





Method Blank Outlier Report

Lab Reporting Batch ID: PH131
EDD Filename: PH131_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_140113_Lan

1613B

Method Blank
Sample ID

Analysns Date

The followmg samples and their listed target analytes were qualified due to contamination reported in this blank

Associated
Samples

Sample D

Analyte

Reported
Result

Modified
Final Result

SL-700-SA5A-SB4.0-5.0(RES) 123,78-PECDF T 0222ngKg |  0.222UngiKg
SL-708-SA5A-SB-4.0-5.0(RES) 2,3,4,6,7.8-HXCDF 0.0796 ng/Kg 0.0796U ng/Kg
SL-T09-SABA-SB-4.0-5.0(RES) 2,3,4,7,8-PECDF 0.122 ngikg 0,122 ng/Kg
SL-709-5A5A-5B-8.0-9.0(RES) 1,2,3,4,6,7,8-HPCDF 0.329 ng/Kg 0.329U ng/Kg
SL-708-SA5A-5B-8.0-9.0(RES) 1,2,3,4,7,8,8-HPCDF 0.161 na/Kg 0.16%U no/Kg
SL-709-SA5A-SB-8,0-9.0(RES) 1,2,3,4,7.8-HxCDD 0.146 ng/Kg 0.146U ngiKg
SL-705-SA5A-5B-8.0-9.0(RES) 12.3.7.8.6-HXCDD 0.200 ng/Kg 0,200 ngikg
SL-708-5A5A-5B-8.0-9.0(RES) 1,2,3,7,8,9-HXCDF 0.258 ng/Kg 0.258U ngiKg
SL-708-5A5A-5B-8.0-9.0(RES) 1,2,3,7,8-PECDF 0.225 ng/Kg 0.225U ngiKg
SL-709-5A5A-5B-8.0-9.0(RES) 2,3,4,7,8-PECDF 0.238 ng/Kg 0.238U nofiKg
SL-709-SA5A-SB-8.0-9.0(RES) OCDF 0.642 ng/Kg 0.642U ng/Kg
SL-710-5A5A-5B-0.0-0.5{RES) 1,2,3,4,6,7,8-HPCDD 0.339 ng/Kg 0.339U ngiKg
SL-710-8A5A-$B-0,0-0.5{RES) 1,2,3,4,6,7,8-HPCDF 0.112 ng/Kg 0.112U ng/Kg

SL-710-5A5A-86-0.0-0.5(RES) 1,2,3,4,7,89-HPCOF 0.0560 ng/Kg 0.0560U ngKa
SL-710-5A5A-5B-0.0-0.5{RES) 1,2,3,4.7,8-HXCDD 0.0801 ng/Kg 0.0801U narKg
SL-710-5A5A-5B-0.0-0.5(RES) 1,2,3,7.8-PECDF 0.315 ngiKg 0.315U ng/Kg
$L-710-5A5A-SB-0.0-0.5(RES) 2,3,46,7.8-HXCOF 0.0081 ng/Kg 0.0881U ng/kg
SL-710-SA5A-SB-0.0-0.5(RES) 2,3.4,7,8-PECDF 0.181 ng/Kg 0.181U ng/Kg
$1-710-5ASA-5B-0.0-0.5(RES) OCOF 0.238 ngfKg 0,238L) ng/Kg
SL-722-8A5A-SB-0.0-0.5{RES) 1,2,3,4,6,7,8-HPCDD 0.342 ngiKg 0.342U ng/Kg
SL-722-5A5A-5B-0.0-0.5(RES) 1,2,3.4,6,7,8-HPCOF £.0953 ng/Kg 0.0953U ng/Kg
SL-722-5A6A-5B-0.0-0.5{RES) 1,2,3,4,7,8,9-HPCOF 0.0865 ng/Kg 0.0865U ng/Kg

5L-722-5A5A-5B-0,0-0.5{RES)

1.2,3,4,7,8-HxCDD

0.0393 ng/Kg 0.0393U ng/Kg

5L-722-5A5A-5B-0,0-0,.5{RES)

1,2,3,6,7,8-HXCDF

0.0903 ng/Kg 0.0903U ng/Kg

SL-722-SA5A-SB-0.0-0.5(RES) 1.2,3,7.8,8-HXCDF 0.278 ng/Kg 0.278U ng/Kg
8L-722-5A5A-5B-0.0-0.5{RES) 1.2,3,7,8-PECDF 0.209 ng/Kg 0.208U ng/Kg
SL-722-8A5A-5B-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0816 ng/Ky 0.0816U ng/Kg
8L-722-5A5A-5B8-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.152 ng/Kg 0.152U ngfi<g
S5L-722-5A5A-5B-0.0-0.5(RES) OCDF 0.241 ng/Kg 0.241U ng/Kg
SL-735-8A5A-8B-0,0-0,5(RES) 1,2,3,4,7,8,9-HPCDF 0.0678 ng/Kg 0.0678U ng/Kg
5L-735-5A5A-5B8-0.0-0.5(RES) 1,2,34,7.8-HxCOD 8,111 ng/Kg 0.111U no/Kg
SL-735-5A5A-58-0.0-0.5{RES) 1,2,3,6,7,8-HXCOF 0.0877 ngiKg 0.0877U ng/Kg
SL-735-5A5A-58-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.243 ng/Kg 0.243U ngikg
SL-735-5A5A-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.103 ng/Kg 0.103U na/Kg
SL-735-5A5A-5B-0.0-0.5(RES) 1,2,3,7,8-PECDF 0,134 ng/Kg 0.134U ng/Kg
8L-735-5A5A-5B-0.0-0.5(RES) 2,34,6,7,8-HXCDF 0.123 ng/Kg 0.123U ng/Kg
SL-735-5A5A-5B-0.0-0.5(RES) 2,3,4,78-PECDF 0.118 ng/Ky 0.118U ng/Kg
SL-735-5A5A-5B-2.5-3.5(RES) 1,2,3,4,6,7,8-HPCDD 0.102 ng/Kg 0.102U ngiKg
SL-735-5A5A-5B-2.5-3.5(RES) 1,2,3,4,6,7,8-HPCOF 0.0474 ng/Kg 0.0474U ng/Kg
SL-735-SA5A-SB-2.5-3.5(RES) 1,2,3,4,7.8,9-HPCDF 0.0400 ng/Kg 0.0400U ng/Kg
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Lab Reporting Batch ID: PH131
EDD Filename: PH131_v1

16138

Method Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_140113_Lan

Method Blank Associated
Samp[e ID ‘Analysm Date Analyte Result Samples
The following samples and their listed target analytes were qua!.-f.-ed due to contamination reported in this blank
Reported Modified
Sample ID _ Analyte Result Final Result
SL735SATASB2EDERES) [1204780000 T | o0453ngKg |  00453UngKg
SL-735-SA5A-5B-2.5-3.5(RES) 1,2,3,6,7,8-HXCOF 0.0302 ng/kg 0.0302U ng/Kg
SL-735-SA5A-SB-2.5-3.5(RES) 1,2,3,7,8,9-HXCDD 0.245 ngiKg 0.245U ng/Kg
SL-735-SA5A-SB-2.5-3.5(RES) 1,2,3,7,8,9-HXCDF 0.0861 ng/Kg 0.0861L ng/Ky
SL-735-SA5A-5B-2.5-3.5(RES) 1,2,3,7,8-FECDF 0.0561 ng/Kg 0.05611) ng/Kg
SL-735-SA5A-SB-2.5-3.5(RES) 2,3,4,6,7,8-HXCDF 0.0338 ng/Kg 0.0336U ngiKg
SL-735-SA5A-5B-2.5-3.5(RES) 2,3,4,7,8-PECOF 0.0229 ng/Kg 0.0225U ngikg
SL-735-SA5A-SB-2 53 5(RES) OCDD 0.388 ngiKg 0,388U ng/Kg
SL-735-SASA-GB-2,5-3.5(RES) QCDF 0.129 ngikg 0.129U ng/Kg
SL-T36-SASA-SB-0,0-0.5(RES) 1,2,3,4,6,7.8-HPCDF 0.315 ngiKg 0.315U ng/Kg
5L.-736-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCOF 0.0594 ngfkg 0,0594U ng/ka
$L-736-8A5A-SB-0,0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0530 ngfkg 0.0830U ng/Kg
SL-736-SA5A-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0560 ng/Kg 0.0560U ng/Kg
SL-736-SABA-SB-0,0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.243 ng/Kg 0.243U ng/Kg
SL-736-SA5A-5B-0.0-0.5(RES) 1,2,3,7,8,9-HXCOF 0.136 ng/Kg 0.136U ngrkg
SL-736-SA5A-SB-0,0-0,5(RES) 1,2,3,7,8-PECDF 0.0697 ng/Kg 0.0697U ng/Kg
SL-736-SASA-SB-0,0-0,5(RES) 2,3,4,7,8-PECOF 0.0549 nglKg 0.0549U ng/Kg
SL-736-SA5A-SB-0,0-0.5(RES) OCDF 1.05 ng/Kg 1.05U ng/Kg
SL-736-SASA-SB-3.0-4.0{RES) 1,2,3,4,6,7,8-HPCDD 0.132 nglKg 0.132U ngiKg
SL-736 SA5A-5B-3.0-4.0{RES) 1,2,3,4,6,7,8-HPCDF 0.0325 ng/Kg £.0325U ngiKg
SL-736-SA5A-SB-3.0-4.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0290 ng/Kg 0.0280U ngfKg
$L-736-5A5A-5B-3.0-4.0{RES) 1,2,3,6,7,8-HXCDF 0.0539 ng/Kg 0.0539U na/Kg
SL-736-SASA-SB-3.0-4.0(RES) 1,2,3,7,8,8-HXCDD £.0954 ng/Kg 0.0954U ng/Kg
SL-736-SA5A-SB-3,0-4.{(RES) 1,2,3,7,8,9-HXCOF 0.0693 ng/Kg 0.0693U ng/Kg
SL-736-SA5A-SB-3.0-4.0{RES) 1,2,3,7,8-PECDF 0.0301 ng/Kg 0.0301U ng/Kg
SL-736-SASA-SB-3.0-4.0(RES) 2,3,4,6,7,8-HXCDF 0.0260 ng/Kg 0.0260U ng/Kg
SL-736-8A5A-SB-3.0-4.0(RES) 2,3,4,7,8-PECDF 0.0291 ngiKg 0.0291U ng/Kg
SL-736-SASA-SB-3.0-4.0(RES) ocob 0.299 ny/Kg 0.298U ng/Kg
SL-736-SA5A-SB-3.0-4.0(RES) OCDF 0.129 ngikg 0.129U ng/Kg
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Lab Reporting Batch ID: PH131
EDD Filename: PH131_v1

6010C

Method Blank Outlier Report

Laboratory: LL

e¢QAPP Name: CDM_SSFL_140113_Lan

Method Blank
Sample ID

P3313753222343

Analyms Date

Analyte

12172013 11 43 00 PM TIN

1. 53 mgIKg

Associated

Samples

SL 1009—SA5A -SB-4, 0—5 D
$L-696-SA5A-5B-0.0-0.5
SL-698-5A5A-5B-4.0-5.0
SL-708-5A5A-5B-0.0-0.5
SL-708-SA5A-SB-4.0-5.0
SL-709-8A5A-5B-8.0-9.0
SL-710-8A5A-5B-0.0-0.5
SL-722-5A8A-5B-0.0-0.5
$L-735-5A5A-5B-0.0-0.5
SL-735-8A5A-8B-2.5-3.5
SL-736-SA5A-5B-0.0-0.5
SL-736-SA8A-SB-3.0-4.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Fmal Result
SL-1 6oéQSA5ALéB#.O-S.EJ(éEShOT) N T2.70 mgni;;' 2,700 mngg
SL-696-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.86 mg/Kg 2,860 mg/Kg
SL-696-SA5A-SB-4.0-5.0(RESITOT) TIN 2,86 mg/Kg 2.85U myikg
SL-709-5A5A-$B8-0.0-0.5(RESTOT) TIN 2.73 mgiKg 2.73U myiKg
SL-709-SA5A-SB-4.0-5.0(RESITOT) TIN 2.78 mg/Kg 2.78U moiKg
SL-700-SA5A-SB-8.0-9,0(RESITOT) TIN 2.86 mg/Kg 2,860 mg/Kg
SL-710-5A5A-SB-0.0-0.5(RES/TOT) TIN 2,63 mgikg 2.63U mo/Kg
SL-722-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.73 mgrkg 2.73U mg/Kg
SL-735-SA5A-SB-0.0-0.5(RES/TOT) TIN 2,83 mg/Kg 2.83U ma/Kg
5L-735-SA5A-5B-2.5-3.5(RES/TOT) TIN 3.21 mg/Kg 3.21U mgiKg
SL-736-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.81 mgiKg 2.81U mgiKg
$L-736-SA5A-SB-3.0-4.0(RESTOT) TIN 4,72 mg/Kg 4.72U mgfKg

8015M

Analysns Date

Analyte

Resu[t

Associated
Samples

P7X296A8250456A

11.’27}2013 4 56 00 AM

GASOLINE RANGE ORGANICS (CS-C12)

0 3 mgIKg

SL-1009 SAGA-5B-4.0-5.0
SL-696-SA5A-$B-4,0-5.0
SL-709-SA5A-88-4.0-5.0
SL-709-SA5A-5B-8.0-9.0
SL-735-8A5A-5B-2.5-3.5
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Field Blank QOutlier Report

Lab Reporting Batch ID: PH{31
EDD Filename: PH131_v1

———
Field Blank
Sample ID

Collected Date

4/16/2013 3:15:00 PM

TIN

Analyte

eQAPP Name: CDM_SSFL_140113_Lan

Result

0.0029 mg/L

Laboratory: L.L

Associated
Samples

SL-1009-SA5A-5B-4.0-5.0
$L-696-8SA5A-5B-0.0-0.5
5L-696-8A5A-5B-4.0-5.0
SL-709-8A5A-5B-0.0-0.5
§1-709-SA5A-5B-4.0-5.0
S1-709-SA5A-8B-8,0-9.0
SL-710-SA5A-SB-0.0-0.5
S1-722-8ABA-SB-0.0-0.5
SL-7356-5A5A-8B-0.0-0.5
S1-735-8A5A-5B-2.5-3.5
$L-736-8A5A-5B-0.0-0.5
SL-736-SA5A-8B-3.0-4.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified

Sample IE_ Analyte Result Final Result
SL-1000-SA5A-SB-4.0-50(RESTOT) _|MOLYBDENUM T 121mgkKg
SL-695-SA5A-5B-0,0-0.5(RES/TOT) MOLYBDENUM 0.508 mg/Kg 0.508U mg/Kg
SL-696-SA5A-SB-4,0-5.0(RES/TCT) MOLYBDENUM 0.228 mg/Kg 0.228U mg/Kg
SL-709-SA5A-5B-0.0-0.5(RESITOT) MOLYBDENUM 0.316 mg/Kg 0.316U mg/Kg
SL-709-SA5A-5B-4,0-5.0(RES/TOT) MOLYBDENUM 0.816 ma/Kg 0.816U mg/Kg
SL-709-SA5A-SB-8.0-9.0(RES/TOT) MOLYBDENUM 1.85 mg/Ky 1.65U my/Kg
SL-710-SABA-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.481 mg/Kg 0.481U mg/Kg
SL-722-3A5A-5B-0.0-0.5(RES/TOT) MOLYBDENUM 0.423 mg/Kg 0.423U mg/Kg
SL-735-SA5A-5B-0.0-0.5(RES/TOT) MOLYBDENUM 0.575 mg/Kg 0.575U ma/Kg
SL-736-SA5A-SB-0.0-0.5(RESTOT) MOLYBDENUM 0.442 mg/Kg 0.442U mg/Kg
SL-736-SA5A-5SB-3.0-4.0(RES/TOT) MOLYBDENUM 0.546 mg/Kg 0.546U mg/Kg
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch I1D: PH131

EDD Filename: PH131_v1

Method: 8015B

eQAPP Namne: CDOM_SSFL_140113_Lan

Laboratory: LL

Matrix: 80
QC Sample ID
(Associated MS | MSD %R RPD Affected
. oamples) | _ Compound ___ | %R | %R | Limits | (Limits) | _ Compounds __ |
SL-T09-SASA -SB-4.0-5.0M50 |m-Terphenyl - - |75.00125.00 | 21(20.00) [m-Terphenyl
(SL-709-$A5A -5B-4.0-5.0)

J{all detects)

Method: 8015M

Matrix: 8O0

QC Sample ID

(Associated MS | MSD %R RPD Affected

_Samples) | __ . Compound %R | %R | Limits | (Limits) | Compounds .Flag
SL-700-SA5A-SB-4.0-50MS  |EFH (C21-C30) -19 5 | 49.00-123.00 - EFH (C21-C30)
SL-709-SA5A -SB-4.0-5.0MSD  [EFH (C30-C40) 148 | -100 |49.00-123.00 | 39(20.00) |EFH (G30-C40) Rtall narvdet
(SL.-709-SASA -SB-4.0-5.0) {all non-datects)

Jall detects)

Method: 8270D SIM

Matrix: SO

QC Sample ID

(Associated MS | MSD %R RPD Affected
. Samples) | _ Compound | %R | %R | Limits |(Limits) | __Compounds _Flag
SL-709-5A5A -5B-4.0-50MSD |BENZO{K)FLUORANTHENE - - ]54.00-142.00 | 37(30.00) {BENZO{KIFLUORANTHENE Jall detects)
(8L.-708-SA5A -SB-4.0-5.0)

Method: 6010C

Matrix: SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R %R Limits |} (Limits) __Compounds __Flag ,,,,
SL.-706-SASA-SB.4.0-50MS  |ALUMINUM 1647 | 2161 | 75.00-125.00 - ALUMINUM
(Tom CALCIUM - 154 |75.00-125.00 - CALCIUM
SL-709-SA5A -SB-4.0-5.0MSD  |IRON 1216 | 1372 |75.00-125.00 - IRON
(TOT) MAGNESIUM 242 325 |75.00-125.00 - MAGNESIUM
{SL-1008-SA5A -5B-4.0-5.0 MANGANESE 173 - | 75.00-125.00 - MANGANESE
SL -898-5ASA -SB-0.0-0.5 POTASSIUM 128 126 | 75.00-125.00 - POTASSIUM Jiall detects)
SL -596-SA5A -SB-4,0-5.0 TITANIUM 252 302 | 75.00-125.00 - TITANIUM
SL -709-5A5A -$8-0.0-0.5
SL -709-SA5A -SB-4.0-5.0
SL -709-SA5A -SB-8.0-9.0
SL -710-SA5A -SB-0.0-0.5 Al ‘ﬁﬁf i) Mg,
SL -722-SA5A -SB-0.0-0.5 No Qual, >4
SL -735-SA5A -SB-0.0-0.5
SL -735-5A5A -8B-2.5-3.5
SL -736-SASA-SB-0.0-0.5
SL -736-SA5A -5B-3.0-4.0)
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lak Reporting Batch ID: PH131 Laboratory: LL
EDD Filename: PH131_v1 eQAPP Name: CDM_SSFL_140113_Lan

Method: 6010C

Matrix: SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
. Samples) | _ Compound _ %R | %R | Limits |(Limits) | _ Compounds | _ Flag |
S1.-T08-SA5A -SB-4.0-5.0M5 ANTIMONY 62 85 75.00-125.00 - ANTIMONY
{TOT) FPHOSPFHORUS - =] 75.00-125.00 - PHOSPHORUS
SL.-705-5A5A -5B-4.0-5.0MSD

(roT)
(SL-1009-SA5A -SB-4.0-5.0
SL -606-SASA -§8-0,0-0.5
SL -696-SA5A -SB-4.0-5.0
SL -709-SA5A -SB-0.0-0.5 JHall detects)
SL -709-SA5A -5B-4.0-5.0 UJ(all nen-detects)
SL -709-SA5A -5B-8.0-9.0
SL -710-SASA -$B-0.0-0.5
SL -722-SASA -SB-0.0-0.5
8L -735-3A5A-$B-0.0-0.5
SL -735-SA5A-5B-2.5-3.5
SL -736-SA5A -5B-0.0-0.5
SL -736-SA5A -SB-3,0-4.0)

Method: 6020A

Matrix: SO

QC Sample ID
(Associated Ms | MSD %R RPD Affected
_____Samples) | Compound %R %R Limits | {Limits) Compounds _____Flag
SL-709-SA5A -SB-4.0-50MSD  [STRONTIUM - 128 | 76.00-125.00 - STRONTIUM

(Tom

(SL-1009-SA5A -SB-4.0-5.0
SL -696-SA5A-SB-0.0-0.5
SL -696-SA5A-SB-4.0-6.0
SL -708-$A5A-58-0.0-0.5
SL -709-SASA -S8-4.0-5.0
SL -709-SASA -SB-8,0-9.0
SL -710-SASA-SB-0,0-0.5
SL -722-SASA-SB-0.0-0.6
SL -735-SASA-SB-0.0-0.5
5L -735-SASA-SB-2.5-3.5
SL -736-SA5A-SB-0.0-0.5
SL -736-SABA -SB-3.0-4.0)

J(all detects)
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Lab Duplicate Outlier Report
Lab Reporting Batch ID: PH131 Laboratory: LL
EDD Filename: PH131_v1 eQAPP Name: CDM_SSFL_140113_Lan
Wothod: | 60204 R

