% for all other compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 25.0% for all compounds.

All of the continuing calibration relative response factors (RRF) were within method and
validation criteria.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No semivolatile
contaminants were found in the method.

Samples EB1-120513, EB2-120513, and EB3-120513 (all from SDG PH140) were
identified as equipment blanks. No semivolatile contaminants were found with the
following exceptions:
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Sampling Associated
Blank ID Date Compound Concentration Samples

EB1-120513 12/5/13 Di-n-butylphthalate 0.21 ugiL SL-508-NBZ-SB-0.0-0.5
Diethylphthalate 0.50 ug/L SL-508-NBZ-$B-4.0-5.0
Bis(2-ethylhexyl)phthalate 0.11 ugiL

EB2-120513 12/5/13 Di-n-butylphthalate 0.20 ugiL SL-511-NBZ-SB-0.0-0.5
Diethylphthalate 0.50 ug/L SL-511-NBZ-SB-2.5-3.5
Bis(2-ethylhexyl)phthalate 0.085 ug/L

EB3-120513 12/513 Di-n-butylphthalate 0.20 ugil. SL-545-NBZ-SB-0.0-0.5
Diethylphthalate 0.51 ugiL SL-845-NBZ-SB-0.0-0.5
Bis(2-ethylhexyl)phthalate 0.063 ug/L

Sample FB-041613 (from SDG PH032) was identified as a field blank. No semivolatile
contaminants were found with the following exceptions:

Sampling Associated
Blank 1D Date Compound Concentration Samples
FB-041613 4/16/13 Di-n-butylphthalate 0.11 ugiL All samples in SDG PH139
Bis{2-ethylhexyl)phthalate 0.25 uglL,
2-Methylnaphthalene . 0.012 ug/L

Sample concentrations were compared to concentrations detected in the method
blanks. The sample concentrations were either not detected or were significantly greater
(>10X for common contaminants, >5X for other contaminants) than the concentrations
found in the associated method blanks.,

VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were not within QC limits. Since the samples were diluted out, no data were qualified.

VIl Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits with the following exceptions:

Associated
LCSID Compound %R {Limits) Samples Flag AorP
344 ELCS Pyrene 115 (79-112) All samples in SDG PH139 J (all detects) P

VLOGINWCDMASSFLINBZ\31224B2B_CD4.D0OC 4



IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Internal Standards

All internal standard areas and retention times were within QC limits.
Xl. Target Compound ldentifications

All target compound identifications were within validation criteria.
Xll. Compound Quantitation

All compound quantitation were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH139 All compounds reported below the RL. J (all detects) A

XII. Tentatively Identified Compounds (TICs)

Tentatively identified compounds were not reported by the [aboratory.

XIV. System Performance

The system performance was acceptable.

XV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XVI. Field Duplicates

Samples SL-545-NBZ-SB-0.0-0.5 and S1.-845-NBZ-SB-0.0-0.5 were identified as field

duplicates. No semivolatiles were detected in any of the samples with the following
exceptions:

Concentration (ug/Kg)
RPD
Compound SL-545-NBZ-5B-0.0-0.5 S1-845-NBZ-8B-0.0-0.5 {Limits) Flag AorP
Benzo(h)fluoranthene 15 18U 200 (=50) J (all detects) A
UJ {all non-detects)
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Concentration {ug/Kg)

UJ {all non-detects)

RPD
Compound SL-545-NBZ-$B-0.0-0.5 SL-845-NBZ-8B-0.0-0.5 {Limits) Flag AorP
Chrysene 20 6.9 97 (s50) J (all detects) A
Naphthalene 12 18U 200 (=50) J (all detects) A
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Santa Susana Field Laboratory
Semivolatiles - Data Qualification Summary - SDG PH139

SDG Sample Compound Flag AorP Reason {Code)

PH139 SL-508-NBZ-3B-0.0-0.5 Pyrene J (all detects) P Laboratory control
SL-508-NBZ-SB-4.0-5.0 samplas (%R)(L)
SL-545-NBZ-5B-0.0-0.5
51-845-NBZ-5B-0.0-0.5
SL-511-NBZ-SB-0.0-0.5
SL-511-NBZ-SB-2.5-3.5

PH139 SL-508-NBZ-S$B-0.0-0.5 All compounds reported below | J (all detects) A Compound quantitation
SL-508-NBZ-5B-4.0-5.0 the RL. (74}
SL-545-NBZ-SB-0.0-0.5
5L-845-NBZ-5B-0.0-0.5
8L-511-NB2-5B-0.0-0.5
SL-511-NBZ-5B-2,5-3.5

PH138 8L-545-NBZ-5B-0.0-0.5 Benzo(b)fluoranthene J (all detects) A Field duplicates (RPD)
SL-845-NBZ-$B-0.0-0.5 UJ (all non-detects) (FD)

Naphthalene J (all detects)
UJ (all non-detects)

PH139 SL-545-NBZ-SB-0.0-0.5 Chrysene J (all detects) A Field duplicates (RPD)

SL-845-NBZ-SB-0.0-0.5 (FD})

Santa Susana Field Laboratory
Semivolatiles - Laboratory Blank Data Qualification Summary - SDG PH139

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Semivolatiles - Field Blank Data Qualification Summary - SDG PH139

VALCGINICDMYSSFLINBZY31224B2B_CD4.DOC
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LDC #__ 31224B2b VALIDATION COMPLETENESS WORKSHEET Date: 2[ é { I+

SDG #.__ PH139 Level IV Page:_(of )
Laboratory:_Eurofins Lancaster Laboratories Reviewer._ {&
D 2nd Reviewer__ < _
METHOD: GC/MS Pslyruslear-Arcmatic Hydrocarbons (EPA SW 846 Method 82702Z-SIM)
Svoc s

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I.__| Technical holding times A Sampling dates: }2 / e !/ 13
1. | GC/MS Instrument performance check n‘
111, _| Initial calibration A LSO <3479,
IV. | Continuing calibration/ICV b WV eV L2560
v. |Blanks iy
V1. | Surrogate spikes }3—
VI | Matrix spike/Matrix spike duplicates 6!4.)
VI, 1 Laboratory control samples SLA L (:5
IX. |} Regional Quality Assurance and Quality Control N
X. Internal standards A—
XI. | Target compound identification A
XIl._ | Compound quantitation/RL/LOQ/LODs A~
Xlil, | Tentatively identified compounds (TICs) 1/\]
XIV. | System performance A—
XV. | Overall assessment of data A—
XVI. | Field duplicates QY Fp= 24+ 4
XVII. | Field blanks SW | EB EBI-IRESTE EBa= EB2-R 6813
Note: A i Acceptat?le ] ND_ = No compounds detecte?d - EQS% =':Eiig lcate‘(3 A s Slpﬁ’r,_;% oeH
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blankFB = I3 -9 d,l-jé, 2
Validated Samples:  $'o1 ] (SPer pu-3 2")
+ -—
1| 5L-508-NBZ-5B-0.0-0.5 11 21 31 |(WBLk L39Y
; SL-508-NBZ-SB-4.0-5.0 12 22 32
g SL-545-NBZ-5B-0.0-0.5 13 23 33
i- 5L-845-NBZ-5B-0.0-0.5 14 24 34
g SL-511-NBZ-5B-0.0-0.5 15 25 35
g SL-511-NBZ-SB-2.5-3.5 16 26 36
7 | SL-545-NBZ-5B-0.0-0.5M5 17 27 37
8 | SL-545-NBZ-SB-0.0-0.5MSD | 18 28 38
9 19 28 39
10 20 30 40

31224B2bW.wpd



Loc#_ 21224820 VALIDATION FINDINGS CHECKLIST Page:_{ of
Reviewer:

2nd Reviewer:__SAA

Method: Semivolatiles (EPA SW 846 Method 8270D)

Validation Area Yes [ No | NA Findings/Comments

I Technical holdinig tines -

N

All technical holding times were met.

Cooler temperature criteria was met.

Il. GC/MS Instrunient performance check "~

Were the DFTPP performance results reviewed and found to be within the specified
criteria?

A Y\

Were all samples analyzed within the 12 hour clock criteria?

113, Initial ‘calibration ™

\

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) and relative response factors |
{RRF) within method criteria for all CCCs and SPCCs?

Was a curve fit used for evaluation? -~

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907

Were all pereent relative standard deviations (%RSD) < 30% and relative response Py
factors (RRF) > 0.057

IV..Gontinuinig-calibration

Was a continuing calibration standard analyzed at least once every 12 hours for
each instrument?

method criteria for all CCCs and SPCCs?

e
Were all percent differences (%D) and relative response factors {RRF) within -~
/

Were all percent differences (%D) < 25% and relative response factors (RRF) >
0.057

W, 'Blanks

Was a method blank associated with every sample in this SDG? -~
-

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks T
validation completeness worksheet.

V1. Surrogate. spikes

Were all surrogate %R within QC limits?

If 2 or more base neutral or acid surrogates were outside QC limits, was a Ve
reanalysis performed to confirm %R?

If any %R was less than 10 percent, was a reanalysis performed to confirm %R? /

VII. Mattrix spike/Matrix spike duplicates

Were a matrix spike {MS) and matrix spike duplicate (MSD) analyzed for each

matrix in this SDG? If no, indicate which matrix does not have an associated Ve 8
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix? -
Were the MS/MSD percent recoveries (%R) and the relative percent differences /

(RPD) within the QC limits?

VI, Laborstory control samples

Was an LCS anzlyzed for this SDG?

Level IV checklist_8270C_NFG.wpd version 2.0



Lpc# & N8l VALIDATION FINDINGS CHECKLIST Page._Zof ‘%
Reviewer:
2nd Reviewer;

Validation Area Yes | No | NA Findings/Comments

Was an LCS analyzed per extraction batch?

LI
\

Were the LCS percent recoveries (%R} and relative percent difference (RPD) within
the QC limits?

IX...ﬁRe_gk]onal;Quality ASSU?énbe'éndiQUéiity:éb‘n rol.

Were performance evaluation (PE} samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

iitenal Standards

Were internal standard area counts within -50% or +100% of the associated
calibration standard?

1
Were retention times within + 30 seconds from the associated calibration standard? -~ _

Were relative retention times (RRT's) within + 0.06 RRT units of the standard?

/
Did compound spectra meet specified EPA "Functional Guidelines” criteria? -

Were chromatogram peaks verified and accounted for?

Compolnd qliantitation/RL

Were the correct internal standard {1S), quantitation ion and relative response factor
(RRF) used to quantitate the compound? -~

Were compound quantitation and RLs adjusted to reflect all sample dilutions and o
dry weight factors applicable to level IV validation?

XIll, Tentatively identified compounds

Were the major fons (> 10 percent relative intensity) in the reference spactrum

evaluated in sample spectrum? e
Were relative intensities of the major ions within + 209 between the sample and the v
reference spectra?

Did the raw data indicate that the laboratory performed a library search for all /

reguired peaks in the chromatograms (samples and blanks)?

XIv SyS’_tert_i berfgjrhiaht;e‘ R

System performance was found to be acceptable.

XV. Overall'assessment of da

Overall assessment of data was found to be acceptable. /

XVI. Fisld duplicates

Field duplicate pairs were identified in this SDG,

Target compounds were detected in the field duplicates. /

XVIl, Field blanks

Field blanks were identified in this SDG.

Target compounds werg detected in the field blanks. /

Level IV checklist_8270C_NFG,wpd version 2.0



METHOD: GC/MS SVOA

VALIDATION FINDINGS WORKSHEET

A. Phenol

T. 4-Chloroaniline

MW, 4-Chiorophenyl-phenyl ether

FFF. Di-n-octylphthalate

YYY, 2,3,5-Trimethylnaphthalens

B. 8is (2-chioroethyl) ether

U. Hexachlorobutadiene

NN. Fluorene

GGG, Benzo(b)fluoranthene

ZZZ. Perylene

C. 2-Chlorophenct

V. 4-Chloro-3-methylphenot

00. 4-Nitroaniline

HHH. Benzo(k}fluoranthene

AAAA Dibenzothiophene

D. 1,3-Dichlcrobenzene

W. 2-Methylnaphthalene

PP. 4,6-Dinitro-2-methylphenol

iIl. Benzo(a)pyrene

BBBB. Benzo(a)flucranthene

E. 1,4-Dichlorobenzene

X. Hexachlorocyclopentadiene

QQ. N-Nitrosodiphenylamine

JJdJ, Indenc(1,2,3-cd)pyrene

CCCC. Benzo{b)fluorene

F. 1,2-Dichlorobenzene

Y. 2,4,6-Trichlorophenol

RR. 4-Bromophenyl-phenylether

KKK. Dibenz{a,h)anthracene

DDDD. cisftrans-Decalin

G. 2-Methylphenol

Z. 2,4,5-Trichlorophenol

S8. Hexachlorobenzene

LLi.. Benzo(g,h,i)perylene

EEEE. Biphenyl

H. 2,2-Oxyhis{1-chloropropane)

AA. 2-Chloronaphthalene

TT. Pentachlorophenol

MMM. Bis(2-Chlcroisopropyl)ether

FFFF. Retene

1. 4-Methylphenol

BB. 2-Nitrozniline

UU. Phenanthrene

NNN. Aniline

GGGG. C30-Hopane

J. N-Nitroso-di-n-propylamine

CC. Dimethylphthalate

VV, Anthraceng

000. N-Nitrosodimethylamine

HHHH. 1-Methylphenanthrene

K. Hexachloroethane

DD. Acenaphthylene

WW. Carbazole

PPP. Benzoic Acid

Itll. 1,4-Dioxane

L. Nitrobenzene

EE. 2,6-Dinitrofoluene

XX. Di-n-butylphthalate

QQQ. Benzyl alcohol

JJJJ. Acetophenone

M. Isopherone

FF. 3-Nitroaniling

YY. Flugranthene

RRR. Pyridine

KKKK. Atrazine

N. 2-Nitrophenol

GG. Acenaphthene

ZZ. Pyrene

588, Benzidine

LLLL. Benzaldehyde

0. 2,4-Dimethylphenol

HH. 2,4-Dinitrophenol

AAA, Butylbenzylphthalate

TTT. 1-Methylnaphthalene

MMMM. Caprolactam

P. Bis(2-chloroathoxy)methane I. 4-Nitrophenol BBB. 3,3-Dichlorcbenzidine UUU.Benzo{b}thiophene NNNN.
Q. 2,4-Dichlorophenc! JJ. Dibenzofuran CCC. Benzo(a)anthraceng V'V, Benzonaphthothiophene Q00CO0.
R, 1,2,4-Trichlorabenzene KK. 2,4-Dinitrotoluene DOD. Chrysene WIWW.Benzo(e)pyrene PPPP,

S. Naphthzlene LL, Diethylphthalate EEE. Bis{2-ethylhexyl)phthalate XXX. 2,6-Dimethylnaphthalene QQaQ.

V:\Walidation Worksheets\_Semivolatiles\8270D\COMPNDL_SVOA wpd



Loc# 31224825

ETHOD: GC/MS BNA (EPA SW 846 Method 8270D)
%5 N N/A Were field blanks identified in this SDG?
N N/A Were farget compounds detected in the field blanks?
Blank units: %ll— Associated sample units:

Sampling date: /6

Field blank type: {circle onef Field Blank.? Rinsate / Other:

VALIDATION FINDINGS WORKSHEET

Page:__/_ofi_
Field Blanks

Reviewer. DA

2nd Reviewer:_?_'\q_
Fé= FB- 041t 15 (spe# PHO32D

(A F

Compound

A

Associated Samples:

Blank 1D Sample Identification
F& | sejiy | —+ |
XX ol | I 1
EEE -85 | 1225 Jbtrod]
J O0.01Z | p-ob ’

Sampling date:

Blank units: /‘_"g e Associated sample units: _A%_]%«
l&ls il3

Field blank type: (circle one) Field Blank / Rinsate / Gthery  E8

EB /= E&|-126S(3 (SPC@ phiIR) Cede ' F

Associated Samples: [—2 ( ND4 TSR )
| nd Blank ID Sample Identification
o . B | s
X X, 0-) | 2.
LL 0.Go €.0
e O -1 |

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:

Commoen contaminants such as the phthalates and TICs noted above that were detected in samples within ten times the associated field blank concentration were qualified as not detected, "U". Other

contaminants within five times the field blank concentration were also qualified as not detected, "U",

FBLKASC2.25D



LDC # 3[ 224 62.1:

N N/A
Y| N_N/A
Blank units:

VALIDATION FINDINGS WORKSHEET

THOD: GC/MS BNA (EPA SW 846 Method 8270D)
Were field blanks identified in this SDG?
Were target compounds detected in the field blanks?

_i%'_}:‘ Associated sample units: Jgg_[_]?
Sampling date: ¢ |2 ZS] 1%
Field blank type: (circle one) Field Blank / Rinsate 4Other > D Associated Samples: 5 g % 5;

Compound

Blank ID

Page:_2.of %
Reviewer: BK
2nd Reviewer: S

E B2~ 20813 ¢ SDCah 1 )
AP ot F

Field Blanks

BBz =

Sample Identification

ER~ 10 A |
X X 0.2 2.0
LL .50 -0
Efr O-045 | 0.95

Blank units: 4%{ L Associated sample units:

Field blank type: (circ[e‘ on‘e) Field Blank / Rinsate zthgﬁ_ﬂ

Sampling date: !

E6> = E83~/20S 2 (5064 FHIY)
Co  F
g-4 (AD>

Associated Samples:

Compound

Blank 1D

Sample Identification

€5 3 PR |
O -2 1.0

0.5} 5 -
D.86% | 453

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Common contaminants such as the phthalates and TICs noted above that were detected in samples within ten times the assaciated field blank concentration were qualified as not detected, "U". Other
contaminants within five times the field blank concentration were also qualified as not detected, "U".

FBLKASC2.28D



Loc#_2172482) VALIDATION FINDINGS WORKSHEET Page: { of |
Matrix Spike/Matrix Spike Duplicates Reviewer: £ K

2nd Reviewer: _SA1.,
METHOD: GC/MS BNA (EPA SW 846 Method 8270D)
lease see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
EE) N N/A Were a matrix spike (MS} and matrix spike duplicate (MSD) analyzed for each matrix in this SDG? If no, indicate which matrix does not have an associated
- MS/MSD. Scil f Water.
N N/A Was a MS/IMSD analyzed every 20 samples of each matrix?
Y /M N/A Were the MS/MSD percent recoveries (%R) and the relative percent differences (RPD} within the QC limits?

Al

MS MSD (e = 6\
i Date MS/MSD ID Compound %R {Limits) %R (Limits) RPD (Limits) Associated Samples Qualifications
18 e ) OlotReechhion pbnffo &}k?m Were 3 Mo gl .
Le / O A Q,((ch.Q—Qp Ol dearia - 0”—‘7 S X
x| (
J
EEE | |
FFE_1 |
Wih |
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LDC #_5/ 22482} VALIDATION FINDINGS WORKSHEET Page: _{ of [
Laboratory Control Samples (LCS) Reviewer: 8 ¥
2nd Reviewer: _Sq
METHOD: GC/MS BNA (EPA SW 846 Method 8270D)
ease see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
Was a LL.CS required?
Were the LCS/LCSD percent recoveries (%R) and the relative percent differences (RPD) within the QC limits?
LCS LESD (e @ L
# Date LCS/LCSD ID Compound %R (Limits) %R (Limits) RPD {Limits) Associated Samples Qualifications
3a4lEles | 22 | IS F4-l12 Al JduT [P

(
{
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)
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LDC #_3 120,462 VALIDATION FINDINGS WORKSHEET Page: { of |
Field Duplicates Reviewer: R
2nd reviewer:__ ¢

METHOD: GC/MS BNA (EPA SW 846 Method 8270)

Were field duplicate pairs identified in this SDG?
Were target compounds identified in the field duplicate pairs?

rnnm%b RPD Qualification
Compound 2 L)L 5—0
GGG 1S 13 00 Jis Ip
PDp 20 e-9 9F v dta
S [z L3 oD TJIUT )
Concantration { ) RPD Qualification
Compound
Concontration f 1 RPD Qualification
Compound
Conceniration { \ RPD Qualification
Compound

FLOUP4.25



LDC #: 3122482b VALIDATION FINDINGS WORKSHEET Page: | of {
Initial Calibration Calculation Verification Reviewer BR

2" Reviewer S_" ~

METHOD: GC/MS SVOA (EPA SW 846 Method 8270DSIM)

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation {%RSD) were recalculated for the compounds identified
below using the following calculations:

RRF = {(AJ(CH(AisHC) A, = Area of Compound A;; = Area of associated internal standard
average RRF = sum of the RRFs/number of standards C, = Concentration of compound, C;s = Concentration of internal standard
%RS0D = 100 * (S/X) S= Standard deviation of the RRFs, X = Mean of the RRFs
Reported Recalculated Reported Recalculated Reported Recalculated
Standard 1D Calibration RRF RRF Average RRF | Average RRF %RSD %RSD
# Date Compound (IS) {1 std) (1 std} ([nitial) (Initial}
! HP10376 12/3/2013 N Nitrosodimethylamine  (1S1) 1.188 1.188 1.169 1.169 3 3
Naphthalene {1S2) 1.027 1.027 1.024 1.025 2 2
Fluorene (1S3} 1.265 1.265 1.2589 1.258 2 2
Anthracene {154) 1.080 1.080 1.080 1.080 4 4
Chrysene {IS5) 1.113 1.113 1.100 1.100 1 1
Benzo{a)pyrene (158) 1.129 1.129 1.106 1.106 3 3

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.



VALIDATION FINDINGS WORSHEET
Continuing Calibration Results Verification

LDC# 31224B2b Page: | of |

Reviewer: BR

2nd Reviewer: 25

METHOD: GC/MS SVOA (EPA SW 846 Method 8270DSiM)
The percent difference (%D) of the initial calibration average Relative Response Factars (RRFs) and the continuing calibration RRFs were recalculated
for the compounds identified below using the following calculation:

Where;
% Difference = 100 * {ave. RRF - RRF)/ave. RRF ave. RRF = initial calibration average RRF

RRF = (Ax)(Cis)/(Ais}(Cx)

Cx = Concentration of compound
Ais = Area of assaciated internal standard
Cis = Concentration of internal standard

RRF = continuing calibration RRF
Ax = Area of compound

Calibration Average RRF Reported Recalculated Reported Recalculated
# Standard ID Date Compound  (IS) (Initial RRF) (CC RRF}) (CC RRF) %D %D
1 L0671 12/24/13  [N-Nitrosodimethylamine  {IS1) 1.169 1.209 1.209 3 3
Naphthalene (1S2) 1.024 1.031 1.031 1 1
Fluorene (183) 1.259 1.257 1.257 0 0
Anthracene (154) 1.080 1.067 1.067 1 1
Chrysene {1S5) 1.100 1.187 1.187 8 8
Benzo(a)pyrene (IS6) 1.106 1.182 1.182 7 7

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.




Surrogate Results Verification

METHOD: GC/MS Semivolatiles (EPA SW 848 Method 8270D)

Reviewer:

2nd reviewer__<aa

The percent recoveries (%R} of surrogates were recalculated for the compounds identified below using the following calculafion:

BR

% Recovery: SF/SS * 100 Where: SF = Surrogate Found
S8 = Surrogate Spiked
Sample ID: l
Pearcent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
AP 1 . 5(s 87 £ D
™ Rem#n(a )?yv‘cm.-,i‘ b2 | 0.% 19 §7 SF Q
. F]
Terersers | Y ey iy hihalea Al [-05% [T lox d
Phenal-ds -
2-Fluorophenct
2,4,6-Tribremophenol
2-Chlarophenol-d4
{_1.2-Dichlorebenzene-d4
Sample ID: _
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5
2-Fluorobiphenyl
Terphenyl-d14
Phenol-d5
2-Flucrophenol
2,4,6-Tribremophenol
2-Chlorophenol-d4
1,2-Dichlorobenzene-d4
Sample 1D:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference

Nitrobenzene-d5

2-Fluorobiphenyl

Terphenyl-d14

Phenol-d5

2-Fluorophenol

2,4 6-Tribromophenal

2-Chlorophenol-d4

1,2-Dichlorobenzene-d4

SURRCALC.28D




LDC #: 282 VALIDATION FINDINGS WORKSHEET Page;_ lof
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer;_ BR
2nd Reviewer:_ $-T-

METHOD: GC/MS BNA (EPA SW 846 Method 8270D)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified beic
using the following calculation:

% Recovery = 100 * (S5C - SC)/SA Where; S3C = Spiked sample concentration SC = Sample concentation
SA = Spike added
RPD = | MSC - MSC | * 2/(MSC + MSDC) MSC = Matrix spike cencentration MSDC = Matrix spike duglicate concentration
MS/MSD samples: ?’_’ Z
Spike Sample Spiked Sample Matrix Snike " Mafrix Spike Duplicate _BIS/MSD
Ad(red Concentration Concentr7tion ‘
Compgunc{ & (M léy ) { % ( 2 Percent Recovery Percent Recovery RPD
e NS i MSD — MS Dr MsD__|l Reported | Recale Renartad Recale Reparfed | Recalculater
Phenol
N-Nitroso-di-n-prepylamine
4-Chloro-3-methylphenol .
Acenaphthene 33.33 | 33.35 O 020’ gk 3D .9 % Q,O 13 13 3 31‘7"
Pentachlcrophenol
.33.33 | 23.33 0 3535 | 314t| 1ok | wt | NB | 13 /1 /

' Comments: Referto Matrix Spike/Matrix Spike Duplicates findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0"
of the recalculated resuits.

MSDCLC.25D



LDC# S V243 2 VALIDATION FINDINGS WORKSHEET Page:_/of_
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer:_ BR
: 2nd Reviewer:

METHOD: GC/MS BNA (EPA SW 846 Method 8270D)

The percent recoveries (%R) and Relative Percent Difference {RPD) of the laboratory control sample and laboratery control sample duplicate were recalculated for it
compounds identified below using the following calculation:

% Recovery = 100 * (SC/SA Where: SSC = Spike concentration
SA = Spike added

RPD =|LCSC-LCSDC | * 2/(LCSC + LCSDC) LCSC = Laboratory control sample concentration LCSDC = Laboratory contrel sample duplicate concentration

LCS/LCSD samples: 344 LELES

Spike Spike 1S " .CcsD " LCSHCSD
Added Concentration
Compound { p‘/}j}g( ) { %TH/ Percent Recovery Percent Recovery RPD
LCS Vl i | CSD LS Uli:‘;n ” _Reported Recalc Reparted Recale Il _Reported. | Recalculater

Phenol
N-Nitroso-di-n-propylamine
4-Chloro-3-methylphenol
Acenaphthene 33 .3 L) — 3 2-97 —_— 99 Q‘T - - _ —
Pentachlorophenol
Pyrene 32331 — 133.34 | -— (L5 /s — |- — —

Comments: Refer to Laboratory Control Sample/Laboraiory Control Sample Duplicates findings worksheet for list of qualifications and associated samples whern reparte
results do not agree within 10.0% of the recalculated results.

LCSCLC.28D



LDC #_31224/2L

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

Page:_Lof }

Reviewer. BR

METHOD: GC/MS BNA (EPA SW 846 Method 8270D)

N_N/A
N _N/A

Concentration = {AJ(IVHDEN2.0)
{AJRREYV )V} (%S)

2nd reviewer,_ @Y\

Were all reported results recalculated and verified for all level IV samples?
Woere all recalculated results for detected target compounds agree within 10.0% of the reported results?

0.9%
PPV - _
55 by

Example:

A, = Area of the characteristic ion {EICP) for the Sample 1.D. .,2 D Dp : L 7

compound to be measured
A, = Area of the characteristic ion (EICP} for the specific

internal standard
b = Amount of internal standard added in nanograms (ng) Cone. ={ 2 :"8 ( i [ N AL X X )

( , OH) D )¢ D i )

\'A = Volume or weight of sample extract in milliliters (ml) or «.ZQS&){E : ' 3 0. 6]

grams (g},
v, = Volume of extract injected in microliters (ul) = O . 4 ?— S’ C?‘ﬁg 3_5 é i&’
V, = Volume of the concentrated extract in microliters (ul)
Df = Dilution Factor. )
%S = Percent solids, applicable to soil and solid matrices

only.
2.0 = Factor of 2 to account for GPC cleanup

Reported Calculated
Concentration Concentration
# Sample ID Compound ( ) ( ) Qualification

RECALC.25D



LDC Report# 31224B3a

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Sife Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
December 4, 2013

February 11, 2014

Soil

Chlorinated Pesticides

. Level IV

Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH139

Sample Identification

SL-506-NBZ-5B-0.0-0.5
SL-507-NBZ-SB-0.0-0.5
SL-507-NBZ-5B-3.5-4.5
SL-508-NBZ-SB-0.0-0.5
SL-508-NBZ-5B-4.0-5.0

VALOGINMCDMSSFLINBZ\31224B3A_CD4.DOC



Introduction
This data review covers 5 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8081B for
Chlorinated Pesticides.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDMASSFLINBZ\31224B3A_CD4.D0C



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

II. GC/ECD Instrument Performance Check

Instrument performance was acceptable unless noted otherwise under initial calibration
and continuing calibration sections.

I, Initial Calibration

Initial calibration of single compounds was performed for the primary (quantitation)
column and confirmation column as required by this method.

The percent relative standard deviations (%RSD) were less than or equal to 20.0% for
all compounds.

Retention time windows were evaluated and considered technically acceptable.
IV. Continuing Calibration
Continuing calibration was performed at required frequencies.

The percent differences (%D) of calibration factors in continuing standard mixtures were
within the 20.0% QC limits with the following exceptions:

Associated
Date Standard Column Compound %D Samples Flag AorP
12116/13 CCV-MIXA3IWK RTX-CLP 4,4-DDE 23 | PBLK20344 J (all detects) A
4,4'-DDD 25 UJ (all non-detects)

Endosulfan Il 33

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits. .

The individual 4,4-DDT and Endrin breakdowns (%BD) were less than or equal to
15.0%.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No chlorinated pesticide
contaminants were found in the method blanks.

3
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Sample EB1-120513 (from SDG PH140) was identified as an equipment blank. No
chlorinated pesticide contaminants were found.

Sample FB-041613 (from SDG PH032) was identified as a field blank. No chlorinated
pesticide contaminants were found.

VI. Surrogate Spikes

Surrogates were added to all sampies and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits,

VII. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike
duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VIll. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries {(%R) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Florisil Cartridge Check

Florisil cleanup was not required and therefore not performed in this SDG.
Xl. GPC Calibration

GPC cleanup was not required and therefore not performed in this SDG.
XIl. Target Compound Identification

All target compound identifications were within validation criteria.

XIll. Compound Quantitation

All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP
All samples in SDG PH139 All compounds reported below the RL. - J (all detects} A
4
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XIV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XV. Field Duplicates

No field duplicates were identified in this SDG.

VALOGINYCDMISSFLANBZ\31224B3A_CD4.DOC 5



Santa Susana Field Laboratory

Chlorinated Pesticides - Data Qualification Summary - SDG PH139

SDG

Sample

Compound

Flag

AorP

Reason (Code}

PH139

SL-506-NBZ-5B-0.0-0.5
SL-507-NBZ-5B-0.0-0.5
SL-507-NBZ-SB-3.5-4.5
SL-508-NBZ-5B-0.0-0.5
SL-508-NBZ-SB-4.0-5.0

All compounds reported
below the RL.

J (all defects)

Compound quantitation
@

Santa Susana Field Laboratory
Chlorinated Pesticides - Laboratory Blank Data Qualification Summary - SDG

PH139

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Chlorinated Pesticides - Field Blank Data Qualification Summary - SDG PH139

VALOGINICDM\SSFLINBZ\31224B3A_CD4.D0C

No Sample Data Qualified in this SDG




LDC #:__31224B3a VALIDATION COMPLETENESS WORKSHEET Date: 2_[2;'“&,!