Matrix: SO
QC Sample ID
(Associated Sample eQAPP
Sampile ID} Analyte RPD RPD Flag
SL-700-SABA-SB-4.0-5.0DUP  |sLver | =22 | =200 |

(TOT)
S1.-1009-SA5A -SB-4.0-5.0
SL -696-SA5A -SB-0.0-0.5
SL -696-SA5A-SB-4.0-5.0
SL -709-SA5A-SB-0.0-0.5
SL -709-SA5A -SB-4.0-5.0 No Qual,

SL -709-SAS5A -SB-8.0-9.0 OK by Difference
ISL -710-SA5A -SB-0.0-0.5
ISL -722-SA5A -SB-0.0-0.5
SL -735-SA5A -SB-0.0-0.5
SL -735-SA5A -SB-2.5-3.5
SL -736-SA5A -SB-0.0-0.5
ISL -736-SA5A -SB-3.0-4.0)
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH131 Laboratory: LL
EDD Filename: PH131_v1 eQAPP Name: CDM_SSFL_14011an

Concentration (%)
SL-709-SA5A-SB-4.0- | SL-1009-SASA-SB-4.0- Sample eQAPP
Analyte 5.0 5.0 RPD RPD Flag
MOISTURE 23 20 14 No Qualifiers Applied
Concentration (ng/Kgq)
SL-709-SA5A-5B-4.0- SL-1009-SA5A-SB-4.0- Sample eQAPFP
Analyte 5.0 5.0 RPD RPD Flag
1,2,3,4,6,7,8-HPCDD 6.49 6.36 2 50.00
1,2,3,4,6,7,8-HPCDF 1.70 1.39 20 50.00
1,2,3,4,7,8,9-HPCDF 0.194 0.132 38 50.00
1,.2,3,4,7,8-HXCDF 0.111 0.0855 26 50.00
1,2,3,6,7,8-HXCDD 0.391 0.266 38 50.00
1,2,3,7,8,8-HXCDD 0.200 0.189 6 50.00
1,2,3,7,8-PECDD 0.0932 0.133 35 50.00 No Qualifiers Applied
1,2,3,7 8-PECDF 0.222 0.2M1 20 50.00
2,3,4,6,7,8-HXCDF 0.0796 0.100 23 50.00
2,3,4,7,8-PECDF 0.122 0.108 14 50.00
QCcDD 82.8 95.2 14 50.00
OCDF 4.00 3.32 18 §0.00
1,2,3,4,7,8-HxCDD 0.138 499U 200 50.00 J(all detects)
1,2,3,6,7,8-HXCDF 0.177 0.0779 78 §0.00 UJ(all non-detects)

e |

Concentration (mg/Kg)

S1L-T09-SASA-SB4.0- SL-1009-SA5A-5B-4.0-

Analyte 5.0 (TOT) 5.0 (TOT)
ALUMINUM 15000 13300 .
ARSENIC 3.81 4.08 .
BARIUM 84.8 86.2 2 R
BERYLLIUM 0.605 0.566 7 50.00
BORON 2.15 2.05 5 50,00
CALCIUM 2600 2640 2 50.00
CHROMIUM 18.3 19.8 8 50.00
COBALT 5.00 4.79 4 50.00
COPPER 5.76 6.34 10 50.00
IRON 20000 20000 0 50.00
LEAD 7.91 8.02 1 50.00
LITHIUM 221 223 1 50.00 . "
MAGNESIUM 4320 4470 3 50.00 No Qualifiers Applied
MANGANESE 318 379 18 50.00
MOLYBDENUM 0.816 1.21 39 50.00
NICKEL 10.7 11.8 10 50.00
PHOSPHORUS 366 409 1 50.00
POTASSIUM 2790 3240 15 50.00
SCDIUM 1.0 78.9 14 50.00
TIN 2.78 2,70 3 50.00
TITANIUM 1030 1060 3 50.00
VANADIUM 34.2 33.5 2 50.00
ZINC 51.4 55.9 8 §0.00
Zirconium 2.74 2.58 8 50.00
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH131 Laboratory: LL
EDD Filename: PH131_v1 eQAPP Name: CDM_SSFL_140113_Lan_

Concentration (mg/Kg)
SL-709-SA5A-SB-4.0- |SL-1009-SA5A-SB4.0- | Sample | eQAPP
Analyte 5.0 (TOT) 5.0 {TOT) RPD RPD Flag
SELENIUM 0.145 0.161 10 50.00 —
STRONTIUM 242 229 6 50.00 | No Qualifiers Applied
THALLIUM 0.274 0.286 4 50.00
SILVER 0.158 0.0930 52 50.00 J(all detects)

Concentration (mg/Kg)
SL-709-SAS5A-SB-4.0- S$L-1009-SA5A-SB-4.0- Sample eQAPP
Analyte 5.0 5.0 RPD
m-Terphenyl 017U 012 | 200

Concentration {(mg/Kg)
SL-709-SA6A-SB-4.0- | SL-1008-SA5A-SB-4.0- | Sample | eQAPP
Analyte 5.0 5.0 RPD RPD Flag
EFH (C21-C30) 16 13 21 50,00 .
EFH (C30-C40) 38 33 14 50.00 | Mo Qualifiers Applied
EFH (C15-C20) 25 51U 200 50.00 J(all detects)

Method: 8270D SIM

Matrix: SO
Concentration (ug/Kg)
SL-709-SA5A.SB-4.0- | SL-1009-SA5A.5B-4.0- | Sample | eQAPP
Analyte 5.0 5.0 RPD RPD Flag
BENZO{B)FLUORANTHENE 17 1 43 50.00 | Ne Qualifiers Applied
ACENAPHTHYLENE 0.60 1.7U 200 50.00
BENZO{A)ANTHRACENE 1.0 1.7U 200 50.00
BENZO{A)PYRENE 1.3 1.7U 200 50.00
BENZO{G,H.))PERYLENE 1.2 1.7U 200 50.00 Jalldetects)
CHRYSENE 1.9 0.74 88 B0.00 | s
FLUORANTHENE 3.1 1.7U 200 50.00 (all non-detects)
INDENO(1,2,3-CD)PYRENE 0.80 17U 200 50.00
PHENANTHRENE 2.3 17U 200 50.00
PYRENE 4.7 0.76 144 50.00

Concentration (pH unit)
SL-709-5A5A-5B-4.0- SL.-1009-SA5A-SB-4.0-
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Reporting Limit Outliers

Lab Reporting Batch ID: PH131 Laboratory: LL
EDD Filename: PH131_v1 eQAPP Name: CDM_SSFL._140113_Lan

Method: 1613B

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1009-SA5A-58-4.0-5.0 |1,2,3,4,6,7,8-HPCDF JB 1.39 4,99 POL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.132 4.99 PQL | ng/Kg
1,2,3,4,7,8-HXCDF Ja 0.0855 4,99 PQL | ng/Kg
1,2,3,6,7,8-HXCDD Jo 0.266 4,99 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0779 4.99 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.189 4.99 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD Ja 0.133 4.99 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.271 4.99 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.100 4.99 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ 0.106 4.99 PQL | ng/Kg
OCDF JB 3.32 9.98 PQL | ng/Kg
SL.-696-SA5A-3B-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 4,12 5.00 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.894 5.00 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0499 5.00 PQL | ng/Kg
1.2,34,7,8-HXCDF JQ 0.115 5.00 PQL ng/Kg
1,2,3,6,7,8-HXCDD JO 0.184 5.00 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.324 5.00 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.210 5.00 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.0858 5.00 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0815 5.00 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ | 0.0561 5.00 PQL | ng/Kg
OCDF JBQ 2.21 10.0 PQL | ng/Kg
SL-696-SASA-SB-4.0-5.0  |1,2,3,4,6,7,8-HPCDD JBQ 0.122 5.17 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ | 0.0626 5.17 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JQ 0.0586 8.17 PQaL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0523 8517 PaL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0463 517 PaL ng/Kg J {all dstects)
1,2,3,7,8,9-HXCDF JBQ | 0.0621 5.17 PQL | ng/Kg
2,3.4,6,7,8-HXCDF JBQ | 0.0515 5.17 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ | 0.0900 5.17 PQL | ng/Kg
OCcDD JB 0.944 10.3 PQL | ng/Kg
OCDF JBQ 0.105 10.3 PQL na/Kg
SL-709-SA5A-8B-0.0-0.5 1,2,3,4,6,7,8-HPCDD JBQ 0.457 498 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.150 4.98 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0510 4.98 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JQ 0.0747 4.98 PQL ng/kg
1,2,3,7,8,9-HXCDD JBQ 0.157 4.98 PQL | ng/Kg J (all detects)
1,2,3,7,8,8-HXCDF JBQ | 0.0782 4.98 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ | 0.0856 4.98 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ | 0.0703 4.98 PQL | ng/Kg
ocDD JB 7.61 9.97 PQL | ng/Kg
OCDF JBQ 0.302 9.97 PQL | ng/Kg
SL-709-SA5A-SB-4.0-50  |1,2,3,4,6,7,8-HPCDF JB 1.70 4.99 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.194 4.99 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.138 4.99 PQL | ng/Kg
1,2,3,4,7,8-HXCDF J 0.111 4.99 PQL | ng/Kg
1,2,3,6,7,8-HXCDD J 0.391 4,99 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.177 4,99 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ | 0.200 4.99 PaL | ngiKg | o (@ldetects)
1,2,3,7,8-PECDD Ja 0.0932 4,99 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.222 4,99 PQL | ngiKg
2,3,4,6,7,8-HXCDF JB | 0.079 4.99 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ 0.122 4.99 PQL | ng/Kg
OCDF JBQ 4.00 9,99 POL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH131 Laboratory: LL
EDD Filename: PH131_v1 eQAPP Name: CDM_SSFL_140113_Lan

.

Method: 1613B

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-709-SA5A-SB-8.0-9.0 1,2,3,4,6,7,8-HPCDD JB 1.18 5.01 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.329 5.01 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.161 5.01 POL ng/kKyg
1,2,3,4,7,8-HxCDD JBQ 0.146 5.01 PQL ng/Kg
1.2,3,4,7,8-HXCDF J 0171 5.01 PQL ng/Kg
1,2,3,6,7,8-HXCDD J 0.191 5.01 PQL ng/Ky
1,2,3,6,7,8-HXCDF JB 0,220 5.01 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.200 5.01 FOL ng/Kg
1,2.3.7.8,9-HXCDF JB | 0258 5.01 POL |ngiKg | ¢ (alldetects)
1,2,3,7,8-PECDD J 0.217 5.01 PQOL ng/Kg
1,2,3,7,8-PECDF JBQ 0.225 5.01 PQL ng/Kyg
2,3,4,6,7,8-HXCDF JBQ 0.188 5.01 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.238 5.01 PQL ng/Kg
2,3,7, 8-TCDD JQ 0.0756 1.00 PQL ng/Kg
2,3,7,8-TCDF Jo | 0.0551 1.00 PQL | ngiKg
OCDF JB 0.642 10.0 POL | ngikg
SL-710-SA5A-5B-0.0-0.5 1,2,3,4,6,7,8-HPCDD JBQ 0.339 4,96 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.112 496 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0560 4.96 PQOL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0801 4.96 PQL ng/Kg
1.2,3,4,7,8-HXCDF Ja 0.119 4.96 FQL ng/Kg
1,2,3,6,7,8-HXCDD Ja 0.301 4.96 PQL ng/Kyg
1,2,3,6,7,8-HXCDF JB 0.143 4.95 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.572 4.96 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.416 496 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD J 0.235 4.96 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.315 4.98 PQL ng/Kg
2,3,4,6,7, 8-HXCDF JB 0.0081 4.96 PQL ng/Kg
2,34,7,8-PECDF JB 0.181 4.96 PQL | ng/Kg
2,3,7.8-TCDD Ja 0.0925 0.993 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0689 0.993 PQL ng/kg
ocDD JB 427 9.93 PQL | ng/Kg
OCDF JB 0.238 9.93 POL | na/Kg
SL-722-SA5A-SB-0.0-05 |1,2,3.4,6,7,8-HPCDD JB 0.342 5.00 PQL | ng/iKg
1,2,3,4,6,7,8-HPCDF JBQ 0.0953 5.00 PQL ng/Kg
1,2,3,4,7,8 8-HPCDF JBQ 0.0865 5.00 POL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0393 5.00 PQL ng/Ky
1,2,3,4,7,8-HXCDF JQ 0.0594 6.00 PQOL ng/Kg
1,2,3,6,7,8-HXCDD Jo 0.428 5.00 FQOL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0803 5.00 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.665 5.00 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.278 5.00 PQL ng/Kg
1,2,3,7,8-PECDD JQ 0.109 5.00 PQL ng/Kg
1,.2,3,7.8-PECDF JBQ 0.209 5.00 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0816 5.00 PQL no/Kg
2,3,4,7,8-PECDF JB 0.152 5.00 PQL ng/kKg
2,3,7,8-TCDF Ja 0.0667 0.999 PQL ng/Kg
OCDD JB 2.76 9.99 PQL ng/Kg
OCDF JBQ 0.241 9.99 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch 1D: PH131 Laboratory: LL
EPD Filename: PH131_v1 ¢QAPP Name: CDM_SSFL_140113_Lan

Method: 1613B TSRS _ _

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-735-SA5A-SB-0.0-0.5  |1,2,3,4,6,7,8-HPCDD JB 2.80 4,92 PQL | ngikg
1,2,3,4,6,7,8-HPCDF JB 0.585 4.92 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0678 4.92 PQL | ng/kg
1,2,3,4,7,8-HxCDD JBQ 0.111 4,92 PQL | ng/Kg
1,2,3,4,7,8-HXCDF J 0.0959 4.92 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JQ 0.183 4.92 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0877 4.92 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.243 492 PQL ng/Kg J {all detects)
1,2,3,7,8,9-HXCDF JBQ 0.103 4.92 PQL | ng/Kg
1,2,3,7,8-PECDD J 0.134 4,92 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.134 4.92 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.123 4.92 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.118 4.92 PQL | ng/Kg
2,3,7,.8-TCDF Ja 0.0488 0.983 PQL ng/Kg
QOCDF JB 1.34 9.83 PQL | ng/Kg
SL-735-SA5A-SB-2.5-35  [1,2,3,4,6,7,8-HPCDD JBQ 0.102 5.22 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ | 0.0474 522 PQL | ng/Kg
1.2,3,4,7,8,9-HPCDF JBQ 0.0400 5.22 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0453 5.22 PQL | no/Kg
1,2,3,4,7,8-HXCDF J 0.0325 5.22 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JQ 0.165 5.22 POL | ng/Kg
1,2,3,6,7,8-HXCODF JBQ | 0.0302 5.22 PQL | ng/Kg
1.2.3,7.8,9-HXCDD JB | 0245 5.22 PQL | ngiKg | (8lldetects)
1,2,3,7,8,9-HXCDF JB 0.0861 5.22 PQL ng/Kg
1,2,3,7,8-PECDF JBQ | 0.0561 5.22 POL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0336 522 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ | 0.0229 5.22 PQL | ng/Kg
ocDD JB 0.388 10.4 PQL ng/Kg
OCDF JB 0.129 10.4 POL | ng/Kg
SL-736-SA5A-SB-0.0-0.5  |1,2,3,4,6,7,8-HPCDD JB 2.94 5.24 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.315 5.24 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0594 5.24 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.0530 5.24 PQL | ng/iKg
1,2,3,4,7,8-HXCDF . Jo 0.0082 524 PQL { ng/Kg
1,2,3,6,7,8-HXCDD J 0.202 5.24 PaL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0560 524 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDD JBQ 0.243 5.24 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.136 5.24 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.0697 5.24 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.0549 5.24 PQL [ ng/Kg
2,3,7,8-TCDF Ja 0.0558 1.05 PQL { ng/Kg
OCODF JBQ 1.05 10.5 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH131 Laboratory: LL
EDD Filename: PH131_v1 eQAPP Name: CDM_SSFL_140113_Lan

Method: 1613B

Matrix: S0
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-736-SA5A-3B-3.0-4.0 1,2,3,4,6,7,8-HPCDD JBQ 0.132 5.39 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.0325 5.39 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0290 5.39 PQL | ng/Kg
1,2,3,4,7,8-HXCDF Ja 0.0463 5.39 PQL ng/Kg
1,2,3,6,7,8-HXCDD Ja 0.0699 5.39 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0539 5.39 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0954 5.39 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.0693 5.39 PQL ng/Kg dJ {all detects)
1,2,3,7,8-PECDD JQ 0.0749 5.39 PQL ng/Kg
1,2,3,7,8-PECDF JBa | 0.0301 5.39 POL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0260 5.39 PQL ng/Ky
2,3,4,7,8-PECDF JBQ 0.0291 5.39 PQL ng/Kg
2,3,78-TCDD Ja 0.0791 1.08 PQL na/Kg
CCcDD JBQ 0.299 10.8 POL | ng/Kg
OCDF JBQ 0.129 10.8 PQL ng/Kg

Method: 6010C

Matrix: 80O
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-10068-SA5A-8B-4.0-5.0 |BERYLLIUM J 0.566 1.00 FQL | mg/Kg

BORON J 2.05 10.0 PQL | mg/Kg

MOLYBDENUM J 1.21 200 PQL | mg/K

SODIUM J 78.9 100 POl [ mokg| o (@ detects)

TIN J 270 10.0 PQL | mo/Kg

Zirconium J 2.58 5.00 PQL [ mg/Kg
SL-696-SA5A-SB-0.0-0.5 ARSENIC J 3.06 4.06 PQL mg/Kg

BERYLLIUM J 0.509 1.01 PQL my/Kg

BORON J 2.1 10.1 PQL | ma/Kg

CADMIUM J 0.166 1.01 PQL | mg/Kg J (all detects)

MOLYBDENUM J 0.508 2.03 PQL my/Kg

TIN J 2.86 10.1 PQL | mg/Kg

Zirconium J 3.62 5.07 PQL mg/Kg
SL-696-SA5A-8B-4.0-5.0  |BERYLLIUM J 0.588 1.02 PQL | mg/Kg

BORON J 0.975 10.2 PQL mgiKg

MOLYBDENUM J 0.228 2.04 PGl |[ma/Kg J (all detects)

TIN J 2.86 10.2 PQL | mgiKg ‘

Zirconium J 3.02 5.11 PQL [ mg/Kg
SL-709-SA5A-5B-0.0-0.5 |ARSENIC J 3.92 4.1 PQL | mg/Kg

BERYLLIUM J 0.608 1.00 FQL | mg/Kg

BORON J 1.23 10.0 PQL | mg/Kg

MOLYBDENUM J 0.316 2,00 PQL | mg/Kg J (all detects)

SODIUM J 68.3 100 PQL mg/Kg

TIN J 2.73 10.0 PQL | ma/Kg

Zirconium J 2.49 5.01 PQL | mgfkg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
27312014 2:20:09 PM ADR version 1.7.0.207 Page 4 of 7



Reporting Limit Outliers

Lab Reporting Batch ID: PH131 Laboratory: LL
EDD Filename: PH131_v1 eQAPP Name: CDM_SSFL_140113_Lan

Method: 6010C

Matrix: SO
Lab Reporting| RL

SampleiD Analyte Qual | Result Limit Type | Units Flag
SL-709-SA5A-SB-4.0-5.0 ARSENIC J 3.81 4.05 PQL mg/Kg

BERYLLIUM J 0.605 1.01 PQL | mg/Kg

BORON J 2.15 10.1 PQL | mg/Kg

MOLYBDENUM J 0.816 2.03 PQL mg/Kg J (all detects)

SODIUM J 91.0 101 PQL mg/Kg

TIN J 2.78 10.1 PQL mg/Kg

Zirconium J 2.74 5.07 PaQL | mg/Kg
SL-709-5A5A-5B-8.0-8.0 ARSENIC J 285 414 PQL mg/Kg

BERYLLIUM J 0.557 1.04 PQL mg/Kg

BORON J 1.22 10.4 PQL | mg/Kg

MOLYBDENUM J 165 2.07 PQL |mgig| (@ldetects)

TIN J 2.86 10.4 PQL | mg/Kg

Zirconium J 2.90 5.18 PGQL | mg/Kg
SL-710-SA5A-SB-0.0-0.5 [ARSENIC J 3.7 4.09 PQL | mg/Kg

BERYLLIUM J 0.579 1.02 PQL mg/Kg

BORON J 1.52 10.2 PQL | mg/Kg

MOLYBDENUM J 0.481 2.04 PQL my/Kg J (all detects)

SODIUM J 67.0 102 PQL mg/Ka

TIN J 263 10.2 PQL | mg/Kg

Zirconium J 2.27 5.11 PQL | mg/Kg
SL-722-3A5A-SB-0.0-0.5  [ARSENIC dJ 3.36 4.13 PQL | mg/Kg

BERYLLIUM J 0.573 1.03 PQL mg/Kg

MOLYBDENUM J 0.423 2,06 PQL mg/Kg

SODIUM J 72.2 103 PQL |mgikg|  (alldetects)

TIN J 2.73 10.3 PQL | mg/Kg

Zirconium J 2.37 5.16 PQL | mg/Kg
SL-735-SA5A-5B-0.0-0.5 ARSENIC J 3.97 4.05 PQL mg/Kg