SDG #.___PH139 Level IV Page:_fof [
Laboratory:_Eurofins Lancaster Laboratories Reviewer,_ K7t
5 2nd Reviewer:_$n,

METHOD: GC Chlorinated Pesticides (EPA SW846 Method 8081 f\)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area o Comments
I. | Technical holding times - Sampling dates: g fF !"—f‘[ 12
Il. | GC/ECD Instrument Performance Check 45\— I
1. | Initial calibration AR <D <207
IV. | Continuing calibration/ICV [N/ | ) CeVER)
V. | Blanks A\
VI. | Surrogate spikes D—
VII. | Matrix spike/Matrix spike duplicates N C "I' en 'J' SpCc.
VI, | Labeoratory control samples A’ L QS
IX. | Regional quality assurance and quality control N
X. | Florisil cartridge check N
Xl. | GPC Calibration N
Xll. | Target compound identification Aa
Xlil. | Compound quantitation/RL/LOQ/LODs A%
XIV. | Overall assessment of data il
XV. | Field duplicates }\J SOL 4P
xVI._| Field blanks D| gbl = EB\- 120513 (¥¢h JZ[B)
Note: A = Acceptable ND = No compounds detgztgea: PG Bg ﬂlﬂﬁii!ée (‘ P M Z'L)
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: B m‘ |
7 | SL-506-NBZ-8B-0.0-0.5 11 21 n | pBLR243 i
; SL-507-NBZ-SB-0.0-0.5 12 22 32
; SL-507-NBZ-3B-3.5-4.5 13 23 33
I SL-508-NBZ-SB-0.0-0.5 14 24 34
5 | SL-508-NBZ-SB-4.0-5.0 15 25 35
<] 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40
Nofes:

31224B3aW.wpd



Loc# 3 224 B34 VALIDATION FINDINGS CHECKLIST Page: | of £

Method: Pesticides/PCBs (EPA SW 846 Method 8081/8082)

Reviewer._ KR®
2nd Reviewer: %4\ A

Validation Area

Yes

No

dingitime

NA | Findings/fComments

All technical holding times were met.

Cooler femperature criteria was met.

Did the laboratory perform a 5 point calibration prior to sample analysis?

Was a linear fit used for evaluation? If yes, were all percent relative standard
deviations (%RSD) < 20%?

Was a curve fit used for evaluation? If Yes, what was the acceptance criteria
used?

Did the initial calibration meet the curve fit acceptance criteria?

Were the RT windows properly established?

Were the required standard concentrations analyzed in the initial calibration?

What type of continuing calibration calculation was performed? ?(%D or

/

%R
Were Evaluation mix standards analyzed prior to the initial calibration and sample A
analysis?
Were endrin and 4,4'-DDT breakdowns < 15%.0 for individual breakdown in the S
Evaluation mix standards?
Was a continuing calibration analyzed daily? d

"fv—
Were all percent differences (%D) < 20%.0 or percent recovieries 80-120%"7? -
A

Were all the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

A

Were extract cleanup blanks analyzed with every batch requiring clean-up?

Was there contamination in the method blanks or clean-up blanks? If yes, please
see the Blanks validation completenass worksheet.

ViiSunogatespikes:

Were all surrogate %R within the QC limits?

If the percent recovery {%R) of one or more surrogates was outside QC limits, was
a reanalysis performed to confirm %R?

PEST-SW.wpd version 1.0



Loc#_ 31224524

VALIDATION FINDINGS CHECKLIST

Page: Zof 2_

Reviewer:
2nd Reviewer;

Validation Area

Yes

No

NA

Findings/Comments |

Were a matrix spike {MS) and matrix spike duplicate (MSD) analyzed for each
mratrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD., Soil / Water.

If any %R was less than 10 percent, was a reanalysis performed to confirm %R? s |

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD} within the QC limits?

\

Was an LCS analyzed for this SDG?

N

Was an LCS analyzed per extraction batch?

AN

Were the LCS percent recoveries (%R} and relative percent difference (RPD)
within the QC limits?

N

X iRegional- Ouality As

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE} samples within the acceptance limits?

arge

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions,
dry weight factors, and clean-up activities applicable to level IV validation?

ER) , g

Field duplicate pairs were identified in this SDG.

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

PEST-SW.wpd version 1.0



METHOD: Pesticide/PCBs (EPASW 846 Method 8081/83082)

VALIDATION FINDINGS WORKSHEET

A. alpha-BHC I. Dieldrin Q. Endrin ketone Y. Aroclor-1242 GG. Chiordane

B. beta-BHC J. 44-DDE R. Endrin aldehyde Z. Aroclor-1248 HH. Chlordane {Technical)
C. delta-BHC K. Endrin 8. alpha-Chlordane AA, Aroclor-1254 II. Aroclor 1262

D. gamma-BHC L. Endosulfan Il T. gamma-Chlordane BB. Aroclor-1260 JJ. Aroclor 1268

E. Heptachlor M. 4,4'-DDD U. Toxaphene CC. 2,4-DDD KK. Oxychlordane

F. Aldrin N. Endosulfan sulfate V. Aroclor-1018 DD. z2,4-DDE LL. trans-Nenachlor

G. Heptachlor epoxide 0. 44-DDT W. Arcclor-1221 EE. 2,4-DDT MM. cis-Nonachlor

H. Endosulfan 1

P. Methoxychlor

X. Aroclor-1232

FF. Hexachlorobenzene

NN.

Notes:

COMPLST-35.wpd




LDC #: 5 IZZQ 63;\ VALIDATION FINDINGS WORKSHEET Page‘._Lof_[
Continuing Calibration Reviewer: ZZK

2nd Reviewer:_¢=7 _,
METHOD: GC Pesticides/PCBs (EPA SW 846 Method 8081/8082)
Fease see qualifications below for all questions answered "N" Not applicable questions are identified as "N/A".
Were Evaluation mix standards run before initial calibration and before samples?
Were Endrin & 4,4'-DDT breakdowns acceptable in the Evaluation Mix standard (<15.0% for individual breakdowns)?

N/A Was at least one standard run daily to verify the working curve?
Y M NA Did the continuing calibration standards meet the percent difference (%D) / relative percent difference (RPD) criteria of <20.0%7?
vel IVID Only
'_N N/A Were the refention times for all calibrated compounds within their respective acceptance windows? )
%D Crie - C-
# Date Standard 1D Column Compound (Limit < 20.0) RT {Limits) Associated Samples Qualifications
2 elB cove mixaBidk  RTx- J 22 ( )| PELk 2034Y T uTls
! e M 25 ( ) ' ]
L 33 ( ) >
( )
( )
{ )
( )
{ )
( )
( )
( )
( )
( )
{ )
{ )
{ )
{ )
{ )
{ )
{ )
{ )
( )
{ )
A. alpha-BHC E. Heptachlor |. Dieldrin M. 4,4-DDD Q. Endrin ketone U. Toxaphene Y. Aroclor-1242 CC. DB 608 GG.
B, beta-BHC F. Aldrin J. 4,4-DDE N. Endosulfan sulfate R. Endrin aldehyde V. Aroclor-1018 Z. Aroclor-1248 DD. DB 1701 HH.,
C. delta-BHC G. Heptachlor epoxide K. Endrin 0. 44'-DDT S. alpha-Chlordane W. Aroclor-1221 AA, Arcclor-1254 EE. Hexachlobenzene 1.
D. gamma-BHC H. Endosulfan | L. Endosulfan 1l P. Methoxychlor T. gamma-Chlordane X. Aroclor-1232 BB. Arcclor-1260 FF. JJ.

CONCAL-pest.wpd



Page: ! of f

Reviewer: BR

2nd Reviewer: A

VALIDATION FINDINGS WORKSHEET
Initial Calibration Calculation Verification

LDC#: 31224B3a

METHOD: GC Pesticides (EPA SW 846 Method 8081B)

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation (%RSD) were recalculated for the compounds identified
below using the following calculations:
Where

A, = Area of Compound A = Area of associated internal standard

RRF = (A{Ci/(Ai)(C.)
average RRF = sum of the RRFs/number of standards

%RSD = 100 * (5/X)

C;s = Concentration of internal standard
X = Mean of the RRFs

C, = Concentration of compound,
S= Standard deviation of the RRFs,

Reported Recalculated Reported Recalculated Reported Recalculated
Calibration RRF RRF Average RRF Average RRF %RSD %RSD
# Standard 1D Date Compound (10 std) {10 std} (Initial) {Initial)
1 ICAL 12112013 |Endosulfan | (RTX-CLP) 577000 576598 588000 588200 5 3
H3191A Methoxychlor (RTX-CLP) 243000 242738 243000 243400 2 2
Endosulfani (RTX-CLPIl} 77300 77278 79100 79080 3 3
Methoxychlor (RTX-CLPII) 46400 46400 47000 47000 1 1.5

Comments: Refer to Initial Calibration findings waorksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.




LDC#: 31224B3a

VALIDATION FINDINGS WORKSHEET

Continuing Calibration Calculation Verification

METHOD: GC Pesticides (EPA SW 846 Method 8081B)

Page:
Reviewer:

2nd Reviewer: @Q

The percent difference (%D} of the initial calibration average Relative Response Factors (RRFs} and the continuing calibration RRFs were recalculated
for the compounds identified below using the following calculation:

% Difference = 100 * (ave. RRF - RRF)ave. RRF

RRF = (Ax)(Cis)/(Ais)(Cx)

Where:

ave, RRF = initial calibration average RRF

RRF = continuing calibration RRF

Ax = Area of compound,

Cx = Concentration of compound,
Ais = Area of associated internal standard
Cis = Concentration of internal standard

Reported Recalculated Reported Recalculated
Calibration Average CF/ Cone/CF Conc/CF %D %D
# Standard ID Date Compound Conc {CC) {CC}
1 MIXASWK 12/16/2013 |Endosulfan| (RTX-CLP) 10.00 11.20 11.20 12 12
9:10 Methoxychlor (RTX-CLP) 100.0 107.77 107.77 8 8
Endosulfan | (RTX-CLPH) 10.00 10.90 10.90 9 9
Methoxychlor (RTX-CLPH) 100.0 97.59 100.84 1 1
2 MIXAIWL 12/16/2013 |Endosulfan! (RTX-CLP) 10.00 9.84 9.84 2 2
15:16 Methoxychlor (RTX-CLP) 100.00 103.79 103.79 4 4
Endosulfan | (RTX-CLPIl) 10.00 9.38 9.38 6 6
Methoxychlor (RTX-CLPII) 100.00 98.06 98.08 2 2

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.




LDC#_31 22457 A VALIDATION FINDINGS WORKSHEET Page. { of [

Surrogate Results Verification Reviewer B X
2nd reviewer;, S

METHOD: GC Pesticides/PCBs (EPA SW 846 Method 8081/8082)

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation;

% Recovery: SF/SS * 100 Where: SF = Surrogate Found
88 = Surrogate Spiked
Sample ID: ( '
Surrogate Surrogate Percent Percent Percent
Surrogate Column Spiked Found Recovery Recovery Difference
Reported Recalculated l
Tetrachlorg-m-xylene
Tetrachloro-m-xylene ng(— Cl ( LD . ’ q‘ . .}Z‘f q\a‘ f?- (’)
Decachlorobiphenyl LT~ CL'P’:J’_ [°.2 11 ”],3 [(o ]6 ? y ) T
Decachlorobiphenyl v
Sample ID:
Surrogate - Surrogate Percent Percent Percent
Surrogate Column Spiked Found Recovery Recovery Difference
Reported Recalculated
Tetrachloro-m-xylene
Tetrachloro-m-xylene
Decachlorobiphenyt
Decachlarobiphenyl
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column Spiked Found Recovery Recovery Difference
Reported Recalculated
Tetrachlorc-m-xylene
Tetrachloro-m-xylene
Decachlorobiphenyl
Decachlkrobiphenyl
Sample |D:
Surrogate Surrogate Percent Percent Percent
Surrogate Column Spiked Found Recovery Recovery Difference
Reported Recalculated
Tetrachloro-m-xylene
Tetrachloro-m-xylene
Decachlorohiphenyl
Decachlorebiphenyl
Notes:

SHURRCALCpest.wpd



LDC #:_3) 204 b3« VALIDATION FINDINGS WORKSHEET

| 1
Page:__"of 7
Laboratory Control Sample/Laboratory Control Sample Duplicate Results Verification Reviewer: 87

2nd Reviewer,_{#1~

METHOD: GC Pesticides/PCBs (EPA SW 846 Method 8081/8082)

The percent recoveries (%R) and Relative Percent difference (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

% Recovery = 100" (SSC-SC)/SA Where: SSC = Spiked sample concentration SC = Concentration
SA = Spike added

RPD =1LCS -LCSD1* 2/{LCS + LCSD)

LCS/LCSD samples.__ L.(S 20399

LCS = Laboratory control sample percent recovery LCSD = Laboratory control sample duplicate percent recovery

Spike Spiked Sample LCS LCSD LCS/LCSD
Adde Concentration
Compound ( LA h( { E,J Percent Recovery Percent Recovery RPD
Fr oo vV [
LCS | LCSD | LCS LCSD Reported Recalc. Reported Recalc. Reported Recalc.
F>oran

gamma-BHC ? ﬂ-q £ — 3 71 _ ”?’ ! lq- —_— _ — —
44-DDT 715 - g€-45 - 13 [[8 — — —
Aroclor 1260

Comments: Refer to Laboratory Control Sample/Laboratory Contfof Sample Duplicate findings worksheet for list of qualifications and associated samples when reported
results do not agree within 10.0% of the recalculated resulis.

C:AUsers\BRoura\DocumentsiWorkSheets\pastiLCSDCLC wpd



Lbc#_3(229 83a VALIDATION FINDINGS WORKSHEET Page:_ { of |
Sample Calculation Verification Reviewer,_ 8
2nd reviewer___ YV
METHOD: GC Pesticides/PCBs (EPA SW 846 Method 8081/8082)
E N N/A Were all reported results recalculated and verified for all level [V samples?
N N/A Were all recalculated results for detected target compounds agree within 10.0% of the reported results?
Example: RTA~ C’L"ﬂ‘ 01 ‘1‘3%
Sample LD, ___ - 4,4-907T
Cone. = *?( 103 lo]3 >( (s 7
(7 3teT)(3.3) (0955
-0 ‘fz?“(foéwg/‘*gl{g/
Reported Calculated
Concentration Concentration
# Sample ID Compound ( ) { ) Qualification
Note:

RECALC.wpd




LDC Report# 31224B3b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
Decémber 4, 2013

February 10, 2014

Soil

Polychlorinated Biphenyls
Level IV

Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH139

Sample ldentification

SL-508-NBZ-SB-0.0-0.5
SL-508-NBZ-5B-4.0-5.0
SL-545-NBZ-5B-0.0-0.5
SL-845-NBZ-SB-0.0-0.5
SL-548-NBZ-SB-0.0-0.5
SL-545-NBZ-5B-0.0-0.5MS
SL-545-NBZ-SB-0.0-0.5MSD

VALOGIN\CDM\SSFL\NBZ\31224B3B_CD4.DOC



Introduction
This data review covers 7 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8082A for
Polychlorinaied Biphenyls.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A gualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ  Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDMVSSFL\NBZ\31224B3B_CD4.DOC 2



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

II. GC/ECD Instrument Performance Check

Instrument performance was acceptable unless noted otherwise under initial calibration
and continuing calibration sections.

lll. Initial Calibration
Initial calibration was performed as required by the method.

The percent relative standard deviations (%RSD) were less than or equal to 20.0% for
all compounds.

Retention time windows were evaluated and considered technically acceptable.
IV. Continuing Calibration |

Continuing calibration was performed at required frequencies.

The percent differences (%D) were less than or equal to 20.0% for all compounds.

The percent difference (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No polychlorinated
biphenyl contaminants were found in the method blanks.

Samples EB1-120513 and EB3-120513 (both from SDG PH140) were identified as
equipment blanks. No polychlorinated biphenyl contaminants were found.

Sample FB-041613 (from SDG PHO032) was identified as a field blank. No
polychlorinated biphenyl contaminants were found.

VI. Surrogate Spikes
Surrogates were added to all samples and blanks as required by the method. All

surrogate recoveries (%R) were within QC limits.

VALOGINYCDM\SSFLINBZ\31224B3B_CD4.00C



Santa Susana Field Laboratory
Polychlorinated Biphenyls - Data Qualification Summary - SDG PH139

SDG

Sample

Compound

Flag

AorP

Reason (Code)

PH139

SL-508-NBZ2-SB-0.0-0.5
SL-508-NBZ-5B-4.0-5.0
SL-545-NBZ-5B-0.0-0.5
SL-845-NBZ-SB-0.0-0.5
5L-548-NBZ-SB-0.0-0.5

All compounds reported
below the RL.

J (all detects)

Compound quantitation
V4]

Santa Susana Field Laboratory
Polychlorinated Biphenyls - Laboratory Blank Data Qualification Summary - SDG

PH139

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Polychlorinated Biphenyls - Field Blank Data Qualification Summary - SDG PH139

VALOGINMCDMASSFLINBZ\31224B3B_CD4.00C

No Sample Data Qualified in this SDG




LDC#.__ 31224B3b

SDG #.__ _PH139
Laboratory: Eurofins Lancaster Laboratories

Level IV

METHOD: GC Polychlorinated Biphenyls (EPA SW 846 Method 8082A)

VALIDATION COMPLETENESS WORKSHEET

Date: |ZH" i
Page:_{of |

Reviewer:
2nd Reviewer: < a

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached

validation findings worksheets.

Validation Area Comments
l.__ | Technical helding times A‘ Sampling dates: 2. j e ) ! {3
Il | GG/ECD Instrument Performance Check f\J
HI. | Initial calibration A K»SD .é RO 2
IV. | Continuing calibration/ICV A VW) Covtas)
V. | Blanks A
V1. | Surrogate spikes A
VII | Matrix spike/Matrix spike duplicates p-
VI, | Laboratory control samples A— L €S { 14
1X. | Regional quality assurance and quality control N
X. | Florisil cartridge check N
XI. ] GPC Calibraticn N
Xll. ] Target compound identification M
X, | Compound guantitation/RL/LOQ/LODs A
XIV. | Overall assessment of data #—
XV. | Field duplicates NP Fb- 2+ Lf
XVL._| Field blanks Ap | EGl= B3~ 'Q“M%%H bt f Hg—
Note: A = Acceptable ND = No compounds det&%é = m;;;ﬂDu’pﬁE:te 3 1;6
N = Not provided/applicable R = Rinsate TB = Trip blank = F8— 04k 13
SW = See worksheet FB = Field blank EB = Equipment blank jpg#f B 027’
Validated Samples: SD l ‘
7 | SL-508-NBZ-SB-0.0-0.5 11 21 31 | ¥ BLKk 0T34y
2 | sL-508-NBZ-5B84.0-5.0 12 22 32
3 | 5L-545-NBZ-5B-0.0-0.5 13 23 33
4 | SL-845-NBZ-SB-0.0-0.5 14 24 34
5 |SL-548-NBZ-5B-0.0-0.5 15 25 35
6 | SL-545-NBZ-SB-0.0-0.5MS 16 26 36
7 | SL-545-NBZ-SB-0.0-0.5MSD | 17 27 37
8 18 28 38
g 19 29 39
10 20 30 40
Notes:

31224B3bW.wpd



LDC#_ 3] 224834

Method: Pesticides/PCBs (EPA SW 846 Method 8081/8082)

VALIDATION FINDINGS CHECKLIST

Page: ! of £

Reviewer: KK
2nd Reviewer_ g

Validation Area

briical holding irme

Yes

No

NA

Findings/Comments

All technical holding times were met.

Cooler temperature criteria was met.

Did the laboratory perform a § point calibration prior fo sample analysis?

Was a linear fit used for evaluation? If yes, were all percent relative standard
deviations (%RSD} < 20%7?

Was a curve fit used for evaluation? If Yes, what was the acceptance criteria
used?

Did the initial calibration meet the curve fit acceptance criteria?

Were the RT windows properly established?

Were the required standard concentrations analyzed in the initial calibration?

What type of continuing calibration calculation was performed? ?< %D or
%R

\

Were Evaluation mix standards analyzed prior to the initia! calibration and sample
analysis?

Were endrin and 4,4'-DDT breakdowns < 15%.0 for individual breakdown in the
Evaluation mix standards?

Was a continuing calibration analyzed daily?

A

Were all percent differences (%D) < 20%.0 or percent recovieries 80-120%7

Were all the retention times within the acceptance windows?

NN

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Were extract cleanup blanks analyzed with every batch requiring clean-up?

Was there contamination in the method blanks or clean-up blanks? If yes, please
see the Blanks validation completeness worksheet.

Sunogate spikes::

Were all surrogate %R within the QC limits?

If the percent recovery (%R) of one or more surrogates was outside QC limits, was
a reanalysis performed to confirm %R?

PEST-SW.wpd version 1.0



Lpc#__ 3122483)

VALIDATION FINDINGS CHECKLIST

Page:_2of 2
Reviewer._ g%
2nd Reviewer.__ @~

Validation Area

Yes | No | NA

Findings/Comments

If any %R was less than 10 percent, was a reanalysis performed to confirm %R?

Were a matrix spike (MS) and matrix spike duplicate (MSD} analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

X

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits?

L-aboratory controlisamiples

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?

: =
X :Regional:Qualiy Assurance and, Qualit

Were performance evaluation (PE} samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

Were compound quantitation and CRQLs adjusted to reflect all sample diiutions,
dry weight factors, and clean-up activities applicable to level IV validation?

System performance was found to be acceptable.

Field duplicate pairs were identified in this SDG.

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

PEST-SW,wpd version 1.0



METHOD: Pesticide/PCBs (EPASW 846 Method 8081/8082)

VALIDATION FINDINGS WORKSHEET

A, alpha-BHC

I. Dieldrin Q. Endrin ketone Y. Aroclor-1242 GG. Chiordane
B. beta-BHC J. 4,4'-DDE R. Endrin atdehyde Z, Arcclor-1248 HH, Chlordane {Technical)
C. delta-BHC K. Endrin 5. alpha-Chlordane AA, Araclor-1254 II. Aroclor 1262
0. gamma-BHC L. Endosulfan 1l T. gamma-Chlordane BB. Araclor-1260 J. Aroclor 1268
E. Heptachlor M. 4,4-DDD U. Toxaphene CC. 2,4-DDD KK. Oxychlordane
. Aldrin N. Endosulfan sulfate V. Aroclor-1016 DD. 2,4-DDE LL. trans-Nonachlor
G. Heptachlor epoxide Q. 4,4-0DT W. Aroclor-1221 EE. 2,4-DDT MM. cis-Nonachlor

H. Endosulfan |

P. Methoxychlor

X. Aroclor-1232

FF. Hexachlorobenzene

NN.

Notes:

COMPLST-35.wpd




LDC#: 31224B3b VALIDATION FINDINGS WORKSHEET Page

{nitial Calibration Calculation Verification

METHOD: GC PCBs (EPA SW 846 Method 8082A)

The calibration factors (CF), average CF, and relative standard deviation {(%RSD) were recalculated for compounds identified below using the following calculations:

CF=A/C
average CF = sum of the CF/number of standards
%RSD =100 * (5/X)

Where:

A = Area of compound
C = Concentration of compound

S = Standard deviation of calibration factors
X = Mean of calibraticn factors

: I of }
Reviewer:
2nd Reviewer:

BR

Reported Recalculated Reported Recalculated Reported Recalculated
Calibration CF CF Average CF Average CF %RSD %RSD
Standard ID Date Compound ( 500 std) { 500 std) (Initial) (Initial)
ICAL 12/6/2013 |PCB1260-1 {ZB-MultiR1) 46341 46341 47185 47185 2 2
17342A
PCB1260-1 (ZB-MultiR2) 2749 2749 2973 2873 11 11

Comments; Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.



LDC#: 31224B3b

VALIDATION FINDINGS WORKSHEET
Continuing Calibration Calculation Verification

METHOD: GC PCBs (EPA SW 845 Method 8082)

Page: l of f

Reviewer:

2nd Reviewer: A

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration percent difference (%D) values

were recalculated for the compounds identified below using the following calculation:

Percent difference (%D) = 100 * (N - C}yN Where: N = Initial Calibration Factor or Nominal Amount
C=  Calibration Factor from Continuing Calibration Standard or Calculated Amount
Reported Recalculated Reported Recalculated
Calibration Cong Cone % D %D
# Standard 1D Date Compound Cone {CCV) {CCV)
1 AR163GP 12/11/2013 PCB1260 (ZB-MultiR1) 200 176.18 176.18 12 12
PCB1260 {ZB-MultiR2) 200 222.66 222.66 11 11

Comments: Refer to Continuing Calibration findings workshest for list of qualifications and associated samples when reporied results do not agree within 10.0% of the recalculated results.

BR



LbC#_31224 52

VALIDATION FINDINGS WORKSHEET

Surrogate Results Verification

METHOD: GC Pesticides/PCBs (EPA SW 846 Method 8081/8082)

Page: | of !

Reviewer:

B

2nd reviewer: San

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100

Sample ID: l

Where: SF = Surrogate Found
58 = Surrogate Spiked

Surrogate Surrogate Percent Percent Percent
Surrogate Column Spiked Found Recovery Recovery Difference
Reported Recalculated
Tetrachloro-m-xylens
Tetrachloro-m-xylene L{bﬂu | -l-\z p /0 . I lo €9¢iCz l(ﬁ '§' lo < b
Decachlarcbiphenyl V {6 .72 lo. BBQL R Y oz /0 2. O
| Decachiorobiphenyl o !
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column Spiked Found Recovery Recovery Difference
Reponrted Recalculated
Tetrachloro-m-xylene
Tetrachioro-tn-xylene
Decachiorobiphenyl
Decachlcrobipheny)
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column Spiked Found Recovery Recovery Difference
Reported Recalculated
Tetrachloro-m-xylene
Tetrachloro-m-xylene
Decachlorobiphenyl
Decachlorobiphenyt
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column Spiked Found Recovery Recovery Difference
Reported Recalculated

Tetrachloro-m-xylene

Tetrachloro-m-xylene

Decachlorobiphenyl

Decachlorobiphenyi

Notes;

SURRCALCpest.wpd



LDC # 3122483 VALIDATION FINDINGS WORKSHEET Page:_lof
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer, S8R

2nd Reviewer:

METHOD: GC Pesticides/PCBs (EPA SW 846 Method 8081/8082)

The percent recoveries (%R) and Relative Percent difference (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below using
the following calculation:

% Recovery = 100* (SSC-SC)/SA Where: SSC = Spiked sample concentration SC = Concentration
SA = Spike added
RPD = | MS - MSD | * 2/{MS + MSD) MS = Matrix spike percent recovery MSD = Matrix spike duplicate percent recovery
MS/MSD samples: 6|7
Spike Sample Spiked Sample Matrix Spike Matrix Spike Duplicate MS/MSD
Added Concenfration Concentration
Compound (Ml {Lw [y { Percent Recovery Percent Recovery RPD
: v ooV
| MS MSD - MS MSD Reported Recalc, Reported Recalc. Reported Recalculated
gamma-BHC i
4,4-DDT .
Aroclor 1260 led | 167 0 S¢.71 [%-93) T2 | 12 g | &% S 1 &3
Il
=

Comments: Referot Matrix Spike/Matrix Spike Duplicates findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalculated results.

MSDCLC wpd



LDC #_ 517244624 VALIDATION FINDINGS WORKSHEET Page._lof |

Laboratory Control Sample/l.aboratory Control Sample Duplicate Results Verification Reviewer; 8%
2nd Reviewer: .

METHOD: GC Pesticides/PCBs (EPA SW 846 Method 8081/8082)

The percent recoveries (%R) and Relative Percent difference (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

% Recovery = 100* (SSC-SCYSA Where: SSC = Spiked sample concentration SC = Concentration
SA = Spike added

RPD=|LCS-LCSD | *2/(LCS + LCSD) LCS = Laboratory control sample percent recovery LCSD = Laboratory control sample duplicate percent recovery
LLCS/L.CSD samples: Lesh F ?,L‘}c}/

Spike Spiked Sample LCS LCSD LCS/ILCSD
Added Concentration
Compound { ,L,% [1#%) { le Percent Recovery Percent Recovery RPD
— T 7
LCS (’ LCSD LCS LCSD Reported Recale. Reported Recalc. Reported Recalc.

gamma-BHC

4,4'-DDT

Aroclor 1260 1o — 1€4. 43 — [{< LI — - _ -

Comments: Referto Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported
results do not agree within 10.0% of the recalculated results.

C:\Wsers\BRoura\Documents\WorkSheetsipestiLCSDCLC wpd



toC# 24K 3 b

VALIDATION FINDINGS WORKSHEET

Sample Calculation Verification

METHOD: GC Pesticides/PCBs (EPA SW 846 Method 8081/8082)

N NA
YIN N/A

28 tmlh R2

baos 1260-1 = 0FI4933.5((0)
(2a7%)"(30)

= (92.23 84747
126o-2 = 13T 3454372

Were all reported results recalculated and verified for all level IV samples?
Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Page:_ | of )
Reviewer;

2nd reviewer: A

&r

=¥

Example: LY - /70 Lb-
Sample LD, Ja' !’1 /\/ D

LCS0F3G

Cone, = (S/OI 7/2-92?‘?3

© 1o )

feo=%% 14y (36339
Co-3 = Igk. FoESY
lGo-S=  195. 7935
Jho=-1 = 187 (dReES
= 189 . 4z242; 43 g,
Reported Calculated
Concentration Concentration
# Sample ID Compound { ) { ) Qualification

Note:

RECALC.wpd




LDC Report# 3122484

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: December 4, 2013

LDC Report Date: February 10, 2014

Matrix: Soil

Parameters: Metals

Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH139

Sample identification

SL-545-NBZ-SB-0.0-0.5
SL-845-NBZ-SB-0.0-0.5
SL-511-NBZ-5B-0.0-0.5
SL-511-NBZ-SB-2.5-3.5
SL-545-NBZ-SB-0.0-0.5MS
SL-545-NBZ-SB-0.0-0.5MSD
SL-545-NBZ-SB-0.0-0.5DUP

VALOGIN\CDM\SSFLANBZ\31224B4_CD4.D0C 1



Introduction

This data review covers 7 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Methods 6010C, 6020A
and 7471B for Metals. The metals anaiyzed were Aluminum, Antimony, Arsenic,
Barium, Beryllium, Boron, Cadmium, Calcium, Chromium, Cobalt, Copper, Iron, Lead,
Lithium, Magnesium, Molybdenum, Manganese, Mercury, Nickel, Phosphorus,
Potassium, Selenium, Silver, Sodium, Strontium, Thallium, Tin, Titanium, Vanadium,
Zinc, and Zirconium.

This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Inorganic Superfund Data Review (January 2010).

A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) 1o indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.

The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALCGINVCOMSSFLINB3122484_CD4.D0C 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. ICPMS Tune

The mass calibration was within 0.1 AMU and the percent relative standard deviation
(%RSD) was less than or equal to 5%.

lll. Calibration
An initial calibration was performed.

The frequency and analysis criteria of the initial calibration verification (ICV) and
continuing calibration verification (CCV) were met.

IV. Blanks
Method blanks were reviewed for each matrix as applicable. No metal contaminants

were found in the initial, continuing and preparation blanks with the following
exceptions:

Maximum Associated
Method Blank ID Analyte Concentration Samples
PB {prep blank) Calcium 4.84 mg/Kg All samples in SDG PH139
Magnesium 2.30 mg/Kg
Tin 1.63 mg/Kg
Zinc 0.233 mg/Kg
ICB/CCB Molybdenum 29ugilL All samples in SDG PH139
Titanium 2.5ug/L
Thallium 0.21 ug/l.
ICBICCB Magnesium 38.0ug/L SL-545-NBZ-SB-0.0-0.5
SL-845-NB2-3B-0.0-0.5
SL-511-NBZ-588-0.0-0.5

Data qualification by the initial, continuing and preparation blanks (ICB/CCB/PBs) was
based on the maximum contaminant concentration in the ICB/CCB/PBs in the analysis
of each analyte. The sample concentrations were either not detected or were
significantly greater (>5X blank contaminanis) than the concentrations found in the
associated method blanks with the following exceptions:

VILOGINICDMASSFLANBZ\31224B4_CD4.D0C



Reported Modified Final

Sample Analyte Concentration Concentration
SL-545-NBZ-5B-0.0-0.5 | Molybdenum 0.998 mg/Kg 0.998U mg/Kg
Tin 2.85 mg/Kg 2.85U mg/Kg

SL-845-NBZ-SB-0.0-0.5 | Molybdenum 0.561 mg/Kg 0.561U mg/Kg
Tin 2.85 mg/Kg 2.85U mg/Kg

Thallium 0.204 mg/Kg 0.204U mg/Kg

SL-511-NBZ-5B-0.0-0.5 | Molybdenum 0.396 mg/Kg 0.396U mg/Kg
Tin 3.49 mg/Kg 3.49U mg/Kg

SL-511-NBZ-8B-2.5-3.5 | Molybdenum 0.630 mg/Kg 0.630U mg/Kg
Tin 3.68 mg/Kg 3.68U mg/Kg

Samples EB2-120513 and EB3-120513 (both from SDG PH140) were identified

equipment blanks. No metal contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Analyte Concentration Samples
EB2-120513 12/5/13 Zinc 0.0048 mg/L SL-511-NBZ-SB-0.0-0.5
SL-511-NBZ-SB-2.5-3.5
EB3-120513 12/513 Zinc 0.0062 mg/L SL-545-NBZ-5B-0.0-0.5
SL-845-NBZ-SB-0.0-0.5

Sample FB-041613 (from SDG PHO032) was identified as a field blank. No metal

contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Analyte Concentration Samples
FB-041613 4/16/13 Molybdenum 0.0132 mg/L All samples in SDG PH139
Tin 0.0029 mg/L

Sample concentrations were compared to concentrations detected in the field blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated field blanks with
the following exceptions:

Reported Modified Fina}

Sample Analyte Concentration Concentration
SL-545-NBZ-SB-0.0-0.5 | Malybdenum 0.898 mg/Kg 0.998U mg/Kg
S5L-845-NBZ-8B-0.0-0.5 | Molybdenum 0.561 mo/Kg 0.561U mg/Kg

VALOGINVCDMASSFLANBZ2A31224B4_CD4.DOC
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Reported Modified Final

Sample Analyte Concentration Concentration
SL-511-NBZ-SB-0.0-0.5 | Molybdenum 0.396 mg/Kg 0.396U mg/Kg
SL-511-NBZ-8B-2.5-3.5 | Molybdenum 0.630 myg/Kg 0.630U mg/Kg

V. ICP Interference Check Sample (ICS) Analysis

The frequency of analysis was met.

The criteria for analysis were met.

VI. Matrix Spike Analysis

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R} and relative percent differences (RPD)
were within QC limits with the following exceptions:

Spike ID
(Associated MS (%R) MSD (%R} RPD
Samples) Analyte (Limits) (Limits) (Limits) Flag AorP
SL-545-NBZ-5B-0.0-0.5MS/MSD Antimony 63 (75-125) 62 {75-125) - J {all detects) A
{All samples in SDG PH139) UJ (all non-detects)
SL-545-NBZ-SB-0.0-0.5MS/MSD | Strontium - 196 (75-125) . J (all detects) A
(All samples in SDG PH139)

VIl. Duplicate Sample Analysis

Duplicate (DUP) sample analyses were reviewed for each matrix as applicable. Results
were within QC limits.

VIll. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

IX. Internal Standards
All internal standard percent recoveries (%R} were within QC limits.
X. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were
met.

VML OGIN\CDMASSFLINBZ\31224B4_CD4.DOC 5



Xl. Sample Result Verification
All sample result verifications were acceptable.

Ali metals reported below the RL and above the MDL were qualified as follows:

Sample Analyte Flag AorP
All samples in SDG PH138 All analytes reported below the RL J (all detects) A
and above the MDL.

XIl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIIl. Field Duplicates

Samples SL-545-NBZ-SB-0.0-0.5 and SL-845-NBZ-SB-0.0-0.5 were identified as field

duplicates. No metals were detected in any of the samples with the following
exceptions:

Concentration (mg/Kg}
RPD
Analyte SL-545-NBZ-SB-0.0-0.5 SL-845-NBZ2-5B-0.0-0.5 {Limits) Flag AorP
Aluminum 12100 11800 3 (s50) - -
Arsenic 3.24 2.90 11 (=50) - -
Barium 71.5 771 8 (<50) - -
Beryllium 0.477 0.466 2 (s50) - -
Boron 4.79 5.57 15 (s50) - -
Cadmium 0.447 0.466 4 {=50) - -
Calcium 5070 5200 3 (=50} - -
Chromium 16.7 17.7 6 (50) - -
Cobalt 4.80 4.62 4 {<50) - -
Copper 4.81 4.80 0 (=50) - -
lron 18500 18000 3 (=50) - -

VALOGINMCDMSSFLINBA31224B4_CDA4.DOC 6



Concentration (mg/Kg)

Analyte SL-545-NBZ-SB-0.0-0.5 SL-845-NBZ-SB-0.0-0.5 (L]?n?l:::s) Flag AorP
Lead 14.8 15.1 2 (s50) - -
Lithium 227 22,0 3 (=50) - -
Magnesium 4240 4070 4 (<50) - -
Manganese 283 273 4 (<50) - -
Mercury 0.182 0.284 44 {<50) - -
Molybdenum 0.998 0.561 56 {s50) J {(all detects) A
Nickel 10.7 10.3 4 (s50) - -
Phosphorus 431 372 15 (550) - -
Potassium 3490 3070 13 (<50) - -
Selenium 0.203 0.189 7 (<50) - -
Silver 0.201 0.233 15 (<50) - .
Sodium 78.3 92.1 16 (<50} - -
Strontium 253 29.2 14 (s50) - -
Thallium 0.213 0.204 4 {<50) - -
Tin 2.85 2.85 0 (s50) - -
Titanium 1010 1010 0 {=50) - -
Vanadium 31z 29.6 5 (<50) - -
Zine 57.2 63.6 11 (s50) - -
Zirconium 1.66 2.00 19 (<50) - -

VM OGINVCDMASSFLANBZ\31224B4_CD4.DOC




Santa Susana Field Laboratory
Metals - Data Qualification Summary - SDG PH139

§DG Sample Analyte Flag AorP Reascn {Code)

PH138 SL-545-NBZ-SB-0.0-0.5 | Antimony J (all detects) A Matrix spike/Matrix spike
5L-845-NBZ-SB-0.0-0.5 UJ (all non-detects) duplicate {%R) (Q}
SL-511-NBZ-SB-0.0-0.5
SL-511-NBZ-SB-2.5-3.5

PH139 SL-545-NBZ-SB-0.0-0.5 | Strantium J (all detects) A Matrix spike/Matrix spike
SL-845-NBZ-S$B-0.0-0.5 duplicate (%R} (Q)
51-511-NBZ-5B-0.0-0.5
SL-511-NBZ-8B-2,5-3.5

PH139 SL-545-NBZ-SB-0.0-0.5 | All analytes reported below J (all detects) A Sample result verification
SL-845-NBZ-$B-0,0-0.5 | the RL and above the MDL, (Z)
SL-511-NBZ-SB-0.0-0.5
SL-511-NBZ-SB-2.5-3.5

PH139 | SL-545-NBZ-58-0.0-0.5 | Molybdenum J {all detects) A Field duplicates (RPD}
SL-845-NBZ-SB-0.0-0.5 (FD)

Santa Susana Field Laboratory
Metals - Laboratory Blank Data Qualification Summary - SDG PH139

Modified Final
SDG Sample Analyte Concentration AorP Code
PH139 SL-545-NBZ-$B-0.0-0.5 Molybdenum 0.998U mg/Kg A B
Tin 2.85U mg/Kg
PH139 S1-845-NBZ-SB-0.0-0.5 Molybdenum 0.561U ma/Kg A B
Tin 2.85U mg/Kg
Thallium 0.204U ma/Kg
PH139 SL-511-NBZ-5B-0.0-0.5 Molybdenum 0.3968U mg/Kg A B
Tin 3.49U ma/Kg
PH139 5L-511-NBZ-5B-2.5-3.5 Molybdenum 0.630U mg/Kg A B
Tin 3.68U mg/Kg
Santa Susana Field Laboratory
Metals - Field Blank Data Qualification Summary - SDG PH139
Modified Final
SDG Sample Analyte Concentration AorP Code
PH139 SL-545-NBZ-SB-0.0-0.5 Molybdenum 0.998U mg/Kg A F
PH139 SL-845-NBZ-SB-0.0-0.5 Molybdenum 0.561U mg/Kg A F
8
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Modified Final
SDG Sample Analyte Concentration AorP Code
PH139 SL-511-NBZ-3B-0.0-0.5 Molybdenum 0.396U mg/Kg A F
PH139 SL-511-NBZ-5B-2.5-3.5 Molybdenum 0.630U mg/Kg A F
VALOGIN\CDMASSFLWNBZ\31224B4_CD4,DOC 9




LDC #__31224B4 VALIDATION COMPLETENESS WORKSHEET Datez{%gl%

SDG#__PH139 Level IV Page:\_of
Laboratory:_Eurofins Lancaster L aboratories Reviewer:

\6 2nd Reviewer._ S,
METHOD: Metals (EPA SW 846 Method 6010C/6020A/7600)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I Technical holding times Sampling dates: ‘ Z// ('” r-l\
Il. | ICP/MS Tune I '
lll. | Calibration
IVV. | Blanks

V. | ICP Interference Check Sample (ICS} Analysis

.

AYEY)

Vi. | Mafrix Spike Analysis

VIl. | Duplicate Sample Analysis

PP s

VIIl. | Laboratory Control Samples (L.CS) -J{, CS
IX. | Internal Standard (ICP-MS)
X. | ICP Serial Dilution
XI. | Sample Result Verification
Xll. | Overall Assessment of Data .
Xlll. | Field Duplicates S\J\/ ( l ;,Z/)
XIV. | Field Blanks Sl/\/ F 6’ F@'O \" I é lo\ B@: Eﬁa-W.OS ]F’)
Note: A = Acceptable ND = No compounds detected COH?:&"%u icate = E‘S?)“ QOS \3
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank C Q H ‘ L! o)
Validated Samples: “SO \'~ \
1 | SL-545-NBZ-SB-0.0-0.5 11 21 31
2 | SL-845-NBZ-SB-0.0-0.5 12 22 32
3 | SL-511-NBZ-5B-0.0-0.5 i3 23 33
4 | SL-511-NBZ-SB-2.5-3.5 14 24 34
5 | SL-545-NBZ-5B-0.0-0.5MS 15 25 35
6 | SL-545-NBZ-SB-0.0-0.5MSD 16 26 36
7 | SL-545-NBZ-SB-0.0-0.5DUP 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40
Notes:

31224B4W.wpd



LDC #: \Q:LL{%L\ VALIDATION FINDINGS CHEGKLIST Page:__'Lof _&
Reviewer:_ X2

2nd Reviewer: %

Method:Metals (EPA SW 846 Method 6010B/7000/6020)

Validation Area Yes [ No { NA Findings/Comments

I. Technical holding times

All technical halding fimes were met.

/,'
Cooler temperature criteria was met. : /
1, [CP/MS Tune

VWere all isotopes in the tuning solution mass resolution within 0.1 amu?

Were %RSD of isotopes in the tuning solution <5%7?

HI. Calibration

Were all instruments calibrated daily, each set-up time? /]

Were the proper number of standards used? A

Were all initial and continuing calibration verification %Rs within the 80-110% (80-
120% for mercury} QC Jimits? /

Were all initial calibration correlation coefficients > 0,98957

IV. Blanks

Was a method blank associated with every sample in this SDG?

Was thera contamination in the method blanks? If yes, please see the Blanks /
validation complefeness worksheet,

V. ICP Interference Check Sample

Were |CP interference check samples performed dajly?

N

Were the AB solution percent recoveries (%R} with the 80-120% QC limits?

Vi, Matrix spike/Matrix spike duplicates

VWere a matrix spike (MS)} and duplicate (DUP) analyzed for each matrix in this =
SDG? If no, indicate which matrix dees not have an asscciated MS/MSD or /
MS/DUP. Soil / Water.

Were the MS/MSD percent recoveries (%R) and the relative percent differences -
{RPD) within the 75-125 QC limits? If the sample concentration exceeded the spike /
concentration by a factor of 4 or more, no action was taken.

Were the MS/MSD or duplicate relative percent differences (RPD) < 20% for s
waters and < 35% for soil samples? A control limit of +/- RL(+~2X RL for soil) was /
used for samples that were < 5X the RL, including when only one of the duplicate

sample values werg < 5X the RL.

Vil Laboratory control samples

Woas an LCS anaylzed for this SDG? /4 A
7

VWas an L.CS analyzed per extraction batch? e

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the 80-120% QC limits for water samples and |zboratory established QG
limits for solls?

MET-SW 2010.word version 1 0



LDC #: /)7 \(Lﬁ’buf)v\ VALIDATION FINDINGS CHECKLIST Page:@Lof _&,
Reviewer:_ {2

2nd Reviewer: <A

Validation Area Yes| No | NA Findings/Comments

Vil Furnace Atomic Absorption QC

If MSA was performed. was the correlation coefficients > 0.8957 J—~

Do all applicable analysies have dunlicate injections? (Level IV oniy)

For sample concentrations > RL, are applicable duplicate injection RSD values <
20%7 (Level IV only)}

Were analvtical spike recoveries within_the 85-115% QC limits?

IX. ICP Serial Dilution

Was an ICP serial dilution analyzed if analyte concentrations were > 50X the MDL
{ICPY/>100X the MDL{CP/MS)?

N

Were gll percent differences {%Ds} < 10%7?

Was there evidence of negative interference? If yes, professional judgement will be /
used to qualify the data,

X. Internal Standards (EPA SW 846 Method 6020/EPA 200.8)

Were all the percent recoveries (%R) within the 30-120% (6020)/60-125% (200.8) /
of the intensity of the internal standard in the associated initial calibration? 5

If the %Rs were outside the criteria, was a reanalysis performed?

XlI. Regional Quality Assurance and Quality Control

Were performance evaluation (PE) samples performed? / ya

Were the performance evaluation (PE) samples within the acceptance limits?

Xil. Sample Result Verification

Were RLs adjusted to reflect all sample ditutions and dry weight factors applicahle
to level IV validation?

X, Overall assessment of data

RN AN

Overall assessmenit of data was found to be acceptable.

XIV. Field duplicates

Fleld duplicate pairs were identified In this SDG. ]
Target analytes were detected in the field duplicates.
XV. Field blanks
-
Field blanks wers identified in this SDG.
| Target analytes were detected in the field btanks. J

MET-SW_2010.wpd version 1.0



Sample Specific Element Reference Reviewer. CR
2nd reviewer: <A

LDC #: 31224B4 VALIDATION FINDINGS WORKSHEET Page._1 of 1

All circled elements are applicable to each sample.

Sample Matriﬂ Target Analyte List (TAL)
1D
\'_ V[ Al Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, 8r, Tl, Sn, Ti, Vign‘zr\i

Al, 8b, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, 8n, Ti, V, Zn, Zr
— Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, 8n, Ti, V. Zn, Zr
Q5] (&L Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg. Ni, P, K, Se,_Ag. Na, Sr. 11, Sn, T, V. Zn, 21
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl 8n, Ti, V. Zn, Zr
Al, 8b, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Ph, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, 8r, T, 8n, Ti, V, Zn, Zr
Al, 8h, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, 8r, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, 8b, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, $n, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, 8n, Ti, V, Zn, Zr
Al, Sh, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, 8e, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V. Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al _Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Ha, Ni, P, K, Se, Ag, Na, 8r, T, Sn, Ti, V, Zn, Zr
Al, 8b, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, 8r, Tl, 8n, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, 8h, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, 3r, T, Sn, Ti, V. Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, 8r, Tl, 8n, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, 8r, T, Sn, Ti, V, Zn, Zr
Al, Sh, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Ph, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, TL, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, 8r, Tl, Sn, Ti, V, Zn, Zr
Al, Sh, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, 8n, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, 8r, Tl, Sn, Ti, V, Zn, Zr
Al 8h As Ra Be R Cd Ca Cr Co G Fe Ph 1i Mg Ma Mn Hg Ni P K Se An Na Sr Tl Sn Ti \/ Zn Zr

Apalysis Methad
ICP Al, 8b, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, 8r, TI, 8n, Ti, V, Zn, Zr
ICP-MS Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T1. Sn, Ti, V, Zn, Zr

Comments;  Mercury by CVAA if performed

CDMBoeingMet.wpd



LDC #:__31224B4

METHQD: Trace metals {(EPA SW 864 Method 6010B/6020/7000)
Sample Concentration units, unless othe

wise noted: mg/Kg

VALIDATION FINDINGS WORKSHEET
. PBICBICCB QUALIFIED SAMPLES
Soil preparation factor applied:__100x

Associated Samples:

All

Reason: B

ation:

Page:Lofl

Reviewer: Qﬁl
2nd Reviewer:__$,

Anaiytel| Maximum Maximun‘! Maximum|| Action 1 2 3 4
pg? PB? ICB/ICCB?|| Level
{malKqg) fugil ) {taepfl )
EX-T
Ca 4838~ 24.19
230
Mg 2:258 11.49
Mo 2.9 1.45 0.898 0.561 0.396 0.630
L3
Sn 1627 8.135 2.85 2.85 3.49 3.68
Ti 2.5 145
T 0.21 0.21 0.204
Zn 0.233 1.165

Sample Caoncentration units unle_ss otherwise noted:

i mples:

Analytell Maximum Maximun‘l Maximum|| Action No
A a ICB/CCB?| Lewvel|| Qualifiers
(i) il ) {unil )
Mg 38.0 19

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet.
These sample results were qualified as not detected, "U".

Note :

a - The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.

3122484 wpd



LDC #: 31224B4

METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:_mg/L. __ Associated sample units:___mg/Kg
Sampling date:___4/16/13 Soil factor applied 100x

VALIDATION FINDINGS WORKSHEET

Field Blanks

Reason: F

Field blank type: (circle one) Field Blank / Rinsate / Other:

Associated Samples._ All

Page:\_of \

Reviewer:

2nd Reviewer._$14

Analyte| Blank D Sample Identification
| FB-041613 | Action 1 2 3 4
(SDG: Limit
PHO32)
Mo 0.0132 6.60 0.998 0.561 0.396 0.630
Sn 0.0029 1.45
Sampling date:_ 12/5/13 Soail factor applied 100x

Field blank fype: (circle one) Field Blank / Rinsate / Other:

Analyte| BlankID

Associated Samples; 3.4

Sample [dentification

| EB2-120513 | Action No
(SDG: Limit Qualifiers
PH140)
Zn 0.0048 24
Sampling date:___ 12/5/13 Soil factor applied 100x

Field blank type: (circle one) Field Blank / Rinsate / Other:

Associated Samples:___ 1, 2

Sample Identification

Analyte| BlankID

| EB3-120813 | Action No
- (SDG: Limit | Qualifiers
PH140)
Zn 0.0062 3.1

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

31224Bdeb.wpd



LDC#_ AL (LN D VALIDATION FINDINGS WORKSHEET - Pager  ofl
Matrix Spike/Matrix Spike Duplicates Reviewer._CR

2nd Reviewer._ S

METHOD: Trace metals (EPA SW 846 Method 6010B/6020A/7000)

lease see qualifications below far all questions answered "N". Not applicable questions are ;dentlfled as "N/A".
(sz N N/A

Was a matrix spike analyzed for each matrix in this SDG?
@ N/A Were matrix spike percent recoveries (%R) within the control limits o lf the sample concentration exceeded the spike concentration by a fact
of 4 or more, no action was taken.

N Y N MN/A Were all duplicate sample relative percent differences (RPD) < 20% for water samples and <35% for soil samples?

VEL IV ONLY:
Y N M/A Were recalculated resulis acceptable? See Level |V Recalculation Worksheet for recalculations.

MS MSD !
MSIMSD ID . Matriv Analyte %Recavery Y Beravery RPD (L imits) | Assaciated Samnples | Onslifications

=07 < [ ob 6% Co, AL ST (0
T Y 190 1 T L

!

1

3
[3

t

Comments: ﬁ\ 4Qa f"e’ ﬁ\g’ ,(W\ @ ‘/\—i 7‘_’(*”—\\‘8‘:&:
vy ~J J 4 VAR

MSD.4SW



LDC: 3122484

Method: Metals

VALIDATION FINDINGS WORKSHEET

Field Duplicates

\

Page:__of __
Reviewer:
2nd Reviewer:_<An

Concentration (mg/Kg)

Analyte p 2 (2?3) Qualifiers (Parents Only)

Aluminum 12100 11800 3
Arsenic 3.24 2.90 "
Barium 71.5 77.1 8
Beryllium 0.477 0.466 2
Boran 4.79 55%F kY f;;/' 9,
Cadmium 0.447 0.466 4
Calcium 5070 5200 3
Chromium 18.7 17.7 &
Cobait 4.80 4.62 4
Coppar 4.81 4.80 o]
lron 18500 18000 3
Lead 14.8 15.1 2
Lithium 227 22.0 3
Magnesium 4240 4070 4
Manganese 283 273 4
Mercury 0.182 0.284 44
Molybdenum 0.998 0.561 56 Jdet/A (FD)
Nickel 10.7 10.3 4
Phosphorus 431 372 15
Potassium 3490 3070 13
Selenium 0.203 0.139 7
Silver 0.201 0.233 15
Sodium 78.3 921 16
Strontium 25.3 29.2 14
Thaltium 0.213 0.204 4
Tin 2.85 2.85 0
Titanium 1010 010 0
Vanadium 31.2 286 5
Zinc 57.2 63.6 11
Zifconium 1.66 2.00 19

\\LDCFILESERVER\Validation\FIELD DUPLICATES\FD_inorganic\31224B4.xIsx



Loc#_ 3 22N RY VALIDATION FINDINGS WORKSHEET page;_L o

Level IV Recalculation Worksheet Reviewer:;
2nd Reviewar:

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

Percent recoveries (%R) for an ICP interference check sample, a laboratory control sample and a matrix spike sample were recalculated using the following formuia:

%R = Found x 100 Where, Found= Concentration of each analyte measured in the analysis of the sample. Far the mattx spike caiculation,
True Found = SSR (spiked sample result) - SR (sample result).
True=  Concentration of each analyte in the source.

A sample and duplicate relative percent difference (RPD) was recalculated using the following formula:

RPD=[8-D! x100 - Where, S = Original sample concentration
(s+Dy2 D = Duplicate sample concentration

An [CP serial dilution percent difference (%D} was recalculated using the following formula:

%D = [I-SDR| x 100 Whers, [ = Initfal Sample Resuit {mg/l)
I * SDR = Serial Dilution Result (mg/L) (Instrument Reading x 5)

——Recalculated. Repnrted
Found/S§ /1 True / D/ SDR (units) Acceptable
Sample D Type of Analysis Element (units} %R/ RPD /%D %R/ RPD %D (Y/N)

S

oy [ 0, | 5989 | 500 | 56| oo | ¥
LC,S Laboratory control sample

O\ O 06 | 100 |
5 Maltrix spike

g are HA0LAE | o= | 6D
-7 Duplicate co, Y533 &>, CHS Yl L(
i ICP serial dilution \a.4 L0, % | VL

Comments: Refer to appropriate worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results,

(| L

TOTCLC.45W



Page; \ of_L
Reviewer:

2nd reviewer'__uw_

L)

VALIDATION FINDINGS WORKSHEET
Sample Caiculation Verification

LDC #__

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

lease see qualifications below for all questions answered "N", Not appiicable questions are identified as "N/A",
N/A Have results been reported and calculated correctly?
Are results within the calibrated range of the instruments and within the linear range of the ICP?

Detected analyte resuits for

Are all detection limits below the CRDL?

Ca

were recalculated and verified using the following

equation:
Concentration = {(RDVFV)DID Recalculation:
(In. Vol.) _
RD = Rew data concenfration 10\ ( Y7 %L{@C( f-L3
= ii I - * y
::1\..,V0L i ::I_;:E:f.l‘:rzll:rnz({nn:l)) or weight {G) — mg - &)—7 “( Cg{
Dit = Dilution factor OrQZ5 (’fo@ _
Reported Calculated
Concentration Concenfration Acceptable
# Samnple 1D Analyte { | (YIN)
= & )
£ Ca <70 | 000 | T
7 W [ONAYY 01
™ 27 DO [0 ]
¥ 7 N LYY NE
Note:

RECAI 48w




oox 2 Z24RY VALIDATION FINDINGS WORKSHEET  pagell of |

Initial and Continuing Calibration Calculation Verification Reviewer:

2nd Reviewer: Saa

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

An initial and continuing calibration verification percent recovery (%R} was recalculated for each fype of analysis using the following formula:

%R = Found x 100 Where, Found = concentration {fn ug/L) of each analyte measured in the analysis of the ICV or CCV solution
True True = concentration (in ug/L) of each analyte in the ICV or CCV source
Racaleriiatad EBenorded
Acceptable
Standard |D Type of Analysis Element Found (ug/L}) True {ugiL} %R %R (YI)

00 |mrmeen | Cc | B | G00 | o0 |57 | <
| IGPIMS (Il callbraton) A% Z3\A 0 e ey
J/ CVAA (Inifial calibration) H% ar)B B3 l% 1AL 9
ey e |\ B [ 6n | oe [ioob |
IGPAMS (Continuing cafioraion) | - ’a\S’T% NS 165\ 5%, \ }
Ve .o A\ 167.0 107.0 ~

CVAA (Continuing callbration)

GFAA (Initial calibration)

GFAA (Continuing calibation)

Comments: Refer to Calibration Verification findings worksheet for list of qualifications and associated samples when reported results do not agree within 16.0% of the
recalcuiated results.

CALCLC.45W



LDC Report# 3122487

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory

Collection Date: December 4, 2013

LDC Report Date: February 11, 2014

Matrix: Soil/Water

Parameters: Total Petroleum Hydrocarbons as Gasoline
Validation Level: Level IV

l.aboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH139
Sample Identification

SL-507-NBZ-SB-3.5-4.5
SL-508-NBZ-SB-4.0-5.0
TB-120413

SL-511-NBZ-SB-2.5-3.5

VALOGIMNICDMASSFLINBZ\31224B7_CD4.D0OC 1



Introduction
This data review covers 3 soil samples and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8015B for Total Petroleum Hydrocarbons (TPH) as Gasoline.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
hature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ  Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGINVCDMSSFLINBZ\31224B7_CD4.DOC 2



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for all
compounds were less than or equal to 20.0%

IIl. Calibration Verification

Calibration verification was performed at required frequencies. The percent differences
(%D) of amounts in continuing standard mixtures were within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydrocarbons as gasoline contaminants were found in the method blanks.

Sample TB-120413 was identified as a trip blank. No total petroleum hydrocarbons as
gasoline contaminants were found.

Sample FB-041613 (from SDG PHO032) was identified as a field blank. No total
petroleum hydrocarbons as gasoline contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike
duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VIl. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent

recoveries (%R) and relative percent differences (RPD) were within QC limits.

VALOGINICDMSSFLINBZ\31224B7_CD4.DOC 3



VIIl. Target Compound Identification

All target compound identifications were within validation criteria.
IX. Compound Quantitation
All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample

Finding

Flag

AorP

All samples in SDG PH139

All compounds reported below the RL.

J (all detects)

X. System Performance

The system performance was acceptable.

Xl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIli. Field Duplicates

No field duplicates were identified in this SDG.

VALOGINICDMASSFLINBZA31224B7_CD4.D0OC




Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Data Qualification Summary - SDG

PH139
8DG Sample Compound Flag AorP Reason (Code)
PH139 SL-507-NBZ-SB-3.54.5 All compounds reported J (all detects) A Compound guantitation

SL-508-NBZ-SB-4.0-5.0
TB-120413
SL-511-NBZ-8B-2.5-3.5

below the RL.

2

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Laboratory Blank Data Qualification
Summary - SDG PH139

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Field Blank Data Qualification
Summary - SDG PH139

No Sample Data Qualified in this SDG

VALOGINVCDMASSFLINBZ\31224B7_CD4.DOC



LDC #___31224B7 VALIDATION COMPLETENESS WORKSHEET Date: 2-/4 ( I

SDG #___PH139 Level IV Page._{of |
| aboratory:_Eurofins Lancaster Laboratories Reviewer._ R
2nd Reviewer:_S A,

METHOD: GC TPH as Gasoline (EPA SW 848 Method 8015B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I. | Technical holding times A~ |sampling dates: )2 /‘-I I 15
Il__| Initial calibration A LSD <D,
lll. | Calibration verification/ICV b— 1 0\/\ (’C\/& 2’0,)
V. | Blanks A_
\'i Surrogate recovery A‘
V1. | Matrix spike/Matrix spike duplicates N CU Ol,J‘ S _['C c-
VII. | Laboratory control samples h L AN ! D
Vil. | Target compound identification br
1X. | Compound quantitation/fRU/LOQ/LODs Q‘
X. | System Performance A\
Xl | Overall assessment of data A—
Xll. | Field duplicates N
il | Field blanks NP |TB=3 FB- F3- 04 (3
Note: A = Acceptable ND = No compounds detected gbé‘guglfg;teﬂnn )
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: S’bﬁ \ 3 WA
1 | sLsor-nBz-sB3545 11 21 B lkhaH
2| SL-508-NBZ-5B-4.0-5.0 12 22 24 BLEJD
3 2] TB-120413 lJ 13 23 33
j:. SL-511-NBZ-3B-2.5-3.5 14 24 34
5 15 25 35
B 16 26 36
7 17 27 37.
8 18 28 38
9 19 29 39
10 20 30 40
Notes:

31224BTW.wpd



Loc#  3[224YEx VALIDATION FINDINGS CHECKLIST Page: | of 2
Reviewer:  BR
2nd Reviewer: -

_Method:___X_GC HPLC

Validation Area Yes | No | NA Findings/Comments

il

All technical holding times were met.

AA

Cooler temperature criteria was met.

alibral

Did the laboratory perform a 5 point calibration pricr to sample analysis?

N

Was a linear fit used for evaluation? If yes, were all percent relative standard
deviations (%RSD) < 20%?

Was a curve fit used for evaluation? If Yes, what was the acceptance criteria T
used?

Did the initial calibration meet the curve fit acceptance cilterla?

Were the RT windows properly established?

What type of continuing calibration calculation was performed? _z@:.D or %R

Was a continuing calibration analyzed dafly?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7?

Were all the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG?

~
]
s
-
-~
1
-]

Woas a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks yd
validation completeness worksheet,

Were all surrogate %R within the QC limits? -~

If the percent recovery (%R) of one or more surrogates was outside QC limits, was
a reanalysis performed to confirm %R? )

If any %R was less than 10 percent, was a reanalysis performed to confirm %R?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each

matrix in this SDG? If no, indicate which matrix does not have an associated g
MSIMSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix? h -
Were the MS/MSD percent recoveries (%R} and the relative percent differences _//

(RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch? yd
/

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
\lwithin the QC limits?

L4 summary.wpd version 1.0



LDC#__ W 2248} VALIDATION FINDINGS CHEGKLIST Page: 2 of 2
_ Reviewer.__ BR

2nd Reviewer.__ g\

Validation Area Findings/Comments

Were performance evaluation (PE) samples performed? I : '

Were the performance evaluation {PE) samples within the acceptance limits?

compoundiidenti

Were the retention times of reported detects within the RT windows? --

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions e
and dry weight factors applicable to level IV validation?

System performance was found to be acceptable.

Overall assessment of data was found to be acceptable. P

Field duplicate pairs were identified in this SDG. -~

Target compounds were detected in the field duplicates.

s

Field blanks were identified in this SDG. e

|Target compounds were detected in the field blanks.

L4 summary.wpd versich 1.0



LDC # 3122487 VALIDATION FINDINGS WORKSHEET

Initial Calibration Calculation Verification

Page 1 of 1
Reviewer: BR

2nd Reviewer: SZ ‘

METHOD: GC _X HPLC

The calibration factors (CF), average CF, and relative standard deviation (3%RSD) were recalculated for compounds identified below using the following calculations:

CF=A/C
average CF = sum of the CF/number of standards
%RSD =100 * (5/X)

Where: A = Area of compound
C = Concentration of compound
S = Standard deviation of calibration factors

X = Mean of calibration factors

Reported Recalculated Reported Recalculated Reported Recalculated
Calibration CF CF Average CF Average CF %RSD %RSD
# Standard ID Date Compound (550 std) {550 std) {Initial} {Initial}
ICAL 9/27/2013 GRO 53802 53902 55635 55635 4 4
11379F
J&W DB-MTB

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.




LDC #:

31224B7

METHOD: GC __X HPLC

VALIDATION FINDINGS WORKSHEET
Initial Calibration Calculation Verification

Page
Reviewer:

2nd Reviewer: Klﬁ

of 1
BR

The calibration factors (CF}), average CF, and relative standard deviation (%RSD) were recalculated for compounds identified below using the following calculations:

CF=A/C

average CF = sum of the CF/number of standards

%RSD = 100 * (S/X)

Where:

A = Area of compound

C = Concentration of compound

S = Standard deviation of calibration factors
X = Mean of calibration factors

Reported Recalculated Reported Recalculated Reported Recalculated
Calibration CF CF Average CF Average CF %RSD %RSD
# Standard ID Date Compound (550 std) {550 std) {Initial) {[nitial}
1 ICAL 10/8/2013 GRO 28604 28604 28046 28046 6 8
16394F
Restek VRX

Comments: Refer to [nitial Calibration findings worksheet for list of gualifications and associated samples when reported results do nof agree within 10.0% of the recaleulated resuits.