BERYLLIUM J 0.737 1.01 PQL | mg/Kg

BORON J 243 10.1 PQL mg/Kg

MOLYBDENUM J 0.575 2.03 PQL ma/Kg J (all detects)

SODIUM J 83.1 101 PQL | mg/Kg

TIN J 2.83 10.1 PQL | my/Kg

Zirconium J 4,02 5.07 PQL | mg/Kg
SL-735-SA5A-SB-2.5-3.5 BERYLLIUM J 0.509 1.03 PQL mg/Kg

TIN J 3.21 10.3 PQL | mg/Kg J (all detects)

Zirconium J 3.35 5.14 POL mg/Ky
SL-736-SA5A-SB-0.0-0.5 BERYLLIUM J 0.721 1.05 PQL mg/Ky

BORON J 1.87 10.5 PQL | mgiKg

MOLYBDENUM J 0.442 2.10 PQL mg/Ky

SODIUM J 73.1 105 POQL |mg/Kg| (@l detects)

TIN J 2.81 10.5 PQL | mg/Kg

Zirconium J 3.29 5.24 PQL mg/Kg
SL-736-SA5A-SB-3.04.0 BORON J 1.11 10.8 PQL mg/Kg

MOLYBDENUM J 0.546 2.15 PQL mg/Kg J (all detects)

TIN J 4,72 10.8 PQL | mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH131 Laboratory: LL
EDD Filename: PH131_v1 eQAPP Name: CDM_SSFL_140113_Lan

Method: 6020A

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1009-SA5A-SB-4.0-5.0 |SELENIUM J 0.161 0.400 PQL | mgiKg

SILVER J | oo | o200 PQL |mgig| M (@lldetects)
SL-696-SA5A-SB0.005  |SELENIUM J 0.148 0.406 PQL | mg/Kg

SILVER J | 00457 0.203 POL |mgiKg| (@ldetects)
SL-696-SAGA-SB-4.050 |SELENIUM J 0.136 0.408 POL | mg/Kg

SILVER J | o022 0.204 POL |mgikg| ¢ (@lldetects)
SL-709-SAS5A-SB-0.00.5  |SELENIUM J 0.170 0.401 PQL | mgiKg

SILVER J | 00385 | 0200 | PoL |mgig| J(8ldetects)
SL-709-SASA-SB4.0.50  |SELENIUM J 0.145 0.405 POL | mg/Kg

SILVER J 0.158 0.203 PQL [mgikg| (@l detects)
SL-709-SA5A-5B-8.0-9.0  |SILVER J 0.0445 0.207 PQL | mgiKg J (all detects)
SL-710-SA5A-SB-0.00.5  |SELENIUM J 0.206 0.409 PQL | mg/Kg

SILVER J | o0.080s 0.204 PQL |mgiKg| (@lldetects)
SL-722-SA5A-SB-0.005 [SELENIUM J 0.189 0.413 POL |mo/Kg|  J (all detects)
SL-735-SA5A-SB-0.00.5  |SELENIUM J 0.191 0.405 PQL | mgiKg

SILVER J | 00312 0.203 PQL |mgkg| I (@lldetects)
SL-736-SASA-SB-0.0-05  |SELENIUM J 0.204 0.419 PQL | mg/Kg

SILVER J | 0.0423 0.210 PQL |mgikg| Y (8lldetects)
SL-736-SA5A-S8-3.04.0  |SELENIUM J 0.390 0.430 PQL |mgKg| J (all detects)

Method: 8015B

Matrix: SO

Lab Reporting! RL
SamplelD Analyte Qual | Resuit Limit Type | Units Flag
SL-1009-SA5A-SB-4.0-5.0  |m-Terpheny! J 0.12 0.17 PQL | malKg J (all detects)
SL-708-8A5A-5B-8.0-9.0  |m-Terphenyl J 0.093 0.18 PQL | mglKg J (all detects
Method: 8015M ' ' ' '
Matrix: SO

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-696-5A5A-8B-0.0-0.5  |EFH (C15-C20) J 27 5.1 PQL | mg/Kg J (all detects)
S8L-709-SA5A-3B-4.0-5.0 EFH (C15-C20) J 2.5 5.1 PQL | mg/Kg J {all detects)

==

Method: 8270D SIM
Matrix: SO
Lab Reportingy RL
SamplelD Analyte Qual | Result Limit Type | Units F(ag
SL-1009-SA5A-58-4.0-5.0 |CHRYSENE J 0.74 1.7 PQL | ug/Kg
PYRENE J 0.76 1.7 PQL |ugikg| ¢ {alldetects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/3/2014 2:20:098 PM ADR version 1.7.0.207 Page6of7



Reporting Limit Outliers

Lab Reporting Batch ID: PH131 Laboratory: LL
EDD Filename: PH131_v1 eQAPP Name: CDM_SSFL_140113_Lan

Method: 8270D SIM D ' ' ' [

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-696-SA5A-5B-0.0-0.5 CHRYSENE J 0.76 1.7 PQL ug/Kg
FLUORANTHENE J 0.87 1.7 PQL | ug/Kg
PHENANTHRENE J 0.73 17 PQL |ugikg [ Y (@lldetects)
PYRENE J 1.4 1.7 PQL ug/Kg
SL-708-SA5A-8B-0.0-05  |BENZO(B)FLUORANTHENE J 0.69 1.7 PQL | ug/Kg J (all detects)
SL-708-SA5A-3B-4.0-5.0 ACENAPHTHYLENE J 0.60 1.7 PQL ug/Kg
BENZO(A)ANTHRACENE J 1.0 1.7 PQL ug/Kg
BENZO{AYPYRENE J 1.3 1.7 PQL | ugiKg J (all detects)
BENZO(G,H,l)PERYLENE J 1.2 1.7 PQL ugiKg
INDENO(1,2,3-CD)PYRENE J 0.80 1.7 PQL ugiKg
SL-709-SA5A-SB-8.0-9.0  |BENZO(B)FLUORANTHENE d 0.71 1.7 PQL | ugiKg J (all detects)
NAPHTHALENE J 0.74 1.7 PQL ug/Kg
SL-710-SA5A-SB-0.0-0.5 BENZO(B)FLUORANTHENE J 0.78 1.7 PQL ug/Kg J (all detects)
SL-722-SA5A-5B-0.0-0.5 BENZO(B)FLUORANTHENE J 0.73 1.7 PQL ug/Kg J (all detects)
SL-735-SA5A-SB-0.0-0.5 BENZO(G,H,}PERYLENE J 0.71 1.7 PQL ug/Kg
BIS{2-ETHYLHEXYL)PHTHALATE J 13 18 PQL ug/Kg
FLUORANTHENE J 1.0 1.7 PQL ug/Kg J (all detects)
PHENANTHRENE J 0.76 1.7 PQL ug/Kg
PYRENE J 1.5 1.7 PQL ug/kg
SL-736-SA5A-5B-0.0-0.5  [CHRYSENE J 0.36 1.8 PQL | ug/Kg J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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LDC #__ 31212A4
SDG#__ PH131

VALIDATION COMPLETENESS WORKSHEET
ADR

Laboratory:_Eurofins Lancaster Laboratories

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

Date; "'r?)\ } lu‘
Page:_Lof_)_

Reviewer,
2nd Reviewer:

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached

validation findings worksheets.

Validation Area Comments
I.__| Technical holding times Sampling dates: \ / '%/ V(Z)
Il. | ICP/MS Tune
Ii. | Calibration
IV, | Blanks

V. | ICP Interference Check Sample (ICS) Analysis

VIi. | Matrix Spike Analysis

NSO

VII. | Duplicate Sample Analysis

OL

Vill.

Laboratory Control Samgples (LCS)

LS

IX. | Internal Standard (ICP-MS)

X. ICP Serial Dilution

Xl. { Sample Result Verification

S(HV%(GﬁWN%MVﬁﬁ>

Eyzzgzbgg\¥\\)

XIl. | Overall Assessment of Data .
XHI. | Field Duplicates ( ) S\ _
XIV. | Field Blanks 6 § )_é E(bﬂ“ \ \5 T&S: f%—(jl,‘ l bB
Note: A= Acceptable ND = No compounds detected D= Dupl\i::?'ez‘) ( @H’O'))Z> A
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples:
1 ] SL-696-SA5A-8B-0.0-0.6 11 1SL-736-SA5A-SB-0.0-0.5 21 31
2 | SL-596-SA5A-5B-4.0-5.0 12 |SL-736-SABA-SB-3.04.0 22 32
) 3 | SL-709-SA5A-SB-0.0-0.5 13 | SL-709-SA5A-SB-4.0-5.0MS 23 33
4 | 8L-1009-SA5A-5B84.0-5.0 14 |SL-709-SA5A-5B-4.0-5.0MSD | 24 34
5 | SL-709-SA5A-SB-4.0-5.0 15 | SL-708-SA5A-SB-4.0-5.0DUP 25 35
6 | SL-709-SA5A-SB-8.0-8.0 16 26 36
7 | 8L-710-SABA-SB-0.0-0.5 17 27 37
8 | SL-722-SA5A-5B-0.0-0.5 18 28 38
9 [ SL-735-SA5A-5B-0.0-0.5 19 29 39
10 | SL-735-SA5A-5B-2.5-3.5 20 30 40
Notes:

31212A4W.wpd
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Reviewer_(1__
2nd Reviewer:_&\,

LDC #: 31212A4 VALIDATION FINDINGS WORKSHEET

Field Blanks
METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mg/L Associated sample units:__ mg/Kg Reason: F

Sampling date:__ 4/16/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:._ All
Analyte | Blank ID Sample ldentification
FB-041613 | Action 1 2 3 4 5 6 7 8 9 i1 12
(SDG: Limit
PHO32)
Mo 0.0132 6.60 0.50% 0.23% 0.31p 1.2 0.82% 195 0.48% 0.4232 0.5758 0.44¢ 0.6
Sn 0.0029 1.45

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

31212A4eb.wpd




Background Lab Sample ID: 7282330BKG

&% eurofins |

Lancaster
Lahoratories

QUALITY ASSURANCE SUMMARY
FORM 5A{MS/MSD)
MATRIX SPIKE/MATRIX SPIKE DUPLICATE

SDG No.:
Matrix:

Matrix Spike Lab Sampile ID: 7282331MS

PH131

S50IL

Level

(Low/med) :

LOW

Matrix Spike Duplicate Lab Sample ID: 7282332MSD

Batch Id({s): P33137B, P33138A
i BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Contreocl Limit
BAnalyte |Mass Result C Result C Result o} Added Added Units| %R [Q| %R ([Q|RPD|(Q %R RPD | M
AT G e SR B 55 TG e [ i 7007 26 141 7189354307 | 19840198 :198..-01.98|MG/KG|-<-1:647]u {2160 6 20[p
Ant imony 0.7327|U 30.7663 31.9366 49.5050 49.5050|MG/KG 62| N 65| N 4 75-125 20|p
Arsenic 3.7238|B 18.3129 18.6119 14.8515 14.8515|MG/KG 98 100 2 75 - 125 20/p
Barium .6277 279.5158 280.6624 198.0198 198.0198MG/KG 99 100 0 75-125 20l
Beryllium L5914 R 5.6762 5.7861 4.9505 4.9505|MG/KG 103 105 2 75 - 125 20|P
Boron .1c40| B 187.8950 193.5723 198.0198 198.0198[MG/KG 94 97 3 75-125 20|2
Cadmium .075210 4.6248 4.6356 4.9505 4. 9505|MG/KG 93 94 0 15-125 20[p
P T S R P Ao L 408 405]E T e 2978297 |1 L s3T50 4089 1 = 396, 0396 396.10396MGAKG] ., 11| 154" 6 20p
Chromium . 8366 38.6772 39.7980 19.8020 19.8020MG/KG 105 111 3 75 -125 20[p
Cobalt -8881 51.5535 52.0228 49.5050 49.5050MG/KG 24 95 1 75-125 20[p
Copper 5.6267 28.8267 29.4851 24,7525 24 .71525[MG/KG 94 96 2 75 - 125 20[p
PR il o) e LGA 4P| 2078804673 | 2 200433881 [ . 99,0099 .15 991 6098MG /KG|: 1216 .| 11372k 1 20[p
Lead 7.7297 .5545 21.805% 14.8515 14.8515MG/KG 100 95 3 75-125 20[p
Lithium 21.6089 L1287 123.8396 99.0099 99.0099|MG/RG 100 103 3 75-125 20[p
s |Magnesdimes| & 228 36 w0 4702, 823 |04 4B 6L 2017119801 98] L -+ 298.-0198MG/KRG|.. . 242 [ 325 3 20p
—MARFER TS | 08040 J3990[% ] 0 36908149 | 49.5050]- . 49.5050MG/KG| . 173 | 119[a 7 20[p
Mercury -0098]0 0.1771 0.1873 0.1616 0.1652MG/KG 110 113 6 65~ 135 20[cv
Mol ybdenum .7970{B 189.7683 192.4406 198.0198 198.0198[MG/KG 95 97 1 75 - 125 20[P
Nickel .4733 58.3941 59.1663 49,5050 49.5050MG/KG 97 98 1 75-125 20|P
Phosphorus .7020 450.8614 425,4931 99.0099 99.0099MG/KG 94 68| N 6 75-125 20|p
Potassium .0277 4009. 6960 3974.2980 990.0990 990. 0990|MG/KG 129N 126N 1 75-125 20|p
Selenium .1414|B 2.2554 2.2869 1.9802 1.9802|MG/KG 107 108 1 75 -125 20[Ms
Silver 107 0.1549 R 10.9711 11.3998 9.9010 9. 9010|MG/KG 109 114 4 75 ~125 20[MS
Sodium 88.8663|B 1052.9020 1081.3248 990.0990 980 . 0990|MG/KG 97 100 3 75-125 20|12
Strontium 88 23.6598 32.2200 33.7752 7.9208 7.9208|MG/KG 108 12BN 5 75 -125 20[M5S
Thallium 203 0.2673 0.6947 0.7420 0.3960C 0.3960|MG/KG 108 120 7 75 - 125 20[MS
Tin 2.7208|B 340.4842 343.3040 396.0396 396.0396|MG/KG 85 86 1 75 -125 20|p
CIPEAARTHM e s L0 1032 fr o 1269 3914: ©71308.7327 99.0099 99, 0099|MG/KG 252 | 302 4 20|12
Vanadium 33.440% 85.7426 87.3287 49.5050 49, 5050|MG/KG 106 ~ 109 2 75 -125 20[p
Zinc 50.237% 99.5069 99.8871 49.5050 49, 5050|MG/KG 100 100 0 75 -125 20[P
Zirconium 2.6812|B 94.8277 98.0030 99.0099 99.0099|MG/KG 93 96 3 75-125 20(P
Note: Results shown are reported cn an as-received basis.
METHODS : CONCENTRATICN QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV = Cold Vapor U= Below MDL, B= Below LOQ
MS = ICP Mass Spectrometry AF = Cold Vapor Atomic Fluocrescence FLAGS:
N = Matrix Spike 005, * = Duplicate 0O0S

PH131 - Page-2395-0f2584




&% eurofins

Lancaster
Laborataries

QUALITY ASSURANCE SUMMARY
FORM &

DUPLICATES
S5DG No.: PH131
Matrix: SOIL Level (low/med): LOW
Background Lab Sample ID: 7282330BKG Duplicate Lab Sample ID: 7282333DUP
Batch ID(s): P33137B, P33138A
Concentration Units: MG/KG
Control
Analyte Mass Limit Samples {8) C Duplicate (D) RPD Q| M
Aluminum 14656.7228 14960.9970 2 P
Antimony 0.7327|U 0.7327 P
Arsenic 3.7238|B 3.6822 1 P
Barium B2.6277 83.4515 1 P
Beryllium 0.5911|B 0.5941 1 P
Boron 2.1040(|B 1.9168 9 P
Cadmium 0.0752|U 0.0752 P
Calcium 2540.8B495 2574.7248 1 P
Chromium 17.8366 18.4396 3 P
Cobalt 1.0 4.8881 4,7089 4 p
Copper 2.0 5.6267 5.3594 5 p
Iron 19584.5446 19840.9723 1 P
Lead 3.0 7.7297 7.6653 1 P
Lithium 21.6089 21.9634 2 P
Magnesium 4224,4436 4300.9584 2 P
Manganese 310.8040 298.8604 4 P
Mercury 0.009%|U 0.0095 Ccv
Molybdenum 0.7970(|B 0.7950 0 p
Nickel 10.4733 10.6970 2 P
Phosphorus 357.7020 328.4059 9 P
Potassium 2730.0277 2754.9119 1 P
Selenium 78 0.1414|B 0.1307 8 MS
Jsilvers - {107 o © o 0.15490B: . o - R OIRMRI B 22 kS
|Sodium B8.8663[B 93.7535 5 P
Strontium 88 23.6598 21.5240 9 MS
Thallium 203 0.2 0.2673 0.2430 190 MS
Tin 2.7208|B 2.,74086 1 P
Titanium 1010.1832 1069.3178 6 P
Vanadium 33.4406 33.9792 2 P
Zinc 50.2376 50.1188 0 P
Zirconium 2.6812|B 2.9267 9 P
NOTE: An asterisk (*} in column "Q" indicates poor duplicate precision (RPD > 20% OR

I (s) =

(D) |

> LOQ for values < 5x LOQ}.

The data are considered to be valid because the laboratory control sample
within the control limits.

See the

Note:

Laboratory Control Sample.

Resulis shown are reported on an as-received basis.

METHODS :
P =

M8 =

Ccv

AF

I

ICP Atomic Emission Spectirometer
ICP Mass Spectrometry

Cold Vapor
Cold Vapor Atomic FluorescégH431 Page

CONCENTRATION QUALIFIERS:
U= Below MDL
B= Below LOQ

Eﬁﬁ%&bﬁ%ﬁé&icate Out of Spec
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INTRODUCTION

This Data Validation Report (DVR) presents Level Il data validation results for samples
collected on November 19, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan (QAPP) for Santa Susana Field Laboratory (SSFL), RCRA Facility
Investigation, Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of
the USEPA Contract Laboratory Program National Functional Guidelines (CLPNFGs) for
Superfund Organic Methods Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans
Data Review (September 2005) and for Inorganic Data Review (January 2010). Where specific
guidance is not available, the data has been evaluated in a conservative manner consistent with
~ industry standards using professional experience.

The analyses were performed by the following methods:

Volatiles (VOCs) by Environmental Protection Agency (EPA) SW 846 Method 8260B
1,4-Dioxane by EPA SW 846 Method 82608 utilizing Selective lon Monitoring (SIM)
Semivolatiles (SVOCs) by EPA SW 846 Method 8270D SIM

Pesticides by EPA SW 846 Method 8081B

Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A, 7470A and 7471B

Herbicides by EPA SW 846 Method 8151A

Total Petroleum Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M
TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

Formaldehyde by EPA Method 8315A

Terphenyls by EPA SW 846 Method 8015B

Wet Chemistry:
Hexavalent Chromium by EPA Method 7199

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment 2. Level Il
Automated Data Review outliers are presented in Enclosure .

All sample results were subjected to Level |l data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards (dioxins only), matrix spike/matrix spike
duplicates (MS/MSD), laboratory duplicates (DUP), laboratory control sample/laboratory control
sample duplicates (LCS/LCSD), ICP serial dilutions, method blanks, trip blanks, equipment
blanks, field blanks and field duplicate samples. No samples in this SDG were subjected to
Level IV evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of the ICB/CCBs and ICP serial
dilutions, which were validated manually. Quality assurance (QA)/QC criteria specified in the
QAPP and CLPNFGs were incorporated with the program’s reference library to assess
compliance with project requirements.



The following are definitions of the data qualifiers:

U

NJ

UJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met QC criteria.

I. Initial Calibration

Initial Calibration data were not revieWed for level {ll.

Ill. Continuing Calibration

Continuing calibration data were not reviewed for level lll.
IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of several blanks for
SVOCs, metals and dioxins. The associated sample results were qualified as non-detected (U)
due to method blank contamination as applicable. The sample results that were not detected or
were significantly greater than the concentrations found in the associated blanks were not
qualified. The details regarding the qualification of data are provided in Enclosure 1.

No contaminant concentrations were detected in the initial or continuing calibration blanks.

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits with the exception of two samples for 1,4-dioxane. The

associated sample results were qualified as non-detected estimated (UJ). The details regarding
the qualification of data are provided in Enclosure .

VL. ICP Interference Check Sample (ICS) Analysis
ICP interference check data were not reviewed for level il
VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of one MS/MSD pair for SVOCs, TPH as extractables, metals, dioxins
and pesticides. The associated sample results were qualified as detected estimated (J) or non-
detected estimated (UJ) as applicable. The details regarding the qualification of data are
provided in Enclosure I.

VIIl. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits.



IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits with the exception of several
LCS/LCSD pairs for VOCs, pesticides, herbicides and TPH as extractables. The associated
sample results were qualified as detected estimated (J) or non-detected estimated (UJ) as
applicable. The details regarding the qualification of data are provided in Enclosure .

X. Internal Standards

Internal standards were reviewed for dioxins. Percent recoveries (%R) were within QC limits.
XLl. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were met.