LDC # VALIDATION FINDINGS WORKSHEET

Continuing Calibration Calculation Verification

31224B7

Page: ‘of [

Reviewer: BR

2nd Reviewer: j 1A

METHQD: GC HPLC

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration percent difference (%D) values
were recalculated for the compounds identified below using the following calculation:

Percent difference {%D) = 100 * (N - C¥N Where: N = Initial Calibration Factor or Nominal Amount
C=  Calibration Factor from Continuing Calibration Standard or Calculated Amount
Reported Recalculated Reported Recalculated
Calibration CCV Conc/CF Conc/CF Cong/CF % D %D
Standard 1D Date Compound
SGCKXGK 12/16/2013 GRO 220.04 209.72 209.72 5 5
11379F 16:40
WGCCXUS 12/6/2013 GRC 550.00 539.15 539.15 2 2
16394F 10:19

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported resulls do not agree within 10.0% of the recalculated resulfs.




LDc#_ S|22467F

METHOD: K GC___HPLC

VALIDATION FINDINGS WORKSHEET
Surrogate Results Verification

The percent recoveries (%R} of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100

Where:

SF = Surrogate Found
38 = Surrogate Spiked

Page:_ 1

of 1

Reviewer; BR

2nd reviewer:

Sample ID: l
f b Surrogate Surrogate Percent Percent Percent
Surrogate olurnn,ID.otet?or Spiked Found Recovery Recovery Difference
l I ‘ Reported Recalculated

Tri £l ovet luens

J s pr-ml

B Pl

3274

£

£)

Q

Sample ID: \;

) Surrogate Surrogate Percent Percent Percant
Surrogate olumwtor Spiked Found Recovery Recovery Difference
Reported Recalculated
Tty luce Keshk vite | 2 26 433 gY 27 0
Sample |D:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated

SURRCALCNew.wpd



LDC #_St48) VALIDATION FINDINGS WORKSHEET Page:_1 of1__
Laboratory Control Sample/lLaboratory Control Sample Duplicates Results Verification Reviewer._ BR

2nd Reviewer: S’ﬁ

METHOD: _X GC__ HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the [aboratory control sample and laboratory control sample duplicate were recalcuiated for the
compounds identified below using the following calculation:

%Recovery = 100 * (SSC - SCY/SA Where  SSC = Spiked sample cancentration SC = Sample concentration

SA = Spike added
RPD =({{SSCLCS - SSCLCSD} * 2) / {(SSCLCS + SSCLCSD)y™00 1.CS = Laboratory Control Sample LCSD = Laboratory Control Sample duplicate

LCS/LCSD samples: LesSQ s |} LespFa

Spike Spike Sample | LCS LCSD LCSILCSD
Added Concentration
Compound (Vk/fl[:,‘/ } ( ) Percent Recovery Percent Recovery RPD
: e - LCS Ve LCSD LCS LCSD Reported Recalc. Reported { Recalc. Reported Recalc.-
Gasoline (8015) I I 1.1L 9. 2 > g2 ‘u?:;_ ¥ F ’7‘ <f
Diesel {(8015) ,
Benzene {8021B)
Methane (RSK-175)
2,4-D (8151)
Dinoseb (8151)

Naphthalene  (8310)

Anthracene (8310)

HMX {8330)

2,4,6-Trinitrotoluene (8330}

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated sampies when reported
results do not aaree within 10.0% of the recalculated results.

LCSCLCNew.wpd



Loc # 3 12248}

METHOD: X_GC __HPLC

<<
Z\|=Z
ZZ

VALIDATION FINDINGS WORKSHEET

Sample Calculation Verification

Were all reported results recalculated and verified for all level IV samples?

Concentration= {(AYFW{D)

A= Area or height of the compound to be measured

Fv= Final

(RF){(Vs or Ws)(%S/100)

Valume of extract

Df= Dilution Factor

RF= Average response factor of the compound

In the
Vs= Initial

initial catibration
volume of the sample

Example:

Sample [D.

Concentration =

(315391 =23 sepepe Y 25 )

Compound Name

Were all recalculated results for detected target compounds within 10% of the reported results?

G kD

Page: {of |
Reviewer: 8K
2nd Reviewer:

O-Q,W{t}

C 5 E35 )16 936 ) lown )

Ws= Initial weight of the sample O (@ O
%S= Percent Solid = . 2E¢FF 2399 */f s
gy
Reported Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications
{ ) { )
Comments:

SAMPCALCnew.wpd




LDC Report# 31224B6

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
December 4, 2013

February 10, 2014

Soil

Cyanide

Level IV

Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH139

Sample Identification

SL-545-NBZ-SB-0.0-0.5
SL-845-NBZ-SB-0.0-0.5
SL-545-NBZ-SB-0.0-0.5MS
SL-545-NBZ-SB-0.0-0.5DUP

VALOGIN\CDMASSFLINBZ\31224B6_CD4.00C



Introduction
This data review covers 4 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 9012B for
Cyanide.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Inorganic Superfund Data Review (January 2010).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

UJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
gualification was not required.

VALOGIN\CDM\SSFL\NBZ\31224B6_CD4.00C 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration

All criteria for the initial calibration were met.

lll. Continuing Calibration

Continuing calibration frequency and analysis criteria were met.
IV. Blanks

Method blanks were reviewed for each matrix as applicable. No contaminant
concentrations were found in the initial, continuing and preparation blanks.

Sample EB3-120513 (from SDG PH140) was identified as an equipment blank. No
contaminant concentrations were found.

Sample FB-041613 (from SDG PHO032) was identified as a field blank. No contaminant
concentrations were found.

V. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) analyses were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

VI. Duplicates

Duplicate (DUP) sample analyses were reviewed for each matrix as applicable. Resuits
were within QC limits.

VII. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

VIIl. Sample Result Verification
All sample result verifications were acceptable.

All analytes reported below the RL and above the MDL were qualified as follows:

VALOGIN\CDM\SSFLINBZ\31224B6_CD4.DOC



Sample Analyte Flag AorP

All samples in SDG PH139 All analytes reported below the RL J (all detects) A
and above the MDL.

IX. Overall Assessment of Data
Data flags are summarized at the end of this report if data has been qualified.
X. Field Duplicates

Samples SL-545-NBZ-SB-0.0-0.5 and SL-845-NBZ-SB-0.0-0.5 were identified as field
duplicates. No contaminant concentrations were detected in any of the samples.

VALOGINICDMSSFLINBZ\31224B6_CD4.D0OC



Santa Susana Field Laboratory
Cyanide - Data Qualification Summary - SDG PH139

5DG

Sample

Analyte

Flag

AorP

Reason (Code)

PH139

5L-545-NBZ-5B-0.0-0.5
SL-845-NBZ-SB-0.0-0.5

All analytes reported below
the RL and above the MDL.

J (all detects)

Sample result verification

)

Santa Susana Field Laboratory
Cyanide - Laboratory Blank Data Qualification Summary - SDG PH139

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Cyanide - Field Blank Data Qualification Summary - SDG PH139

VALOGINA\CDMVSSFL\NBZ\31224B6_CD4.DOC

No Sample Data Qualified in this SDG




LDC #__31224B8 VALIDATION COMPLETENESS WORKSHEET Date: Zf Y 1Y
SDG #__PH139 Level IV Page:_\of

R

Laboratory: Eurofins Lancaster L aboratories Reviewer:
2nd Reviewer:

f

METHOD: (Analyte)_ Cyanide (EPA SW846 Method 9012B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validati A
L Technical holding times Sampling dates: ‘ [L{ R
' iy

lla. | Initial calibration

Ilb. | Calibration verification

lll. | Blanks

A

O\
CCS

IV | Matrix Spike/Matrix Spike Duplicates

V' | Duplicates

V1. | Laboratory control samples

VIl. | Sample result verification

VI, | Overall assessment of data

()
€6~ ERH OOV D TS V(M1

|1X. | Field duplicates

Eébﬁi§?5®pm

X Eiald hlanks

Note: A= Acceptable ND = No compounds detected C PH g—ioD licate ( PHO37_)
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: %(y( \
Pl A
1 | SL-545-NBZ-5B-0.0-0.5 11 21 31
2 | SL-845-NBZ-SB-0.0-0.5 12 22 32
3 | SL-545-NBZ-5B-0.0-0.5MS 13 23 33
4 | SL-545-NBZ-SB-0.0-0.5DUP | 14 24 34
1 S5-545-NBZ-5B-6:8-0:5MS 16 25 35
6 SCHA5-NBZSB-U0-USDUP_| 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40
Notes:

31224B6W.wpd



LDC #: /1)\72’% 642 VALIDATION FINDINGS CHECKLIST Page:_\_of_'a_‘_

Reviewer_( &E
2nd Reviewer._Saa

Method:Inorganics (EPA Method ££0.580 )

Validation Area Yes | No | NA Findings/Comments

1. Technical holding times

Al technical holding times were metf. y

Cooler temperature criteria was met.

Il-. Calibration

Were all instruments calibrated daily, each set-up time?

L AN
X

Were the proper number of standards used?

Were ali initial calibration correlation coefficients > 0.995?

Were all initial and continuing calibration verification %Rs within the 80-110% QC /
lImits?

Waere titrant checks performed as required? {Levei IV only) /

Were balance checks performed as required? (Level IV only}

Ill. Blanks

Was a method blank associated with every sample in this SDG? '

Was there contamination in the method blanks? If yes, please see the Blanks /
validation completeness worksheet,

V. Matrix spike/Matrix spike duplicates and Duplicates

Were a matrix spike (MS) and duplicate {DUP) analyzed for each matrix in this
SDG? If no, indicate which matrix does not have an associated MS/MSD or
MS/DUP. Soil / Water.

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the 75-125 QC limits? If the sample concentration exceeded the spike
concentration by a factor of 4 or more, no action was taken.

Were the MS/MSD or duplicate relative percent differences (RPD) < 20% for /
waters and < 35% for soll samples? A control limit of < CRDL(< 2X CRDL for soil)
was used for samples that were < §X the CRDL, including when only one of the
duplicate sample values were < 5X the CRDL.

V., Laboratory control samples

Was an LCS anaylzed for this SDG? e

Was an LCS anélvzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD) /
within the 80-120% (85-115% for Method 300.0) QC [limits?

VI. Regional Quality Assurance and Quality Control .

Were performance evaluation {(PE) samples performed? L

Were the performance evaluation (PE) samples within the acceptance limits? /

WETC-EPA_2010.wpd version 1.0



LDG #: /6\/7-7/% @6 VALIDATION FINDINGS CHECKLIST PageDh of>

Reviewer:

2nd Reviewer: SM

Validation Area Yes | No | NA Findings/Comments

VIl. Sample Result Verification

Were RLs adjusted to reflect all sample dilutions and dry weight factors applicable
to level IV validation?

Were detection limits < RL?

VIll. Overall assessment of data

Overall assessment 6f data was found to be acceptable.

IX. Field duplicates

Field duplicate pairs were identified in this SDG. /]

Target analytes were detected in the field duplicates. /
X. Field blanks

Field blanks were identified in this SDG. Cto

Target analyles were detected in the field blanks.

WETC-EPA_Z20i0.wpd version 1.0



LDC #: 3 ZZZL(f ?E VALIDATION FINDINGS WORKSHEET Page:__of_l_

Level IV Recalculation Worksheet Reviewer:. XS
2nd Reviewer:

L]

METHOD: Inorganics, Method __ oc@.CoudiL

Percent recoveries (%R) for a laboratory control sample and a matrix spike sample were recalculated using the following formula:
%R = Found x 100 Where, . Found = concentration of each analyte measured in the analysis of the sample. For the matrix spike calculation,
True Found = SSR (spiked sampie result} - SR (sample resulf).
True = concentration of each analyte in the source.

A sample and duplicate relative percent difference (RPD) was recalculated using the following formula:

RPD=[S-D|_ x100  Where, S= Original sample concentration
(S+D)/2 D= Duplicate sample concentration
Rocaleytated | _Renartad
Found /S True/D Acceptable
Sample ID Type of Analysis Element {units) {units) %R f RPD %R f RPD {YIN)

(/CS Laboratory control sample C N q QL‘( \ O qq Q ﬁ' \‘(/

ST \ 225 |4%€ [10€ 0%
o | o ope | oy | 2o lwo |

Comments; Referto appropriate worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.

TOTCLC.6



oc#_ NIV LLQ)@

Validation Findings Worksheet Page:__\__ of |
[nitial and Continuing Calibration Calculation Verification Reviewer:. (Ol

2nd Reviewer: %k

Method: Inorganics, Method See Cover
The correlation coefficient {r) for the calibration OC-N was recalculated.Calibration date: ’(Llfléll/7>

An initial or continuing calibration verification percent recovery (%R} was recalculated for each type of analysis using the following formula;

%R = Found X 100 Where, Found = concentration of each analyte measured in the analysis of the ICV aor CCV solution
True True =concentration of each analyte in the ICV or CCV source
Recalculated Reported Acceptable
Type of analysis Analyte Standard Conc. {mg/L) Area r orr? rorr (YIN)
Initial calibration s1 0.0 0.4098
s2 0.02 0.4842 0.99999 0.99999
C /\/ s3 0.05 0.7169
s4 0.1 1.0929 /
s5 0.2 1.8409
\ s6 0.35 2.9826

Calibration verification

TC

ONS

0S8

LOY

[®)s!

Calibration verification

N

CCv

\B

O \STIO

LOS

1O

~

Calibration verification

Comments: Refer to Calibration Verification findings worksheet for list of qualifications and associated samples when reported results do not agree within

10.0% of the recalculated results.




LDC # 47[%%% VALIDATION FINDINGS WORKSHEET Page:_\_&;}

Sample Calculation Verification Reviewer:
2nd reviewer: AN

METHOD: Inorganics, Method ___ S20 vl

lease see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
Have results been reported and calculated correctly?

Are results within the calibrated range of the instruments?

Are all detection limits below the CRQL?

Compound (analyte} results for reported with a positive detect were
recalculated and verified using the following equation: '
Concentration = Recalculation;
Reported Calculated
Concentration Concentration Acceptable
# Sample ID Analyte ( ) ( B {Y/IN)
Note:

RECALC.6



LDC Report# 31224B8

Laboratory Data Consultants, Inc.

Data Validation Report

Project/Site Name: Santa Susana Field Laboratory

Collection Date: December 4, 2013

LDC Report Date: February 10, 2014

Matrix: Soil

Parameters: Total Petroleum Hydrocarbons as Extractables
Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH139
Sample Identification

SL-506-NBZ-SB-0.0-0.5
SL-507-NBZ-SB-0.0-0.5
SL-507-NBZ-5B-3.5-4.5
SL-508-NBZ-SB-0.0-0.5
SL-5608-NBZ-SB-4.0-5.0
SL-546-NBZ-SB-0.0-0.5
SL-547-NBZ-SB-0.0-0.5
SL-549-NBZ-SB-0.0-0.5
SL-545-NBZ-SB-0.0-0.5
SL-845-NBZ-SB-0.0-0.5
SL-511-NBZ-SB-0.0-0.5
SL-611-NBZ-5B-2.5-3.5
SL-548-NBZ-SB-0.0-0.5
SL-545-NBZ-SB-0.0-0.5MS
SL-545-NBZ-SB-0.0-0.5MSD

VALOGINWCDMSSFLINBZ\3122488_CD4.D0OC



Introduction
This data review covers 15 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8015B for Total
Petroleum Hydrocarbons (TPH) as Extractables.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility [nvestigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ  Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\GDMASSFLINBZ\31224B8_CD4.DOC



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0%.

lll. Calibration Verification

Calibration verification was performed at required frequencies. The percent differences
(%D) of amounts in continuing standard mixtures were within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydracarbons as extractables contaminants were found in the method blanks.

Samples EB1-120513, EB2-120513, and EB3-120513 (all from SDG PH140) were
identified as equipment blanks. No total petroleum hydrocarbons as extractables
contaminants were found.

Sample FB-041613 (from SDG PHO032) was identified as a field blank. No total
petroleum hydrocarbons as extractables contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were not within QC limits. Since the samples were diluted out, no data were qualified.

VIl. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

VALOGIN\CDMASSFLWNBZ\31224B8_CD4.DOGC



VIIl. Target Compound Identification

All target compound identifications were within validation criteria.
IX. Compound Quantitation

All compound quantitations were within va[idation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH139 All compounds reported below the RE. J (all detects) A

X. System Performance

The system performance was acceptable.

Xl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIl. Field Duplicates

Samples SL-545-NBZ-SB-0.0-0.5 and SL-845-NBZ-SB-0.0-0.5 were identified as field

duplicates. No total petroleum hydrocarbons as extractables were detected in any of the
samples with the following exceptions:

Concentration (ug/Kg)
RPD
Compound 8L-545-NBZ-SB-0.0-0.5 SL-845-NBZ-$B-0.0-0.5 {Limits) Flag AorP
EFH (C15-C20) 35 33 6 (s50) - -
EFH (C21-C30) 150 200 29 (=50) - -
EFH (C30-C40) 370 460 22 (s50) - -

VALOGIN\CDM\SSFLINBZ\31224B8_CD4.DOC



Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Data Qualification Summary -

SDG PH139
SDG Sample Compound Flag AorP Reason (Code)
PH139 | SL-506-NBZ-SB-0.0-0.5 All compounds reported below the RL. J (all detects) A Compound quantitation (Z}

SL-507-NBZ-SB-0.0-0.5
SL-507-NBZ-SB-3.5-4.5
SL-508-NBZ-5B-0.0-0.5
§L-508-NBZ-5B-4.0-5.0
SL-546-NBZ-5B-0.0-0.5
SL-547-NBZ-5B-0.0-0.5
SL-549-NBZ-5B-0.0-0.5
SL-545-NBZ-SB-0.0-0.5
SL-845-NBZ-5B-0.0-0.5
SL-511-NBZ2-5B-0.0-0.5
SL-511-NBZ-SB-2.5-3.5
SL-548-NBZ-SB-0.0-0.5

Santa Susana Field Laboratory

Total

Qualification Summary - SDG PH139

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Field Blank Data Qualification
Summary - SDG PH139

No Sample Data Qualified in this SDG

VALOGINVCDMASSFL\NBZ\31224B8_CD4.DOC S

Petroleum Hydrocarbons as Extractables - Laboratory Blank Data




LDC #__31224B8 VALIDATION COMPLETENESS WORKSHEET Date:_2 Zﬂ[‘r

SDG #_ PH139 Level IV Page:_{ of /.
Laboratory:_Eurofins Lancaster Laboratories Reviewer._ B X
2nd Reviewer: <An

METHOD: GC TPH as Extractables (EPA SW 846 Method 8015B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I Technical holding times p‘ Sampling dates: 2 / Lf { { :5
| initial callbration s £SD £207)
.| Calibration verification/ICV P lug] CevEaE2407)
IV. |Blanks 5
V | Suirogate recovery ﬂ-
VI. | Matrix spike/Matrix spike duplicates Q_,J
Vil. | Laboratory control samples A- LS
VIH. | Target compound identification A-
1X. | Compound guantitation/RULOQ/LODs B
X. | System Performance A"
Xl. | Overall assessment of data b—
Xi. | Field duplicates O | Fp= T4 o
Xlll. | Field blanks ND |EH=EB|-RoSIZ EBZ=(B2- 225 |2
E83= EB3-120517 gt 28 Frme Cpl - PHIRD
ot Qzﬁgfeppréav?(lﬂeedlapplicable :E):;mgai:mpounds detected $B==D¥EECI;:‘1K F8= FB-6H1¢l3
SW = See worksheet FB = Field blank EB = Equipmentblank ( SPD¢ B FHO '3),)
Validated Samples: (i \
1| sL-s06-NEZ-5B-0.005 1 |sL511-NBZ-5B-0.0-0.5 21 31 | PBLK-2 |1 34S
; SL-507-NBZ-SB-0.0-0.5 1‘5 SL-511-NBZ-SB-2.5-3.5 22 32
; SL-507-NBZ-$B-3.54.5 13 |SL-548-NBZ-SB-0.0-0.5 23 33
: SL-508-NBZ-$B-0.0-0.5 14 |SL-545-NBZ-SB-0.0-0.5MS 24 34
g SL-508-NBZ-SB-4.0-5.0 15 | SL-545-NBZ-SB-0.0-0.5MSD | 25 35
16— SL-546-NBZ-$B-0.0-0.5 16 26 38
;’ SL-547-NBZ-SB-0.0-0.5 17 27 37
g SL-549-NBZ-SB-0.0-0.5 18 28 . 38
; SL-545-NBZ-SB-0.0-0.5 19 29 39
SI!. 0 | SL-845-NBZ-SB-0.0-0.5 20 30 40

Notes:

31224B8W.wpd



oc# 3122463

Method: é GC HPLC

VALIDATION FINDINGS CHECKLIST

Page: ! of 2
Reviewer,_ BR

2nd Reviewer:; FAa

Validation Area

All technical holding times were met.

Yes

No

NA

Findings/Comments

Couoler temperature criteria was met.

jtial:calivratiol

Did the laboratory perform a 5 point calibration prior to sample analysis?

Ly

Was a linear fit used for evaluation? If yes, were all percent relative standard
deviations (%RSD) < 20%7?

AYAN

Was a curve fit used for evaluation? If Yes, what was the acceptance criterla
used?

Did the initial calibration meet the curve fit acceptance criteria?

Were the RT windows properly established?

What type of cantinuing calibration calculation was performed? _Y%D or _ %R

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7?

Were all the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG?

N AN

Was a method blank analyzed for each matrix and concentrafion?

AYA

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet.

urrogate:splkes

Were all surrogate %R within the QC limits?

If the percent recovery (%R) of one or more surrogates was outside QC limits, was
a reanalysis performed to confirm %R? )

if any %R was less than 10 percent, was a reanalysis performed to confirm %R?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an assoclated
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

AN

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits?

Was an LCS analyzed for this SDG?

-1~

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R} and relafive percent difference (RPD)
within the QC limits?

N

L4 summary.wpd version 1.0



Loc#_ 3] 224€3

VALIDATION FINDINGS CHECKLIST

Page: 2 of 2
Reviewer: BR
2nd Reviewer. __Saa

Validation Area

Were performance evaluation (PE) samples performed?

Yes

No

NA

Findings/Comments

Were the performance evaluation (PE) samples within the acceptance limits?

rargeticomp

Were the refention times of reported detects within the RT windows?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level IV validation?

System performance was found to be acceptable.

OQverall assessment of data was found to be acceptable.

Field duplicate pairs were Identified in this SDG.

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

L4 summary.wpd version 1.0



LDC# 2 j22 483 VALIDATION FINDINGS WORKSHEET
Matrix Spike/Matrix Spike Duplicates

METHOD: l(ec __HPLC
ase see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

Page: _L;f 8

Reviewer; K

2nd Reviewer: S‘c]ﬂ

N_N/A Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each matrix in this SDG?
Y/ N NIA Was an MS/MSD analyzed every 20 samples for each matrix or whenever a sample extraction was performed?
Y N NIA Were the MS/MSD percent recoveries {%R) and relative percent differences (RPD) within QC limits?
MS MSD .
# MS/MSD ID Compound %R (Limits}) %R {Limits) RPD (Limits) Associated Samples Qualifications
\‘-{'] Y Ap Tebe] O, Abepvedien awx.(g\,/dv Wy R¥Pc wohy yi No gk

oIV A g (}fﬁ.ﬂ-&}_ e TR (
( ) { )
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LDC # Sf’LE (B8 VALIDATION FINDINGS WORKSHEET Page:i_ofL

SDG #_Se¢ ¢avrw Field Duplicates Reviewer. %
2nd reviewer.__$q
}ETHOD: ¥GC __ _HPLC
YIN N/A Were field duplicate pairs identified in this SDG?
YIN _N/A Were target compounds detected in the field duplicate pairs?
Concentration ( Mﬁ | ) %RPD Qualification
Compound & l (3( Limit_GD_
G] /b Parent only / All Samples
EFY (Cis— (25 ) 35 3% G
Ereg ( c2'—C30) 150 20D 29
7
L Erw ( (3-c40) 3% 440 2>
Concentration ( ) Y%RPD Quialification
Compound Limit
Parent only / All Samples
Concentration ( ) %RPD Qualification
Compound Limit
Parent only / All Samples
Concentration ( ) %RPD Qualification
Compound Limit
Parent only / All Samples

FLDUP.wpd



LDC#  31224B8 VALIDATION FINDINGS WORKSHEET

Initial Calibration Calculation Verification

Page _1__of 1 _
Reviewer: BR

2nd Reviewer: @ A

METHOD: GC_ X HPLC

The calibration factors (CF), average CF, and relative standard deviation (%RSD) were recalculated for compounds identified below using the following calculations:

CF=A/C
average CF = sum of the CF/number of standards
%R3D = 100 * (S/X)

Where: A = Area of compound
C = Coneentration of compound
S = Standard deviation of calibration factors

X = Mean of calibration factors

Reported Recalculated Reported Recalculated Reported Recalculated
Calibration CF CF Average CF Average CF %RSD %RSD
# Standard ID Date Compound (144 std} (144 std) {Initial) (Inittal)
1 ICAL 121212013 C8-C40 22576 22576 22983 22983 7% 7%
CP23-19879A
ZB-5

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.




LDC #:

METHOD: GC

3122488

HPLC

VALIDATION FINDINGS WORKSHEET
Continuing Calibration Calculation Verification

Page: of
Reviewer: BR
2nd Reviewer: Cn

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration percent difference (%D} values
were recalculated for the compounds identified below using the following calculation:

Percent difference (%D) = 100 * (N - C)/N Where: N= Initial Calibration Factor or Nominal Amount
C=  Calibration Factor from Continuing Calibration Standard or Calculated Amount
Reported Recalculated Reported Recalculated
Calibration CCV Conc/CF Conc/CF Conc/CF %D %D

# Standard ID Date Compound

1 TPH_3FH 1271212013 C8-C40 288.01 313.75 313.75 9 9
J345.0067 20:54

2 TPH_3FI 1211312013 C8-Ca0 288.01 307.056 307.65 7 7
J345.0081 1:57

3 TPH_3FO 12/13/2013 C8-C40 288.01 317.49 317.49 10 10
J347.0004 18:24

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.



Loc#_ 31224488

METHOD: _XGC __ HPLC

VALIDATION FINDINGS WORKSHEET
Surrogate Results Verification

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following caiculation:

% Recovery: SF/8S8 * 100

Sample ID: i

Where:

SF = Surrogate Found
885 = Surrogate Spiked

Page:_ 1 of 1
Reviewer_ BR

2nd reviewer.__ ¢~ E!

Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
l Reported Recalculated
oz
Chlovhenzen 285 2.0 2. 037954 F 10 = o
Octlasterpheny) J 2. 0bggr)| 103 62 D
o/
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Sample 1D;
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reporfed Recalculated

SURRCALCNew,wpd



LDC #: :SQ’L: +537 VALIDATION FINDINGS WORKSHEET Page._1 of 1
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer._ BR

2nd Reviewer; $1 -
METHOD: AL GC _ HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below
using the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where S8C = Spiked sample concentration MS = Matrix spike
8C = Sample concentration MSD = Matrix spike duplicate
RPD =(({{SSCMS - SSCMSD} * 2) / (SSCMS + SSCMSD))*100 SA = Spike added
MS/MSD samples: l‘t‘! (S
Spike Sample Spike Sample Matrix spike Matrix Spike Duplicate MS/MSD
Added Conc. Concentration
Compound { } ( ) { ) Percent Recovery Percent Recovery RPD
i M3 MSD — || MS MSD Reported Recalc. Reported Recalc. Reported Recalc.
Gasoline . (8015)
Diesel (8015)
Benzene (8021B)
Methane (RSK-175)
2,4-D (8151)
Dinoseb (8151)
Naphthalene  (8310)
Anthracene (8310)
HMX (8330)
2,4,6-Trinitrotoluene (8330)
(30 -CH € LIS jayo.2) ) 282.] | 337-4B) 2% [B3¥F Y| o4 | 248 | 29 | 24

Commaents: Referto Matrix Spike/Matrix Spike Duplicates findings worksheet for list of gualifications and asseociated samples when reported results do not agree within 10.0%

of the recalculated results,

MSDBCLCNew.wpd



LDC #:_ 3122488 VALIDATION FINDINGS WORKSHEET Page. 1 of1
Laboratory Control Sample/lLaboratory Control Sample Duplicates Results Verification Reviewer:BR

2nd Reviewer: Zﬁ

METHOD: & GC__ HPLC

The percent recoveries (%R} and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

%Recovery = 100 * (SSC - SCY/SA Where  SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD ={({SSCLCS - SSCLCSD} * 2) / (SSCLCS + SSCLCSD))*100 L.CS = Laboratory Contro! Sample LCSD = Laboratory Control Sample duplicate

LCSILCSD samples;,___ L CS 2124€

Spike Spike Sample LCs ] LCSD | LCS/LCSD
Added Concentration
Compound { ri’d ) ( ks ) Percent Recovery Percent Recovery RPD
- V . LCS iy LCSD LCS v LCSD Reported Recalc. Reported Recalc. Reported Recalc.-

Gasoline (8015)

Diesel (8015)

Benzene (8021B)

Methane (RSK-175)

2.4-D {8151)

Dinoseb 8151)

Naphthalene  (8310)

Anthracene (8310)

HMX (8330)

2,4,6-Trinitrotoluene (8330)

EFb (3p-Cye IS — 8.5 ~ 5% | §3.2| - — -~ | _

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of gualifications and associated samples when reported
results do not agree within 10.0% of the recalculated resuits.

LCSCLCNew.wpd




LDC # 3 |22 483

METHOD; 'R GC__ HPLC

VALIDATION FINDINGS WORKSHEET
Sampile Calculation Verification

N N/A Were all reported results recalculated and verified for all level IV samples?
N N/A Were all recalculated results for detected target compounds within 10% of the reported results?
Concentration= (A)FvY(Df

(RF)(Vs or Ws)(%S/100)

Page: _1 of 1
Reviewer:  BR
2nd Reviewer: S&

EFB (3d~cyn = Bns,

%

Sample ID. Compound Name C_Zo —C4°
A= Area or height of the compound to be measured
Fv= Final Volume of extract
Df= Dilution Factor
RF= Average response factor of the compound Concentration = (g 310 (9 é3 )( ! -)
In the initial calibration ]
Vs= Initial volume of the sampie C 2 lq g2 )(% ) ) ( 0. (( 5-(9)
Ws= Initial weight of the sample _
%S= Percent Solid = 12.62 8013F] ""gﬂ‘r‘
Reported Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications
({ } ( )
Comments:

SAMPCALCnew.wpd



LDC Report# 31224B21

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: December 4, 2013

LDC Report Date: February 11, 2014

Matrix: Soil

Parameters: Dioxins/Dibenzofurans
Validation Level: Level IV

l.aboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH139
Sample ldentification

SL-508-NBZ-5B-0.0-0.5
SL-508-NBZ-SB-4.0-5.0
SL-545-NBZ-5B-0.0-0.5
SL-845-NBZ-5B-0.0-0.5
SL-511-NBZ-SB-0.0-0.5
SL-511-NBZ-8B-2.5-3.5
SL-548-NBZ-SB-0.0-0.5
SL-545-NBZ-SB-0.0-0.5MS
SL-545-NBZ-5B-0.0-0.56MSD

VALOGIN\CDMI\SSFLINBZA31224B21_CD4.doc



Introduction
This data review covers 9 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA Method 1613B for Polychlorinated
Dioxins/Dibenzofurans.
This review follows the Quality Assurance Project Plan for Santa Susana Field Laboratory
(SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March 2009, Revision
4) and the USEPA Contract Laboratory Program National Functional Guidelines for
Polychlorinated Dioxins/Dibenzofurans Data Review (September 2005).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag is
due to a laboratory deviation from a specified protocol or is of technical advisory nature.
The following are definitions of the data qualifiers:

U [ndicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ  Indicates the compound or analyte was analyzed for but not detected. The sample
detection [imit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDMSSFLINBZ\31224B21_CD4.doc



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met validation criteria.

ll. HRGC/HRMS Instrument Performance Check
Instrument performance was checked at the required daily frequency.

The chromatographic resolution between 2,3,7,8-TCDD and the peaks representing any
other unlabeled TCDD isomers was resoclved with a valley of less than or equal to 25%.

PFK and static resolving power were within validation criteria.
lll. Initial Calibration
A five point initial calibration was performed as required by the method.

Percent relative standard deviations (%RSD) were less than or equal to 20.0% for
unlabeled compounds and less than or equal to 35.0% for labeled compounds.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.

The minimum S/N ratio was greater than or equal to 10 for each unlabeled compound and
labeled compound.

IV. Continuing Calibration
Continuing calibration was performed at the required frequencies.

All of the continuing calibration percent differences (%D} between the initial calibration RRF
and the continuing calibration RRF were within QC limits.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.
V. Blanks
Method blanks were reviewed for each matrix as applicable. No polychiorinated

dioxin/dibenzofuran contaminants were found in the method blanks with the following
exceptions:

VALOGIN\CDMISSFLINBZ\31224821_CD4.doc



Extraction Associated
Method Blank ID Date Compound Concentration Samples
BLK347003 12/13/13 2,3,7,8-TCDD 0.0842 ng/Kg All samples in 3DG PH139
1,2,3,7,8-PeCDD 0.186 ng/Kg
1,2,3,4,7,8-HxCDD 0.164 ng/Ka
1,2,3,6,7,8-HxCDD 0.174 ngiKg
1,2,3,7,8,9-HxCDD 0.220 ngfKg
1,2,3,4,6,7,8-HpCDD 0.255 ngikg
OCDD 0.608 ng/Kyg
2,3,7,8-TCDF 0.0670 ng/Kg
1,2,3,7,8-PeCDF 0.219 ngfKg
2,3,4,7 8-PeCDF 0.287 ng/Kg
1,2,3,4,7,8-HxCDF 0.187 ng/Kg
1,2,3,6,7,8-HXCDF 0.183 ng/Kg
2,34,6,7,8-HxCDF 0.271 ng/Kg
1,2,3,7,8 9-HxCDF 0.333 ng/Kg
1.2,3,4,6,7,8-HpCOF 0.219 ng/Kg
1,2,3,4,7,8,9-HpCDF 0.237 ng/Kg
QCDF 0.588 ng/Kg

Sample concentrations were compared to concentrations detected in the method blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated method blanks with
the following exceptions:

Reported Modified Final
Sample Compound Concentration Concentraticn
SL-508-NBZ-SB-0.0-0.5 2,3,7,8-TCDD 0.112 ng/Kg 0.112U ng/Kg
1,2,3,4,7,8-HxCDD 0.0429 ng/Kg 0.0429U ngfKg
1,2,3,6,7,8-HxCDD 0.0747 ng/Kg 0.0747U ng/Kg
1,2,3,7,8,8-HxCOD 0.0602 ng/Kg 0.0602U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.120 ng/Kg 0.120U ng/Kg
OoCcDD 0.486 ng/Kg 0.486U ng/Kg
2,3,7,8-TCDF 0.122 ng/Kg 0.122U ng/Kg
1,2,3,7,8-PeCDF 0.107 ng/Kkg 0.107U ng/Kg
2,3.4,7,8-PeCBF 0.131 ngfg 0.131U ng/Kg
1,2.3,4,7,8-HxCDF 0.0919 ng/Kg 0.0819U ng/Kg
1,2,3,6,7 8-HxCDF 0.0630 ng/Kg 0.0630U ng/Kg
2,3,4,6,7,8-HxCDF 0.0919 ng/Kg 0.0919U ng/Kg
1,2,3,7,8,9-HxCDF 0.126 ng/Kg 0.126U ng/Kg
1,2,3,4,6,7,8-HpCOF 0.119 ng/Kg 0.118U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.106 ng/Kg 0.108U ng/Kg
OCDF 0.328 ng/Kg 0.328U ng/Kg
SL-508-NBZ-5B-4.0-5.0 1,2,3,6,7,8-HxCDD 0.0656 ng/Kg 0.0656U ng/Kg
1,2,3,7,8,9-HxCDD 0.0377 ngfKg 0.0377U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.186 ng/Kg 0.186U ng/ikg
oCcDDb 1.22 ng/Kg 1.22U ng/Kg
2,3,7,8-TCDF 0.107 ng/Kg 0.107U ng/Kg
1,2,3,7,8-PeCDF 0.0722 ng/Kg 0.0722U ngiKg
2,3,4,7,8-PeCDF 0.0629 ng/Kg 0.0629U ng/Kg
1,2,3,4,7,8-HxCDF 0.0401 ng/Kg 0.0401U ng/Kg
2,3,4,6,7,8-HxCDF 0.0565 ng/Kg 0.0565U ng/Kg
1,2,3,7,8,9-HxCDF 0.114 ng/Kg 0.114U ng/Kg
1.2,3,46,7,8-HpCDF 0.101 ng/Kg 0.101U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0765 ng/Kg 0.0765U ng/Kg
OCDF 0.322 ng/Kg 0.322U ng/Kg
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Sample

Compound

Reported
Concentration

Modified Final
Concentration

SL-545-NBZ-5B-0.0-0.5

,3,7,8-TCDD

0.0707 na/Ky

0.0707U ng/Kg

2
1,2,3,7,8-PeCDD 0.269 ng/Kg 0.269U ng/Kg
1,2,3,4,7,8-HxCDD 0.441 ng/Kg 0.441U ng/kg
1,2,3,7,8,8-HxCDD 0.790 ng/Kg 0.790U ng/Kg
1,2,3,7,8-PeCDF 0.878 ng/Kg 0.878U ng/Kg
2,3,4,7 8-PeCDF 0.889 ng/Kg 0.889U ng/Kg
1,2,3,4,7,8-HxCDF 0.466 ng/Kg 0.466U ng/kg
1,2,3,6,7,8-HxCDF 0.470 ng/Kg 0.470U ng/Kg
2,3,46,7.8-HxCDF 0.462 ng/Kg 0.462U ngfKg
1,2,3,7,8,9-HxCDF 0.206 ng/Kg 0.206U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.363 ng/Kg 0.363U ng/Kg
SL-845-NBZ-SB-0.0-0.5 2,3,7,8-TCDD 0.0848 ng/Kg 0.0848U ng/Kg
1,2,3,7,8-PeCDD 0.688 ng/Kg 0.688U ng/Kg
1,2,3,4,7,8-HxCDD 0.589 ng/Kg 0.589U ng/Kg
1,2,3,7,8,9-HxCDD 0.926 ng/Kg 0.926U ng/Kg
2,3,4,7,8-PeCDF 0.995 ng/Kg 0.995U ng/kKg
12,347 8-HxCDF 0.660 ng/Kyg 0.660U ng/Kg
1,2,3,6,7,8-HxCDF 0.682 ng/iKg 0.682U ng/Kg
2,3,4,6,7,8-HxCDF 0.727 ng/Kg 0.727U ng/Kg
1,2,3,7,8,9-HxCDF 0.466 ng/Kg 0.466U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.597 ng/Kg 0.597U ng/Kg
SL-511-NBZ-$B-0.0-0.5 1,2,3,7,8-PeCDD 0.0866 ng/Kg 0.0866U ng/Kg
1.2,3,4,7,8-HxCDD 0.0648 ng/Kg 0.0648U ng/Kg
1,.2,3,6,7,8-HxCDD 0.300 ng/Kyg 0.300U ng/Kg
1,2,3,7,8,9-HxCDD 0.263 ng/Kg 0.263U ng/Kg
2,3,78-TCDF 0.325 ng/iKg 0.325U ng/Kg
1,2,3,7,8-PeCDF 0.169 ng/kKg 0.169U ng/Kg
2,3,4,7,8-PeCDF 0.377 ng/Kg 0.377U ng/Kg
1,2,3.4,7,8-HxCDF 0.165 ng/Kg 0.165U ng/Kg
1.2,3,6,7,8-HxCDF 0.150 ng/Kg 0.150U ng/Kg
2,3,4,6,7,8-HxCDF 0.176 ng/Kg 0.178U ng/Kg
1.2,3,7,8,9-HxCDF 0.152 ng/Kg 0.1582U ng/Kg
1.2,3,4,6,7 8-HpCOF 0.569 ng/Kg 0.569U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0983 ng/Kg 0.0983U ng/Kg
OCDF 0.821 ng/Kg 0.821U ng/Kg
8L-511-NBZ-SB-2.5-3.5 1,2,3,7,8-PeCDD 0.157 ng/iKg 0.157U ng/Kg
1,2,3,4,7,8-HxCDD 0.0507 ng/iKg 0.0507U ng/Kg
1,2,3,6,7,8-HxCDD 0.114 ng/Kg 0.114U ng/Kg
1,2,3,7,8,9-HxCDD 0.144 ng/Kg 0.144U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.196 ng/Kg 0.186U ng/Kg
ocDD 0.809 ng/Kg 0.809U ngiKg
2,3,7,8-TCDF 0.147 ng/Kg 0.147U ng/Kg
1,2,3,7,8-PeCDF 0.203 ng/Kg 0.203U ng/g
2,3,4,7,8-PeCDF 0.186 ng/Kg 0.186U ng/Kg
1,2,3.4,7,8-HXCDF 0.112 ngfkg 0.112U ng/Kg
1,2,3,6,7,8-HxCDF 0.0967 ng/Kg 0.0967U ng/Kg
2,3,4,6,7,8-HxCDF 0.0897 ng/Kg 0.0897U ng/Kg
1,2,3,7,8,9-HxCDF 0.123 ng/Kg 0.123U ng/Kg
1,2,34,6,7,8-HpCDF 0.105 ng/Kg 0.105U ng/Kg
1,.2,3,4,7,8,9-HpCDF 0.0526 ng/Kg 0.0528U ng/Kg
OCDF 0.217 ng/Kg 0.217U ng/Kg
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Reported Modified Final

Sample Compound Concentration Concentration
SL-548-NBZ-SB-0.0-0.5 2,3,7,8-TCDD 0.115 ng/Kg 0.115U ng/Kg
1,2,3,7,8-PeCDD 0.194 ng/Kkg 0.194U ng/Kg

1,2,3,4,7,8-HxCDD 0.0513 ng/Kg 0.0513U ng/Kg

1,2,3,6,7,8-HxCDD 0.0726 ng/Kg 0.0726U ng/Kg

1,2,3,7,8,9-HxCDD 0.0822 ng/Kg 0.0822U ng/Kg

1,2,3,4,6,7,8-HpCDD 0.137 ng/Kg 0.137U ng/Kg

oCcbD 0.438 ng/Kg 0.438U ng/Kg

2,3,7,8-TCDF 0.123 ng/Kg 0.123U ng/Kg

1,2,3,7,8-PeCDF 0.249 ng/Kg 0.249U ng/Kg

2,3,4,7,8-PeCDF 0.202 ng/Kg 0.202U ng/Kg

1,2,3.4,7, 8-HxCDF 0.103 ngiKg 0.103U ng/Kg

1,2,3,6,7,8-HxCDF 0.102 ng/Kg 0.102U ng/Kg

2,3,4,6,7 8-HxCDF 0.0735 ng/Kg 0.0735U na/Kg

1,2,3,7,8,9-HxCDF 0.0965 ng/Kg 0.0965U ng/Kg

1,2,3,4,6,7,8-HpCDF 0.109 ng/Kg 0.109U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.0269 ng/Kg 0.0269U ng/Kg

OCDF 0.180 ng/Kg 0.180U ng/Kg

Samples EB1-120513, EB2-120513, and EB3-120513 (all from SDG PH140) were
identified as equipment blanks. No polychlorinated dioxin/dibenzofuran contaminants were
found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples

EB1-120513 12/5M13 OoCcDD 1.48 pg/l SL-508-NBZ-5B-0.0-0.5

1,2,3,7,8-PeCDF 0.646 pgil SL-508-NBZ-5B-4.0-5.0

1,2,3,6,7,8-HxCDF 0.488 pg/l. SL-548-NBZ-SB-0.0-0.5

1,2,3,4,6,7 8-HpCDF 0.815 pg/L

1,2,3,4,7,88-HpCDF 0.583 pg/t-
EB2-120513 12/5M13 ocDD 1.88 pgiL SL-511-NBZ-$B-0.0-0.5

2,3,4,7,8-PeCDF 0.627 pg/L. SL-511-NBZ-SB-2.5-3.5
EB3-120513 12/5M13 1,2,3,7,8-PeCDD 0.625 pgl/L SL-545-NBZ-58-0.0-0.5

1,2,3,7,8,9-HxCDD 0.353 pglL SL-845-NBZ-8B-0.0-0.5

1.2,3,4,6,7,8-HpCDD 0.436 pgilL

ochD 19.6 pa/l.

1.2,3,7,8-PeCDF 0.499 pg/L

2,3,4,7,8-PeCDF 0.244 pgil

1,2,3,4,7,8-HxCDF 0.225 pyll

1.2,3,6,7,8-HxCDF 0.118 pg/L.

1,2,3,7,8,9-HxCDF 0.380 po/L

1,2,3,4,6,7,8-HpCDF 0.380 pg/L

1,2,3,4,7.8,9-HpCDF 0.446 pg/L

QCDF 1.02 poil

Sample FB-041613 (from SDG PHO032) was identified as a field blank. No polychlorinated
dioxin/dibenzofuran contaminants were found with the following exceptions:
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Sampling Associated
Blank ID Date Compound Concentration Samples
FB-041613 4116113 1,2,3,7,8-PeCDD 0.434 pg/L All samples in SDG PH139
1,2,3,4,6,7,8-HpCDD 0.309 pg/L
QChD 0.838 pg/l
1,2,3,7,8-PeCDF 0.324 pg/L
2,3,4,7,8-PeCDF 0.428 pg/L
1,2,3,4,7,.8-HxCDF 0.257 pg/l
1,2,3,7,8,9-HxCDF 0.241 pgiL
2,3,4,6,7,8-HxCDF 0.284 pg/L
1,2,3,4,6,7,8-HpCDOF 0.314 pg/L
QCDF 0.357 pg/L

Sample concentrations were compared to concentrations detected in the field blanks. The
sample concentrations were either not detected or were significantly greater (>5X for other
contaminants) than the concentrations found in the associated field blanks.

VI. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each matrix
as applicable. Percent recoveries (%R) and relative percent differences (RPD) were within

the QC limits.

VIl. Ongoing Precision Recovery (OPR)

Ongoing precision recovery samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

VIII. Regional Quality Assurance and Quality Control

Not applicable.

IX. Internal Standards

All internal standard recoveries were within QC limits,

X. Target Compound Identifications

All target compound identifications were within validation criteria.

Xl. Compound Quantitation

All compound quantitations were within validation criteria.

The 2,3,7,8-TCDF confirmation was performed with the following exceptions:
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Sample Compound Finding Criteria Flag AorP
All samples in SDG PH139 2,3,7,8-TCDF 2nd column cenfirmation | 2,3,7,8-TCDF must be None p
was not performed for confirmed on the 2nd
this compound. column per the method.
All compounds reported below the RL were qualified as follows:
Sample Finding Flag AorP
All samples in SDG PH139 All compounds reported below the RL. J {all defects) A

XIl. System Performance

The system performance was acceptable.

Xlll. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

Samples SL-545-NBZ-SB-0.0-0.5 and SL-845-NBZ-SB-0.0-0.5 were identified as field
duplicates. No polychlorinated dioxins/dibenzofurans were detected in any of the samples

with the following exceptions:

Concentration (pg/g)
RPD
Compound SL-545-NBZ-SB-0.0-0.5 SL-845-NBZ-3B-0.0-0.5 {Limits) Flag AorP
2,3,7,8-TCDD 0.0707 0.0848 18 (s50) - -
1,2,3,7,8-PeCDD 0.269 0.688 88 (<50) J (all detects) A
1,2,3,4,7,8-HxCDD 0.441 0.589 29 (<50) - -
1,2,3,6,7,8-HxCDD 1.04 1.10 6 (s50) - -
1.2,3,7,8,9-HxCDD 0.790 0.926 16 (=50) - -
1,2,3,4,6,7,8-HpCDD 17.3 13.2 27 (=80) - -
OoCDD 142 106 29 (s50) - -
2,3,78-TCDF 0.622 0.487 24 (<50) - -
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Concentration {pg/g)

Compound SL-545-NBZ-5B-0.0-0.5 SL-845-NBZ-5B-0.0-0.5 (L?nﬁi?s) Flag AcorP
1,2,3,7,8-PeCDF 0.878 1.13 25 (=50) - -
2,3,4,7,8-PeCDF 0.889 0.995 11 (s50) - -
1.2,3,4,7 8-HxCDF 0.466 0.660 34 (=50} - -
1,2,3,6,7 8-HxCDF 0.470 0.682 37 (=50} - -
2,3,4,6,7,8-HxCDF 0.462 0727 45 (<50) - -
1.2,3,7,8,9-HxCDF 0.206 0.466 77 (=50) J {all detects) A
1,2,3,4,6,7,8-HpCDF 3.75 4.26 13 (s50) - -
1,2,3,4,7,8,9-HpCDF 0.363 0.597 49 (s50) - -
OCDF 8.97 9 (=50) - -

8.17
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Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Data Qualification Summary - SDG PH139

SDG

Sample

Compound

Flag AorP

Reason {Code)

PH139

SL-508-NBZ-5B-0.0-0.5
SL-508-NBZ-5B-4.0-5.0
S5L-545-NBZ-SB-0.0-0.5
SL-845-NBZ-8B-0.0-0.5
SL-511-NBZ-SB-0.0-0.5
SL-511-NBZ-5B-2.5-3.5
SL-548-NBZ-88-0.0-0.5

2,3,7,8-TCDF

None

Compound quantitation
(column confirmation)

PH139

5L-508-NBZ-5B-0.0-0.5
SL-508-NBZ-3B-4.0-5.0
5.-545-NBZ-SB-0.0-0.5
SL-845-NBZ-5B-0.0-0.5
SL-511-NBZ-SB-0.0-0.5
SL-511-NBZ-5B-2.5-3.5
S5L-548-NBZ-58-0.0-0.5

All compounds reported
below the RL.

J (all detects)

Compound quantitation
Z)

PH139

SL-545-NB2-SB-0.0-0.5
SL-845-NBZ-8B-0.0-0.5

1,2,3,7,8-PeCDD
1,2,3,7,8,9-HXCDF

J (all detects) A

J (all detects)

Field duplicates (RPD)
{FD)

Santa Susana Field Laboratory

Dioxins/Dibenzofurans - Laboratory Blank Data Qualification Summary - SDG PH139

2,3,4,7,8-PeCDF

1,2,3,4,7,8-HxCOF
2,3,4,6,7,8-HxCDF
1,2,3,7,8,9-HxCDF

OCDF

1.2,3,4,6,7,8-HpCDF
1.2,3,4,7,8,8-HpCDF

0.06280) ng/Kg
0.0401U ng/Kg
0.0565U ng/Kg
0.114U ng/Kg
0.101U ng/Kg
0.0765U ng/Kg
0.322U ng/Kg

Modified Final
SDG Sample Analyte Concentration AorP Code
PH139 SL-508-NBZ-SB-0.0-0.5 2,3,7,8-TCDD 0.112U ng/Kg A B
1.2,3,4,7.8-HxCDD 0.0429U na/Kg
1,2,3,6,7,8-HxCDD 0.0747U ngiKg
1,2,3,7,8,9-HxCDD 0.0602U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.120U ng/Kg
OCDD 0.486U no/kKg
2,3,7,8-TCDF 0.122U ng/Kg
1,2,3,7,8-PeCDF 0.107U ng/Kg
2,3,4,7,8-PeCDF 0.131U ng/kyg
1,2,3,4,7,8-HxCOF 0.0918U ng/Kg
1,2,3,6,7,8-HxCDF 0.0630U ng/Kg
2,3,4,6,7,8-HxCDF 0.0919U ng/Kg
1,2,3,7,8,9-HxCDF 0.126U ng/iKg
1,2,3,4,6,7,8-HpCDF 0.119U ng/Kg
1,2,3,4,7,8,9-HpCOF 0.106U ng/Kg
OCDF 0.328U ng/Kg
PH138 SL-508-NBZ-SB-4.0-5.0 1,2,3,6,7,8-HxCDD 0.0656U ng/Kg A B
1,2,3,7.8,8-HxCDD 0.0377U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.186U ng/Kg
OCDD 1.220 ngiKg
2,3,7,8-TCOF 0.107U ng/Kg
1,2,3,7,8-PeCCF 0.0722U ng/Kg
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Modified Final

1,2,3,7.8,9-HxCDD
1,2,3,4,6,7,8-HpCDD
ocDD
2,3,7,8-TCDF
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HXCDF
2,3,4,6,7,8-HxCDF
1,2,3,7,8,9-HxCDF
1,2,3.4,6,7.8-HpCDF
1,2,3.4,7,8,9-HpCDF
OCDF

0.144U ngiKg
0.196U ng/Kg
0.809U ng/Kg
0.147U ng/Kg
0.203U ng/Kg
0.186U ng/Kg
0.112U ng/Kg
0.0967U ng/Kg
0.0897U ng/Kg
0.123U ng/Kg
0.105U ngiKg
0.0526U ng/Kg
0.217U ng/Kg

sDG Sample Compound Concentration AorP Code
PH139 SL-545-NBZ-5B-0.0-0.5 2,3,7,8-TCDD 0.0707U ng/Ky A B
1,2,3,7,8-PeCDD 0.269U ng/Kg
1,2,3,4,7,8-HxCDD 0.441U ng/Kg
1,2,3,7,8,9-HxCDD 0.790U ng/Kg
1,2,3,7.8-PeCDF 0.878U ng/kg
2,3,.4,7,8-PeCDF 0.885U ng/Kg
1.2,3,4,7,8-HxCDF 0.466U ng/Kg
1,2,3,6,7,8-HxCDF 0.470U ng/Kg
234.6.7.8-HxCDF 0.462U ng/Kg
1,2,3,7,8,9-HxCDF 0.206U ngiKg
1,2,3,4,7,8,9-HpCDF 0.363U ng/Kg
PH139 S5L-845-NBZ-SB-0.0-0.5 2,3,7,8-TCDD 0.0848U ng/Kg A B
4,2,3,7,8-PeCDD 0.688U ng/Kg
1,2,3,4,7,8-HxCDD 0.589U ng/Kg
1,2,3,7,8,9-HxCDD 0.926U ng/Kg
2,3,47,8-PeCDF 0.995U ng/Kg
1,2,34,7.8-HxCDF 0.660U ng/Ky
1,2,3,6,7,8-HxCDF 0.682U ng/Kg
2,3.4,6,7,8-HxCDF 0.727U ng/Kg
1,2,3,7,8,9-HXCDF 0.466U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.597U ng/Kg
PH139 8L-511-NBZ-5B-0.0-0.5 1,2,3,7,8-PeCDD 0.0866U ng/Kg A B
1,2,3,4,7,8-HxCDD 0.0648U ng/Kg
1,2,3,6,7,8-HxCDD 0.300U ng/Kg
1,2,3,7,8,9-HxCDD 0.263U ngiKg
2,3,7.8-TCDF 0.325U ng/Kg
1,2,3,7,8-PeCDF 0.168U ng/Kg
2,3,4,7,8-PeCDF 0.377U ng/Kg
1,2,3,4,7,8-HXCDF 0.165U ng/Kg
1,2,3,6,7,8-HxCDF 0.150U ng/Kg
2,3,4,6,7,8-HxCDF 0.176U ngiKg
1,2,3,7,8,9-HxCDF 0.152U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.569U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0883U ng/Kg
OCDF 0.821U ng/Kg
PH139 SL-511-NBZ-SB-2.5-3.5 1,2,3,7,8-PeCOD 0.157U ng/Kg A B
1,2,3,4,7,8-HxCDD 0.0507U ng/Kg
1,2,3,6,7,8-HxCDD 0.114U ngiKg
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Modified Final

.2,3,7,8,9-HxCDD
1,2,3,4,6,7,8-HpCDD
ocDD
2,3,7,8-TCDF
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCOF
1,2,3,6,7,8-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,7,8,9-HxCDF
1,2,3,4,6,7,8-HpCDF
1.2,3,4,7,8,9-HpCDF
OCDF

0.0822U ng/Kg
0.137U ng/Kg
0.438U ng/Kg
0.123U ng/Kg
0.249U ng/Kg
0.202U ng/Kg
0.103U nyg/Kg
0.102U ng/Kg
0.0735U ng/Kg
0.0965U ng/Kg
0.109U ng/Kg
0.0269U ng/Kg
0.180U ng/Kg

SDG Sample Analyte Concentration AcrP Code
PH139 SL-548-NBZ-8B-0.0-0.5 2,3,7,8-TCDD 0.115U ng/kKg A B
1,2,3,7,8-PeCDD 0.194U ng/Kg
1,2,3,4,7,8-HxCDD 0.0513U ng/Kg
1.2,3,6,7,8-HxCDD 0.0726U ng/Kg
1

Santa Susana Field Laboratory

Dioxins/Dibenzofurans - Field Blank Data Qualification Summary - SDG PH139
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LDC #:__31224B21 VALIDATION COMPLETENESS WORKSHEET Date:/ ~3)-/ ’-tl

SDG #__PH139 Level IV Page: { of]
Laboratory:_Eurofing Lancaster Laboratories Reviewer: Cfv—
2nd Reviewer:__Can

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
Sampling dates: /2 }L.[ } [™

l. Technical holding times

Il. | HRGC/HRMS Instrument performance check

,eao/as\
L Ninels

ll. | Initial calibration

IV. | Continuing Calibration

v, Blanks

VI, | Matrix spike/Matrix spike duplicates

OPR

VII. | Laboratory control samgles

VIil. | Regional quality assurance and guality control

IX. | Internal standards

X. | Target compound identifications

Xl. | Compound quantitation/RL/LQQ/L OBs—

Xl. | System performance

Xl | Overall assessment of data

el P e SRS e

O
=3

XIV. | Field duplicates

D=3+
= F12 0L (3R 03 ¥

9)
z

XV. {Field blanks

Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: %ml\
1 | SL-508-NBZ-8B-0.0-0.5 H—1SL-645-NBZ-3B-0:0UBMSD 21 31
2 | SL-508-NBZ-5B-4.0-5.0 12 22 32
3 | SL-545-NBZ-5B-0.0-0.5 13 23 33
4 | 8L-845-NBZ-5B-0.0-0.5 14 24 34
5 |SL-511-NBZ-SB-0.0-0.5 15 25 35
6 | SL-511-NBZ-SB-2.5-3.5 16 26 36
7 | SL-548-NBZ-5B-0.0-0.5 17 27 37
8 | SL-545-NBZ-5B-0.0-0.5MS 18 28 38
9 | SL-545-NBZ-$B-0.0-0.5MSD 19 29 39
16 - 20 30 [BLY 347003 40

Notes:'@ ER= ER\-12051> € TN
EB 3 -15059% (R4 1d)
ER2~-1D0SID (P 14D)
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LoC #_ S22 i)

VALIDATION FINDINGS CHECKLIST

Method: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Page:_/ of )

Reviewer!
2nd Reviewer._ s

Validation Area

All technical holding times were met.

No [ NA

Findings/Comments

Cooler temgerature cntena was met. |
; — T ST T R = =
: : S

g i

Was PFK exact mass 380.9760 verified?

Were the retention time windows established for all homologues?

Was the chromatographic resolution between 2,3,7,8-TCDD and peaks representing
any other unlabeled TCDD isomers < 25% 7

Is the static resolving power at least 10,000 (10% valley definition)?

Was the mass resolution adequately check with PFK?

Was the resence of1 2 8. 9-TCDD and 1 3 4.6,8- PeCDF verlfed?

Was the initial calibration performed at § concentration levels?

Were all percent relative standard deviations (%RSD) < 20% for unlabeled
compounds and < 35% for labeled compounds 7

Did all ¢alibration standards meet the lon Abundance Ratio criteria?

Was the signal to noise ratio for each target compound > 2.5 and for each recovery
and internal standard > 107

Was a routine calibration performed at the beginning and end of each 12 hour
period?

Were all the concentrations for the unlabeled compounds and labeled compounds
within the QC limits {(Method 16138, Table 6)?

Did all routine callbratlon standards meet the lon Abundance Ratlo cnterla'?

Was a method blank associated with every sample in this SDG?

Was a method blank performed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
valldatlon com leteness worksheet‘?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD within the QC limits?

Was an LCS analyzed for this SDG?
Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD) within

the QC limits?

DXN-SW13B.wpd version 1.0



Loc # 2] 229 52 VALIDATION FINDINGS CHECKLIST Page: Zof 2
! Reviewer:

2nd Reviewer._ S

F|nd|n s/iComments

_ _Valldat[on Area

i

L

um S/N ratio of all mternal standard eaks > 107

L

retention times of the two quantitation peaks within -1 to 3 sec. of the RT of the
labeled standard?

For 2,3,7,8 substituted congeners without associated |labeled standards, were the
relative retention times of the two quantitation peaks within 0.005 time units of the
RRT measured in the routine calibration?

For 2,3,7.8 substituted congeners with associated labeled standards, were the /

For non-2,3,7,8 substituted congeners, were the retention times of the two yd
quantitation peaks within RT established in the performance check solution? /

Did compound spectra contain all characteristic ions listed in the table attached? /

Was the lon Abundance Ratio for the two quantitation ions within criteria? /

2.57

Was the signal to noise ratio for each target compound and labeled standard > /

Does the maximum intensity of each specified characteristic ion coincide within + 2
seconds (includes labeled standards)?

For PCDF identification, was any signal (S/N > 2.5, at + seconds RT) detected in /
the correspending PCDPE channel?

Were the correct internal standard (1S), quantitation ion and relative response factor /
(RRF) used to quantitate the compound?

Were compound guantitation and CRQLs adjusted to reflect all sample dilutions and /
dry weight factors appllcable to level IV validation?

T ;gdgnu gg}gﬁ% 0 : *
L

Field duplicate pairs were identified in this SDG.

Target compounds were detected in the field duplicates.

R T
Wedaae | L

Field blanks were identified in this SDG.

ITarget compounds were detected in the field blanks. /

DXN-SW13B.wpd version 1.0



METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

VALIDATION FINDINGS WORKSHEET

A. 237,8-TCDD F.1,2,3,4,6,7,8-HpCDD K. 1,2,3,4,7,8-HxCDF P.1,.2,3,4,7,89-HpCDF U. Total HpCDD
B. 1,2,3,7,8-PeCDD G. OCDD L. 1,2,3,6,7,8-HxCDF Q. OCDF V. Total TCDF
C.1,2,3,4,7,8-HxCDD H.2,3,7,8-TCDF M. 2,3,4,6,7,8-HxCDF R. Total TCDD W. Total PeCDF

0. 1,2,3,6,7,8-HxCDD

1.1,2,3,7,8-PeCDF

N. 1,2,3,7,8,9-HxCDF

S. Total PeCDD

X. Total HxCDF

E. 1,2,3,7,8,9-HxCDD

J. 2,3.4,7.8-PeCDF

0. 1,2,3,4,6,7,8-HpCDF

T. Total HxCDD

Y. Total HpCDF

Notes:
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LDC #: 31224B21 VALIDATION FINDINGS WORKSHEET

Blanks

Page: _LofL
Reviewer—{l...
2nd Reviewer: 2 A

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

ase see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A"

N Were all samples associated with a method blank?

Was a method blank performed for each matrix and whenever a sample exiraction was performed?
Was the method blank contaminated?