Xll. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH132 All compounds reported as detected below the RL. J {all detects) A

XIll. Field Duplicate Samples

One field duplicate pair was collected and analyzed for SVOCs, pesticides, PCBs, metals, TPH
as extractables and dioxins. All RPDs were within QC limits with the exception of several
SVOCs, pesticides, PCBs, metals and dioxins. The associated sample results were qualified as
detected estimated (J) or non-detected estimated (UJ) as applicable. The field duplicate result
comparisons are provided in Enclosure 1.

XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No contaminants were found in
the trip blank.

One equipment blank was collected and analyzed for VOCs, 1,4-dioxane, SVOCs, pesticides,
PCBs, metals, herbicides, TPH as gasoline, TPH as extractables, dioxins, formaldehyde,
terphenyls and hexavalent chromium. The equipment blank had detections for SVOCs and
dioxins. The sample results were not detected or were significantly greater than the
concentrations found in the equipment blank, therefore no data were qualified.

One field blank (from SDG PH032) was collected and analyzed for VOCs, 1,4-dioxane, SVOCs,
pesticides, PCBs, metals, herbicides, TPH as gasoline, TPH as extractables, dioxins,
formaldehyde, terphenyls and hexavalent chromium. The field blank had detections for VOCs,
SVOCs, metals and dioxins. The associated sample results were qualified as non-detected (U)



due to field blank contamination as applicable. The sample results that were not detected or
were significantly greater than the concentrations found in the field blank were not qualified. The
field blank outlier reports are presented in Enclosure |,

XV. Overall Assessment of Data

The overall assessment of QA/QC data review by automated and manual validation of this
sampling event met project requirements and analytical completeness levels with the exceptions
noted in the above sections. The remainder of the data are deemed useable for the intended
use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Labk Sample 1D Type Method Method Level
19-Nov-2013  TB-111913 7284464 1B 5030B 8015M 1
19-Nov-2013  SL-518-SABA-5B-0.0-0.5 7284465 N 30508 6010C ]
19-Nov-2013  SL-518-SA5A-SB-0.0-0.5 7284465 N 30508 6020A 1l
19-Nov-2013  SL-518-SABA-5B-0.0-0.5 7284465 N 3546 8015M i
19-Nov-2013  SL-518-SABA-5B-0.0-0.5 7284465 N 3546 8082A il
19-Nov-2013  SL-518-SABA-SB-0.0-0.5 7284465 N 35486 8270D SIM ]
19-Nov-2013  SL-518-SABA-5B-0.0-0.5 7284465 N METHOD 1613B ]
19-Nov-2013  SL-518-8SA5A-5B-0.0-0.5 7284465 N METHOD 7471B I
19-Nov-2013  SL-518-SABA-SB-7.0-8.0 7284466 N 3050B 6010C Hl
19-Nov-2013  SL-518-SA5A-5B-7.0-8.0 7284466 N 30508 6020A i
19-Nov-2013  SL-518-SABA-SB-7.0-8.0 7284486 N 3546 8015M n
18-Nov-2013  SL-518-SA5A-SB-7.0-8.0 7284466 N 3548 8082A 1l
19-Nov-2013  SL-518-SA5A-SB-7.0-8.0 7284466 N 3546 8270D SIM I
19-Nov-2013  SL-518-SABA-5B-7.0-8.0 7284466 N 5035 82608 I
18-Nov-2013  SL-518-SABA-SB-7.0-8.0 7284466 N 5035 82608 SIM I
19-Nov-2013  SL-518-SA5A-SB-7.0-8.0 7284466 N 5035A 8015M 1
19-Nov-2013  SL-518-SA5A-5B-7.0-8.0 7284466 N METHOD 1613B 1
19-Nov-2013  SL-518-SA5A-SB-7.0-8.0 7284466 N METHOD 7471B n
19-Nov-2013  5L-518-SA5A-SB-10.0-11.0 7284467 N 3050B &010C I
19-Nov-2013  SL-518-GA5A-5B-10.0-11.0 7284467 N 30508 6020A il
19-Nov-2013  SL-518-5A5A-5B-10.0-11.0 7284467 N 3546 8015M i
19-Nov-2013  SL-518-5A5A-5B-10.0-11.0 7284467 N 3546 8082A ]
19-Nov-2013  SL-518-8SA5A-5B-10.0-11.0 7284467 N 3546 8270D SIM ]
19-Nov-2013  SL-518-SA5A-SB-10.0-11.0 7284467 N 5035 8260B 1
19-Nov-2013  SL-518-SA5A-SB-10.0-11.0 7284467 N 5035 8260B SIM It
19-Nov-2013  SL-518-5A5A-5B-10.0-11.0 7284467 N 5035A 8015M ]

i = EPA Level 3 Data Review
IV = EPA Level 4 Dafa Validation

N = Normal Sample  TB = Trip Blank
FD = Field Duplicate  FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 10of5



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
19-Nov-2013  SL-518-SABA-SB-10.0-11.0 7284467 N METHOD 1613B mn
19-Nov-2013  SL-518-SA5A-SB-10.0-11.0 7284467 N METHOD 74718B n
19-Nov-2013  SL-518-SA5A-SB-15.0-16.0 7284468 N 30508 6010C i
19-Nov-2013  S|-518-SA5A-5B-15.0-16.0 7284468 N 3050B 6020A n
19-Nov-2013  SL-518-SA5A-SB-15.0-16.0 7284468 N 3546 8015M 1
19-Nov-2013  8L-518-SAS5A-SB-15.0-16.0 7284468 N 35456 8082A |
19-Nov-2013  8L-518-SA5A-5B-15.0-16.0 7284468 N 3546 8270D SIM il
19-Nov-2013  SL-518-SA5A-SB-15.0-16.0 7284468 N 5035A 8015M ]
19-Nov-2013  SL-518-SABA-SB-15.0-16.0 7284468 N METHOD 1613B 1i]
19-Nov-2013  SL-518-SA5A-5B-15.0-16.0 7284468 N METHCD 7471B n
19-Nov-2013  SL-596-SAS5A-SB-0.0-0.5 7284469 N 30508 6010C ]l
19-Nov-2013  SL-596-SA5A-SB-0.0-0.5 7284469 N 30508 6020A il
19-Nov-2013  SL-596-SA5A-5B-0.0-0.5 7284469 N 3060A 7199 1l
19-Nov-2013  SL-596-SA5A-5B-0.0-0.5 7284469 N 3546 8015M il
19-Nov-2013  SL-506-SA5A-5B-0.0-0.5 7284469 N 3546 8082A ]
19-Nov-2013  SL-596-SA5A-SB-0.0-0.5 7284469 N 3546 §270D SIM i
18-Nov-2013 SL-596-SA5A-SB-0.0~O.5 7284469 N METHOD 16138 |
19-Nov-2013  SL-596-SA5A-SB-0.0-0.5 7284469 N METHOD 74718 I}
19-Nov-2013  SL-596-SA5A-SB-4.0-5.0 7284470 N 3050B 6010C 1l
18-Nov-2013  SL-596-SA5A-SB-4.0-5.0 7284470 N 3050B 6020A n
19-Nov-2013  SL-596-SA5A-5B-4.0-5.0 7284470 N 30680A 7199 1l
19-Nov-2013  SL-596-SA5A-5B-4.0-5.0 7284470 N 3546 8015M n
19-Nov-2013  SL-596-SA5A-SB-4.0-5.0 7284470 N 3546 8082A i
19-Nov-2013  SL-596-SA5A-5B-4.0-5.0 7284470 N 3546 8270D SIM n
19-Nov-2013  SL-596-SA5A-SB-4.0-5.0 72844.70 N 5035A 8015M ]
19-Nov-2013  SL-596-SA5A-SB-4.0-5.0 7284470 N METHCD 1613B i

il = EPA Level 3 Dala Review
1V = EPA Level 4 Data Validation

N = Nomal Sample T8 = Tnp Blank
FD = Field Duplicate  FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 2 of 5



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
19-Nov-2013  SL-596-SA5A-SB-4.0-5.0 7284470 N METHOD 7471B I
19-Nov-2013  SL-732-SA5A-5B-0.0-0.5 7284477 N 30508 6010C 1
19-Nov-2013  SL-732-SA5A-SB-0.0-0.5 7284477 N 3050B G020A 1
19-Nov-2013  SL-732-SA5A-5B-0.0-0.5 7284477 N 3546 8015M 1
19-Nov-2013  SL-732-SA5A-5B-0.0-0.5 7284477 N 3546 8082A |
19-Nov-2013  SL-732-SA5A-5B-0.0-0.5 7284477 N 3546 8270D SIM {]]
19-Nov-2013  SL-732-SA5A-SB-0.0-0.5 7284477 N METHOD 1613B n
19-Nov-2013  SL-732-SA5A-SB-0.0-0.5 7284477 N METHOD 74718 1l
19-Nov-2013  SL-1008-SA5A-SB-0.0-0.5 7284475 FD 30508 6010C ]
19-Nov-2013  SL-1008-SA5A-8B-0.0-0.5 7284475 FD 30508 6020A |
19-Nov-2013  SL-1008-SA5A-8B-0.0-0.5 7284475 FD 3546 8015M Il|
19-Nov-2013  SL-1008-SA5A-SB-0.0-0.5 7284475 FD 3546 8081B il
19-Nov-2013  SL-1008-SA5A-5B-0.0-0.5 7284475 FD 3546 8082A 1l
19-Nov-2013  SL-1008-SA5A-5B-0.0-0.5 7284475 FD 3546 8270D SIM 1l
19-Nov-2013  SL-1008-SA5A-SB-0.0-0.5 7284475 FD METHOD 1613B i
19-Nov-2013  SL-1008-SA5A-SB-0.0-0.5 7284475 FD METHOD 74718 i
19-Nov-2013  SL-708-SA5A-$B-0.0-0.5 7284471 N 3050B 6010C i
19-Nov-2013  SL-708-SA5A-SB-0.0-0.5 7284471 N 3050B 6020A |
19-Nov-2013  SL-708-SA5A-SB-0.0-0.5 7284471 N 3546 8015M it
19-Nov-2013  SL-708-SA5A-SB-0.0-0.5 7284471 N 3546 B081B 1l
19-Nov-2013  SL-708-SA5A-SB-0.0-0.5 7284471 N 3546 8082A 1l
19-Nov-2013  SL-708-SA5A-SB-0.0-0.5 7284471 N 3546 §270D SIM n
19-Nov-2013  SL-708-SA5A-SB-0.0-0.5 7284471 N METHOD 16138 Il
19-Nov-2013  SL-708-SA5A-SB-0.0-0.5 7284471 N METHOD 7471B I
19-Nov-2013  SL-708-SA5A-5B-0.0-0.5MS 7284472 MS 3050B 6010C I
19-Nov-2013  SL-708-SAS5A-5B-0.0-0.5MS 7284472 MS 3050B 6020A I

il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N= Normal Sample
FD = Field Dupiicate

TB = Trip Biank
FB = Fleld Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 3 of 5



Sample Cross Reference

Date Sample Prep Analytical Review

Collected Field Sample 1D Lab Sample ID Type Method Method Level
19-Nov-2013  SL-708-SA5A-3B-0.0-0.5MS 7284472 MS 3546 8015M i
19-Nov-2013  SL-708-SASA-S$B-0.0-0.5MS 7284472 MS 3546 80818 n
19-Nov-2013  SL-708-SASA-SB-0.0-0.5MS 7284472 MS 3546 8082A [
18-Nov-2013  SL-708-SA5A-S5B-0.0-0.5MS 7284472 MS 3546 8270D SIM m
19-Nov-2013  SL-708-SAS5A-SB-0.0-0.5MS 7284472 MS METHOD 1613B 1
19-Nov-2013  SL-708-SASA-SB-0.0-0.5MS 7284472 Ms METHOD 7471B 11
19-Nov-2013  SL-708-5A5A-SB-0.0-0.5MSD 7284473 MSD 30508 6010C m
19-Nov-2013  SL-708-SA5A-S$B-0.0-0.5MSD 7284473 MSD 30508 6020A m
19-Nov-2013  SL-708-SA5A-SB-0.0-0.5MSD 7284473 MSD 3546 8015M 1]
19-Nov-2013  SL-708-SA5A-SB-0.0-0.5MSD 7284473 MSD 3546 8081B ]l
19-Nov-2013  SL-708-SA5A-SB-0.0-0.5MSD 7284473 MSD 3546 8082A i
19-Nov-2013  SL-708-5SA5A-SB-0.0-0.5MSD 7284473 MSD 3546 82700 SIM i
19-Nov-2013  SL-708-SA5A-5B-0.0-0.5MSD 7284473 MSD METHOD 1613B 1]
19-Nov-2013  SL-708-SA5A-8B-0.0-0.5MSD 7284473 MSD METHOD 7471B )]
19-Nov-2013  SL-708-SA5A-5B-0.0-0.5DUP 7284474 DUP 30508 6010C i
19-Nov-2013  SL-708-SA5A-8B-0.0-0.5DUP 7284474 DUP 30508 6020A ]
19-Nov-2013  SL-708-SAS5A-SB-0.0-0.5DUP 7284474 DupP METHOD 7471B 1]
19-Nov-2013  SL-708-SA5A-5B-4.0-5.0 7284476 N 30508 6010C I
19-Nov-2013  SL-708-SA5A-5B-4.0-5.0 7284478 N 3050B 6020A il
19-Nov-2013  SL-708-SA5A-SB-4.0-5.0 7284476 N 3546 8015M m
19-Nov-2013  SL-708-SA5A-SB-4.0-5.0 7284478 N 3546 8081B 1]
19-Nov-2013  SL-708-SA5A-$B-4.0-5.0 7284476 N 3546 80824 i
19-Nov-2013  SL-708-SA5A-5B-4.0-5.0 72844786 N 3548 8270D SIM n
19-Nov-2013  SL-708-SA5A-SB-4.0-5.0 7284476 N 5035A 8015M lil
19-Nov-2013  SL-708-SASA-SB-4.0-5.0 7284476 N METHOD 1613B ]
19-Nov-2013  SL-708-SA5A-5B-4.0-5.0 7284476 N METHOD 7471B

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

T8 = Trip Blank
FB = Field Blank

MS = Mafrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample 1D Lab Sample ID Type Method Method Level
19-Nov-2013  EB-111913 7284478 EB 3005A 6010C 1l
19-Nov-2013  EB-111913 7284478 EB 3510C 80158 [H]
19-Nov-2013  EB-111913 7284478 EB 3510C 8015M n
19-Nov-2013  EB-111913 7284478 EB 3510C 80818 1l
19-Nov-2013  EB-111913 7284478 EB 3510C 8082A |
19-Nov-2013  EB-111913 7284478 EB 3510C 8270D SIM 1
19-Nov-2013  EB-111913 7284478 EB 5030B 8015M n
19—I\iov—201 3 EB-111913 7284478 EB 5030B 8260B I
19-Nov-2013  EB-111913 7284478 . EB 5030B 8260B SIM I
19-Nov-2013  EB-111913 7284478 EB Gen Prep 7199 i
19-Nov-2013  EB-111913 7284478 EB M3010A 6020A i
19-Nov-2013  EB-111913 7284478 EB METHQD 1613B 1l
19-Nov-2013  EB-111913 7284478 EB METHOD T4AT0A [l
19-Nov-2013  EB-111913 7284478 EB METHOD 8151A |
19-Nov-2013  EB-111913 7284478 EB METHQD 8315A 1l

i = EFA Level 3 Dafa Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

T8 = Trip Blank
FB = Field Blank

MS = Malrix Spike

MSD = Matrix Spike Duplicate

Page 5 of 5



Attachment 2
Overall Data Qualification Summary



Data Qualifier Summary

Lak Reporting Batch ID: PH132
EDD Filename: PH132_v1

Laboratory: LL
e¢QAPP Name: CDM_SSFIL_140113_Lan

Wethod Category: METALS

Method: 6010C Matrix: SO
Sample ID:SL-1008-SA5A-$B-0.0-0.5 Collected: 11/19/2013 2:10:00  Analysis Type: REA/TOT Dilution: 1
Data ‘
Lab Lab DL RL Review Reason
Analyte _ Result | Qual | DL | Type | R | Type | units | Qual | _ code
ANTIMONY 4,02 U 0.743 | MDL 4.02 PQL mg}'Kg uJ Q
ARSENIC 2.99 J 0703 | MDL 4.02 PQL mg/Kg J z
BERYLLIUM 0.409 J 0.0673 | MDL 1.00 PQL mgfKg Z
BORON 4,22 J 0.843 MDL 10.0 PQL mg/Kg J Z
CADMIUM 0.495 J 0.0763 | MDL 1.00 PQL | malKg J z
MOLYBDENUM 0.348 J 0.171 | MDL 2.01 PQL | mg/Kg w FD, F
SODIUM 61.6 J 16.8 MDL 100 PQL | mg/Kg J z
TIN 2.51 J 0221 ) MDL | 10.0 | PQL | mgiKg Y B
Zirconium 1.35 J 0843 | MDL | 502 | PaL | maKg | J z
LEAD 17.6 0.502 | MDL 3.01 PQL | mg/Kg J FD
Sample ID;:SL-518-SA5A-5B-0.0-0.5 Colflected: 11/19/2013 8:45:00  Analysis Type: REATOT Dilution: 1
Data ‘
Lab Lab DL RL Review Reason
Analyte _Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 4.08 u 0.754 | MDL 4.08 PQL | mg/Kg Ul ’ Q
BERYLLIUM 0.480 J 0.0683 | MDL 1.02 PQL mg/Kg J Z
BORON 2.91 J 0.856 | MDL 10.2 PQL | mg/Kg J z
CADMIUM 0.201 J 0.0774| MDL 1.02 PQL | mg/Kg J z
MCLYBDENUM 0.363 J 0.173 | MDL 2.04 PQL | mg/Kg u F
SODIUM 81.2 J 17.0 MDL 102 PQL | ma/Ky J z
TIN © 275 J 0224 | MDL | 10.2 | PQL | mg/Kg ] B
Zirconium 1.91 J 0.856 | MDL 5.09 PQL mg/Kg J z
Sample ID: SL.-518-SA5A-5B-10.0-11.0 Collected: 11/19/2013 9:17:00  Analysis Type: REAITOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Resut | Qual | DL | Type | RL | Type | Units | Qual |  Code_
ANTIMONY 4.40 U 0.814 | MDL 440 PQL | mg/Kg w Q
ARSENIC 3.69 J 0770 | MDL 440 PQL | mg/Kg J Z
BERYLLIUM 0.542 J 0.0737 | MDL 1.10 PQL mgiKg J Z
BORON 4.02 J 0.924 | MDL 11.0 FQL | mglKg J 4
CADMIUM 0.246 J 0.0836 | MDL 1.10 PQL mg/Kg J z
MOLYBDENUM 0.343 J 0.187 MDL 2.20 PQL mo/Kg U F
SODIUM 102 J 18.4 MBL 110 PQL | mg/Kg J z
TIN 2.73 J 0242 | mpL | 11.0 | PQL | mg/Kg U B
Zirconium 1.9 J 0.924 | MDL 5.50 PQL ma/Kg J 4

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

2/7/2014 10:20:41 AM
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Data Qualifier Summary

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name: COM_SSFL_140113_Lan

Sarnple ID:SL-518-SA5A-5B-15.0-16.0 Coflected: 11/19/2013 10:03:00 Analysis Type: F\\‘EAIT oT Dilution: 1
Data
Lab Lab DL RL Review Reason
Anabte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 4.47 U |o0827 | MDL | 447 | PQL | mgg | UJ Q
BERYLLIUM 0.570 J 0.0749 | MDL 1.12 PQL | mg/Kg J z
BORON 2.53 J 093 | MDL | 112 | PoL |mgKg | U F4
CADMIUM 0.110 J 0.0850 | MDL 1.12 PQL | mg/Kg J z
MOLYBDENUM 0.278 J 0.180 MDL 2.24 PQL mQIKg U F
TIN ©2.90 J 0.248 MDL 1.2 PQL ma/Ky U B
Sample I1D:SL-518-SA5A-5B-7.0-8.0 Colfected: 11/19/2013 8:55:00  Analysis Type: REAITOT Ditlution: 1
Data
Lab Lab DL RL Review Reason
Analyte . Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 4.38 U 0.810 | MDL 4.38 PQL mg/Kg w Q
ARSENIC 3.22 J 0.767 | MDL 4.38 PQL mg/Kg J Z
BERYLLIUM 0.422 J 0.0734 ] MDL 1.10 PQL mg/Kg J Zz
BORON 3.17 J 0.820 MDL 11.0 PQL my/Kg J z
CADMIUM 0.180 J 0.0832 | MDL 1.10 PQL | mg/Kg J z
MOLYBDENUM 0.189 J 0.186 | MDL 219 PQL mgIKg U F
SODIUM 76.7 J 18.3 MDL 110 PQL | mg/Kg J 4
TIN 2.75 J 0.241 MDL 11.0 PQL mg/Kg U B
Zirconium 1.10 J 0.920 |- MDL 5.48 PQL mg/Kyg J z
Sample 1D:SL-596-SA5A-8B-0.0-0.5 Collected: 11/19/2013 11:35:00 Analysis Type: REAITOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analvte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 413 U 0.764 | MDL 413 PQL mg/Kg uJ Q
ARSENIC 3.95 J 0.723 | MDL 413 FQL. mgfKg J z
SERYLLIUM 0.491 J 0.0682 | MDL 1.03 PQL mg/Kg J Z
BORON 3.77 J p.868 | MDL | 103 PGL | mg/Kg J z
CADMIUM ) 0.239 J 0.0785 MDL 1.03 PQL | mg/Kg J z
MOLYBDENUM 0.284 J 0.176 MDL 2.07 PQL mg/Kg U F
SODIUM 79.0 J 17.3 MDL 103 PQL mg/Kg J z
TIN 2.79 J 0.227 | MDL 10.3 PQL mg/Kg U B
Zirconium 1.88 J 0.868 | MDL 5.17 PQL | mg/Kg J F4

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/7/201410:20:41 AM ADR version 1.7.0.207 Page 2 of 20



Data Qualifier Summary

Lab Reporting Batch [D: PH132 Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name: CDM

Matrix: SO
Sample ID:SL-596-SA5A-SB-4.0-5.0 Collected: 11/19/2013 11:43;00 Analysis Type: REA/TOT Dilution: 1
Data
Lah Lab DL RL Review Reason
Anale  — | Rosult | Qual | DL | Type | RL | Type | Units | Qual | _Code
ANTIMONY 4.26 U 0.789 MDL 4,26 PQL mg/Kg W Q
BERYLLIUM 0.987 J 0.0714 | MDL 1.07 PQL mg/Kg J z
BORON 3.80 J 0.895 MDL 10.7 PQL mg/Kg J z
CADMIUM 0.226 J 0.0810 | MDL 1.07 PQL . | malKg J Z
MOLYBDENUM 0.218 J 0.181 MDL 213 PQL mg/Kg U F
TIN 3.42 J 0,234 MDL 10.7 POL mg/Kg U B
Sample ID:SL-708-SA5A-5B-0.0-0.5 Collected: 11/19/2013 2;15:00  Analysis Type: REA/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code _
ANTIMONY 4.12 U 0.762 MDL 4.12 PQL mg/Kg u Q
BERYLLIUM 0.634 J 0.0690 | MDL 1.03 PQL mg/Kg J Z
BORON 4.43 J 0.865 MDL 10.3 PaL mg/Kg J Z
CADMIUM 0.308 J 0.0782 | MDL 1.03 PQL my/Kg J z
LEAD 7.05 0.515 | MBDL 3.09 PQL | mg/Kg J FD
MOLYBDENUM 0.621 J 0175 | MDL 2.06 PQL mg/Kg uJ FD,F
SOCIUM 712 J 17.2 MDL 103 paL | mg/Kg J Z
TIN 2.74 J 0.226 MDL 10.3 PQL mgfKg U B
Zirconium 1.98 J 0.865 | MDL 5.15 PQL ma/Kg J bd
Sample ID:SL-T08-SA5A-5B-4.0-5.0 Collected: 11/19/2013 2:24:00  Analysis Type: REATOT Dilution: 1
' Data
Lab Lab DL RL Review Reason
Analyte | Resut | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 4,24 u 0785 | MDL | 424 | POL | mg/Kg uJ Q
BERYLLIUM 0.725 J 0.0710 | MDL 1.06 PQL mg/Kg J Z
BORON 3.78 J 0.891 MDL 10.6 PGQL my/Kg J pd
CADMIUM 0.136 J 0.0806 | MDL 1.06 PQL my/Kg J Z
MOLYBDENUM 0.401 J 0.180 MDL 212 PQL mg/Kg U F
TIN 3.03 J 0.233 MDL 10.6 PQL mg/Kg u B
Zirconium 1.69 J 0.891 MBL 5.30 PQL | mg/Kg J Z
Sample ID:SL-T32-SA5A-SB-0.0-0.5 Collected: 11/19/2013 1:38:00  Analysis Type: REA/TOT Difution: 1 \
Data
Lab Lab DL RL Review Reason
Analyte : : | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 415 | u |o7er | moL | 415 | paL |mokg| us | Q

* denotes a non-reportable result
Project Name and Number; 1204-002-001-AL - SSFL Area IV Phase 3

2/7/2014 10:20:41 AM ADR version 1.7.0.207 Page 3 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename:; PH132_v1 eQAPP Name. CDM SSFL 140113 Lan
Vethod Cai‘egbry: ETaLs IS : : = —
Method: 6010C Matrix: SO
Sample ID:SL-T32-SA5A-SB-0.0-0.5 Collected: 11/19/2013 1:38:00  Analysis Type: REAITOT Dilution: 1
' | pata
Lab Lab DL RL Review Reason

Analyte | Resuit | Quar | DL | Type | RL | Type | Units | Qual | Code
BERYLLIUM 0.595 J 0.0694 | MDL 1.04 PQL | mg/Kg J z
BORON 3.01 J 0.870 | MDL 10.4 PQL | mg/Kg J z
CADMIUM 0.169 J 0.0788 | MDL 1.04 PQL mglKg J 'z

" [MoLYBDENUM 0.292 J 0176 | MDL | 207 | PaL | moiKg U F
SODIUM 83.2 J 17.3 MDL 104 PQL. mg/Kg J z
TIN 2.80 J 0.228 MDL 10.4 PQL ma/Kg U B
Zirconium 1.32 J 0.870 | MDL 5.18 PQL mg/Kg J z

Matrix: SO
Sample ID:SL-1008-SA5A-SB-0.0-0.5 Collected: 11M9/2013 2;10:00  Analysis Type: REA2ITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte | _Resuit Qual DL Type RL Type Umts |_Qual | ngg‘gm “
STRONTIUM 222 | | 0.0883| mDL | 0.402 | PaL |mgn<g| J | Q
Sample I1D:8L-1008-SA5A-8B-0.0-0.5 Collected: 11/19/2013 2:10:00  Analysis Type: REA3TQT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _ _ Result Qual DL Type | RL | Type | Units Qua}" | ___Code
SILVER 138 | | 0.0281] moL | 0201 | PaL |mglKg| J | FD
Sample 1D:SL-1008-SA5A-SB-0.0-0.5 Collected: 11/19/2013 2:10:00  Analysis Type: REA4/TOT Dilution; 2
Data
Lab Lab DL RL Review Reason
\Analyte o _ _Resu!t Qual DL Type RL Type Umts Qual _ Code .
SELENIUM o152 | 4 | 0.100 [ MDL | 0.402 [ PQL | mg/Kg [ J | Z,FD
Sample ID:SL-518-SA5A-SB-0.0-0.5 Collected: 11/19/2013 8:45:00  Analysis Type: REA2TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _ . 1 Result Qual_ DL Type RL Type Umts QJ@L— AEQQ‘?_‘_H,@
STRONTIUM 137 | |00693| MDL | 0.408 | PQL | mgikg | Q
Sample 1D:SL-518-SA5A-SB-0.0-0.5 Collected: 11/19/2013 8:45:00  Analysis Type: REA3TOT Diluticon; 2
Data
Lab Lab DL RL Review Reason
Analyte _ _ | Resuit Qual DL | Type RL | Type | Units |_Qual Code
SILVER 00793 | 4 |00265! MDL | 0204 | PaL |mngg] J | z

* denotes a non-reportable result !

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/7/2014 10:20:41 AM ADR version 1.7.0.207 Page 4 of 20



Data Qualifier Summary

Laboratory: LL
eQAPP Name CDM_SSFL_ 140113 Lan

Lab Reporting Batch ID: PH132
EDD Filename: PH132_v1

Matrix:
Sample ID:SL-518-SA5A-SB-10.0-11.0 Collected: 11/19/2013 9:17:00 Analysis Type: REA2ITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Angjyte_ — _Result | Qua! DL Type RL Type Units | Qual Code
STRONTIUM 230 | |oo74a| MDL | 0.440 | PaL |mglKg| Jo Q
Sample ID:SL-518-SA5A-SB-10.0-11.0 Collected: 1119/2013 9:17:00  Analysis Type: REA3MOT Difution: 2
Data
Lab Lab DL RL Review Reason
Ana_lyte_ Result | Qual | DL Type | RL Type U’mts Qual _ ___que
SILVER 00341 | |oozas| MDL | 0220 | PaL | mngg] J ] z
Sample ID:S1.-518-SA5A-SB-15.0-16.0 Collected: 11/19/2013 10:03:00 Analysis Type: REA2ITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual | Code
STRONTIUM _ 19.3 | |oorso| MDL | 0.447 ] PQL [ mg/Kg | 3| Q
Sample ID:SL-518-SA5A-5B-7.0-8.0 Colfected: 11/19/2013 8:55:00  Analysis Type: REA2ITQT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte __Resuit Qual DL Type RL Type | Units Qual ___Code
STRONTIUM 133 | |00745| MDL | 0438 | PQL |mglKg | J T Q
Sample ID:SL-596-SA5A-5B-0.0-0.5 Collected: 1119/2013 11:35:00 Analysis Type: REA2TOT Difution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Quall _Code _
STRONTIUM 175 | |oo7oz| MDL | 0413 | PaL [mngg| J | Q
Sample ID;SL-596-SA5A-5B-0.0-0.5 Collected: 1119/2013 11:35:00 Analysis Type: REAJTOT Ditution: 2
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual DL Type_ RL Type | Units | Qual Code
SILVER 00358 | J [oozsel MDL | 0207 | PQL lmg/Kg 0] z
Sample ID:SL-596-SA5A-SB-4.0-5.0 Coilected: 11/19/2013 11:43:00 Analysis Type: REA2TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type RL Type | Units QuraJr Code
STRONTIUM 282 | [00725] MDL | 0426 | POL | mgig | aQ
Sample ID:SL-596-SA5A-5B-4.0-5.0 Collected: 11/19/2013 11:43:00 Analysis Type: REA3TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte. _Result | _ng[ DL Type | RL Type Units an_l Code__ _
SILVER 00528 | |00277| MDL | 0213 | PaL Img/Kg J z

* denotes a non-reportable resuit

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1,7.0.207

2/7/2014 10:20:41 AM

Page 5 of 20




Data Qualifier Summary

Lab Reporting Batch I1D: PH132 Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name: CDM SSFL 140113 _ Lan
Matrix:
Sample ID: S1.-598-SA5A-SB-4.0-5.0 Collected: 11/119/2013 11:43:00 Analysis Type: REA4/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte . ‘ . _Result _ Qual DL Type_ RL .Typel Umtsr Qual_ Code _
SELENIUM 0.124 | J | 0.107 | MDL | 0426 | PQL mg/Kg] J | z
Sample ID:SL-708-SA5A-8B-0.0-0.5 Colfected: 11/19/2013 2:15:00  Analysis Type: REA2ITOT Dilution; 2
Data
Lab Lab DL RL Review Reason
Apalyte ‘ — _R_e_sult' Qual DL Type RL Type | Units Que.‘ _ Code
STRONTIUM 186 | |oo7oo| MDL | 0.412 | PaL ImgiKgI I Q
Sample 1D:SL-T08-SABA-5B-0.0-0.5 Collected: 11/19/2013 2:15:00  Analysis Type: REA3TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte | Result Qual DL Type RL Type Units Quei Code
SILVER 0104 | 4 |oozsa| DL | 0.206 | PaL [mgkg| J | zeD
Sample ID:SL-T08-SA5SA-SB-0.0-0.5 Coflected: 1111912013 2:15:00  Analysis Type: REA4TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte .Resuit Qual DL Type RL Type Umts Qual Code
SELENIUM 0412 | U | 0.103 | MDL | 0.412 | PQL | mg/Kg | Ul | FD
Sample 1D:SL-708-SA5A-5B-4.0-5.0 Collected: 11/19/2013 2:24:00  Analysis Type: REA2ITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units | Qual Code_
STRONTIUM | 21.7 | [oo721| mDL | 0424 | PQL |mgikg | | Q
Sample ID:SL-708-5A5A-5B-4.0-5.0 Collected: 11/19/2013 2:24:00 Analys:s Type: REAJTOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _ _ _ _ __Resy.’t .anl DL Type _ RL Type Um'ts Qual p_‘_ede __
SILVER 00521 | loozrsl MDL | 0212 | PaL l mg/Kg | g z
Sample ID:SL.-732-SA5A-5B-0.0-0.5 Collected: 11/19/2013 1:38:00  Analysis Type: REA2/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte 7 | _Resuit Qual DL Type RL Type | Units Qual ___Code_
STRONTIUM 176 | |00705| MDL | 0.415 | PaL |mgn<g| J | Q
Sample ID:SL.-732-5A5A-5B-0.0-0.5 Collected: 1111972013 1:38:00  Analfysis Type: REA4ITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte ‘ 7 1 Resu!t Qual DL Type RL Type | Units Quel 7 que
SELENIUM 0.182 | J | 0.104 | mpL | 0.415 | PaL lmgIKgl J | z

* denotes a non-reportable result
Project Name and Number; 1204-002-001-AL - SSFL Area IV Phase 3

2/7/2014 10:20:41 AM ADR version 1.7.0.207 Page 6 of 20



Lab Reporting Batch ID: PH132

EDD Filename: PH132_v1

Data Qualifier Summary

Laboratory: LL
eQAPP Name CDM SSFL 140113 _Lan

Matrix:
Sample ID:8L-596-SA5A-SB-0.0-0.5 Collected: 11/19/2013 11:35:00 Analysis Type: RES/TQT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Result | Qual DL | Type RL _| Type Umts Qual _Code_
HEXAVALENTCHROMIUM 031 | J | o1 | MDL | 042 | PoL ]mg/Kg| | z

Matrix: SO
Sample ID:SL-1008-SA5A-5B-0.0-0.5 Collected: 1111912013 2:10:00  Analysis Type: RESITOT Dilution: 1
) Data
Lab Lab DL RL Review Reason
Ana!yte Result _Qual DL Type RL Type Umts Qq_a! _ _Co_de
MERCURY 0.0441 | | 0.0099 [ moL | oo1e4| PaL [mamg | v | FD
Sample ID:SL-518-SA5A-5B-0.0-0.5 Colfected: 11/19/2013 8:45:00  Analysis Type: RESITOT Dilution: 1
Data ‘
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Umts Qual _ _Cgﬂd@_
MERCURY 00157 | 4 |00093| moL | oo163[ paL | mg/Kg | J | z
Sample ID:SL-518-SA5A-SB-15.0-16.0 Collected: 11/19/2013 10:03:00 Analysis Type: RES/TOT Dilution: 1
Data
) Lab Lab DL RL Review Reason
Analyte Result | Qual DL Type RL Type . Umts Q__ual ‘Code
MERCURY 00184 | |oo113| MDL | 00188| PaL | mg/Kg | J ] Z
Sampfe ID:SL-518-SA5A-5B-7.0-8.0 Collected: 1119/2013 8:55:00  Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Re_sult ‘ Qual DL Type RL Type 7 Umts QUaI Codq _
MERCURY 00127 | 4 |o0ios| moL |oo17s] PaL | mgIKg| ) | z
Sample 1D:SL-596-SA5A-5B-0.0-0.5 Collected: 11/19/2013 11:35:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Resuit Qual DL Type RL Type Umts Qual Crod_’e’ _
IMERCURY 00164 | 4 |00103| MBL |0.0171| PaL | makg | 4 | z

* denotes a nen-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

21712014 10:20:41 AM

ADR version 1.7.0.207

Page 7 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Fllename PH132 v1 eQAPP Name: CDM SSFL 140113 Lan
Matrix:
Colflected: 11/19/2013 2:15:00  Analysis Type: RESITOT Dilution: 1
Data
Lab Lab DL RL Review Reason
_Result | Qual | DL Type RL Type Units | Qual Code ‘
00113 | |00097[ MDL | 00162| PaL | mg/Kg | J |z
Sample ID:SL-708-SA5A-SB-4.0-5.0 Collected: 1111912013 2:24:00  Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte ‘ Result Qual { DL Type RL_| Type | Units | Qual | Code
MERCURY ’ 0.0165 | J |oo1o4| MOL | oo173| PaL [ mgKg| 4 | z
Sample ID:SL-732-5A5A-SB-0.0-0.5 Collected: 11/19/2013 1:38:00  Analysis Type: RES/TOT Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte __ | Result Qual DL Type RL Type Umts Qual |____Code
MERCURY 00121 | 4 | oot0 | moL |00167| POL | mg/Kg | J | z

Method Categbry: " SVOA

16138 Matrix: AQ
Sample ID:EB-111913 Collected: 11/19/2013 3:00:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte _ 7 _| Resuit Qual | DL | Type | RL Type | Units | Qual | _ Code
1,2,3,4,6,7,8- HPCDD 0.811 JBQ 0.422 | MDL 9.69 PaL pg/L u 8
1,2,3,4,7,8,8-HPCDF 0.559 JBQ 0.193 | MDL 9.69 PQL pgiL B
1,2,3,4,7.8-HxCDD 0451 | JBQ | 0.283 | MDL | 9.69 PQL pg/L U B
1.2,3,4,7,8-HXCDF 0.728 JBQ 0.215 | MDL 9.69 PQL pgiL u B
1,2,3,6,7,8-HXCDF 0.775 JBQ | 0212 | mMDL | 9.69 POL pgiL u B
1,2,3,7,8,9-HXCDD 0.318 JBQ 0.290 | MDL 9.69 PQL pa/L ] B
1,2,3,7,8,8-HXCDF 0.434 JBQ 0.248 MDL 9.69 PQL pafl U B
1,2,3,7,8-PECDF 0.816 JB 0.288 | MOL 9.69 PQL pg/L U B
2,3,4,6,7,8-HXCDF 0.652 JB 0.215 MDL 9.69 PQL pg/L U B
2,3,4,7,8-PECDF 0.495 JBQ 0.262 | MDL 9.69 PQL pg/L u B
QOCDD 1.73 JB 0.475 | MDL 19.4 PQL pgiL u B
OCDF 1.92 JBQ 0.711 | MDL 19.4 PQL pgiL U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

21712014 10:20:41 AM ADR version 1.7.0.207 Page 8 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH132 Laboratory: LL

EDD Filename: PH132_v1

eQAPP Name

e e

:CDM

SSFL_140113_L

T

Matrix: SO
Sample 1D:SL-1008-SA5A-SB-0.0-0.5 Collected: 11/18/2013 2:10:00  Analysis Type: RES Difution: 1
Data

Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 80.9 B 0.0820 | MDL 5.05 PQL | ng/Kg J. FD
1,2,3,4,6,7,8-HPCDF 18.6 B 0.0270 | MDL 5.05 PQL ng/Kg J FD
1.2,3,4,7,8,9-HPCDF 2.53 JB 0.0312 | MDL 5.05 PQL ng/Kg J Z,FD
1,2,3,4,7,8-HxCDD 0.859 JB 0.0455 | MDL §.05 PQL ng/Kg J Z,FD
1.2,3,4,7,8-HXCDF 0.991 JB 0.0446 | MDL 5.05 PQL ng/Kg J Z FD
1.2,3,6,7,8-HXCDD 3.23 JB 0.0458 | MDL 5.05 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDF 1.05 JB 0.0447 | MDL 5.05 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDD 1.78 JB 0.0422 { MDL 5.06 PQL ng/kKg J Z,FD
1,2,3,7,8,9-HXCDF 0.448 JBQ 0.0451{ MDL 5.05 PQL ng/kKg uJ B, FD
1,2,3,7,8-PECDD 0.602 JBQ 0.0576 {| MDL 5.05 PQL ng/Kg J Z,FD
1.2,3,7,8-PECDF 1.94 JB 0.0468 1 MDL 5.05 PQL ng/Kg J Z, FD
2,3,4,6,7,8-HXCDF 1.33 JB 0.04421 MDL 5.05 PQL ng/Kg J Z FD
2,3,4,7,8-PECDF 0.820 JB 0.0450 [ MDL 5.05 PQL ng/Kg J Z FD
2,3,7,8-TCDD 1.16 Q 0.0626 | MDL 1.01 PQL ng/Kg J FD
2,3,7.8-TCOF 0.462 J 0.0962 ( MDL 1.01 PQL ng/Kg J Z, FD
OCDD 1140 B 0.0711 | MDL 10.1 PQL ng/Kg J FD
OCDF 44.9 B 0.0491 | MDL 10.1 PQL ng/Kg J FD
Sample D:SL-518-SA5A-5B-0.0-0.5 Coliected: 11/19/2013 8:45:00  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual Code__
1,2,3,4,6,7,8-HPCDF 4,71 JB 0.0198 | MDL 5.17 PQL ng/Kg J Z
1,2,3,4,7,8,9-HPCDF 0.280 JB 0.0226 | MDL 517 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.152 JB 0.0409 | MDL | 5.17 POL | ng/Kg U B
1,2,3,4,7,8-HXCDF 0.204 JBQ 0.0276 | MDL 517 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.785 JBQ 0.0437 | MDL 5.17 PQL ng/Kg J 2
1,2,3,6,7.8-HXCDF 0.151 JBQ 0.0268 | MDL 5.17 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.420 JBQ 0.0397 ) MDL 517 PQL ng/Ky J Z
1,2,3,7,8,9-HXCDF 0.182 JB 0.0232 | MDL 5.17 PQL ng/Kg U B
1.2,3,7,8-PECDD 0.0720 JBQ 0.0461 | MDL 517 PQL -] ng/Kg U B
1,2,3,7,8-PECDF 0.348 JB 0.0273 | MDL 517 PQL ng/Kg U B
2,3,4,6,7,.8-HXCDF 0.163 JB 0.0252 | MDL 5.17 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.109 JB 0.0248 | MDL | 5.17 PQL | ngfig u B
2,3,7,8-TCDD 0.0659 JQ 0.0605 | MDL 1.03 PQL ng/Kg J z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