N/A

ank extraction date:_ 12/13/13 Blank analysis date:_12/16/13 Associated samples:__All  Qual U
Conc. units: ng/k:
Compound Blank 1D ~ Sample ldentification
BLK347003 5x 1 2 3 4 5 8 7
A 0.0842* 0.421 0.112* 0.0707 0.0848* 0.115*
B 0.186 0.930 0.269* 0.688* 0.0866" 0.157* 0.194*
C 0.164 0.820 0.0429* 0.441 0.589 0.0648 0.0507* 0.0513*
D 0.174* 0.870 0.0747* 0.0656 0.300 0.114* 0.0726"
E 0.220 1.10 0.0602* 0.0377* 0.790 0.926 0.263* 0.144 0.0822
F 0,255 1.28 0.120 0.186* 0.196 0.137
G 0.606 3.03 0.486 1.22 0.809 0.438
H 0.0679 0.335 0.122* 0.107* 0.325% 0.147* 0.123*
I 0.219* 1.10 0.107 0.0722* 0.878 0.169* 0.203 0.249
J 0.287 1.44 0.131* 0.0629* 0.889 0.995 0.377 0.186* 0.202*
K 0.187* 0.935 0.0919* 0.0401* 0.466 0.660* 0.165 0.112 0.103*
L 0.183* 0.915 0.0830 0.470 0.682 0.150 0.0967 0.102*
M 0.271* 1.36 0.0919 0.0565* 0.462 0.727 0.176 0.0897 0.0735*
N 0.333* 1.67 0.126* 0.114* 0.206 0.466 0.152* 0.123* 0.0065
0 0.219 1.10 0.119 0.101* 0.569 0.105 0.109
P 0.237 1.19 0.108 0.0765 0.363" 0.597 0.0983" 0.0526* 0.0269*
Q 0.588 2.94 0.328 0.322 0.821* 0.217* 0.180"
*EMPC

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the method blank concentration were qualified as not detected, "U".
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LDC #:__31224B21 VALIDATION FINDINGS WORKSHEET Page: _Z__of ___/__
Field Blanks Reviewer:

2nd Reviewer:__ {1
METHOD: HRGC/HRMS Dioxins (EPA Method 1613B)

Blank units: pa/t Associated sample units:__ng/kg
Sampling date:_12/05/13

Field blank type: (circle one) Field Blank / Rinsate / Other._EB Associated Samples:.__1-2,7 >5%

e
C nd Blank ID Sample [dentification
EB1-120513 5%
G 1.48 0.00740
| 0.646* 0.00323
L 0.488* 0.00244
0 0.815* 0.00408
P 0.583* 0.00292
* EMPC
EB1-120513 {PH140)

Blank units: pa/L Associated sample units:__ng/ka
Sampling date:_12/05/13

Field blank type: (circle one) Field Blank / Rinsate / Other:_ EB Associated Samples: 56 >5x

| Compound || Blank ID Sample Identification
: | EB2-120513 5%

G 1.88" 0.00940

J 0.627* 0.00314

*EMPC
EB2-120513 (PH140)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Ali contaminants within five times the blank concentration were qualified as not detected, "U".

V\Field Blanks\31224B21_EB1-120513 EB2-120513.wpd



LDC#:_ 31224B21 VALIDATION FINDINGS WORKSHEET Page:_Lof]_
Field Blanks Reviewer:

2nd Reviewer.__$1A
METHOD: HRGC/HRMS Dicxins (EPA Method 1613B)

Blank units: pa/L Associated sample units:_ ng/kg
Sampling date:_12/05/13

Field blank type: (circle one) Field Blank / Rinsate /Other: _EB ___ Associated Samples:______ 34  >bx
Compound " Blank ID Sample Identification

EB3-120513 5X

B 0.635* 0.00318

E 0.353" 0.00177

F 0.436* 0.00218

G 19.6* 0.09800

| 0.499* 0.00250

J 0.244* 0.00122

K 0.225* 0.00113

L 0.118* 0.00059

N 0.390 0.00195

o) 0.380* 0.00190

p 0.445* 0.60223

Q 1.02 0.00510

* EMPC

EB3-120513 (PH140)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the blank concentration were qualified as not detected, "U".

V:\Field Blanks\31224B21_EB3-120513.wpd



LDC #:_ 31224A21

METHOD: HRGC/HRMS Dioxins (EPA Method 1613B)

VALIDATION FINDINGS WORKSHEET

Field Blanks

Page:; _Lof _L

Reviewer:

2nd Reviewer,_ ¥1la

Blank units: pa/l Associated sample units:__na/kg
Sampling date: 04/16/13
Field blank type: (circle one) Field Blank / Rinsate / Other:  FB Associated Samples:_ Al >5x
Compound Blank [D Sample ldentification
FB-041613 5X
0.434* 0.00217
0.309" 0.00155
0.838* 0.00419
[ 0.324 0.00162
J 0.429" 0.00215
K 0.257 0.00129
N 0.241* 0.00121
M 0.284* 0.00142
8] 0.314 0.00157
Q 0.357* 0.00179
* EMPC
FB-041613 {PHO32)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the blank concentration were qualified as not detected, "U".

Vi\Field Blanks\31224B21_FB-041613.wpd



LDC #: ﬂ 2&6’)\ VALIDATION FINDINGS WORKSHEET Page: _LofL
Compound Quantitation and Reported RLs Reviewer: =<

2nd Reviewer:; v

METHOD: GC/MS Dioxins/Dibenzofurans (EPA Method 1613B)
Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

N N/A Were the correct internal standard (IS), quantitation ions and relative response factors (RRF) used to quantitate the compound?
N N/A Compound quantitation and RLs were adjusted to reflect all sample dilutions and dry weight factors (if necessary).

# Date Compund Finding Associated Samples Qualifications

No 2,3,7,8-TCDF confirmation analysis All None/P

Comments: _See sample calculation verification worksheet for recalculations

PADx COMQUAVCOMQUA_CDM.wpd



LDC: 31224821

Methed: HRGC/HRMS D/Fs {EPA Method 1613B})

VALIDATION FINDINGS WORKSHEET

Field Duplicates

Page: 1 of _1

Reviewere<l)y_.
2nd Reviewer: g;

Analyte Concentration (pg/g) RPD Qualifications
3 4 {s 50%) Parent Sample Only
A 0.0767 0.0848 18 -
B 0,269 0.688 88 Jdets/A  (FD}
[ 0441 0,588 29 -
3] 1.04 1.10 6 —
E 0.780 0.926 16 -
F 17.3 13.2 27 =
G 142 106 29 -
H 0.622 0.487 24 -
| 0.876 1.13 25 -
J 0,889 0.995 11 —
K 0.466 0.660 34 —
L 0.470 0.682 37 -
M 0,462 0.727 45 —
N 0.206 0.466 77 Joats/A (FD)
0 3.758 4.26 13 -
P 0,363 0.597 49 -
Q 8.97 8.17 9 -

V:\FIELD DUPLICATES\31224821



Loc #3124 B3> VALIDATION FINDINGS WORKSHEET Page: | ofj_
Initial Calibration Calculation Verification Reviewer:ﬁlf:

2nd Reviewer:; Sq .

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The Relative Response Factor (RRF), average RRF, and percentrelative standard deviation (%RSD) were recalculated for the compounds identified below using the following
calculations:

RRF = {AJ(C M (ANGC) A, = Area of compound, A, = Area of associated internal standard
average RRF = sum of the RRFs/number of standards C, = Concentration of compound, C,, = Concentration of internal standard
%RSD =100 * (S/X) S = Standard deviation of the RRFs, X =Mean of the RRFs
|_Renorten || ecatcutated || Reported || eraicuates || Beportes || mecalcuiaten |
Calibration Average Average RRF RRF
# Standard 1D Date Compound (Reference Internal Standard) RREF {(initial) RRF {initial) (  CS3 std) (  Cs3std) %RSD %RSD
1| ICxL 2,37 .8-TCDF (“C-2,3,7 8-TCOF) O Kl 0 4. 0.92% 0.92%8 Lot o . /]
B30 || P pyr—pp— L2 [ 163 | 1.05% [OSR [2.3F (232
. 1,2,3.6,7,8-HxCDD (°C-1.2,3,6,7,8-HxCDD) 0.92 L[r O 92 ‘-F 0 -90l 0 .Q’D(Q 3.5/ = (-,/‘?
1,2,3.4,6,7.8-HpCDD ("C-1,2,4.6.7.8.-HpCDD) 1023 [ O23 09%F 0.9RF /93 L P
OCDF ("C-OCDF) DHF | 09)F 0.9 F 0.9 # 5. e 5./%8
2 2,3,7.8-TCDF {"*C-2,3,7.8-TCDF)
2,3,7,8-TCDD {**C-2,3,7.8-TCDD)
1,2,36,78-HxCDD {°C-1.2,3 6.7 8-HxCDD)
1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD)
QCDF (*C-OCDF}
3 2,3,7,8-TCDF (VC-2,3,7,8-TCDF)
2,3,7.8-TCDD (*C-2,3,7,8-TCDD)
1,2,3,6.7,8-HxCDD (1*C-1,2,3,8,7.8-HxCDD)
1,2,3.4,6,7,8-HpCDD (**C-1,2,4,8,7.8,-HpCDD)
OCDF (“C-QCDF)

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated
resulfs.

PMCALMNICLC16_EUROFINS_082113.wpd



LDC #3100 855-)

VALIDATION FINDINGS WORKSHEET
Routine Calibration Results Verification

Page: _Lof L

Reviewer:

2nd Reviewer.__ 14

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent difference (%D) of the initial calibration average Relative Response Factors (RRFs) and the continuing calibration RRFs were recalculated for the compounds
identified below using the following calculation:

% Difference = 100 * (ave. RRF - RRF)/ave. RRF
RRF = (ANCIHALIC)

Where: ave. RRF = initial calibration average RRF
RRF = continuing calibration RRF
A = Area of compound,
C, = Concenfraticn of compound,

Ay = Ares of associated internal standard
C,, = Concentration of internal standard

|__Reported || Recaleulated Reparter I
Calibration Spiked Conc Conc Conc
Standard 1D Date Compound (Reference Internal Standard) {ng/mL) {ng/mL} {ng/mL} %R %R
(20000 2,3,7.8-TCDF (*C-2,3,7.8-TCDF) 10 aq.15 q.1s5 72 92
N (q;gp 12 e [ 23787000 °c2,37,87000) 10 /0.5 /05> 105 /05
' 1,2,3,6,7,8-HXCDD (*C-1,2,3,6,7,8-HXCDD) 50 249.09 49.0F g8 70
1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7.8,-HpCDD) 50 49 5 g Q% 9% 4%
QOCDE (*C.OCDE) 100 Q32L7F q973.24 (1 [z
(S5(CO% 2,3,7,8-TCDF (°C-2,3.7,8-TCDF) 10 Q.02 4025 Qo T0
neloren | -1t > 2,3,7,8-TCDD (°C-2,3,7,8-TCDD) 10 R [, L3 R Ll
S 1,2,3,6,7,8-HxCDD (°C-1,2,3,6,7,8-HxCDD) 50 3.5 4375 a5 a5
1,2,3,4,6,7,8-HpCDD ("°C-1,2,4,6,7,8,-HpCDD) 50 .89 - g4 gdf
QCDE (*C.OCDE) 100 Q<. L2 a5 o5 ip =1
2,37.8-TCDF ("C-2,3,7 8-TCDF) 10
2,3,7,8-TCDD (°C-2,3,7,8-TCDD) 10
1,2,3,6,7,8-HXCDD (*°C-1,2,3,6,7,8-HxCDD) 50
1,2,3.4,6.7,8-HpCDD (°C-1,2,4,6,7.8,-HpCDD) 50
OCDF (*C-OCDF) 100

Comments: _Refer to Routing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results,

PACCALCONCLC16_EUROFINS.wpd



LDC # 3] 22‘:}@2}) VALIDATION FINDINGS WORKSHEET Page: j_of/_
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer: O,

2nd Reviewer.__ S,

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below
using the following calculation:

% Recovery = 100 * {SSR - SR)/SA Where: SSR = Spiked sample result, SR = Sample result
SA = Spike added
RPD = I MSR - MSDR | * 2/{MSR + MSDR) MSR = Matrix spike percent recovery MSDR = Matrix spike duplicate percent recovery
MS/MSD samples: % / 9
Spike Sample Spiked Sample Matrix Spike 1l _Matriv Spike Duplicate 1t __Reported 1 _Recalculated |
Added Concentration Concentration
Compound { hgy ) ({% ) {(va l¥n) Percent Recovery Percent Recovery RPD RPD
<] J P) T 7
L MS | _MSD | e MS MSD I Bepartad Recale Reported Recale ==

2,3,7,8-TCDD 2l | A ),3/ 0.6307 RE 1190 | $F | R %9 <9
1,2,3.7.8-PeCDD 0% [ 1005 | 0. 2e8 JO 1 /02 13 a3 45 194
1,2,3,6,7,8-HxCDD 10R /06 || 0.4 ] /Ol | 10ZF || 9% 25 {00 | /00
12sazsempeor | JOR | 106S | 0> | /O 1 /09 | /ol | /0] | (02 | /0>
ocoF 2 [ 212 | 297 208 |23 [ 9F 1g7 | 96 | 9

SUQ-..._\""‘,
T I~ [~ T~

Comments: Referto Matrix Spike/Matrix Spike Duplicate findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalculated results.

ViValidation Worksheels\Dioxins\1613IMSDCLC16.wpd



LDC #:61’93:\92’;3 VALIDATION FINDINGS WORKSHEET Page: [ off _
Laboratory Control Sample Resuits Verification Reviewerzﬁ f

2nd Reviewer:
METHOD: GC/MS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the laboratoy control sample and laboratory control sample duplicate (if applicable) were recalculated
for the compounds identified below using the following calculation:

% Recovery = 100 * SSC/SA Where: SSC = Spiked sample concentration
SA = Spike added

RPD =11LCS-LCSD | *2/(LCS + LCSD) LCS = Laboraotry control sample percent recovery LCSD = Laboratory contro! sample duplicate percent recovery

Lcsip:_ PR 400>

Spike Spiked Sample LCS LCSD L CSH CSh
Added Concentration
Compound {T\5, Kj}[ } (y\é_] ) Percent Recovery Percent Recovery RPD
) p— b1 -
LCS 18D 108 1SN ’% Recale —BReported | Recale. |l Reparted | Recalculated |
2378700 20 Nk | /%0 | NA | 9% | 43

1,2,3,7,8-PeCDD 100 Q.7 as Q<

1,2,3,4,7,8-HxCDD | CO a9.< /00 |/ O 0
1,2,3,4,7,8,9-HpCDF 100 /03 /0% /03
OCDF 200 200 / 0o /00D

Comments: Refer to Laborafory Control Sample findings worksheet for list of gualifications and asscciated samples when reperted results do not agree within 10.0% of the

recalculated results.

ViWalidation Worksheets\Dioxins\1613\LCSCLC18.wpd



LDC # 3} 9&&&1 VALIDATION FINDINGS WORKSHEET Page: _Lof_]_
Sample Calculation Verification Reviewer. Oy /

2nd reviewer._S 1

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

N _N/A Were all reported resulis recalculated and verified for il level IV samples?
N N/A Were all recalculated resuits for detected target compounds agree within 10.0% of the reported results?

Concentration = (AJI(DF) Example:

(A=) (RRF}(Vo) (%S) —/
Ay = Area of the characteristic ion (EICP) for the compound Sample |.D. / /

to be measured
Ai = Area of the characteristic ion (EICP) for the specific

internal standard
ls = Amount of internal standard added in nanograms {ng) cone.=(JHe 4 (Gl ) (200D (|

(38014 + ) C0.94, )/0-0/ X Fob)

Vo = Volume or weight of sample extract in milliliters {ml) or o4 Y OKO

grams (g).
RRF = Relative Response Factor (average) from the initial = 0_ ] gg

calibration VB Ka
Df = Dilution Factor.
%S = Percent solids, applicable to soil and solid matrices

only.

Reported Calculated
Congcentration Concentration

# Sample ID Compound { } { ) Qualification

VAVALIDATION WORKSHEETS\DIOXINS\E13\RECALC16.00C
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INTRODUCTION

This Data Validation Report (DVR) presents Level Il data validation results for one sample
collected on December 17, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan (QAPP) for Santa Susana Field Laboratory (SSFL), RCRA Facility
Investigation, Surficial Media Operable Unit (March 2009, Revision 4} and a modified outline of
the USEPA Contract Laboratory Program National Functional Guidelines (CLPNFGs) for
Superfund Organic Methods Data Review (June 2008). Where specific guidance is not
available, the data has been evaluated in a conservative manner consistent with industry
standards using professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVOCs) by Environmental Protection Agency (EPA) SW 846 Method 8270D
utilizing Selective lon Monitoring (SIM)

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment 2. Level Il
Automated Data Review outliers are presented in Enclosure |.

All sample results were subjected to Level |l data validation, which comprises an evaluation of
quality control (QC) summary resuits for sample holding times, surrogates, laboratory control
sample (LCS), method blanks, equipment blanks and field blanks. No samples in this SDG were
subjected to Level IV evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013). Quality assurance (QA)/QC criteria specified in
the QAPP and CLPNFGs were incorporated with the program’s reference library to assess
compliance with project requirements.



The following are definitions of the data qualifiers:

U

NJ

UJd -

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quanitity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met QC criteria.

Il. Initial Calibration

Initial Calibration data were not reviewed for level IIL

lll. Continuing Calibration

Continuing calibration data were not reviewed for leve] 1.
V. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks.

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike duplicate
(MSD) analyses specified for the samples in this SDG, and therefore matrix spike and matrix
spike duplicate analyses were not performed for this SDG.

VIl. Laboratory Duplicates Sample

The laboratory has indicated that there were no laboratory duplicate (DUP) analyses specified
for the samples in this SDG, and therefore laboratory duplicate analyses were not performed for
this SDG.

VIll. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R} were within QC limits.

IX. Internal Standards
Internal standards were not reviewed for level Il
X. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.



All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH157 All compounds reported as detected below the RL. J (all detects) A

XI. Field Duplicate Samples

No field duplicates were identified in this SDG.
XIl. Field Blank Samples

No trip blanks were identified in this SDG.

One equipment blank (from SDG PH140) was collected and analyzed for SVOCs. The
equipment blank had detections for several SVOCs. The sample results were not detected or
were significantly greater than the concentrations found in the equipment blank, therefore no
data were qualified.

One field blank (from SDG PHO032) was collected and analyzed for SVOCs. The field blank had
detections for several SVOCs. The sample results were not detected or were significantly
greater than the concentrations found in the field blank, therefore no data were qualified.

XIll. Overall Assessment of Data

The overall assessment of QA/QC data review by automated and manual validation of this
sampling event met project requirements and analytical completeness levels with the exceptions
noted in the above sections. The remainder of the data are deemed useable for the intended
use,

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample [D Type Method Method Level
17-Dec-2013  SL-551-NBZ-8B-0.0-0.5 7316781 N 3546 8270D SIM i

fi = EPA Level 3 Dafa Review N = Normal Sample  TB = Trip Blank M8 = Matlrix Spike

IV = EPA Level 4 Data Validation ~ FD = Field Duplicate  FB = Field Blank MSD = Matrix Spike Duplicate Page 1 of 1



Attachment 2
Overall Data Qualification Summary



Data Qualifier Summary

Lab Reporting Batch ID: PH157 Laboratory: LL
EDD Filename: PH157 eQAPP Name: CDM_SSFL_140113_Lan
Method Category: SVOA e

iethod: 8270D SIM Matrix: SO
Sample ID;SL-551-NBZ-5B-0.0-0.5 Collected: 1211772013 11:25:00 Analysis Type: RES - Dilution: 1
Lab Lab
et ROSUHE | Qual |
0.86 J
Sample ID:SL-551-NBZ-SB-0.0-0.5 Collected: 1211712013 11:25:00 Analysis Type: RES-BASE/NEUTRAL Difution: 1
Data
Lab Lab RL Review| Reason
Qnalyte e L RSt | Qual | DL | Type | RL L Type
2-METHYLNAPHTHALENE 11 J 0.68 PQL
BENZO(A)ANTHRACENE 1.3 J 0.68 MDL 1.7 PQL
BENZO(A)PYRENE 0.96 J 0.68 MDL 1.7 PQL
BENZO(G,H,)PERYLENE 0.88 J 0.68 MDL 1.7 PQL
BENZO(K)FLUORANTHENE 0.88 J 0.68 MDL 1.7 PQL
Butylbenzylphthalate 13 J 6.1 MDL 18 PQL
PHENANTHRENE 1.5 J 0.68 MDL 1.7 PQL

* denotes a non-reportable result
Project Name and Number; 1204-002-001-AL - SSFL Area IV Phase 3

2/21/2014 7:56:34 AM ; ADR version 1.7,0.207 Page 1 of 2



Data Qualifier Summary

Lab Reporting Batch ID: PH157 Laboratory: LL
EDD Filename: PH157 ¢QAPP Name: CDM_SSFL_140113_Lan

Reason Code Legend

Reason Code Description

Z Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3

2/21/2014 7:56:34 AM ADR version 1.7.0.207 Page2of2



Enclosure | -
EPA Level IIl ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outlier Reports

PH157



Reporting Limit Outliers

Lab Reporting Batch ID: PH157 Laboratory: LL
EDD Filename: PH157 eQAPP Name: CDM_SSFL_140113_Lan

Method: 8270D SIM

Matrix: SO
Lab Reporting)] RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL.-551-NBZ-$B-0.0-0.5 1-METHYLNAPHTHALENE J 0.86 1.7 PQL | ug/iKg
2-METHYLNAPHTHALENE J 1.1 1.7 PQL ug/Kg
BENZO(AJANTHRACENE J 1.3 1.7 PQL | uglKg
BENZO(APYRENE J 0.96 1.7 POL | ugikg J (all detects)
BENZO(G,H,I)PERYLENE J 0.88 1.7 PQL ug/Kg
BENZO(K)FLUORANTHENE J 0.88 17 PQL ug/Kg
Butylbenzylphthalate J 13 18 PQL ug/Kg
PHENANTHRENE J 1.5 1.7 PQL ug/Kg

Project Name and Number; 1204-002-001-AL - SSFL Area [V Phase 3
2/21/2014 7:54:57 AM ADR version 1.7.0.207 Page 1 of 1
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LABORATORY DATA CONSULTANTS, INC.
l | “ l 2701 Loker Ave. West, Suite 220, Carlsbad, CA 92010 Bus: 760-827-1100 Fax: 760-827-1099
CDM March 3, 2014

555 17th Street, Suite 1100
Denver, CO 80202
ATTN: Mrs. Cherie Zakowski

SUBJECT: Santa Susana Field Laboratory, Subarea NBZ Data Validation
Dear Mrs. Zakowski,
Enclosed are the final validation reports for the fractions listed below. These SDGs were

received on January 31, 2014, Attachment 1 is a summary of the samples that were
reviewed for each analysis.

LDC Project # 31254:

SDG # Fraction

PH142, PH140 Semivolatiles, Chlorinated Pesticides, Metals, Total Petroleum
PH143, PH146 Hydrocarbons as Gasoline, Total Petroleum Hydrocarbons as
PH148, PH151 Extractables, Nitrate as Nitrogen, Dioxins/Dibenzofurans, PSBs,

Herbicides, Wet Chemistry

The data validation was performed under Level 1ll & 1V guidelines. The analyses were
validated using the following documents, as applicable to each method:

o Quality Assurance Project Plan for Santa Susana Field Laboratory, RCRA
Facility Investigation, Surficial Media Operable Unit, March 2009, Revision
4

. USEPA Contract Laboratory Program National Functional Guidelines for
Superfund Organic Methods Data Review, June 2008

. USEPA Contract Laboratory Program National Functional Guidelines for
Inorganic Superfund Data Review, January 2010

. Polychlorinated Dioxins/Dibenzofurans Data Review, September 2005
. EPA SW 846, Third Edition, Test Methods for Evaluating Solid Waste,
update 1, July 1992; update llA, August 1993; update Il, September 1994;

update 1B, January 1985; update Ill, December 1996; update IlIA, April
1998; lIB, November 2004; Update IV, February 2007

LACDMISSFLASASAI31212COV.wpd 1
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Please feel free to contact us if you have any questions.

Sincerely,

vl

Shauna McKellar
Project Manager/Chemist

LACDM\SSFLIASASAI31212C0V.wpd 2



1,943 pages-CD  R2 (Changed A to Leve! IV) Attachment 1
90/10  ADRIV - LDC #31254 (CDM Federal Programs-Chantilly VA / Santa Susana Field Laboratory, Subarea NBZ) -
(4 |svoa Metals
DATE | DATE [(8270D| Pest. | PCBs | & Hg |Herbs. |TPH-G | TPH-E |Dioxins| CN- |NO,N
LDC SDG# REC'D | DUE | -SIM) |[(8081B)|(8082A) [SW845)|(8151A) (8015M)|8015M)|(1613B)|(9012B} | (300.0)
Matiic WatewSol -~ |wls[wisiw[s|w[s|w|s|w|s|w]s|w|s|w[s|w]s s |wls[w|s|wls
A PH142 o1/31/14 | 03/03/14 |QOBIS/M|408|4cE| - | - |[domiecs| - | - [ErRIEN(OR|ETNCROE - | - |BOEE
B PH140 01/31/14 |030314 |3 13 |3 |s|2]3f2]o]2fs5|-[-|3]|s]|3[3[1]o]-|-
c PH143 owzta ososna | - [ -] -1-Jofs |- |-]-|-[-J-]-1-4-[-1-1-4-1-
D PH146 01/31114 {03034 [2 |2 [2 |o[1jof2]o[1]o]|2]o|2z]ol2]o]|-]-J1]0
E PH148 013114 {ososna lo lsjol7zl-{-4oj2]ol4l-1-Jolalofz|-t-1-1-
F PH151 0131114 (03034 Jo f2 - |- Jof1fo]2]-|-[-[-Jo]2lo]2]-]-]-]-
rotal T/SM 5 |22[5]14|3|7]4]6]3]|9|3[2]5]19|5({1a[1]0]1]5 ololofo 0 [133
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INTRODUCTION

This Data Validation Report (DVR) presents Level IV data validation results for samples
collected on December 9, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan (QAPP) for Santa Susana Field Laboratory (SSFL), RCRA Facility
Investigation, Surficial Media Operable Unit (March 2009, Revision 4) and a meodified outline of
the USEPA Contract Laboratory Program National Functional Guidelines (CLPNFGs) for
Superfund Organic Methods Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans
Data Review (September 2005) and for Inorganic Data Review (January 2010). Where specific
guidance is not available, the data has been evaluated in a conservative manner consistent with
industry standards using professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVOCs) by Environmental Protection Agency (EPA) SW 846 Method 8270D
utilizing Selective lon Monitoring (SIM)

Pesticides by EPA SW 846 Method 8081B

Metals by EPA SW 846 Method 6010C, 6020A and 7471B

Total Petroleum Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M

TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

Wet Chemistry:
Nitrate as Nitrogen by EPA Method 300.0

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment 2. Leve!l Il
Automated Data Review outliers are presented in Enclosure I. Level IV DVRs are presented in
Enclosure 1I.

All sample results were subjected to Level IV data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing
calibrations, initial and continuing calibration blanks (ICB/CCBs), surrogates, internal standards,
interference check (ICSA and ICSAB) samples, matrix spike/matrix spike duplicates (MS/MSD),
laboratory control sample/laboratory control sample duplicates (LCS/LCSD), ICP serial dilutions,
method blanks, trip blanks, equipment blanks, field blanks, field duplicate samples, and the raw
data to confirm sample quantitation and identification.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of the initial and continuing
calibrations, ICB/CCBs, interference check samples, internal standards (except dioxins), and
ICP serial dilutions, which were validated manually. Quality assurance (QA)QC criteria
specified in the QAPP and CLPNFGs were incorporated with the program'’s reference library to
assess compliance with project requirements.



The following are definitions of the data qualifiers:

U

NJ

uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met QC criteria.

Il. Initial Calibration
All criteria for the initial calibration of each method were met.
lll. Continuing Calibration

All criteria for the initial calibration verifications and continuing calibration of each method were
met with the exception of Endosulfan Il. The associated sample results were qualified as non-
detected estimated (UJ). The details regarding the qualification of data are provided in
Enclosure (1.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of two blanks for metals
and dioxins. The associated sample results were qualified as non-detected (U) due to methed
blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.
The details regarding the qualification of data are provided in Enclosures | and Il

No contaminant concentrations were detected in the initial or continuing calibration blanks with
the exception of several metals. The associated sample results were not detected or were
significantly greater than the concentrations found in the associated blanks, therefore no data
were qualified. The details are presented in Enclosure |l.

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries {%R) were within QC limits.

VL. ICP Interference Check Sample {ICS) Analysis
The frequency of analysis was met.

The criteria for analysis were met.

VIl. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of one MS/MSD pair for SVOCs, TPH as extractables, nitrate as
nitrogen and one MS/MSD pair for metals from SDG PH138. The associated sample results
were qualified as detected estimated (J) or non-detected estimated (UJ) as applicable. The
details regarding the qualification of data are provided in Enclosures | and II.



VIIl. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits.

IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R} and relative percent differences (RPD) were within QC limits.

X. Internal Standards
All internal standard areas and retention times or percent recoveries were within QC limits.
XI. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were met.

XIl. Compound Quantitation

The laboratory reporting limits were evaluated. All taboratory reporting limits met the specified
requirements.

The sample results for detected compounds from the two columns were within 40% relative
percent difference (RPD) with the exception of two samples for pesticides. The associated
sample results were qualified as detected estimated (J). The details regarding the qualification
of data are provided in Enclosure Il.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag

All samples in SDG PH142 All compounds reported as detected below the RL. J (all detects)

XIll. Field Duplicate Samples

One field duplicate pair was collected and analyzed for SVYOCs, TPH as extractables and nitrate
as nitrogen. All RPDs were within QC limits with the exception of SVOCs, TPH as extractables
and nitrate as nitrogen. The associated sample results were qualified as detected estimated (J)
or non-detected estimaied (UJ) as applicable. The field duplicate result comparisons are
provided in Enclosures | and 1I.

XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No volatile contaminants were
found in the trip blank.

Two equipment blanks (from SDG PH148) were collected and analyzed for SVOCs, pesticides,
metals, TPH as gasoline, TPH as exiractables, nitrate as nitrogen and dioxins. The equipment
blanks had detections for SVOCs, metals and dioxins. The associated sample results were not



detected or were significantly greater than the concentrations found in the equipment blanks,
therefore no data were qualified. The details are provided in Enclosure II.