27712014 10:20:41 AM
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Data Qualifier Summary

Lab Reporting Batch ID: PH132 Laboratory: L L
EDD Filename: PH132_v1 eQAPP Name: CDM_SSFL_140113_Lan
1613B Matrix: SO
Sample ID:S1.-518-SA5A-SB-10.0-11.0 Collected: 111192013 9:17:00  Analysis Type: RES Dilution: 1
' . Data
Lab Lab DL RL Review Reason
Analyte , L Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7.8-HPCDD 1.06 JB 0.0568 | MDL 11.2 PQL ng/Kg J ‘ ‘ z
1,2,3,4,6,7,8-HPCDF 0.255 JBQ 0.0211 ] MDL 11.2 PQL ng/Kg J A
1,2,3.4,7,8,9-HPCDF 0.150 JBQ 0.0242| MDL 11.2 POL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.106 JBQ 0.0502 | MDL 11.2 PQL na/Kg U B
1,2,3,4,7,8-HXCDF 0.0944 JBQ 0.0360 | MDL 1.2 PQL ng/Kyg U B
1,2,3,6,7,8-HXCDD 0.335 JBQ 0.0493 | MDL 11.2 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.129 JBQ 0.0358 | MDL 11.2 PQL nngg u B
1,2,3,7,8,8-HXCDD 0.490 JB 0.0461 | MDL 1.2 PQL ng/Kg J 4
1,2,3,7,8,89-HXCDF 0.485 JB 0.0310 | MDL 11.2 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.164 JBQ 0.0624 | MDL 11.2 PQL ng/Kg U B
1.2,3,7,8-PECDF 0.241 JBQ 0.0520 | MDL 11.2 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.101 JB 0.0337 | MDL 11.2 PQL ng/Kg ) B
2,3,4,7 8-PECDF 0.119 JBQ 0.0469 1 MDL 11.2 PQL ng/Kg U B
QCDD 7.55 JB 0.0392 | MDL 224 PQL ng/Kg J Z
OCDF 0.789 JB 0.0561 | MDL 22.4 PQL ng/Kg J z
Sample ID:SL-518-SA5A-5B-15.0-16.0 Collected: 11/19/2013 10:03:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte Result Qual DL Type | RL Type_ U{lits Qual Code
1,2,3,4,6,7,8-HPCDD 0.108 JBQ 0.0194 | MDL 5.64 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.0538 JBQ [0.00741| MDL 5.64 PQL ng/Kg U 8
1,2,3,4,7,8,8-HPCDF 0.0306 JB 0.00867| MDL 5.64 PQL ng/Kg U B
1,2,3,4,7,.8-HxCDD 0.0375 JBQ 0.0220| MDL 5.64 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0291 JBQ 0.0137 | MDL 5.64 PQL ng/Ky u B
1,2,3,6,7,8-HXCDD 0.0828 JBQ |00221| MDL | 584 | PQL | ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0255 JBQ 0.0135| MDL 5.64 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.03586 JB 0.0200 | MDL 5.64 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.0372 JBQ 0.0128 | MDL 5.64 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0376 JBQ 0.0375| MDL 5.64 PQL ng/Kyg U B
1,2,3,7,8-PECDF 0.0498 JB 0.0251 | MDL 5.64 PQL ng/Kg U B
2,3,4,6,7, 8-HXCDF 0.0321 JBQ 0.0127 | MDL 5.64 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0285 JBQ 0.0220 | MDL 5.64 PQOL ng/Kg U B
ocDD 0.499 JBQ |0.018| MDL | 11.3 | PQL | ng/Kg U B
OCDF 0.178 JB 0.0222 | MDL 11.3 PQL na/Kg U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/7/2014 10:20:41 AM ADR version 1.7.0.207 Page 10 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name: CDOM_SSFL_140113_Lan

T ———————mn &

Method Category: SVOA oo

1613B Matrix:
Sample ID:SL-518-SA5A-5B-7.0-8.0 Collected: 1119/2013 8:55:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 0.727 JBQ 0.0319| MBL 5.48 PQL ng/Kg J 2
1,2,3,4,6,7,8-HPCDF 0.182 JB 0.0125| MDL 5.48 PQL | na/Kg B
1,2,3,4,7,8,9-HPCDF 0.0553 JBQ 0.0149 | MDL 5.48 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0359 JBQ 0.0277 | MDL 5.48 PQL ng/Kg u B
1,2,3,4,7, 8-HXCDF 0.0777 JBQ 0.0206 | MDL 5.48 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.181 JBQ | 0.0278 | MDL 5.48 PQL | ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0590 JB 0.0200 | MDL 5.48 PQL | ngl/Kg U B
1,2,3,7,8,9-HXCDD 0.110 JBQ {00273 MDL 5.48 PQL | nglKg U B
1,2,3,7,8,9-HXCDF 0.165 JBQ | 0.0175 | MDL 548 PQL | nglKg U B
1,2,3,7,8-PECDD 0.0586 JBQ | 0.0462 | MDL 548 PQL | ng/Kg U 8
1,2,3,7,8-PECDF ' 0.0623 JBQ | 0.0262 | MDL 5.48 PQL | ng/Kg U B
2,3.4,6,7,8-HXCDF 0.0487 JBQ | 0.0186 | MDL 5.48 POL ! ng/Kg u B
2,3,4,7,8-PECDF 0.0838 JB 0.0238| MDL 5.48 POL | ng/Kg u B
OCDD 4.74 JB 0.0202 | MDL 11.0 POL ng/Kg J zZ
QCDF 0.357 JBQ | 0.0289 | MDL 11.0 PQL | ng/Kg u B
Sample ID:SL-596-SA5A-SB-0.0-0.5 Collected: 11/19/2013 11:35:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte B I _Result Qual DL Type RL Type Units | Qual __ C_.‘q;_!’e
1,2,3,4,6,7, 8-HPCDF 2.26 JB 0.0149 | MDL 526 PQL | ng/Kg J z
1,2,3,4,7,8,8-HPCDF 0.256 JBQ 0.0166 | MDL 5.26 PQL ng/Kg J Z
1,2,3,4,7,8-HxCDD 0.124 JB 0.0392 | MDL 526 PQL | ng/Kg u B
1,2,3,4,7,8-HXCDF 0.202 JBQ | 0.0300| MDL 526 PQL | nglKg U B
1,2,3,6,7,8-HXCDD 0.680 JBQ 0.0420 | MDL 5.26 PQL ng/Kg Jd Z
1,2,3,6,7,8-HXCDF 0.146 JBQ | 0.0294| MDL 5.26 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.558 JB 0.0372| MDL 5.26 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.422 JB 0.0282 | MDL 5.26 PQL ng/kKg u B
1,2,3,7,8-PECBD 0.172 JB 0.0440 | MDL 5.26 PQL ng/Kg U B
1,2,3,7,8-PECDOF 0.300 JB 0.0300| MDL 5.26 PQL ng/Kg U 8
2,3,4,6,7,8-HXCDF 0.185 JBQ | 0.0274| MDL 526 FOL | ng/Kg U B
2,3,4,7, 8-PECDF 0.109 JBQ | 0.0279| MDL 526 PQL | ng/Kg U B
CCDF 4.44 JB 0.024z2| MDL 10.5 PQL | ng/Kg J z

* denotes a non-reportable resuit
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/7/2014 10:20:41 AM ADR version 1.7.0,207 Page 11 of 20



Data Qualifier Summary

Lab Reporting Batch 1D; PH132 Laboratory: LL
EDD Filename: PH132_v1

Method Category: SVOA

1613B Matrix: SO
Sample ID;SL-596-SA5A-SB-4.0-5.0 Colfected: 11/19/2013 11:43:00 Analysis Type: RES Dilution: 1
Data
Lab Lab bL RL Review Reason
anaiyte | Resuit | Qual | DL | Type | RL | Type | Units | Qual | Gode
1,2,3,4,6,7,8-HPCDD 0.675 JBQ‘ 0.0413“ MDL 5.40 PQL . ng/Kg l J Z
1,2,3,4,6,7, 8-HPCDF 0.146 JB 0.0182{ MDL 5.40 PQL | ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.133 JBQ | 0.0209| MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0587 JBQ 0.0311 | MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.101 JBQ | 0.0246] MDL 540 POL | ng/Kg U B
1.2,3,6,7,8-HXCDD 0.125 JBQ 0.0326 | MDL 5.40 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.156 JB 0.0250 | MDL | 5.40 FQL | ng/Kg U B
1,2,3,7.8,9-HXCDD 0.164 JBQ | 0.0298  MDL 5.40 PQL | ng/Kg u B
1,2,3,7,8,9-HXCDF 0.112 JBQ | 0.0265| MDL 5.40 PQL | ng/Kg u B
1,2,3,7,8-PECDD 0.228 JBQ 0.0437 | MDL 5.40 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.233 JBQ 0.0273 | MDL 5.40 PQL ng/Kg u B
2,3,4,6,7 8-HXCDF 0.131 JB 0.0242 | MDL 5.40 PQL ng/Kg U B
2,3,4,7 8-PECDF 0.144 JBQ | 0.0247 | MDL 5.40 PQL | ng/Kg U B
2,3,7,8-TCDF 0.0935 Ja 0.0622 ( MDL 1.08 PQL | na/Kg J z
OCDD 5.02 JB 0.0257 | MDL 10.8 PQL | ng/Kg J z
OCDF 0.267 JBQ |[0.0438| MDL | 10.8 | PQL | ng/Kg U B
Sample ID:S1-708-SA5A-SB-0.0-0.5 Collected: 111192013 2:15:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCOD 3.31 JB 0.0395| MDL | 5.07 PQL | ng/Kg J Z,Q,Q,FD
1,2,3,4,6,7,8-HPCDF 0.903 JB 0.0156 | MDL 5.07 PQL ng/Kg J Z FD
1,2,3,4,7,8,9-HPCDF 0.153 JBQ 0.0188 | MDL 5.07 PQL ng/Kg UJ B,FD
1,2,3,4,7,8-HxCDD 0.130 JBQ | 0.0324 | MDL 5.07 PQL | na/Kg uJ B, FD
1,2,3,4,7,8-HXCOF 0.158 JBQ | 0.0257 | MDL 5.07 PQL | ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDD 0.280 JBQ 0.0339] MDL 5.07 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDF 0.149 JB 0.0247 | MDL 5.07 PQL | ng/Kg uJ B,FD
1,2,3,7,8,9-HXCDD 0.346 JB 0.0314 | MDL 5.07 PQL | ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.161 JB 0.0263 | MDL 5.07 PQL | ng/Kg uJ B,FD
1,2,3,7,8-PECDD 0.159 JBQ |0.0398 | MDL 5.07 PQL | ng/Kg UJ B,FD
1,23,7,8-PECDF 0.248 JBQ 0.0256 | MDL 5.07 POL ng/Kg uJ B,FD
2,3,4,6,7,8-HXCDF 0.153 JB 0.0241 | MDL 5.07 POL ng/Kg uJ B, FD
2,3,4,7,8-PECDF 0.162 JB 0.0226 | MDL | 5.07 PQL | no/Kg w B, FD
2,3,7,8-TCDD 0.142 J 0.0699 | MDL 1.01 POL ng/Kg J Z.FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

21712014 10:20:41 AM ADR version 1.7.0.207 Page 12 of 20



Data Qualifier Summary

Lab Reporting Batch ID; PH132
EDD Filename: PH132_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_140113_Lan

T T T T R T T -5

Matrix: SO
Sample ID:SL-T08-SA5A-SB-0.0-0.5 Collected: 11119/2013 2:16:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Rosult | Qual | DL | Type | RL | Type | Units | Qual |  Code
2,3,7,8-TCDF 1.01 U 00564 -MDL 1.01 PQL ‘nglkg ' ud - . Fb
OoChD 34.8 B 0.0268 | MDL 101 PQL ng/Kg J Q,Q FD
OCDF 1.67 JB 0.0328 ( MDL 10.1 PQL ng/Kg J Z,Q FD
Sample ID:SL-708-SA5A-5B-4.0-5.0 Collected: 111M9/2013 2:24:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Rgsult_ Qual DL T ype RL_ | Type Units Qua__l ; qu_e _
1,2,3.4,6,7,8-HPCDD 0.291 JB 0.0288 | MDL 5.27 PQL ng/Kg U
1,2,3,4,6,7,8-HPCDF 0.0618 JBQ 0.0153 | MDL 8.27 PQL ng/Ky 1) B
1,2,3,4,7,8,9-HPCDF 0.0391 JBQ 0.0179 | MDL 527 PQL ng/Kg u B
1.2,3,4,7,8-HXCDF 0.6748 JB 0.0242 | MDL 5.27 PQL | ng/Kg u B
1,2,3,6,7,.8-HXCDF 0.0630 JBQ 0.0242 | MDL 527 PQL ng/Kyg U B
1,2,3,7,8,9-HXCDD 0.0524 JBQ 0.0279, MDL 5.27 POL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0672 JBQ 0.0246 | MDL 5.27 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0860 JBQ 0.0424 | MDL 5.27 FQL ng/Kg U B
1,2,3,7,8-PECDF 0.0677 JBQ 0.0245 | MDL 5.27 PQL ng/Kyg U B
2,3,4,6,7,8-HXCDF 0.0425 JBQ 0.0241 ] MDL 5.27 PQL ng/Ky U B
2,3,4,7,8-PECDF 0.0654 JBQ [.0.0222| MDL 5,27 PQL ng/Kg U B
2,3,7.8-TCDF 0.0694 Ja 0.0625| MDL 1.05 PQL ng/Kg J Z
ocDD 1.39 JB 0.0248 | MDL 10.5 PQL ng/Kg J z
OCDF 0.226 JB 0.0343 | MDL 10.5 PQL ng/Kg U B
Sample ID:SL-732-SA5A-5B-0,0-0.5 Coflected: 11/19/2013 1:38:00  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte : _Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7, 8-HPCDD 0.138 JBQ 0.0256 | MDL 5.07 PQL ng/Kg U B
1,2,3,4,6,7, 8-HPCDF 0.0485 JB 0.0104 | MDL 5.07 PQL ng/Kg U B
1 ,2,3,4.7,8,9—HECDF 0.0433 JBQ 0.0128 | MDL 5.07 PQL ng/Kg U B
1,2,3,4,7,8-HxCOD 0.0344 JBQ 0.0196 | MDL 5.07 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0429 JB 0.0176 | MDL 5.07 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.0419 JBQ | 00208 MDL | 5.07 POL | na/Kg U B
1,2,3,6,7.8-HXCDF 0.0280 JBQ |0.0172| MDL | 5.07 POL | ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0564 JBQ 0.0188 ] MDL 85.07 PQL na/Kg U B
1,2,3,7,8,9-HXCDF 0.0464 JB 0.0184 | MDL 5.07 PaL ng/Kg U B
1,2,3,7,8-PECDD 0.0587 JBQ 0.0336 | MDL 5.07 POL ng/Kg U B

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

217/2014 10:20:41 AM

Page 13 of 20




Data Qualifier Summary

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Fllename PH132_v1 eQAPP Name CDM SSFL 140113 Lan
1613B
Sample ID:SL-732-SA5A-5B-0.0-0.5 Collected: 11/19/2013 1:38:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte I Result | Qual | DL | Type | RL_| Type | Units | Qual | Code |
1,2,3,7,8-PECDF ' ‘0.0566 JBQ Too1e0] MOL | 507 | PaL ‘ngIKg ] B
2,3,4,6,7,8-HXCDF 0.0281 JBQ (0.0168| MDL | 507 | PAL | ngiKg U B
2,3,4,7,8-PECDF 0.0343 JBQ | 0.0173] MDL | 507 | PQL | ngiKg U B
2,3,7,8-TCDF 0.0467 JQ  [0.0449| MDL | 1.01 PQL | ng/Kg J z
OCDD 0.465 JBQ |[0.0188| MDL | 101 PQL | no/Kg v B
OCDF 0.168 JB 0.0206 | MDL | 10 PQL | ng/Kg ] B

Matrix: AQ
Sample ID:EB-111913 Collected: 11/19/2013 3:00:00  Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte . _ Result Qual DL Type RL Type | Units | Qual _Code
EFH (C30-C40) 0.48 U 0.096 MDL 0.48 PQL mg/L uJ L
EFH (C8-C11) 0.096 U 0.048 MDL 0.096 PQL mg/L uJ L

Matrix:
Sample ID:SL-1008-8SA5A-SB-0.0-0.5 Collected: 11/19/2013 2:10:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | _ Code
EFH (021-030) 42 J 2.0 MDL 5.1 PQL mg/Kg J Z
EFH {C30-C40) 9.4 J 4.1 MBDL 10 PQL myliKg J 4
Sample ID:SL.-518-SA5A-SB-0.0-0.5 Collected: 11/19/2013 8:45:00  Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte __ | Result Qual DL | Type | RL Type Units | Qual Code
EFH (C21-C30) 49 | 0 [ 21 [moL | 52 | PaL |mokg| U | z
Sampie ID:SL-518-SA5A-SB-10.0-11.0 Collected: 11/19/2013 9:17:00  Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ __Resuit Qual | DL Type RL | Type Umts Qual ___Code
EFH (C15-C20) 46 | 4 | 22 [ moL | ss | PaL | mg/Kg | J | z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/7/12014 10:20:41 AM ADR version 1.7.0.207 Page 14 of 20



Lab Reporting Batch ID: PH132
EDD Filename: PH132_v1

Data Qualifier Summary

eQ

Laboratory: LL

APP Name: CDM_SSFL_140113_La

Matrix: SO
Samplie ID:SL-518-SA5A-5B-7.0-8.0 Collected: 11/19/2013 8:55:00  Analysis Type: REA Dilution: 1
' Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type _ RL Type | Units an_! _ Code
EFH (C15-C20) 44 | 9 [ 22 [moL | 55 | PaL [mgkg| 4 | z

Sample ID:SL-596-SA5A-SB-4.0-5.0

Collected: 11192013 11:43:00 Analysis Type: RES

Dilution: 23.11

Data
Lab Lab DL RL Review Reason
Analyte . _Result | Qual | DL | Type | RL | Type | Units | Qual | Code
GASOLINE RANGE ORGANICS (C5-C12) 06 | J | o2 |wmoL | 10 | P [mgKgi J | z
Sample ID:SL-708-SA5A-5B-0.0-0.5 Collected: 11/19/2013 2:15:00  Analysis Type: RES Dilution: 1
. Data
Lab Lab _ DL RL Review Reason
Analyte _Result Qual | DL Type RL Type | Units Qyula‘!m 7 c;ng__v
EFH (C21-C30) 33 J 2.1 MDL 52 PQL | mg/Kg J Z,Q,Q
EFH (C30-C40) 8.0 J 4.2 MDL 10 PQL ma/Ky J ZQQ

Matrix:

AQ

Sample 1D:EB-111913 Collected: 11/19/2013 3:00:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual DL Type RL Ty_pe_ L_[r'_:it_s . “_Qual ‘Cog'g .
ENDRIN 0.017 U 0.0070 | MDL 0.017 POL ug/l N] L, E
ENDRIN ALDEHYDE 0.087 U 0.017 MDL 0.087 PQL ug/i w E
ENDRIN KETONE 0.017 U 0.0043 1 MDL 0.017 PQL ug/L w E

Sample ID:SL-1008-SA5A-SB-0.0-0.5

Collected: 11/19/2013 2:10:00

Matrix:

SO

Analysis Type: DL

Dilution: 20

Data
Lab Lab DL RL Review Reason
Analyte _Result | Qual | DL | Type | RL | Type | Units | Qual | Code
4,4'-DDE 87 6.6 MDL 34 PQL ug/Kg J FD
4,4'-DDT 52 7.1 MDL 34 PQL ug/Kg J FD

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

217/2014 10:20:41 AM

Page 15 of 20




Data Qualifier Summary

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name CDM SSFL 140113 Lan
Method Category: SVOA ) N |
Method: 8081B Matrix: SO
Sample ID:SL~1008-SA5A-SB-0.0-0.5 Collected: 11/19/2013 2:10:00  Analysis Type; RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte . | Result Qual | DL Type RL Type | Units anl_ _ Qot:fe
4,4'-DDD 1.1 J 033 | MDL 1.7 POL | ug/Kg J Z FD
DIELDRIN 1.5 J 033 | MDL | 17 PQL | ug/Kg J Z FD
ENDOSULFAN SULFATE 0.46 J 0.33 | MDL 1.7 PQL | ug/Kg J Z FD
Sample ID:SL-T08-SA5A-SB-0.0-0.5 Collected: 11/19/2013 2:15:00  Analysis Type: RES Difution: 1

’ Data

Lab Lab DL RL Review Reason
Analyte S— _Rosult | Qual | DL | Type | RL | Type | Units | Qual | Code
4,4'-DDD 1.8 u 0.34 | MDL 18 POL | ugKg uJ FD
4,4'-DDE 8.0 0.34 | MDL 1.8 PQL | ug/kg J Q,FD
4,4-DDT 11 0.36 | MDL 1.8 PQL | ugiKg J Q.Q,FD
DIELDRIN 1.8 u 0.34 | MDL 1.8 PQL | ugiKg W " FD
ENDOSULFAN SULFATE 1.8 U 0.34 | MDL 1.8 PQL | ug/Kg W FD

Method Category: SVOA

Wethod: 8082A Matrix: SO
Sample ID:S-1008-SA5A-SB-0.0-0.5 Collected: 11/19/2013 2:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab | DL RL Review Reason
Analyte _ Result | Qual DL | Type | RL | Type | Units | Qual | _Code _
Aroclor 5460 6 | 4 | 10 | MDL | 33 | POL IuglKg | b |z
Sample ID:SL-518-SA5A-8B-0.0-0.5 Collected: 11/19/2013 8:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual _ DL Type RL Type Units Qqal _ _H_C_oder -
AROCLOR 1254 94 | 4 | 48 ] mor | 18 | PaL IugIKgl J | z
Sample 1D:SL-T08-SABA-SB-0.0-0.5 Collected: 11/19/2013 2:15:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte _ _ _| Resuit | Qual | DL Type RL Type. Units Quai Code _
Arocior 5460 34 | u [ 10 [wmo [ a4 | PaL | ugka | s | FD

* denotes a non-reportable result
Project Name and Number; 1204-002-001-AL - SSFL Area IV Phase 3

2/7/2014 10:20:41 AM ADR version 1.7.0.207 Page 16 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name CDM SSFL 140113 Lan
8270D SIM Matrix: AQ
Sample ID:EB-111913 Coliected: 11/119/2013 3:00:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _____| Resuit Qual | DL Type | RL | Type | Units | Qual | _ Code
BIS(2- ETHYLHEXYL)PHTHALATE 0.14 dJ 0.053 MDL 1.1 PQL ug/L U ‘ B
Diethylphthalate 0.26 J 0.053 | MDL 1.1 PQL ug/L J Z
Di-n-butylphthalate 0.22 J 0.053 MDL 1.1 PQL ug/L U B
SVOA
8270D SIM Matrix:
Sample ID:SL-1008-SA5A-5B-0.0-0.5 Collected: 11/19/2013 2:10:00  Analysis Type: RES-BASE/NEUTRAL Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte S —. | Resuit | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTHRACENE 0.49 J 0.34 MDL 1.7 PQL ug/Ky J Z, FD
BENZO{A)JANTHRACENE 0.72 J 0.68 MDL 1.7 PQL ug/Kg J Z,FD
BENZO(APYRENE 0.1 J 0.68 MDL 1.7 PQL ug/Kg J Z,FD
BENZO(B)FLUORANTHENE 3 0.68 MDL 1.7 PQL ug/Kg J FD
BENZO(G,H,)PERYLENE 1.1 J 0.68 MDL 1.7 PQL ug/Kg J Z FD
BIS(2-ETHYLHEXYL)PHTHALATE 12 J 6.1 MDL 18 PQL ug/Kg J 2, FD
CHRYSENE 2.0 0.34 MDL 1.7 PQL ug/Kg J FD
FLUORANTHENE 2.2 0.68 MDL 1.7 PQL ug/Kg J FD
PHENANTHRENE 1.8 0.68 MDL 1.7 PQL ug/Kg J FD
PYRENE 2.3 0.68 MDL 1.7 PQL ug/Ky J FD
Sample ID:SL-518-SA5A-SB-0.0-0.5 Collected: 11M9/2013 8:45:00  Analysis Type: RES-BASE/INEUTRAL Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual |  Code
ACENAPHTHENE 1.4 J 0.70 MDL 1.7 PQL ug/Kg J z
DIBENZO(A, H)ANTHRACENE G.71 J 0.70 MDL 1.7 PQL ug/Kg J z
Sample ID:SL-518-SA5A-5B-10.0-11.0 Collected: 11/19/2013 9:17:00  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Anaiyte _ lResuIt _ Qua_! DL Type RL _ Typt_a . Um'ts_ Qr.lra_lr _ Co_c_i_e _
1-METHYLNAPHTHALENE o5 | 4 [ ora | MDL | 18 | PaL [ugkg | U | z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/7/2014 10:20:41 AM ADR version 1.7.0.207 Page 17 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename: PH132_v1 ¢QAPP Name: CDM_SSFL_140113_Lan

e T T e e

Method Category: SVOA ST T
Wiethod: 8270D SIM Matrix:
Sample ID:SL-518-SA5A-5B-10.0-11.0 Collected: 11/19/2013 9:17:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Aq_a_ly{e_ . - i ‘ Result ’ Qual DL Type _RL Ty,_oe ’Unftsr ‘ Qual Code
2-METHYLNAPHTHALENE 0.75 J 0.74 MDL 1.8 PQL ug/Kg J Z
BENZO(B)FLUORANTHENE 1.1 J 0.74 MDL 1.8 PQL ug/Kg J Z
BIS{(2-ETHYLHEXYL)PHTHALATE 8.4 J 6.6 MDL 20 PQL ug/Kg J z
CHRYSENE 0.60 J 0.37 MDL 1.8 PQL ug/Kg J z
NAPHTHALENE 0.88 J 0.74 MDL 1.8 PQL ug/Kg J Z
|PHENANTHRENE 0.89 J 074 | MDL 1.8 PQL | ug/Kg J z
Sample ID:S1.-518-SA5A-SB-7.0-8.0 . Collected: 11/19/2013 8:55:00  Analysis Type: RES-BASE/NEUTRAL Diiution: 1
Data
Lab Lab DL RL Review Reason
Analyte : Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTHRACENE 0.67 J 0.37 MDL 1.8 PQL ug/Kg J Z
FLUORENE 0.75 J 0.74 | MDL 1.8 PQL | ug/Kg J z
PHENANTHRENE 11 J 0.74 MDL 1.8 PQL ug/Kg J Z
Sample ID:SL-596-SA5A-SB-0.0-0.5 Collected: 11/19/2013 11:35:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
) Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
BENZO(A)PYRENE ' 0.80 J .70 | MDL 1.8 POL | ug/Kg J z
BENZO(G,H,}PERYLENE 0.99 J 0.70 MDL 1.8 PQL ug/Kg J z
CHRYSENE 0.89 J 0.35 MDL 1.8 PQL ug/g J Z
N-NITROSODIMETHYLAMINE 0.72 J 0.70 MDL 1.8 PQL ug/Kg J z
Sample ID:SL-596-SA5A-5B-4.0-5.0 Collected: 11/119/2013 11:43:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL 7 Type | Units Qural‘ _ _?99’9.
ANTHRACENE 1.5 J 0.36 MDL 1.8 PQL ug/Kg J Z
BENZO(A)ANTHRACENE 0.96 J 0.72 MDL 1.8 PQL ug/Kg J z
BENZO(G,H,)PERYLENE 1.2 J 0.72 MDL 1.8 PQL ug/Kg J z
FLUORANTHENE 1.4 J 0.72 MDL 1.8 PQL ug/Kg J Z
N-NITROSODIMETHYLAMINE 0.75 J 0.72 MDL 1.8 PQL ug/Kg J z
Sample ID:SL-T08-SA5A-SB-0.0-0.5 Collected:11/19/2013 2:15:00  Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
L — —|_Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTHRACENE 17 | u [o3 [moL | 17 [ PaL |ugkg | us ] FD

* denctes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/7/2014 10:20:41 AM ADR version 1.7.0.207 Page 18 of 20



Data Qualifier Summary

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name: CDM_SSFL_140113_Lan

W ——

8270D SIMm Matrix:
Sample ID:SL-708-SA5A-SB-0.0-0.5 Collected: 1119/2013 2:16:00  Analysis Type: RES-BASE/NEUTRAL. Dilution: 1
Data
Lab Lab DL RL Review Reason

Analve | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
BENZO{AJANTHRACENE 1.7 u 0.68 MDL 1.7 PaL ug/Kg uJd FD
BENZO(A)PYRENE 1.7 u 0.68 MDL 1.7 PQL | ug/Kg uJ FD
BENZO(B)FLUORANTHENE 1.1 J 0.68 MDL 1.7 PQL | ug/Kg J Z,Q,FD
BENZO(G,H,)PERYLENE 1.7 u 0.68 MDL 1.7 PQL | ug/Kg uJ FD
BIS(2-ETHYLHEXYL}PHTHALATE 18 ] 6.2 MDL 18 PQL | ug/Kg (VA FD
CHRYSENE 1.7 u 0.34 MDL 1.7 PQL | ug/Kg uJ FD
FLUORANTHENE 1.7 v 0.68 MDL 1.7 PQL | ug/Kg L FD
PHENANTHRENE 1.7 U 0.68 MDL 1.7 POL | ug/kKg uJ FD
PYRENE 1.7 u 0.68 MDL 1.7 POL | ug/Kg uJ FD

Method Categofy: VOA

Method: 8260B Matrix:
Sample [D:SL-518-SA5A-8B-10.0-11.0 Collected: 11/19/2013 9:17:00  Analysis Type: RES Difution: 0.89
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
2-BUTANONE (MEK) 5 1 4 | 4 [wmo| 10 | PoL Juwkg| U | z

Wethod Categdry: VOA

ethod: 8260B SIM Matrix:
Sample ID:SL-518-SA5A-5B8-10.0-11.0 Collected; 11/19/2013 9:17:00  Analysis Type: RES Dilution: 22,12
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL Type | Units | Qual Code
1,4DIOXANE 15 | u |50 w15 | Pa Jugkg | W | s
Sampfe ID:SL-518-SA5A-5B-7.0-8.0 Collected: 11/19/2013 8:55:00  Analysis Type: RES Dilution: 27.11
Data
Lab Lab DL RL Review Reason
Analyte _ : Result Q_uai ‘ DL Type_ RL | ‘Type __’U‘nits Qual_' _ _dee A
1,4-DIOXANE 18 | u [ eo]moL| 18 [ Pa Jugkg| w | s

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL. - SSFL Area IV Phase 3
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Data Qualifier Summary

Lab Reporting Batch ID: PH132
EDD Filename: PH132_v1

Reason Code Legend

Reason Code Description

ot e e P RO pteas Rttt o e

e S o it

B Method Blank Contamination

L R o S L L Iy L ST IR IV SR R G

Laboratory: LL
¢QAPP Name: CDM_SSFL_140113_Lan

PRt e

Lakoratory Control Precision

Matrix Spike Precision

E
E ‘ Laboratory Duplicate Precision
E
F

Field Blank Contamination

FD Field Duplicate Precision

L Laboratory Control Precision

-

Laboratory Control Spike Lower Estimation

-

Laboratory Control Spike Upper Estimation

Laboratory Duplicate Precision

Matrix Spike Lower Estimation

Matrix Spike Lower Rejection

Matrix Spike Precision

Matrix Spike Upper Estimation

Surrogate/Tracer Recovery Lower Estimation

Surragate/Tracer Recovery Upper Estimation

Njw]le]|Dololo| o] o

Reporting Limit Trace Value

* denotes a non-reportable result
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Enclosure |
EPA Level Ill ADR QOutliers

(Including Manual Review Qutliers)



Quality Control
Outlier Reports

PH132



Method Blank Outlier Réport

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename: PH132_v1 €QAPP Name: CDM_SSFL_140113_Lan

Method: 1613B

Method Blank Associated
Sample ID Analy5|s Date Analyte Result Samples
BLK33008372346 1172772013 11:46:00 P 1234678 HPCOD 316 ngL EB-111913

1,2,3,4,6,7,8-HPCDF : 2.75 pgll

1,2,3,4,7,8,9-HPCDF 3,86 pg/L

1,2,3,4,7,8-HxCDD 3.22 pgil

1,2,3,4,7,8-HXCOF 3.09 paiL

1,2,3,6,7,8-HXCDD 2.56 pglL

1,2,3,6,7,8-HXCDF 2.03 pgiL

1,2,3,7,8,8-HXCDD 2.77 pgiL

1,2,3,7,8,8-HXCDF 3.20 pgiL

1,2,3,7,8-PECDD 3.27 pgil

1,2,3,7,8-PECDF 2.52 pgiL

2,3,4,6,7,8-HXCDF 3.56 pgiL.

2,3,4,7,8-PECDF 2.59 pgiL

2,3,7,8-TCOD 1.57 pgll.

ocoD 10.1 pgiL

OCDF 9.74 pgiL

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
EB-111913(RES) o 123467 8HPCOD T B T 0811pgl 08110 pglL —
EB-111913(RES) 1,2,3,4,7,8,8-HPCOF 0.550 pgiL 0.559U pyiL
EB-111913(RES) 1,2,3,4,7,8-HxCDD 0.451 pgiL 0.451U pgil.
EB-111913(RES) 1,2,3,4,7,8-HXCDF 0.728 pg/L 0.728U pgil.
EB-111913(RES) 1,2,3,6,7.8-HXCDF 0.775 pgiL 0.775U pgiL
EB-111913(RES) 1,2,3,7,8,9-HXCDD 0.318 pgiL 0.318U pgiL
EB-111913(RES) 1,2,3,7,8,9-HXCDF 0.434 pgiL 0.434U pgiL
EB-111913(RES) 1,2,3,7,8-PECDF 0.816 pgiL 0.816U pgil.
EB-111913(RES) 2,3,4,6,7,8-HXCDF 0.652 pgiL 6520 pgil.
EB-111913(RES) 2,3,4,7,8-PECDF 0.495 pgiL. 0.495U poiL
EB-111913(RES) OCoD 1.73 pgiL 173U pgiL
EB-111913(RES) OCDF 1.92 pgiL 1.92U pgiL

Method: 1613B

Method Blank Associated
Sample ID Analysns Date Analyte Result Samples
BLK3380B371250 12/6/2013 12:50:00 P 1,2,3,4,6,7.8- HPCDD 0.0626 ngIKg SL-1008-SA5A-5B-0.0-0.5
1,2,3,4,6,7,8-HPCDF 0.049% ngiKg SL-518-SA5A-$B-0,0-0.5
1,2,3,4,7,8,9-HPCDF 0.0505 ng/Kg SL-518-SA5A-SB-10.0-11.0
1,2,3,4,7,8-HxCDD 0.0435 ngiKg SL-518-SA5A-8B-15.0-18,0
1,2,3,4,7,8-HXCDF 0.0672 ng/Kg SL-518-SA5A-58-7.0-8.0
1,2,3,6,7,8-HXCDD 0.0385 ng/kg SL.-596-SA5A-58-0.0-0.5
1,2,3,6,7,8-HXCOF 0.0661 ng/Kg SL-596-SA5A-58-4.0-5.0
1,2,3,7.8,8-HXCDD 0.0588 ng/Kg SL-708-SA5A-5B-0.0-0.5
1,2,3,7,8,9-HXCDF 0.0912 ng/kg SL-70B-SA5A-SB-4.0-5.0
1,2,3,7,8-PECDD ] 0.0654 ngiKg SL-732-SA5A-SB-0.0-0.5
1,2,3,7,8-PECDF 0.111 ng/Kg
2,3,4,6,7.8-HXCDF 0.0394 ng/Kg
2,3,4,7,8-PECDF 0.0386 ng/Kg
QcbD 0.158 ng/ikg
OCDF 0.154 ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
21712014 8:55:55 AM ADR version 1.7.0.207 Page 1 of 5



Method Blank Qutlier Report

Lab Reporting Batch ID: PH132

L.aboratory: LL

EDD Filename; PH132_v1 eQAPP Name: CDM_SSFL._140113_Lan
Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID Analyte Result Final Result
S1-1008-SASA-5B-0,0-0.5(RES) 1,2,3,7.8,9-HXCDF 0.448 ng/Kg 0.448U ngiKg
§L-518-SA5A-5B-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.152 ng/Kg 0.152U ngikg
SL-518-SA5A-5B-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.204 ng/Kg 0.204 ngiKg
SL-518-SA5A-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.151 ng/Kg 0.151U ngiKg
SL-518-SA5A-SB-0.0-0,5(RES) 1,2,3,7,8,9-HXCDF 0.182 ng/Kg 0.182U ng/Kg
SL-518-SA5A-$B-0,0-0.5(RES) 1,2,3,7,8-PECDD 0.0720 ng/Kg 0.0720U ng/Kg
SL-518-SABA-5B-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.348 ng/Kg 0.348U ngiKg
5L-518-SA5A-88-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.163 ng/Kg 0.183U ng/Kg
SL-518-SA5A-58-0,0-0.5(RES) 2,3,4,7,8-PECDF 0.10@ nalKg 0.109U ng/Kg
SL-518-SA5A-8B-10.0-11.0(RES) 1,2,3,4,7,8,8-HPCOF 0.150 ng/Kg 0.150U ngikg
$L-518-5A5A-$B-10.0-11.0(RES) 1,2,3,4,7,8-HxCOD 0.106 ng/Kg 0.108U ng/ig
SL-518-SA5A-5B8-10.0-11.0(RES) 1,2,3,4,7,8-HXCDF 0.0944 ng/Kg 0.0844U) ng/Kg
$L-518-SA5A-SB-10.0-11,0(RES) 1,2,3,6,7,8-HXCDF 0.129 ngikg 0.129U ng/Kg
SL-518-8A5A-8B-10.0-11.0(RES) 1,2,3,7,8-PECDD 0.164 ngfkg 0.164U ng/Kg
SL-518-SASA-§B-10,0-11,0(RES) 1,2,3,73-PECDF 0.241 ngiKg 0.241U ng/Kg
SL-518-SASA-5B-10.0-11.0(RES) 2,3,4,6,7,8-HXCDF 0.101 ngikg 0.101U ng/Kg
SL-518-5A5A-8B-10.0-11.0(RES) 2,3,4,78-PECDF 0.119 ngrkg 0.115U ng/Kg
SL-518-5A5A-8B-15.0-16.0(RES) 1.2,3.4,6,7,8-HPCDD 0.108 ng/Kg 0.108U ngikg
SL-518-5A5A-5B-15.0-16.0(RES) 1,2,3,4,6,7,8-HPCOF 0.0538 ng/Kg 0.0538L) ng/kg
SL-5618-8A5A-58-16.0-16.0(RES) 1,2,3,4,7,8,9-HPCOF 0.0306 ng/Kg 0.0306L) ng/Kg
SL-518-SA5A-5B8-15.0-16.0(RES) 1,2,3,4,7,8-HxCDD 0.0375 ng/Kg 0.0375U ng/Kg
SL-518-SA5A-SB-15.0-16.0(RES) 1,2,3,4,7,8-HXCDF 0.0291 ng/Kg 0.0291U ng/Kg
SL-518-SA5A-SB-15.0-16.0(RES) 1,2,3,6,7,8-HXCDD 0.0828 ng/Kg 0.0823U ng/Kg
SL-518-SA5A-5B-15.0-16.0(RES) 1,2,3,6,7 8-HXCOF 0.0255 ng/Kg 0.02554 ng/Kg
SL-518-SASA-8B-15.0-16.0(RES) 1,2,3,7,8,9-HXCDD 0.0356 ng/Kg 0.0396U ng/Kg
SL-518-SAS5A-5B-15.0-16.0(RES) 1,2,3,7,8,9-HXCOF 0.0372 ngikg 0.0372U ng/Kg
SL-518-SASA-SB-15.0-16.0(RES) 1,2,3,7,8-PECDD 0.0376 ngiKg 0.0376U ng/Ky
SL-518-SA5A-SB-15.0-16.0(RES) 1,2,3,7.8-PECDF 0.0498 ngikg 0.0498U ng/Kg
SL-518-SA5A-5B-15.0-16.0(RES) 2,3,4,6,7,8-HXCDF 0.0321 ng/Kg 0.0321U ngiKg
SL-518-SA5A-SB-15.0-16.0(RES} 2,3,4,7.8-PECDF 0.0295 ng/Kg 0.0295U ng/Kg
$L-518-SASA-5B-15.0-16. O(RES} ocDD 0.498 ng/Kg 0.498U ng/Kg
$1.-518-SA5A-SB-15,0-16 O(RES) OCDF 0.178 ngikg 0.178U ng/Kg
SL-518-SA5A-SB-7.0-8.0(RES) 1,2,3,4,6,7.8-HPCDF 0.182 ngiKg 0.182U ng/Kg
SL-518-SA5A-5B-7.0-8.0(RES) 1,2,3,4,7,8,3-HPCDF 0.0553 ng/Kg 0.0553U ng/Kg
5L-518-SA5A-5B-7.0-8.0(RES) 1.2,3,4,7,8-HxCDD 0,0359 ng/Kg 0.0359U ng/Ky
SL-518-SA5A-5B-7.0-8.0(RES) 1,2,3,4,7 8-HXCDF 0.0777 ngikg 0.0777U ngiKy
SL-518-SA5A-SB-7.0-8.0(RES) 1,2,3,6,7,8-HXCDD 0.181 ng/Kg 0.181U ng/Kg
SL-518-SASA-SB-7.0-8.0(RES) 1,2,3,6,7 8-HXCDF 0,0580 ng/Kg 0.0590U ng/Kg
SL-518-5A5A-SB-7.0-8.0(RES) 1,2,3,7,8,9-HXCDD 0.110 ng/Kg 0.110U ng/Kg
SL-518-SA5A-SB-7.0-8.0(RES) 1,2,3,7,8,8-HXCDF 0.165 ng/Kg 0.165L ngiKg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH132
EDD Filename: PH132_v1

16138

‘Laboratory: LL
eQAPP Name: CDM_SSFL_140113_Lan

e
Method Blank
Sample ID

Analysis Date

Analyte

Associated
Result Samples

The following samples and their listed target analytes were gqualified due to contamination reported in this blank