One field blank (from SDG PH032) was collected and analyzed for SVOCs, pesticides, metals,
TPH as gasoline, TPH as extractables, dioxins and nitrate as nitrogen. The field blank had
detections for SVOCs, metals and dioxins. The associated sample results were not detected or
were significantly greater than the concentrations found in the field blank, therefore no data
were qualified. The details are provided in Enclosure Il

XV. Overall Assessment of Data

No data associated with this sampling event were rejected. The overall assessment of QA/QC
data review by automated and manual validation of this sampling event met project
requirements and analytical completeness levels with the exceptions noted in the above
sections. All data are deemed useable for the intended use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
09-Dec-2013  TB-120913 7307341 B 5030B 8015M v
09-Dec-2013  SL-513-NBZ-58-0.0-0.5 7307346 N 3546 8015M v
09-Dec-2013  SL-516-NBZ-SB-0.0-0.5 7307344 N 3050B 6010C v
09-Dec-2013  SL-516-NBZ-SB-0.0-0.5 7307344 N 3050B 6020A v
09-Dec-2013  SL-516-NBZ-SB-0.0-0.5 7307344 N 3548 8015M A
09-Dec-2013  SL-516-NBZ-SB-0.0-0.5 7307344 N 3546 8270D SIM v
09-Dec-2013  SL-516-NBZ-58-0.0-0.5 7307344 N METHOD 1613B v
09-Dec-2013  SL-516-NBZ-5B-0.0-0.5 7307344 N METHOD 7471B v
09-Dec-2013  SL-516-NBZ-SB-4.0-5.0 7307345 N 3050B 6010C v
09-Dec-2013  SL-516-NBZ-SB-4.0-5.0 7307345 N 30508 6020A v
09-Dec-2013  SL-516-NBZ-5B-4.0-5.0 7307345 N 3546 8015M v
09-Dec-2013  SL-516-NBZ-SB-4.0-5.0 7307345 N 3546 82700 SIM v
09-Dec-2013  SL-516-NBZ-S5B-4.0-5.0 7307345 N 5035A 8015M v
09-Dec-2013  SL-516-NBZ-SB-4.0-5.0 7307345 N METHOD 16138 v
09-Dec-2013  SL-516-NBZ-SB-4.0-5.0 7307345 N METHOD 7471B A
09-Dec-2013  SL-522-NBZ-$B-0.0-0.5 7307347 N 3546 8015M v
08-Dec-2013  SL-522-NBZ-5B-0.0-0.5 7307347 N 3546 8270D SIM v
09-Dec-2013  SL-522-NBZ-$B-0.0-0.5 7307347 N METHCD 300.0 v
09-Dec-2013  SL-522-NBZ-SB-2.5-3.5 7307354 N 3546 8015M v
09-Dec-2013  SL-522-NBZ-SB-2.5-3.5 7307354 N 3546 8270D SIM 1\
09-Dec-2013  SL-522-NBZ-SB-2.5-3.5 7307354 N 5035A 8015M v
09-Dec-2013  SL-522.-NBZ-SB-2.5-3.5 7307354 N METHOD 300.0 I\
09-Dec-2013  SL-514-NBZ-5B-0.0-0.5 7307342 N 3546 8081B 1\
09-Dec-2013  SL-523-NBZ-$B-0.0-0.5 7307348 N 3546 8015M v
09-Dec-2013  SL-523-NBZ-SB-0.0-0.5 7307348 N 3546 8270D SIM v
09-Dec-2013  SL-523-NBZ-SB-0.0-0.5 7307348 N METHOD 300.0 v

it = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

78 = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 1 of 2



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample 1D Type Method Method Level
09-Dec-2013  SL-515-NBZ-SB-0.0-0.5 7307343 N 3546 8081B v
09-Dec-2013  SL-524-NBZ-SB-0.0-0.5 7307349 N 3546 8015M v
09-Dec-2013  SL-524-NBZ-SB-0.0-0.5 7307349 N 3546 8270D SIM v
09-Dec-2013  SL-524-NBZ-SB-0.0-0.5 7307349 N METHOD 300.0 v
09-Dec-2013  SL-524-NBZ-8B-0.0-0.5MS 7307350 MS 35486 8015M \Y
09-Dec-2013  SL-524-NBZ-SB-0.0-0.5MS 7307350 MS 3546 82700 SIM v
09-Dec-2013  SL-524-NBZ-5B-0.0-0.5MS 7307350 MS METHOD 300.0 v
09-Dec-2013  SL-524-NBZ-SB-0.0-0.5MSD 7307351 MSD 3546 8015M v
09-Dec-2013  SL-524-NBZ-SB-0.0-0.5MSD 7307351 MSD 3546 8270D SIM v
09-Dec-2013  SL-524-NBZ-SB-0.0-0.5DUP 7307352 DuUP METHOD 300.0 I\
09-Dec-2013  SL-824-NBZ-SB-0.0-0.5 7307353 FD 3546 8015M v
09-Dec-2013  SL-824-NBZ-5B-0.0-0.5 7307353 FD 3546 8270D SIM v
09-Dec-2013  SL-824-NBZ-5B-0.0-0.5 73073563 FD METHOD 300.0 v

it = EPA Level 3 Data Roview N = Normal Sample
1V = EPA Leve! 4 Data Validation ~ FD = Field Duplicate

T8 = Trip Biank
FB = Field Blank

MS = Matrix Spike
MSD = Malrix Spike Duplicate

Page 2 of 2



Attachment 2
Overall Data Qualification Summary



Data Qualifier Summary
Lab Reporting Batch ID: PH142 Laboratory: LL
EDD Filename: PrepPH142 eQAPP Name: CDM_SSFL_140113_Lan
Method *Catég—ofr}f': ST GE‘ﬂéi:"E‘*NI-— LS SIS S e RIS e = - SSES i e =3 T > T e A e =

300.0 Matrix: SO
Sample ID: SL-522-NBZ-SB-0.0-0.5 Collected: 121972013 11:05:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte : _Result | Qual DL Type RL Type | Units | Qual Code
Nitrate-NO3 32 | | 042 | mDL [ 078 | PaL |mgkg | 4 | Q
Sample ID: SL-522-NBZ-$B-2.5-3.5 Collected: 12/9/2013 11:40:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL Type | Units Qual Code
Nitrate-NO3 061 | J [o42 | moL [ o7e | paL |mgkg [y ] z.Q
Sample ID: SL-523-NBZ-5B-0.0-0.5 Coflected: 12/9/2013 12:45:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
Nitrate-NO3 86 | | 042 | moL | o078 | POL [mgKg | 4 | Q
Sample ID: SL-524.NBZ-SB-0.0-0.5 Collected: 12/8/2013 1:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Unijts Qual Code
Nitrate-NO3 0.70 | J | 042 | MmDL | 078 | PaL ImgiKgI J | zar
Sample ID: SL-824-NBZ-SB-0.0-0.5 Collected: 12/9/2013 2:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte _ Result Qual DL Type RL Type | Units Qual Code
Nitrate-NO3 58 | | 042 | moL | ore | poL lmgmg] . | arm

Method Category:  METALS

WMethod: 6010C Matrix: SO
Sample ID: SL-516-NBZ-$B-0.0-0.5 Collected: 12/9/2013 10:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte Result_ | Qual DL Ty_pe RL Type | Units _ Qual Code
ANTIMONY 4.15 U 0.768 MDL 4.15 PQL mg/Kg uJ Q
BERYLLIUM 0.658 J 0.0695 MDL 1.04 PQL mg/Kg J Z
BORON 2.00 J 0.871 MDL 10.4 PQL ma/Kg J Z
CADMIUM 0.430 J 0.0788 MDL 1.04 PQL my/Kg J Z
SODIUM 71.7 4 17.3 MDL 104 PQL ma/Kg J Z
TIN 3.47 J 0.228 MDL 10.4 PQL myg/Kg U B
Zirconium 2.35 J 0.871 MDL 5.19 PQL myg/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

212612014 7:34:27 AM ADR version 1.7.0.207 Page 1 of 9



Data Qualifier Summary

Lab Repoerting Batch ID: PH142 Laboratory: LL
EDD Filename: PrepPH142 eQAPP Name: CDM_SSFL_140113_Lan

e e e e ] T T o oot

Method Category: ~ METALS . . _

6010C Matrix: SO
Sample ID: SL-516-NBZ-SB-4.0-5.0 Colfected: 12/8/2013 11:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte . Result Qual DL Type RL Type Units Qual Code
ANTIMONY 413 u 0.764 MDL 413 PQL mg/kg [UX] Q
ARSENIC 2.81 J 0.722 MDL 413 PQL mg/Kg J Z
BERYLLIUM 0.577 J 0.0691 MDL 1.03 PaL mg/Kg J Z
BORON 1.24 J 0.867 MDL 103 PQL mg/Kg J Z
CADMIUM 0.303 J 0.0784 MDL 1.03 PQL mgiKg J z
COPPER 1.31 J 0.299 MDL 2.06 PQL mg/Kg J Y4
SODIUM 58.9 J 17.2 MDL 103 PQL ma/kg J Z
TIN 293 J 0.227 MDL 10.3 PQL mgiKg U 8
Zirconium 3.65 J 0.867 MDL 5.16 PQL mgfKg J z

Method Category:  METALS

Method: 6020A
Sample ID: SL-516-NBZ-5B-0.0-0.5 Collected: 1219/2013 10:30:00 Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type | RL Type | Units Qual Codg
SELENIUM 0184 | | 0104 | mDL | 0415 | PoL | mg/Kg | 2 | z
Sample ID: 81.-516-NBZ-SB-0.0-0.5 Collected: 12/9/2013 10:30:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
\Analyte Resuft Qual DL Type RL Type | Units | Qual Code
SILVER 0.0598 J 0.0270 MDL 0,207 PQL mg/Kg dJ Z
STRONTIUM 18.9 0.0705 MDL 0.415 PQL mg/Kg J Q
Sample ID: SL-516-NBZ-SB-4.0-5.0 Collected: 12/9/2013 11:00:00 Analysis Type: RES Difution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual Code
STRONTIUM 107 | |ooroa | ML [ o413 | PaL [mogkg | 4 | Q

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/26/2014 7:34:27 AM ADR version 1.7.0.207 Page 2 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH142 Laboratory: LL
EDD Filename: PrepPH142 eQAPP Name: CDM_SSFL_140113_Lan
Method Catégory_- oo ‘M Ei_'ALS' T R T Ty e e e T T P wrme i RD TR IR

7471B Matrix: SO
Sample ID: S1.-516-NBZ-5B-0.0-0.5 Collected: 12/9/12013 10:30:00 Analysis Type: RES Ditution: 1
Data
Lap Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL Type | Units | Qual Code
MERGCURY ootz | J [oows | moL [oot7s | Par |mokg | 0 | z

Matrix: SO
Sample ID: SL-516-NBZ.5B-0.0-0.5 Colfected: 12/9/2013 10:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qua_l DL Type RL Type | Units | Qual Code
1.2,3,4,6,7,8-HPCDD 1.562 JB 0.0422 MDL 5.16 PQL nQIKg . J Z
1,2,3,4,6,7,8-HPCDF 0.411 JB 0.0239 MDL 5.16 PaL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0540 JBQ 0.0295 MDL 5.15 PQL ng/kKg u B
1,2,3,4,7,8-HXCDF 0.156 JBQ 0.0353 MDL 515 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 0.144 J 0.0420 MDL 5.15 PQL ng/kKg J z
1,2,3,6,7,8-HXCDF 0.101 JB 0.0339 MDL 816 PQL ng/Kg U B
1,2,3,7.8,9-HXCDD 0.140 Ja 0.0394 MDL 5.15 PQL ngfikKg J z
1,2,3,7,8,9-HXCDF 0.129 JB 0.0402 MDL 515 PQL ngikg U B
1,2,3,7.8-PECDF 0.231 J8Q 0.0381 MDL 5.15 PQL ng/Kg J z
2,3,4,6,7, 8-HXCDF 0.153 J 0.0355 | MDL 5.15 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.300 Ja 0.0343 MDL 515 PQL ng/iKg J Z
2,3,7,8-TCDF ¢.115 Ja 0.0896 MDL 1.03 PQL ng/Kg J Zz
OCDF 0.775 JB 0.0434 MDL 10.3 PQL ng/Kg J z
Sample ID: SL-516-NBZ-8B4.0-5.0 Cofiected: 12/9/2013 11:00:00 Analysis Type: RES Dilution: 1
Data
Lap Lab DL RL Review Reason

Analyte Result . | Qual DL Type RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDD . 0.0566 JBQ 0.0271 MDL 5.10 PQL ng/Kg U B
1,2,3.46,7,8-HPCDF 0.0309 JB8Q 0.0118 MDL 5.10 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0275 JBQ 0.0137 MDL 5.10 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0296 JBG 0.0194 MBbL 5.10 PQL ngfKg U B
1,2,3,7,8,9-HXCDD 0.0337 JO 0.0229 MDL 5.10 PQL ng/kg J Z
1,2,3,7.8,9-HXCDF 0.0225 JBQ 0.0206 MDL 5.10 PQL ng/Kg u B
1,2,3,7.8-FPECDD 0.0392 JBQ 0.0390 MDL 510 PQL ng/Kg U B
1.2,3,7,8-PECDF 0.0646 JBQ 0.0292 MDL 5.10 PQL ng/kKg U B
OCDD 0.285 JB 0.0217 MDL 10.2 PQL ngfkg 4] B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/26/2014 7:34:27 AM ADR version 1.7.0.207 Page 3 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH142 Laboratory: LL
EDD Fllename PrepPH142 eQAPP Name cDM_ SSFL 140113_Lan
1613B Matrix: SO
Sample ID: SL-516-NBZ-SB-4.0-5.0 Colfected: 12/9/2013 11:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL | Type | Units Qual Code
OCDF 0.118 L JBQ | 0.0303 | MDL | 102 | PaL | nog | [ B
' SVOA
8015M
Sample ID: SL-522-NBZ-5B-0.0-0.5 Collected: 121972013 11:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
A_na!yte ‘ Result |_Qual DL Type RL | Type | Units Qual Code
EFH (C15-C20) 27 | J | 21 | moL | s2 [ PaL [mgkg | 4 | z
Sample ID: SL-523-NBZ-$B-0.0-0.5 Collected: 12/9/2013 12:45:00 Analysis Type: RES Dilution: 1
. Data
Lab Lab DL RL Review Reason
Analyte Result | Qual DL Type RL Type | Units | Qual Code
EFH (C15-C20) 33 | 0 | 21 [ wmoL [ s2 | poL [mgwg | 0 | z
Sample ID: SL-524-NBZ-5B-0.0-0.5 Collected; 12/9/2013 1:40:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Qual Code
EFH (C15-C20) 8.4 J 42 MDL 10 PQL | mg/Kyg J Z,Q,Q,FD
EFH (C21-C30) 58 4.2 MDL 10 PQL maiKg J FD
EFH {C30-C40) 120 8.4 MDL 21 PQL mg/Kg J FD
Sample ID: SL-324-NBZ-5B-0.0-0.5 Collected: 12/9/2013 2:30:00 Analysis Type: RES Dilution: 1
Dafa
Lab Lab DL RL Review Reason
Analyte 4 Result | Qual DL Type RL Type | Units Qual Code
EFH (C15-020) 2.2 J 21 MDL 52 PQL mg/Kg J Z, FD
EFH (C21-C30) 28 21 MDL 5.2 PQL mg/Kg J FD
EFH (C30-C40) 50 42 MBDL 10 PQL ma/Kg J FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/26/2014 7:34:27 AM ADR version 1.7.0.207 Page 4 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH142 Laboratory: LL.
EDD Fllename PrepPH142 eQAPP Name: CDM SSFL_140113_Lan
8081B
Sample ID: SL-514.NBZ-SB-).0-0.5 Collected: 1292013 12:00:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Ana_{j_{_te & Rg§u{t Qual DL Type RL Type | Units Quaf Code
4,4'-DDE 0.85 J 0.36 MODL 1.8 PQL ug/Kg J A
4,4'-DBT 0.61 J 0.38 MDL 1.8 PQL ug/Kg J Z, "Xl
ENDOSULFAN | 0.42 J 0.24 MDL 0.90 PQL ug/Kg J z
ENDRIN ALDEHYDE 0.50 J 0.36 MDL 1.8 PQL ug/Kg J Z
Sample ID: SL-515-NBZ-58-0.0-0.5 Collected: 12/9/2013 1:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte ‘ Result Qual DL Type RL Type | Units | Qual Code
4.4'-DDE 1.0 J 0.36 MBDL 1.9 PQL ug/Kg J Z, "Xl
4,4'-DDT 12 J 0.39 MDL 1.8 PQL ug/Kg J Z
ENDOSULFAN || 1.9 u 0.38 MDL 1.9 PQL ug/Kg W c
SVOA
8270D SIM Matrix: SO
Sample ID: SL-516-NBZ-SB-0.0-0.5 Collected: 12/9/2013 10:30:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual DL | Type RL Type | Units | Qual Code
1-METHYLNAPHTHALENE 11 | 9 Jort [ moe | o1s | par | uag | 4 z
Sample ID: SL-516-NBZ-SB-0.0-0.5 Collected: 12/9/2013 10:30:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte : Result Qual DL Type RL Type | Units | Qual_ Co_del
2-METHYLNAPHTHALENE 1.1 J 0.71 MDL 1.8 PQL ugiKg J z
BENZO(AJANTHRACENE 1.1 J 0.71 MDL 18 PQL ugiKg J z
BENZO(_A)PYRENE 1.2 J 0.71 MDL 1.8 PQL ug/Kg J z
BENZQ{G,H,)PERYLENE 1.0 J 0.71 MDL 1.8 PQL ugikg J Z
BENZO(K)FLUORANTHENE 1.0 J 0.71 MDL 1.8 PQL ugfKg J Z
INDENO(1,2,3-CD)PYRENE 0.82 J 0.71 MDL 1.8 PQL ug/Kg J Z
PHENANTHRENE 1.7 J 0.71 MDL 1.8 PQL ug/Kg J Zz
Sample ID: SL-516-NBZ-8B-4.0-5.0 Collected: 12/9/2013 11:00:00 Analysis Type: RES-BASE/NEUTRAL  Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
NAPHTHALENE 14 | | oso | moL [ 17 | oL [ugke | 4 | z

* denotes a non-repertable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/26/2014 7:34:27 AM ADR version 1.7.0.207 Page 5 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH142 Laboratory: LL
EDD Filename: PrepPH142 M_SSFL_140113_Lan
Method Cafégonr:  SVOA e

Method: 8270D SIM Matrix: S0
Sample ID: 81-522-NBZ-5B-0.0-0.5 Collected: 12/9/2013 11:05:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual DL | Type RL Type | Units Qual Code
BENZO(G,H,)PERYLENE 0.93 J 0.69 MDL 1.7 PQL ug/Kyg J ¥4
FLUORANTHENE 1.3 J 0.69 MDL 1.7 PQL ug/Kg J Z
INDENO(1,2,3-CD)PYRENE 0.77 J 0.69 MDL 1.7 PQL ug/Kg J Z
NAPHTHALENE 0.78 J 0.69 MDL 1.7 PQL ug/Kg J Z
PHENANTHRENE 1.1 J 0.69 MDL 1.7 PQL ug/Kg J Z
PYRENE 1.4 J 0.69 MDL 1.7 PQL ug/iKg J Z
Sample ID: SL-523-NBZ-SB-0.0-0.5 Collected: 12/9/2013 12:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Ana(yte ‘ Result Qual DL Type RL Type | Units | Qual Code
1-METHYLNAPHTHALENE 149 | 0 Joro [ Mo | 17 [ PaL [ugkg [ o ] z
Sample ID: SL-523-NBZ-SB-0.0-0.5 Coflected: 12/9/2013 12:45:00 Analysis Type: RES-BASE/NEUTRAL  Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual | DL Type RL Type | Units Qual Code
2-METHYLNAPHTHALENE 16 J 0.70 MDL 1.7 PQL ug/Kg J Z
BENZO(A)JANTHRACENE 1.0 J 0.70 MDL 1.7 PQL ug/Kg J z
BENZO(APYRENE 1.4 J 0.70 MDL 1.7 PQL ug/Kg J z
BENZO(G,H.)PERYLENE 1.1 J 0.70 MDL 1.7 PQL ug/Kg J Z
BENZO(K)FLUORANTHENE 0.87 J 0.70 MDL 1.7 PQL ug/iKg J z
Butylbenzylphthalate 7.6 J 6.3 MDL 19 PQL ug/Kg J Z
INDENG(1,2,3-CD)PYRENE 0.78 J 0.70 MDL 1.7 PQL ug/Kg J 4
Sample ID: SL-524-NBZ-5B-0.0-0.5 Collected: 12/9/2013 1:40:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual Code
1-METHYLNAPHTHALENE 17 | u [oe [ moL [ 17 [ PaL |ugkg | w | FD
Sample ID: SL-524-NBZ-SB-0.0-0.5 Coffected: 12/9/2013 1:40:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual Code
2-METHYLNAPHTHALENE 0.87 J 0.69 MDL 1.7 PQL ug/Kg J Z
ANTHRACENE 1.7 U 0.35 MDL 1.7 PQL ug/Kg uJ FD
BENZO(A)ANTHRACENE 1.7 u 0.69 MDL 1.7 PQL ug/Kg uJ FD
BENZOQ{APYRENE 1.7 U 0.69 MDL 1.7 PQL ug/iKg uJ FD

* denotes a non-reportable result
Project Namg and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/26/2014 7:34:27 AM ADR version 1.7.0.207 Page 6 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH142 Laboratory: LL
EDD Filename: PrepPH142 ¢QAPP Name: CDM_SSFL_140113_Lan
Method Catégor-y-: s==s —S-\-’dA-— e i S = S " T T R A e T

et

8270D SIM Matrix: SO
Sample iD: 8L-524-NBZ-SB-0.0-0.5 Colflected: 12/9/2013 1:40:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ Result Qual DL Type | RL Type | Units | Qual Code
BENZQO(B)FLUQRANTHENE 2.0 0.69 MDL 1.7 PQL UQ;IKg J FO
BENZO(G H,)PERYLENE 1.7 U 0.68 MDL 1.7 PQL ug/Kg 44 FD
BENZO(K)FLUORANTHENE 1.7 u 0.69 MDL 1.7 PQL ug/Kg [UX] FD
BIS(2-ETHYLHEXYL)PHTHALATE 19 u 6.2 MDL 19 PQL ug/Kg uJ FD
Butylbenzylphthalate 19 U 6.2 MDL 19 PQL ug/Kg uJ FD
CHRYSENE ] 24 0.35 MDL 1.7 PQL ug/Kg J FD
FLUORANTHENE 1.3 J 0.69 MDL 1.7 PQL ug/Kg J Z,FD
FLUORENE 1.7 u 0.69 MDL 1.7 PGL ug/Kg uJ FD
INDENO(1,2,3-CD)PYRENE 1.7 U 0.69 MDL 1.7 PQL ug/Kg ud FD
PYRENE 1.4 J 0.69 MDL 17 PQL ug/Kg J Z,FD
Sample ID: SL-824-NBZ-5B-0.0-0.5 Collected: 12/9/2013 2:30:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type | RL Type | Units | Qual Code
1-METHYLNAPHTHALENE 12 | [ o7o | moL ] 18 | PaL |ugkg [ 4 |  zFD
Sample iD: SL-824-NBZ-SB-0.0-0.56 Caollected: 12/9/2013 2:30:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual DL Type RL Type | Units | Qual Code
2-METHYLNAPHTHALENE 1.4 J 0.70 MDL 1.8 PQL ug/Kg J z
IANTHRACENE 0.37 J 0.35 MDL 1.8 PQL ug/Kg J Z FD
BENZO{AJANTHRACENE 1.7 J 0.70 MDL 1.8 PQL ug/Kg J Z,FD
BENZO(A)PYRENE 2.2 0.70 MDL 1.8 PQL ug/Kg J FD
BENZO(B)FLUORANTHENE 87 0.70 MDL 1.8 PQL ug/Kg J FD
BENZO(G,HI)PERYLENE 1.6 J 0.70 MDL 1.8 PQL ugfKg J Z,FD
BENZO(K}FLUORANTHENE 1.7 J 0.70 | MDL 1.8 POL | uglKg J Z FD
BIS(2-ETHYLHEXYL)PHTHALATE K 6.3 MDL 19 PQL ug/Kg J FD
Butylbenzylphthalate 12 J 6.3 MDL 18 PQL. ug/Kg J Z,FD
CHRYSENE 5.4 0.35 MDL 1.8 PQL ug/Kg J FD
FLUORANTHENE 41 0.70 MDL, 1.8 PQL ug/Kg J FD
FLUCRENE 0.97 J 0.70 MDL 1.8 PQL ug/Kg J Z,FD
INDENO{1,2,3-CD)PYRENE 1.1 J 0.70 MDL 1.8 PQL ug/Kg J Z,FD
PYRENE 4.7 0.70 MDL 1.8 PQL ug/Kg J FD J

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/26/2014 7:34:27 AM ADR version 1.7.0.207 Page 7 of 9



Data Qualifier Summary

Lab Reporting Batch ID: PH142 Laboratory: LL
EDD Filename: PrepPH142 eQAPP Name: CDM_3SSFL_140113_Lan

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/26/2014 7:34:27 AM ADR version 1.7.0.207 Page 8 of 9



Data Qualifier Summary
Lab Reporting Batch ID: PH142

Laboratory: LL

EDD Filename: PrepPH142 eQAPP Name: CDM_SSFIL._140113_Lan

Reason Code Legend

Reason Code @@ DeSCHIpUOn e e
*XI RPD Between Two Columns o
A Professional Judgment

B Methad Blank Contamination

c Continuing Calibration Verification Percent Difference Lower Estimation

E Matrix Spike Precision

FD Field Duplicate Precision

Q Matrix Spike Lower Estimation

Q Matrix Spike Lower Rejection

Q Matrix Spike Precision

Q Matrix Spike Upper Estimation

Z Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/26/2014 7:34:27 AM ADR version 1.7.0.207

Page 8 of 9



Enclosure |
EPA Level 1ll ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outlier Reports

PH142



Method Blank Outlier Report

Lab Reporting Batch ID: PH142
EDD Filename: PH142

1613B

Laboratory; LL

T
Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
BLK34B0B370830 12M7/2013 8:30:00 AM 1,2,3,4,6,7,8-HPCDD 0.0876 ng/Kg SL-516-NBZ-SB-0.0-0.5

1,2,3,4,6,7,8-HPCOF 0.0437 ng/Kg 5L-516-NB2Z-SB-4.0-5.0

1,2,34,7,8,9-HPCDF 0.0211 ng/Kg

1,2,3,4,7,8-HxCDD 0.0259 ng/Kg

1,2,3,4,7,8-HXCDF 0.0161 ng/Kg

1,2,3,6,7,8-HXCDF 0.0232 ng/Kkg

1,2,3,7,8,9-HXCDF 0.0688 ng/Ky

1,2,3,7,8-PECDD 0.0326 ng/Kg

1,2,3,7,8-PECDF 0.0310 ng/Kg

0CDD 0.213 ngiKg

OCDF 0.125 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported jn this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-516-NBZ-GB-0.0-0.5(RES) 12347 80HPCOF ' - 0.0540 ngiKg 0.0540U ngiKg
SL-516-NBZ-SB-0,0-0.5(RES) 1,23,6,7,8-HXCDF 0.101 ngiKg 0.101U ng/Kg
$L-516-NBZ-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.129 ng/Kg 0.129U ng/Kg
SL-516-NBZ-SB-4.0-5.0(RES) 1,2,3,4.6,7,8-HPCDD 0.0566 ngiig 0.0566U ng/Kg
SL-516-NB2-$B-4.0-5.0(RES) 1,2,3,4,6,7 8-HPCDF 0.0308 ng/Kg 0.0305U ngiKg
SL-516-NBZ-$B-4.0-5.0(RES) 1,2,3,4,7,6.9-HPCDF 0.0275 ng/Kg 0.0275U ngikg
$L-516-NBZ-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0296 ng/Kg 0.0296U ng/Kg
$1-516-NBZ-$B-4.0-5.0(RES) 1,23,7,8,9-HXCDF 0.0225 ng/Kg 0.0225U ngiKg
5L-516-NBZ-$B-4.0-5,0(RES) 1,2,3,7.8-PECDD 0.0392 ng/Kg 0.0292U ng/Kg
SL-516-NBZ-58-4.0-5.0(RES) 1,2,3,7,8-PECDF 0.0646 ng/Kg 0.0846U ng/Kg
SL-516-NBZ-$B-4.0-5.0(RES) ocDD 0.285 ng/Kg 0.285U ng/kg
SL-516-NBZ-$B-4.0-5.0(RES) OCDF 0.118 ng/Kg 0.198U ngiKg

6010C

Method Blank Associated |
Sample 1D Analysis Date Analyte Result Samples

P34737AB221738 12/16/2013 5:38:00 PM CALCIUM 4.34 ma/Kg SL-516-NB2Z-SB-0.0-0.5

MAGNESIUM 2.30 mgiKg SL-516-NBZ-SB-4.0-5.0
TIN 1.63 mg/Kg
ZINC 0.233 mg/Kg

The following samples and their listed farget analytes were qualified due fo contamination reported in this blank

Reported Modified
Sample ID - Analyte Resuit Final Resuit
SL-516-N8Z-SB-0.0-0.5(RES) ' TIN 3.17 mgikg 317U mg/Kg
5L-516-NBZ-5B-4.0-5.0(RES) TiN 2.93 mgiKg 2,930 mgiKg
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/25/2014 8:51:54 AM ADR version 1.7.0.207 Page 1 of 1



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH142 Laboratory: LL
EDD Filename: PH142 eQAPP Name: CDM_SSFL_140113_Lan
Method: 8015M B T T i |
Matrix: SO
QC Sample ID
{Associated MS | MSD %R RPD Affected

_ Samples)_ Compoun_d %R %R Limits _ _{Limits) Compounds Flag
SL-524 .NBZ-SB.0.0.0.5M5 EFH (C21-C30) 40 | -175 |49.00123.00 | 40(20.00) JEFH (C21-C30}
SL-524-NBZ-SB-0.0-0.5MSD  |EFH (C30-C40) <178 | -204 |49,00-12300 | 23 (20,00 |EFH {C30-C40) No Qual, >4x
(SL-524-NBZ-SB-0.0-0.5)
SL-524-NBZ-SB-0.0-0.5MSD  |EFH (C15-C20) - 15 | 49.00-123.00 | 40(20.00) [EFH (C15-C20) Jiall detects)
(SL-524-NBZ-SB-0.0-0.5) UJ(all non-detects)

Method: 8270DSIM

Matrix: SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R %R _ Limits {Limits) Com_pounds Flag
SL-524-NBZ-SB-0.0-0.5MSD  [Di-n-octylphthalate - 171 | 52.00-182.00 - Di-n-octylphthalate
{SL-524-NBZ-SB-0.0-0.5) Jall detects)

Method: 300.0

Matrix: 8O

QC Sample ID
(Assocfated : MS | MSD %R RPD Affected
Samples) Compound %R | %R Limits | (Limitls) Compounds _ __ Flag

SL-524 NBZ-SB-0.0-05MS __ |Nitrale-ND3 129 - 180.00-120.00 - Nitrale NO3
(SL-522-NBZ-SB-0.0-0.5
8L -522-NBZ-5B-2.5-3.5

SL -523-NBZ-SB-0.0-0.5 J{all detects)
SL -524-NBZ-5B-0.0-0.5
SL. -824-NBZ-5B-0.0-0.5)

Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3
2/25/2014 8:46:48 AM ADR version 1.7.0.207 Page 1 of 1



Field Duplicate RPD Report

Lab Reporting Batch ID: PH142 Laboratory: LL

EDD Filename: PrepPH142 FL_140113_Lan
Method: 160.3M I D ; S
Watrix: SO

Concentration (%)

Analyte SL-524-NBZ-SB-0.0-0.5 |SL-824-NBZ-5B-0.0-0.5 RPD RPD Flag
MOISTURE 4.6 | 5.4 16 No Qualifiers Applied

e e

Concentration (mg/Kg}
Sample eQAPP
Analyte SL-524-NBZ-SB-0.0-0.5 |SL-824-NBZ-SB-0.0-0.5 RPD RPD Flag
Nitrate-NO3 0.70 5.8 157 50.00 Xall detects)

Method: 80150

Matrix: SO

Concentration {mg/Kg)
Sample eQAPP
Analyte S5L-524-NBZ-SB-0.0-0.5 |SL-824-NBZ-SB-0.0-0.5 RPD RPD Flag
EFH (C15-C20) 8.4 2.2 117 50.00
EFH (C21-C30) 58 28 70 50.00 J{all detects)
EFH (C30-C40) 120 50 82 50.00
Concentration (ug/Kg)
Sample | eQAPP
Analyte SL-524-NBZ-$B-0.0-0.5 |SL-824-NBZ-SB-0.0-0.5 RPD RPD Flag
2-METHYLNAPHTHALENE 0.87 1.4 A7 50.00
NAPHTHALENE . 1.7 23 30 50.00 No Qualifiers Applied
PHENANTHRENE 21 33 44 50.00
1-METHYLNAPHTHALENE 1.7U 1.2 200 50.00
ANTHRACENE 17U 0.37 200 50.00
BENZO(A)ANTHRACENE 1.7U 1.7 200 50.00
BENZO(A)PYRENE 1.7U 22 200 50.00
BENZO(B}FLUORANTHENE 2.0 5.7 96 50.00
BENZO(G,H,I)PERYLENE 17U 1.6 200 50.00
BENZO{K)FLUORANTHENE 1.7U 1.7 200 50.00 J(all detects)
BIS{2-ETHYLHEXYL)PHTHALATE 18U 31 200 50.00 Ud(all non-detects)
Butylbenzylphthalate 19U 12 200 50.00
CHRYSENE 2.4 54 77 50.00
FLUORANTHENE 1.3 41 104 50.00
FLUORENE 17U 0.97 200 50.00
INDENO(1,2,3-CD)PYRENE 1.7U 1.1 200 50.00
PYRENE 1.4 47 108 50.00

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/2612014 7:24:16 AM ADR version 1.7.0.207 Page 1 of 1



Reporting Limit Outliers

Lab Reporting Batch 1D: PH142
EDD Filename: PH142

Laboratory: LL

Method: 1613B

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Resuit Limit Type | Units Flag

SL-516-NBZ-58-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 1.52 515 PQilL. ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.411 5.15 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0540 5.15 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.156 515 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.144 5.15 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.101 5.15 PQL ng/Kg
1,2,3,7,8,8-HXCDD JQ 0.140 5.15 PQL na/Kyg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.129 5.16 POL | ng/Kg
1,2,3,7,8-PECDF JBG | 0.231 5.15 PaL | ngmdg
2,3,4,6,7 8-HXCDF J 0.153 5.18 PQL ng/Kg
2,3,4,7.8-PECDF Ja 0.300 5.15 PQL ng/kKg
2,3,7,8-TCDF JQ 0.115 1.03 PQL ngfKyg
OCDF JB 0.775 10.3 PQL na/Kg

5L-516-NBZ-SB-4.0-5.0 1,2,3,4,6,7 8-HPCDD JBQ 0.0566 5.10 PQL ng/Kg

. 1,2,3,4,6,7, 8-HPCDF JBQ 0.0309 5.10 PQL ng/Kg

1,2,3,4,7,8,9-HPCDF JBQ 0.0275 5.10 PQL ng/Kg
1.2,3,4,7,8-HXCDF JBQ 0.0296 510 PQL ng/Kg
1.2,3,7,8,9-HXCDD Ja 0.,0337 510 PQL ng/Kyg
1.2.3,7.8.9-HXCDF JBQ | 0.0225 5.10 PQL |ngikg | ! (@ldetects)
1,2,3,7,8-PECDD JBQ 0.0392 5.10 PQL ng/iKg
1,2,3,7,8-PECDF JBQ 0.0645 5.10 PQL ng/Kg
ocDD JB 0.285 10.2 PQL ng/Kg
OCDF JBQ | 0.118 10.2 PGL | ng/Kg

Method: 300.0

Matrix: SO

Lab Reporting RL
SamplelD Analyte Qual | Resuit Limit Type | Units Flag
SL-522-NBZ-SB-2.5-3.5 Nitrate-NO3 J 0.61 0.79 PQL mg/Kg J (all detects)
SL-524-NBZ-SB-0.0-0.5 Nitrate-NO3 J 0.70 0.78 PQL | mg/kg J {all detects)

Method: 6010C

Matrix: 80O
Lab Reporting]l RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-516-NBZ-SB-0.0-0.5 BERYLLIUM J 0.658 1.04 PQL mg/Kg

BORON J 2.00 10.4 PQL |mg/Kg

CADMIUM J 0.430 1.04 PQL | mgiKg

SODIUM J 717 104 POL |mgikg| o (8l detects)

TIN J 3.17 10.4 PQL | mg/Kg

Zirconium J 2.35 5.19 PQL mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/25/2014 8:54.08 AM

ADR version 1.7.0.207
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Reporting Limit Outliers

Lab Reporting Batch ID: PH142
EDD Filename: PH142

Method: 6010C

Laboratory: LL
eQAPP Name: CDM_SSFL_140113_Lan

=

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-516-NBZ-SB-4.0-5.0 ARSENIC J 2.81 4.13 PQL mg/Kg

BERYLLIUM J 0.577 1.03 PQL mg/Kg

BORON J 1.24 10,3 PQL | mgiKg

CADMIUM J 0.303 1.03 PQL mg/Kg

COPPER J 1.31 2.06 PQL |mgKg|  (aildetects)

SODIUM J 58.9 103 PQL | mgiKg

TIN J 2.93 10.3 PQL | mg/Kg

Zirconium J 3.65 5.16 PQL | mg/Kg

Method: 6020A

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-516-NBZ-SB-0.0-0.5 SELENIUM J 0.184 0.415 PQL mg/Kg
SILVER J | oosss | 0207 | PQL |magig| (alldetects)

Method: T7471B

Matrix: SO

Lab Reporting] RL
SamplelD Analyte Qual | Resuit Limit Type | Units Flag
SL-516-NBZ-SB-0.0-05  [MERCURY

| v | oote

0.0176 |

PaL | mg/Kg

J (all detects)

Method: 8015M

Matrix: SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-522-NBZ-SB-0.0-0.5 EFH {C15-C20) J 27 52 PQL mg/Kg J {all detects)
SL-523-NBZ-58B-0.0-0.5 EFH (C15-C20) J 33 5.2 PQL my/Kg J (all detects)
SL-524-NBZ-5B-0.0-0.5 EFH {C15-C20) J 8.4 10 PAL | mg/Kg J (all detects)
SL-824-NBZ-5B-0.0-0.5 EFH {C15-C20) J 2.2 5.2 PQL |mg/Kg J (all detects)

Method: 8081B

T T T T e T ‘__'—"_'r"r

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-514-NBZ-SB-0.0-0.5 4,4'-DDE J 0.85 18 PQL ug/Kg
4.4'-DDT J 0.61 1.8 PQL ug/Kg
ENDOSULFAN | J 0.42 0.90 POL |ugikg | Y {@Ndetects)
ENDRIN ALDEHYDE J 0.50 1.8 PQL ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

21252014 8:54:09 AM
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Reporting Limit Outliers

Lab Reporting Batch ID: PH142 Laboratory: LL
EDD Filename: PH142 eQAPP Name: CDM_SSFIL._140113_Lan
Method: 8081B ' e I
Matrix: SO
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-515-NBZ-SB-0.0-0.5 4,4'-DDE J 1.0 1.9 PQL | ug/Kg

4,4.DDT J 12 19 POl |ugikg | Y (alldetects)

Method: 8270D SIM

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-516-NBZ-SB-0.0-0.5 1-METHYLNAPHTHALENE J 1.1 1.8 PQL ug/Kg
2-METHYLNAPHTHALENE J 1.1 1.8 PaL | ug/Kg
BENZO(A)ANTHRACENE J 1.1 1.8 PQL | ugiKg
BENZO(A)PYRENE J 1.2 1.8 POL | ug/Kg J (all detects)
BENZO{G,H,1)PERYLENE J 1.0 1.8 POL ug/Kg
BENZO{K)FLUORANTHENE J 1.0 1.8 PQL ug/Kg
INDENO(1,2,3-CD)PYRENE J 0.82 1.8 PQL | ugiKg
PHENANTHRENE J 1.7 1.8 PQL ug/Kg
SL-516-NBZ-5B-4.0-5.0 NAPHTHALENE J 1.4 1.7 PQL ug/Ky J (all detects)
SL-522-NBZ-SB-0.0-0.5 BENZO{G,H,)PERYLENE J 0.93 1.7 PQl ug/Ky
FLUORANTHENE J 1.3 1.7 PQL uglkg
INDENO({1,2,3-CD)PYRENE J 0.77 1.7 PAL | ugiKg
NAPHTHALENE J 0.78 17 POL |ugKg | ¢ (@ltdetects)
PHENANTHRENE J 1.1 1.7 PQL ug/Kg
PYRENE J 1.4 1.7 PQL | ug/Kg
SL-523-NBZ-5B8-0.0-0.5 1-METHYLNAPHTHALENE J 1.1 1.7 PQL ug/Kg
2-METHYLNAPHTHALENE J 1.6 1.7 PaL ug/Kg
BENZO{A)ANTHRACENE J 1.0 1.7 PQL ug/Kg
BENZO(A)PYRENE J 1.4 1.7 PQL | ug/Kg J (all detects)
BENZO(G,H, )PERYLENE J 1.1 1.7 PQL | ug/Kg
BENZO{K)FLUORANTHENE J 0.87 1.7 PQL ug/Kg
Butylbenzylphthalate J 7.6 19 PQOL ug/Kg
INDENQ(1,2,3-CD)PYRENE J 0.79 1.7 PQL | ug/Kg
SL-524-NBZ-5B-0.0-0.5 2-METHYLNAPHTHALENE J 0.87 1.7 PQL ug/Kg
FLUORANTHENE J 1.3 17 PQL | ugiKg J (all detects)
PYRENE J 14 1.7 PQL ug/Kg
S1-824-NBZ-5B-0.0-0.5 1-METHYLNAPHTHALENE J 1.2 1.8 PQIL ug/Kg
2-METHYLNAPHTHALENE J 1.4 1.8 PaL ugiKg
ANTHRACENE J 0.37 1.8 PaL | ugiKg
BENZO{A)ANTHRACENE J 1.7 1.8 PQL ug/Kg
BENZO(G,H,)PERYLENE J 1.6 1.8 PQL | ugliKg J (all detects)
BENZO(KIFLUORANTHENE J 1.7 1.8 PQL ug/Kg
Butylbenzylphthalate J 12 19 PQL ug/Kg
FLUORENE J 0.97 1.8 PQL | ug/Kg
INDENO({1,2,3-CD)PYRENE J 1.1 1.8 PQL | ug/Kg
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LDC Report# 31254A2b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Levei:

Laboratory:

Santa Susana Field Laboratory
December 9, 2013

February 19, 2014

Soil

Semivolatiles

Level IV

Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH142

Sample Identification

SL-516-NBZ-SB-0.0-0.5
SL-516-NBZ-SB-4.0-5.0
SL-522-NBZ-SB-0.0-0.5
SL-523-NBZ-SB-0.0-0.5
SL-524-NBZ-SB-0.0-0.5
SL-824-NBZ-SB-0.0-0.5
SL-522-NBZ-5B-2.5-3.5
SL-524-NBZ-SB-0.0-0.5MS
SL-524-NBZ-SB-0.0-0.5MSD
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Introduction
This data review covers 9 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8270D using
Selected lon Monitoring (SIM) for Semivolatiles.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A gualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A {advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ  Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGINMICDM\SSFLINBZ\31254A2B_CD4.D0C 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals. All ion abundance
requirements were met.

lll. Initial Calibration
Initial calibration was performed using required standard.

Percent relative standard deviations (%RSD) were less than or equal to 30.0% for all
compounds.

Average relative response factors (RRF) for all corpounds were within method and
validation criteria.

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

Percent differences (%D) between the initial calibration RRF and the continuing
calibration RRF were within the method criteria of less than or equal to 20.0% for

calibration check compounds (CCCs) and 25.0% for all other compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 25.0% for all compounds.

All of the continuing calibration relative response factors (RRF) were within method and
validation criteria.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No semivolatile
contaminants were found in the method.

Samples EB1-121113, and EB2-121113 (both from SDG PH146) were identified as
equipment blanks. No semivolatile contaminants were found with the following
exceptions:

VALOGIN\CDM\SSFLANBZ2\31254A2B_CD4.DOC 3



Sampling Associated
Blank {D Date Compound Concentration Samples

EB1-121113 12111113 Di-n-butylphthalate 0.13 ug/L SL-516-NBZ-SB-0.0-0.5
Diethylphthalate 0.15 ug/L SL-516-NBZ-5B-4.0-5.0
Bis{2-ethylhexyl)phthalate 2.2 ug/L

EB2-121113 121113 Di-n-butylphthalate 0.13 ugiL SL-522-NBZ-SB-0.0-0.5
Diethylphthalate 0.16 ug/L SL-523-NBZ-SB-0.0-0.5
Bis{2-ethylhexyl)phthalate 0.42 ug/L SL-524-NBZ-SB-0.0-0.5
Fluoranthene 0.012 ug/L SL-824-NBZ-SB-0.0-0.5
Pyrene 0.049 ug/L 5L-622-NBZ-3B-2.5-3.5

Sample FB-041613 (from SDG PH032) was identified as a field blank. No semivolatile
contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
FB-041613 4/16/13 Di-n-butylphthalate 0.11 ug/L All samples in SDG PH142
Bis{2-ethylhexylphthalate 0.25 ug/L.
2-Methylnaphthalene 0.012 ug/L

Sample concentrations were compared to concentrations detected in the field blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated field blanks.

VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates
Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC [imits with the following exceptions:

Spike 1D
(Associated MS (%R) MSD (%R) RPD
Samples) Compound {Limits) {Limits} {Limits) Flag AorP
51-524-NBZ-5B-0.0-0.5MS/MSD Di-n-octylphthalate - 171 (52-162) - J (all detects} A
(SL-524-NBZ-SB-0.0-0.5)

VIll. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

VALOGINYCDM\SSFLINBZ131254A2B_CD4.DOC 4



IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Internal Standards

All internal standard areas and retention times were within QC limits.
Xl. Target Compound Identifications

All target compound identifications were within validation criteria.
XIl. Compound Quantitation

All compound quantitation were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH142 All compounds reported below the RL. J (all detects) A

XIil. Tentatively ldentified Compounds (TICs)

Tentatively identified compounds were not reported by the laboratory.

XIV. System Performance

The system performance was acceptable.

XV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XVL. Field Duplicates

© Samples SL-524-NBZ-5B-0.0-0.5 and SL-824-NBZ-SB-0.0-0.5 were identified as field

duplicates. No semivolatiles were detected in any of the samples with the following
exceptions:

Concentration (ug/Kg)

RPD
Compound SL-524-NBZ-5B-0.0-0.5 | SL-824-NBZ-SB-0.0-0.5 | (Limits) Flag AorP
Anthracene 1.7U 0.37 200 (=50) J {all detects) A
UJ (all non-detects)
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Concentration {ug/Kg)
RPD
Compound SL-524-NBZ-SB-0.0-0.5 | SL-824-NBZ-SB-0.0-0.5 | (Limits) Flag AorP
Benzo(a)anthracene 1.7U 1.7 200 (=50) J {all detects) A
UJ (all non-detects)
Benzo(a)pyrene 1.7V 2.2 200 (s50) J (alt detects) A
UJ (all non-detects)
Benzo(bjflugranthene 2.0 5.7 86 (s50) J (all detects) A
Benzo(g,h,ijperylene 1.7V 1.6 200 {=50) J (all detects) A
Ud (all non-detects)
Benzo(k)fluoranthene 1.7V 1.7 200 (=50} J (all detects) A
UJ (all non-detects)
Butylbenzylphthalate 180 12 200 {=50) J {all detects) A
UJ {all non-detects)
Chrysene 2.4 54 77 (<50) J (all detects) A
Bis(2-ethylhexyl)phthalate 19U 31 200 (=50) J (all detects) A
UJ {all non-detects)
Fluoranthens 1.3 44 104 (=50} J (all detects) A
Fluorene 1.7U 0.97 200 (=50) J {all detects) A
UJ (all non-detects)
Indeno(1,2,3-cd)pyrene 1.7U 1.1 200 (s50) J (all detects}) A
UJ (all non-detects)
1-Methyinaphthalene 1.7U 1.2 200 (s50) J (all detects) A
UJ (all non-detects)
2-Methylnaphthalene 0.87 1.4 47 (=50) - -
Naphthalene 17 23 30 (=50} - -
Phenanthrene 2.1 3.3 44 (=50) - -
Pyrene 1.4 4.7 108 (s50) J {all detects) A
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Santa Susana Field Laboratory
Semivolatiles - Data Qualification Summary SDG PH142

SDG Sample Compound Flag AcrP Reason (Code)

PH142 SL-524-NBZ-5B-0.0-0.5 Di-n-octylphthalate J (all detects) A Matrix spike/Matrix

spike duplicate (%R)
(@)
PH142 SL-524-NBZ-SB-0.0-0.5 Anthracene J (all detects) A Field duplicates (RPD)
SL-824-NBZ-5B-0.0-0.5 Benzo(ajanthracene UJ (all non-detects) (FD)
Benzo(a)pyrene
Benzo{g,h,ijperylene
Benzo(k)fluoranthene
Butylbenzylphthalate
Bis(2-ethylhexyl)phthalate
Fluorene
Indeno(1,2,3-cd)pyrene
1-Methylnaphthalene

PH142 §L-524-NBZ-8B-0.0-0.5 Pyrene J (all detects) A Field duplicates (RPD)

SL-824-NBZ-3B-0.0-0.5 Chrysene J {all detects) (FD)
Fluoranthene J (all detects)
Benzo(b)fluoranthene J (all detects}

PH142 8L-516-NBZ-SB-0.0-0.5 All compounds reported below J (all detects) A Compound guantitation
SL-516-NBZ-3B-4.0-5.0 the RL. (&)
SL-522-NBZ-8B-0.0-0.5
SL-523-NBZ-5B-0.0-0.5
SL-524-NBZ-$B-0.0-0.5
SL-824-NBZ-5B-0.0-0.5
SL-522-NBZ-5B-2.5-3.5

Santa Susana Field Laboratory
Semivolatiles - Laboratory Blank Data Qualification Summary - SDG PH142

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Semivolatiles - Field Blank Data Qualification Summary - SDG PH142

VALOGINMICDM\SSFLWNB231254A28_CD4.DOC
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LDC #:___31254A2b VALIDATION COMPLETENESS WORKSHEET Date: 2 13/

SDG #:___PH142 Level IV Page:_lof [
Laboratory._Eurofing Lancaster Laborateries Reviewer_ R

SviCs D 2nd Reviewer:_<_.
METHOD: GC/MS PelynuclearAromatic-Hydroearbens (EPA SW 846 Method 8270¢-SIM)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets,

Validation Area Camments
I.__| Technical holding times A‘ Sampling dates: j2_ / 1 I/ 13
. | GC/MS Insfrument performance check A-
. | mitial calibration A REH < 30"
IV. | Continuing calibration/ICV & { (/\/ | C(/\/6 2L ()
V. | Blanks A
V1. | Surrogate spikes A

Vil. | Matrix spike/Matrix spike duplicates

T

V. | Laboratory control samples 1 C S-:F L

IX. | Regional Quality Assurance and Quality Control N

X. Internal standards A—

X1, | Target compound identification h‘

Xll. | Compound quantitation/RL/LOQ/LODs A—

XIIl. | Tentatively identified compounds (TICs) {\)
XIV. | System performance A‘

XV. | Overall assessment of data A_
XvI. | Field duplicates fu Fo= 5+6

3

FB> ER-04 1613 (s0LEPHDI2)
E¥- CBI-121113 e8> -3 ( spéin

Note: A = Acceptable ND = No compounds defected D = Duplicate £H-145
N = Not provided/applicable R = Rinsate TB = Trip blank 146 )

SW = See worksheet FB = Field blank EB = Equipment blank

XVII. | Field blanks

Validated Samples: S o ‘

T 5L-516-NBZ-58-0.0-0.5 11 21 7 SRLEC R4
; SL-516-NBZ-SB-4.0-5.0 12 22 32
¥ | sL520-NBZ-5B-0.00.5 13 23 33
;4_ SL-523-NBZ-$B-0.0-0.5 14 24 34
5 |si504nBz5B0.0.05 15 25 35
é,-’ SL-824-NBZ-$B-0.0-0.5 16 26 36
7 | sL500.NBZ-SB2.53.5 17 27 37
8 | 81-524-NBZ-SB-0.0-0.5MS | 18 28 38
9 | SL-524-NBZ-5B-0.0-0.5MSD | 19 29 39
10 20 30 40

31254A2bW.wpd



ioc#_ 3 )25HA % VALIDATION FINDINGS CHECKLIST Page: I 6f2-
Reviewer: :

2nd Reviewer: §@a

Method: Semivolatiles (EPA SW 846 Method 8270D)

Validation Area Yes | No | NA Findings/Comments
1. Technical holding times ' ' o
All technical holding times were met. -1
Py
Cooler temperature criteria was met.
Il. GCIMS Instrument performance check .. 1"
Were the DFTPP performance results reviewed and found to be within the specified | 4
criteria?
Were all samples analyzed within the 12 hour clock criteria?
i1, Initial calibration” S
. . £ . v v /
Did the [aboratory perform a 5 point calibration prior to sample analysis?
/
Were all percent relative standard deviations (%RSD) and relative response factors
(RRF} within method criteria for alt CCCs and SPCCs?
/
Was a curve fit used for evaluation?
Did the initial calibration meet the curve fit acceptance criteria of > 0.9907 —
Were all percent relative standard deviations (%RSD) < 30% and relative response I
factors (RRF) > 0,057 -
V. Continuing calibratinﬁ:n
Was a continuing calibration standard analyzed at least once every 12 hours for e
each instrument?
Were all percent differences {%D) and relative response factors (RRF) within /
method criteria for all CCCs and SPCCs?
Were all percent differences {%D) < 25% and relative response factors (RRF) > ~
0.057
V. Blanks
Was a method blank associated with every sample in this SDG? T
-]
Was a method blank analyzed for each matrix and concentration?
Was there contamination in the method blanks? If yes, please see the Blanks
vaiidation completeness worksheet. -
VI. Surrogate spikes
Were all surrogate %R within QC limits? al
If 2 or more base neutral or acid surrogates were outside QC limits, was a -
reanalysis performed to confirm %R?
If any %R was less than 10 percent, was a reanalysis performed to confirm %R?
VII. Matrix spike/Matrix spike duplicates v
Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated e
MS/MSD. Soil / Water.
Was 8 MS/MSD analyzed every 20 samples of each matrix? -
Were the MS/MSD percent recoveries (%R} and the relative percent differences -/
{RPD) within the QC Ii_mits'? _ _ _
VIII, Laboratory control samples : - ‘ /
Was an LCS analyzed for this SDG? | | |

wp{wp}.bk1 version 2.0



LoC #_ 3125 A2 VALIDATION FINDINGS CHECKLIST Page:_%of 2-

Reviewer__ ¥)C
2nd Reviewer,_ S\

Validation Area Yes | No | NA Findings/Comments

Was an LCS analyzed per extracticn batch?

/
Were the LCS percent recoveries (%R) and relative percent difference (RPD} within
the QC limits?

1X. Regional Quality Assurance and Quality. Control

Were performance evaluation (PE) samples performed? ]

Were the performance evaluation (PE) samples within the acceptance limits?

X. Internal standards

Were internal standard area counts within -50% or +100% of the associated
calibration standard?

ANA

VWere refention times within + 30 sec_onds from the associated _calibration standard? _

XI. Target compound identification T

Were relative retention times (RRT's) within + 0.08 RRT units of the standard?

Did compound spectra meet specified EPA "Functional Guidelines” criteria?

\ \ ©

Were chrematogram peaks verified and accounted for?

X1 Comipound quantitation/RLs .*

Were the correct internal standard (I8), quantitation ion and relative response factor
(RRF) used to quantitate the compound?

\ N\

Were compound quantitation and RLs adjusted to reflect all sample dilutions and
dry weight faclors applicable to level |V validation?

X, Tentatively identified compounds (TICs)

Were the major ions {> 10 percent relative intensity} in the reference spectrum
evaluated in sample spectrum?

A

Were relative intensities of the major ions within + 20% between the sample and the
reference spectra?

Did the raw data indicate that the laboratory performed a library search for all Py
required peaks in the chromatograms {(samples and blanks)?

XI. System performance

System performance was found to be acceptable. 1

XV. Overall assessment of data

Overall assessment of data was found to be acceptable,

XV, Field dﬁplicates

Field duplicate pairs were identified in this SDG.

VAN

Target compounds were detected in the field duplicates.

XVII. Field blanks

Field blanks were identified in this SDG.

N

Target compounds were detected in the field blanks.

wp{wpl.bk1 version 2.0



METHOD: GC/MS SVOA

VALIDATION FINDINGS WORKSHEET

A, Phenal

T. 4-Chloroaniline

MM. 4-Chlorophenyl-phenyt ether

FFF. Di-n-octylphthalate

YYY. 2,3,5-Trimethylnaphthalene

B. Bis (2-chloroethyi) ether

U. Hexachlorobutadiene

NN. Fluarene

GGG. Benzo(b)flucranthene

277, Perylene

C. 2-Chlorophenol

V. 4-Chloro-3-methylphenol

00. 4-Nitroaniline

HHH, Benzo{k)flucranthene

AAAL, Dibenzothiophene

D. 1,3-Dichlorobenzene

W, 2-Methylnaphthalene

PP. 4,6-Dinitro-2-methylphenol

1. Benzo(a)pyrene

BBBB. Benzo(a)fluoranthene

E. 1,4-Dichlorobenzene

X. Hexachlorocyclopentadiene

QQ. N-Nitrosodiphenylamine

JJJ. Indeno(1,2,3-cd)pyrene

CCCC. Benzo{b)fluorene

F. 1,2-Dichlorobenzene

Y. 2,4,6-Trichlorophenal

RR. 4-Bromophenyl-phenylether

KKK. Dibenz(a,h)anthracene

DDDD. cisftrans-Decalin

G. 2-Methylphenol

Z. 2,4, 5-Trichlorophenol

$8. Hexachlorobenzene

LLL. Benzo(gh,)perylene

EEEE. Biphenyl

H. 2,2"-Oxybis(1-chloropropans)

AA, 2-Chlorenaphthalene

TT. Pentachlorophencl

MMM. Bis{2-Chloroisopropyl)ether

FFFF. Retene

1. 4-Methylphenol

BB. 2-Nitroaniline

UU. Phenanthrene

NNN. Aniline

GGGG. C30-Hopane

J. N-Nitroso-di-n-propylamine

CC. Dimethylphthalate

VV. Anthracene

000, N-Nitrosodimethylamine

HHHH. 1-Methylphenanthrene

K. Hexachloroethane

DD, Acenaphthylene

WW, Carbazofe

PPP. Benzoic Acid

. 1,4-Dioxang

L. Nitrobenzena

EE. 2,6-Dinitrotoluene

XX. Di-n-butylphthalate

QQQ. Benzyl alcohol

4. Acetophenone

M. Isopherone

FF, 3-Nitroaniline

YY. Fluoranthene

RRR. Pyridine

KKKK. Atrazine

N. 2-Nitrophenol

GG. Acenaphthene

ZZ. Pyrene

SS8S. Benzidine

LLLL. Benzaldehyde

Q. 2,4-Dimethylphenol

HH. 2,4-Dinitrophenol

AAA, Butylbenzylphthalate

TTT. 1-Methylnaphthatene

MMMM. Caprolactam

P. Bis(2-chloroethoxy)methane II. 4-Nitrophenol BBB. 3,3-Dichlorobenzidine UUU.Benzo(b)thiophene NNNN.
Q. 2,4-Dichiorophenol JJ. Dibenzofuran CCC. Benzo(a)anthracene VWV, Benzonaphthothiophene 0000,
R. 1,2,4-Trichlorobenzene KK. 2,4-Dinitrotoluene DDD. Chrysene WWW.Benzo(e)pyrene PPPP.

S. Naphthalene LL. Diethylphthalate EEE. Bis{2-ethylhexyl)phthalate XXX, 2,6-Dimethylnaphthalene QAQAQ.

WLDCFILESERVERWalidation\Validation Worksheeis\_Semivolatiles\8270D\COMPNDL_SVOA wpd




LDC #_ 3)25¥A2|, VALIDATION FINDINGS WORKSHEET

Field Blanks

Page. /of %

Reviewer: A__
2nd Reviewer:

THOD: GC/MS BNA (EPA SW 846 Method 8270D)
N N/A Were field blanks identified in this SDG?
N_N/A

Were target compounds detected in the field blanks?

2 2
7;@: th&é‘f[?'f

g;a;;[?nrgt:;#& Ais’.c‘:(l:i;ted sample units: 7 C Sve B p[j-031_> (,n;l,_;j-—
Field blank type: (circle one) Field Blank ERinsate / Other: Associated Samples: Al ( N9 T 75x%)
Compound Blank ID Sample ldentification ’
r o ' & X ’g&)k
YK 0.1 [ ]
EEE  ["9® | 12fS
N D.oZ2 | 0.06

Blank units:
Sampling date:_

¢-Associated sample units: %

Field blank type: (circle one) Field Blank / Rinsate / Other:

Ebl= EZI-)2)112 CS0L# PHI4e)

Associated Samples: { —> (N D)

Compoun Blank ID Sample [dentification
N E€] x| |
AKX Q.12 -3

LL nAs |S
tC E 2.2 22

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Commeon contaminants such as the phthalates and TICs noted above that were detected in samples within ten times the associated field blank concentration were qualified as not detected, "U". Other
contaminants within five times the field blank concentration were also qualified as not detected, "U".

FBLKASC2.28D



Lbc# 3126482

Blank units:
Sampling d

Were field blanks identified in this SDG?

ETHOD: GC/MS BNA (EPA SW 846 Method 8270D)
N N/A [ i ified in thi
N N/A i

Were target compounds detected in the field blanks?

S ocnated sample units:

Field blank type {circle one Fleld Blank / Rinsate / Other:

VALIDATION FINDINGS WORKSHEET
Field Blanks

EB2 = EB2 212
(<DLt PG

Associated Samples:

Page._2of &
Reviewer,  HI
2nd Reviewer: F_-m

Ld =

3-3 (WD 4 Sxy

Compound Blank |D Sample ldentification

s =82 LOA
KK 0N 1 (3
|1 0.1 | 1.¢

EEk 042 | G2

¥ 0-01Z | 3.0

zZ 0.049 | 0-%15
Blank units: Associated sample units:

Sampling date:
Field blank type: (circle one) Field Blank / Rinsate / Other:

Associated Samples:

Compound

Blank [D

Sample ldentification

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Common contaminants such as the phthalates and TICs noted above that were detected in samples within ten times the associated field blank concentration were qualified as not detected, "U". Other
contaminants within five times the field blank concentration were also qualified as not detected, "U".

FBLKASC2.25D



LDC # 4 [2YU k2L VALIDATION FINDINGS WORKSHEET Page: |of |

Matrix Spike/Matrix Spike Duplicates Reviewer. B £

2nd Reviewer.__ YA~ _
METHOD: GC/MS BNA (EPA SW 846 Method 82700)

case see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
( g N N/A Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each matrix in this SDG? If no, indicate which matrix does not have an associated

MS/MSD. Soil / Water.
(9 N_N/A Was a MS/MSD analyzed every 20 samples of each matrix?
Y NI N/A Were the MS/MSD percent recoveries (%R) and the relative percent differences {(RPD} within the QC limits?

MS MSD e © QL
# Date MS/MSD ID Compound %R (Limits) %R (Limits) RPD (Limits} Associated Samples Qualifications
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LDC: 31254A2b VALIDATION FINDINGS WORKSHEET Page: 1 of 1
Field Duplicates Reviewer:__BR

2nd Reviewer: h

Method: GC/MS SVOCs (EPA Method 8270D-SIM)

Analyte Concentration (uglkg) RPD Qualiflers (Parents Only)
5 | 8 (£50%) Code: FD
W 17U 0.37 200 ‘ JIUJIA
cCe 1.7U 17 200 JUJIA
In 17U 2.2 200 JUIIA
GGG o 2.0 5.7 - 96 JDET/A
LLL 17U 186 200 CUJIA
HHH 1.7U 1.7 200 JUIA
AAA 19U 12 _ 200 JUJIA
DDD 24 54 77 'JDET/A
EEE 19U 31 200 WosA
Yy 13 4.1 104 J DET/A
NN 1.7U ' 0.97 200 JUYA
4 1.7V 1.1 200 JOJA
T 1.7V 1.2 200 JUIA
w 0.87 1.4 47 '
B 17 23 30
u 2.1 3.3 44
2z 14 47 108 J DET/A

\\LDCFILESERVER\Validation\FIELD DUPLICATES\31254A2b



LDC # 31254A2b VALIDATION FINDINGS WORKSHEET Page: [ of \
Initial Calibration Calculation Verification Reviewer BR

2™ Reviewer S

METHOD: GC/MS SVOA (EPA SW 846 Method 8270DSIM)

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation (%RSD) were recalculated for the compounds identified
belowr using the following calculations;

_ RRF = (A}CisM({Ag){CY A, = Area of Compound A = Area of associated internal standard
average RRF = sum of the RRFs/number of standards C, = Concentration of compound, Ci; = Concentration of internal standard
%RSD = 100 * (8/X) S= Standard deviation of the RRFs, X = Mean of the RRFs

Reported Recalculated Reported Recalculated Reported Recalculated
Standard ID Calibration RRF RRF Average RRF | Average RRF %RSD %RSD

¥ Date Compound (IS) (1 std) { 1 std) (Initial) {Initial)

! FPT0978 12/372013 [N Nitrosodimethylamine  (IS1) 1.188 1.188 1.169 1.169 3 3
Naphthalene (152} 1.027 1.027 1.024 1.025 2 2
Fluorene (183) 1.265 1.265 1.259 1.258 2 2
Anthracene (154) 1.080 1.080 1.080 1.080 4 4
Chrysene (1S5) 1.113 1.113 1.100 1.100 1 1
Benzo(a)pyrene (1S6) 1.129 1.129 1.106 1.106 3 3

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.



LDC# 31254A2b VALIDATION FINDINGS WORSHEET Page: | of 2

Continuing Calibration Results Verification Reviewer: BR

2nd Reviewer; & -~

METHOD: GC/MS SVOA (EPA SW 846 Method 8270DSIM)

The percent difference (%D} of the initial calibration average Relative Response Factors (RRFs) and the continuing calibration RRFs were recalculated
for the compounds identified below using the following calculation:

Where:
% Difference = 100 * (ave. RRF - RRF)fave. RRF ave, RRF = initial calibration average RRF Cx = Concentration of compound
RRF = {AX)(Cis)}/{Ais)}{Cx) RRF = continuing calibration RRF Ais = Area of associated internal standard
Ax = Area of compound Cis = Concentration of internal standard
Calibration Average RRF Reported Recalculated Reported Recalculated
# Standard D Date Compound (IS} (Initial RRF) (CC RRF) {CC RRF) %D %D
1 110711 1212713 [N-Nitrosodimethylamine (1S1) 1.169 1.191 1.191 2 2
Naphthalene (152) 1.024 1.034 1.034 1 1
Fluorene (1S3) 1.259 1.274 1.274 1 1
Anthracene (154) 1.080 1.089 1.089 1 1
Chrysene (155) 1.100 1.228 1.228 12 12
Benzo(a)pyrene (1S6) 1.106 1.184 1.184 7 7

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.