Reported Modified
Sample 1D Analyte Result Final Result
SL-518-SA5A-SB.7.0-8.0(RES) 1,23,7,8-PECDD 0.0586 ng/Kg 0.0586U nglig
SL-518-SA5A-3B-7.0-8.0(RES) 1,2,3,7,8-PECDF 0.0623 ng/Kg 0.0623U ngikg
SL-518-5A5A-5B-7.0-8.0(RES) 2,3,4,6,7,8-HXCDF 0.0487 ngiKg 0.0487L ngikg
SL-518-SA5A-SB-7.0-8.0(RES) 2,3,4,7,8-PECDF 0.0838 ngikg 0.0838U ng/Kg
SL-518-SA5A-SB-7.0-8.0(RES) OCDF 0.357 ng/Kg 0.357U ngikg
SL-596-SA5A-5B-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.124 ng/kg 0.124U ng/Kg
SL-596-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.202 ng/Kg 0.202U ng/Kg
SL-596-SAGA-SB-0.0-0.5(RES) 1,2,3,6,7,.8-HXCDF 0.146 nglKg 0.146U ng/iKg
SL-596-SAGA-SB-0.0-0.5(RES) 1,2,3,7,8,8-HXCLF 0.422 nglKg 0.422U ng/Kg
SL-596-SA5A-SB-0.0-0.5(RES) 1,2,3,7.8-PECDD 0.172 ngikg 0.172) ngiKg
SL-596-SASA-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.300 ng/Kg 0.300U ngiKg
SL-596-SA5A-SB-0.0-0.5{RES) 2,3,4,6,7,8-HXCDF 0.185 ng/Kg 0.185U ngikg
SL-596-SA5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.106 ng/Kg 0.109U ngikg
S5L-596-SAGA-SB-4.0-5.0(RES) 1,2,3,4,6.7,8-HPCDF 0.146 nglKg 0.1460 ng/Kg
SL-596-SA5A-5B-4.0-5,0(RES) 1,2,3,4,7,8,8-HPCDF 0,133 ng/Kg 0.133U ngikg
SL-506-8A5A-SB-4.0-5.0{RES) 1,2,3,4,7,8-HxCDD 0.0587 ng/Kg 0.0587U ng/Kg
SL-586-8A5A-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.101 ng/Kg 0.101U ng/Kg
SL-586-SA5A-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.125 ng/Kg 0.125U ngiKg
SL-696-SA5A-5B-4.0-5.0(RES) 1,2,3,6,7,8-HXCDF 0.156 ng/Kg 0.156U ng/Kg
SL-596-SAGA-5B-4.0-5.0(RES) 1,2,3,7,8,9-HXCOD 0.164 ng/Kg 0.184U ng/Kg
SL-596-SABA-SB-4.0-5.0(RES) 1,2,3,7,8,9-HXCDF 0.112 ng/Kg 0.112U ng/Kg
SL-596-SA5A-SB-4.0-5.0(RES) 1,2,3,7,8-PECDD 0.228 ng/Kg 0.228U ng/Kg
SL-596-SA5A-5B-4.0-5.0{RES) 1,2,3,7,8-PECDF 0.233 ng/Ky 0.233U ng/kg
SL-596-SA5A-8B-4.0-5.0{RES} 2,3,4,6,7,8-HXCDF 0.131 ng/Kg 0.131U ng/Kg
SL-596-SA5A-5B-4.0-5.0{RES) 2,3,4,7,8-PECDF 0.144 ng/Kg 0.144U ng/Kg
SL-596-SABA-5B-4.0-5.0{RES) OCOF 0.267 ng/Kg 0.267U ngikg
SL-708-SA5A-SB-0.0-0.5(RES) 1,2,3.4,7,8,9-HPCDF 0.153 ng/Kg 0.153U ng/Kg
SL-708-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.130 ng/Kg 0.130U ngiKg
SL-708-SA5A-5B-0.0-0.5(RES) 1,2,3.4,7,8-HXCDF 0.158 ng/Kg 0.1584 ng/Kg
SL-708-SASA-5B-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.148 ng/Kg 0.149U ngiKg
$L-708-SA5A-5B-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.161 ng/Ky 0.161U ngikg
SL-708-SASA-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.159 ng/Kg 0.159U ng/Kg
sL-763-SA5A-SB-o.o-o.s(RES) 1,2,3,7,8-PECDF 0.248 ng/Kg 0.248U ng/Kg
SL-708-SASA-SB-0.0-0.5(RES) 2,3,4,8,7,8-HXCOF 0.153 ng/Ky 0.153U ng/Kg
SL-708-SA5A-SE-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.162 ng/ig 0.162U ng/Kg
SL-708-SA5A-SB-4.0-5.0(RES) 1,2,3,4,6,7,8-HPCDD 0.281 ng/Kg 0.291U ng/Kg
SL-708-SASA-5B-4.0-5.0(RES} 1,2,3,4,6,7,8-HPCDF 0.0618 ngikg 0.0618U ng/Kg
SL-708-SASA-SB-4.0-5.0{RES}) 1,2,3,4,7,8,9-HPCDF 0.0391 ng/Kg 0.0391U ngiKg
SL-708-SAS5A-SB-4.0-5.0(RES} 1,2,3,4,7,8-HXCDF 0.0748 ngikg 0.0748U ng/Kg
SL-708-SA5A-5B-4.0-5,0(RES) 1,2,3,6,7,8-HXCDF 0.0630 ng/Kg 0.0630U ngiKg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name: CDM_SSFL_140113_Lan
Method Blank Associated
Sample ID Analysis Date Analyte Result Samples

The following samples and their listed farget analytes were qualified due to contamination reported in this blank

Reported Modified
S_ample ID Analyte Result Final Result
SL-708-5A5A-SB-4.0-5.0(RES) 3.2.3.7,8,9-HXCDD ‘ ' ' ‘ 00524ngKg |  0.0524UnglKg
SL-708-GA5A-SB-4.0-5.0(RES) 12,3.7,8,8-HXGDF 0.0672 ngiKg 0.0672U ngikg
SL-708-5ABA-5B-4.0-50(RES) 123.7,8-PECOD 0.0860 ngiKg 0.0860U ngikg
SL-708-SA5A-SB.4.0.5.0(RES) 12,3,7,8-PECOF 0.0677 ng/Ka 0.0677U ngikg
SL_708-SA5A-SB-4.0-5.0(RES) 2,3.4,6,7,8-HXCOF 0.0425 ngikg 0.0425U ng/Kg
SL-708-SA5A SB-4.0-6.0(RES) 2,3,4,7,8-PECOF 0.0654 ng/Kg 0.0654U ng/kg
SL-708-SA5A-SB-4.0-5.0(RES) OCOF 0.226 ngikg 0.226U ngikg
SL-732-SA5A-5B-0.0-0.5(RES) 1,2,3.4,6,7,8-HPCOD 0.136 ng/Kg 0.136U ng/Kg
SL-732-SA5A S8-0.0-0.5(RES) 1.2,3.4,5.7.8-HPCOF 0.0485 ngiKg 0.0485U ng/Kg
SL-732-SABA-5B-0.0.0.5(RES) 1.2,3.4,7,89-HPCOF 0.0433 ng/Kg 0.0433U ng/Kg
SL-732-SASA-5B-0.0-0.5(RES) 1,2,3.4.7,8-HXCDD 0,034 ngiKg 0.0344U ng/Kg
SL-732-5A6A-SB-0.0-0.5(RES) 1.2.3.4.7 8-HXCDF 0.0428 ngig 0.0429U ngiKg
SL-732-5A5A-5B-0.0-0 5(RES) 1.2,36.7,8-HXCOD 0.0419 ngikg 0.0419U ng/Kg
SL-732-SA5A-SB-0.0-0.5(RES) 1.2,3.6.7,8-HXCOF 0.0280 ng/Kg 0,0280U ng/Kg
SL-732-SA5A-SB-0.0-0.5(RES) 1.2.3.7.8,9-HXCDD 0.0564 ng/Kg 0.0564U ngiKg
SL-732-5A5A-5B-0.0-0.5(RES) 1.2.3.7.8,9-HXCDF 0.0464 ng/Kg 0.0464U ng/Kg
SL-732-SA5A-SB8-0.0-0.5(RES) 1,2,3.7,8-PECDD 0.0587 ng/Kg 0.0587U ngikg
SL-732-SA5A-SB-0.0-0.5(RES) 1.2,3.7,8-PECOF 0.0566 ng/Kg 0.0566U ng/ka
SL-732-5A5A-SB.0.0-0.5(RES) 2.3,4,6,7 8-HXCOF 0.0281 ngiKg 0.0281U ng/kg
SL-732-SA5A-5B-0.0-0.5(RES) 2,3,4,1,8-PECOF 0.0343 ng/Kg 0.0343U ngiKg
SL-732-SASA-SB-0.0-0.5(RES) 0coD 0.465 ng/Kg 0.4650 ngikg
SL-732-5A5A-5B-0.0-0.5(RES) OCOF 0.168 ngiig 0.168U ng/Kg

Method: 6010C

R T VYT T
Method Blank Associated
Sample ID Analysis Date Analyte ~ Result Samples
P33637BB220936 12/3/2013 9:36:00 AM TIN 1.57 mo/kg 5L-1008-SA5A-5B-0.0-0.5

SL-518-SA5A-8B-0.0-0.5
SL-518-SA5A-5B-10.0-11.0
SL-518-SA5A-5B-15.0-16.0
8L-518-SA5A-8B-7.0-8.0
$L-596-SA5A-SB-0.0-0.5
SL-596-SA5A-8B-4,0-5.0
S5L-708-SA5A-5B-0.0-0.5
SL-708-5A5A-8B-4.0-5.0
8L-732-SA5A-5B-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-1008-SA5A-SB-0.0-0.5(REAITOT) TIN 2.51 mgiKg 251U mgiKg
SL-516-5A5A-SB-0.0-0.5(REATTOT) TIN 2.75 mgiKg 2.750 mgiKg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Method Blank Outlier Report

Lab Reporting Batch ID: PH132
EDD Filename: PH132_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_140113_Lan

Method Blank
Sample iD

Analysis Date

Analyte

Resu]t

Associated
Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-518-SA5A-SB-10.0-11.0(REA/TOT) TIN 2,73 mo/Kg 2,731 mgiKg
SL-518-5A5A-8B-15.0-16.0(REATOT) TIN 2.90 mg/Kg 2.90U mgiKg
SL-518-5A5A-SB-7.0-8.0(REATTOT) TIN 2.75 mo/Kg 2.75U mgiKg
SL-595-SA5A-SB-0.0-0.5(REATOT) TIN 2.79 mg/Kg 2.79U mg/Kg
$L-596-8A5A-SB-4.0-5.0(REATOT) TIN 3.42 mgiKg 3.42U mg/Kg
SL-708-SA5A-SB-0.0-0.5(REATOT) TIN 2.74 mg/Kg 2.74U mg/Kg
$1.-708-$A5A-5B-4.0-5.0(REAITOT) TIN 3.03 mg/kg 3.03U mg/Kg
$1.-732-SA5A-5B-0.0-0. 5(REA/TOT) TIN 2.80 mgikg 2.80U mgiKg

8270D SIM
Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
PLKWA33B261734 11/29/2013 5:34:00 PM BIS{2-ETHYLHEXYL}PHTHALATE 0.12 ugiL EB-111013
Di-nebutylphthalate 0.23 ugil

The following samples and their listed target analytes were gualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
ES- 111913(RES) EllS(2-ETHYLHEXYL)PHTHALATE 0.14 ugik 11U uglL
EB-111913(RES) Di-n-butylphthalate 0,22 uglL 11U ugll

Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3
2/7/2014 8:55:55 AM ADR version 1.7.0.207 Page 5of 5



Field Blank Qutlier Report

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename: PrepPH132 eQAPP Name: CDM_SSFL_140113_Lan

6010C )

Field Blank Associated

Sample ID Collected Date Analyte Result Samples

FB-041613(REA2/TOT) 4/16/2013 3:15:00 PM MOLYBDENUM 0.0132 mg/L $L-1008-SA5A-5B-0.0-0.5
TIN 0.0029 mg/L SL-518-5A5A-SB-0.0-0.5
SL-518-8A5A-5B-10.0-11.0
SL-518-8A5A-5B-15.0-18.0
§L-518-8A5A-SB-7.0-8.0
§L.-596-SA5A-SB-0.0-0.5
5L-596-SA5A-SB-4.0-5.0
SL-708-SA5A-SB-0.0-0.5
SL-708-SA5A-5B-4.0-5.0
SL-732-8A5A-5B-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-1008-SABA-5B-0.0-0.5(REATOT) _ |MOLYBDENUM T ‘ T 0adbmgKg | 0.548Umgikg |
8L-518-5A5A-5B-0.0-0.5(REAITOT) MOLYBDENUM 0.363 mg/Kg 0.383U mg/Kg
$1.-518-SA5A-SB-10.0-11.0(REA/TOT) MOLYBDENUM 0.343 mg/Kg 0.343U mgiKg
5L-518-SA5A-5B-15.0-16.0{REATOT) MOLYBDENUM 0.278 mg/Kg 0.278L mg/Kg
SL-518-SA5A-58-7.0-8.0(REATOT) MCLYBDENUM 0.189 mgiKg 0.189U mo/Kg
SL-508-SABA-SB-0.6-0.5(REATOT) MOLYBDENUM 0.284 mg/Kg 0.284U mg/Kg
SL-596-SA5A-SB-4,0-5.0{REAITOT) MOLYBDENUM 0.218 mg/Ko 0.218U mg/Kg
SL-708-SA5A-5B-0.0-0.5(REATOT) MOLYBDENUM 0.621 mg/Kg 0.621U mo/Kg
S1-708-SA5A-SB-4.0-5.0(REATOT) MOLYBDENUM 0.401 mg/Kg 0.401U mgiKg
S1-732-SA5A-SB-0.0-0.5(REATOT) MOLYBDENUM 0.282 mgiKg 0.292U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/7/2014 12:48:05 PM ADR version 1.7.0.207 Page 1 of 1



Lab Reporting Batch ID: PH132
EDD Filename: PH132_v1

MWethod: 8260B SIM

Surrogate Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_140113_Lan

Matrix: SO
Sample ID Sample % Recovery Affected
{Analysis Type) Surrogate % Recovery Limits Compounds Flag
SL-518-SA5A-SB- (TOLUENE-D8 42 70.00-130.00 All Target Analytes J (all detects)
10.0-11.0 UJ (ail non-detects)
SL-518-SA5A-SB- |TOLUENE-D8 44 70.00-130.00 All Target Analytes © J(alldetects)

7.0-8.0

(gl non-detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID; PH132
EDD Filename: PH132_v1

Method: 8081B

Matrix: S0

Laboratory: LL

eQAPP Name: CDOM_SSFI_140113_Lan

QC Sample ID
(Associated
Samples

SL.-708-5A5A -SB-0.0-0.5MSD
(SL-708-SA5A-8B-0.0-0.5)

SL-706-SA5A-SE-0.0-0.5MS

4,4-0DDT

Ms
_%R

1 836
1799

| %R

MSD

1622

%R
L:m:ts

35.00-152.4 00 -

12.00-193.00

85 {50.00)

Affected

4.4-DDT

Compounds

Method: B015M

Matrix: SO
QC Sample ID
(Associated Ms | MSD %R RPD Affected
] Samples) . Compound %R %R | Limits | (Limits) Compounds | Flag
SL-708-SA5A-5B-0.0-05M8  |EFH (C15.G20) 135 130 | 49.00-123.00 - EFH (C15-C20)
SL-708-SASA-5B-0.0-0.5MSD |EFH (G21-C30) 409 227 |49,00-123.00 | 53(20.00) |EFH (C21-C30) J¢all detects)
{SL-708-SASA -SB-0.0-0.5) EFH {C30-C40) 882 305 | 49.00-123.00 EFH (C30-C40)

Method:

1613B

Matrix: SO

88 (20.00)

QC Sample ID
(Associated
___Samples

SL.-708-SA5A -5B-0.0-0.5MSD
{SL-708-SA5A -5B-0.0-0.5)

SL-708-SASA-SB-0.0-0.5MS

OCDD
OCDF

M234678HPCOD

MS | MSD %R RPD Affected
%R | %R | Limits | (Limits) | ___Compounds

214 143 | 40,00-135.00 | 36 {20.00) |1.2,3,4,6,7,6-HPGOD

785 357 |40.00-135.00 | 72{2000) |OCDD

148 - -

Method: 82700 SIM

40,00-135.00

QCDF

Matrix: SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples] __Compound %R %R Limits (Limits) Compounds Flag
SL-708-SASA -5B-0.0-0.5MSD. BENZO(BYFLUORANTHENE - 151 |26.00-142.00 - BENZO(B)FLUORANTHENE
(SL-708-SA5A -SB-0.0-0.5) BENZO(K)FLUORANTHENE - 350 | 54.00-142.00 | 110(30.00) [BENZO(KIFLUORANTHENE Jall detects)
Butylbenzylphthalate - - 49,00-151,00 | 31 (30.00) |Bufylbenzylphthalate

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Fllename: PH132_v1 eQAPP Name: CDM_SSFL_140113_Lan

Method: 60100 : ) Tt T T T e e S |

S0
QC Sample ID
{Associated MS | MSD %R RPD Affected
Samples, Compound %R | %R Limits fmi Compounds

SL-708-SABA-SB-0.0-0.5MS  |ALUMINUM 1850 | 2046 | 75.00-125.00 - ALUMINUM
{ToT} CALCIUM - 126 | 75.00-1256.00 - GALCIUM
SL-708-SA5A -5B-0.0-0.5MSD  [TITANIUM 146 174 | 75.00-125.00 - TITANIUM
(TOT}

(SL-1008-SASA -SB-0,0-0.5
L -518-SA5A -SB-0.0-0.5
SL -518-SA5A -5B-10.0-11.0 .
SL -518-8A5A -SB-15,0-16.0 Ne Qual, >4x
SL -518-SA5A -SB-7.0-8.0
SL -596-SASA -5B-0.0-0.5
SL -506-5A5A -SB-4.0-5.0
SL -708-SASA -SB-0.0-0.5
SL -708-SA5A -SB-4.0-5.0
SL -732-SA5A -§B-0.0-0.5)

SL-TOB-SA5A-5B-0.0-0.5MS  |IRON -69 417 | 75.00-125.00 - IRON
{Tom)

SL.708-SA5A -5B-0,0.0.5MSD
{Tomn
{SL-1008-5A5A-SB-0.0-0.5
SL-518-SASA-SB-0.0-0.5
SL -518-SA5A -SB-10.0-11.0 No Qual, >4x
SL -518-SA5A-§B-15.0-16.0
SL -518-SA5A -5B-7.0-8.0
5L -596-SA6A -5B-0.0-0.5
SL -586-SA5A -SB-4.0-5.0
SL -708-SA5A -8B-0.0-0.5
5L -708-8A5A -SB-4.0-5.0
SL -732-SA5A -SB-0.0-0.5)

SL-~708-SASA -5B-0.0-0.5MS ANTIMONY 59 60 75.00-125.00 - ANTIMONY
(TOT) MANGANESE - 46 | 75.00-125.00 - MANGANESE
SL-708-SA5A-5B-0,0-0.5MS5D
(TOT)

(5L.-1008-SA5A -SB-0.0-0.5 J{all detects)
S1. -518-SA5A -5B-0.0-0.5 UJ(all non-detects)
8L -518-5A5A -5B-10,0-11.0
SL -518-5A5A -58-16.0-16.0 Mn
SL -518-5A5A -5B-7.0-8.0 . A

SL -596-SA5A -58-0.0-0.5 No Qual, >4x
5L -596-5SA5A -5B8-4.0-5.0
SL -708-SA5A -5B-0.0-0.5
SL -708-5A5A-58-4.0-50
Sl -732-5A5A -5B-0,0-0.5)

Method: 6020A

Matrix: S0

QC Sample ID

(Associated MS | MSD %R RPD Affected
_____Samples) Compound | %R | %R | Limits | (Limits) | __ Compounds |
SL.-708-SABA-SB-0.0-0.5MSD |STRONTIUM . 131 | 75.00-125.00 - STRONTIUM
(TOT)

(SL-1008-8ASA -SB-0.0-0.5
SL -518-5A5A -SB-0.0-0.5
SL -518-5A5A -SB-10.0-11.0
SL -518-5A5A -8B-15,0-16.0
SL -518-8A5A -5B-7.0-8.0
SL -596-5A8A -SB-0.0-0.5
SL -586-5A5A -SB-4.0-5.0
SL -708-5A5A -8B-0.0-0.5
St -708-5A5A -8E-4.0-5.0
SL -732-5A5A~-5B-0.0-0.5)

J(afl detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Duplicate Outlier Report

Lab Reporting Batch ID: PH132

EDD Filename: PH132_v1

Laboratory: LL

QC Sample ID
{Associated
Sample ID}

Analyte

Sample
RPD

eQAPP
RPD

Flag

L-708-SA5A-SB-0.0-0.5DYP
TOT)
SL-1008-SA5A-58-0.0-0.5
5L -518-5A5A-5B-0.0-0.5

L -518-SA5A-8B-10.0-11.0

L. -518-SA5A-5B-156.0-16.0

L -518-5A5A-8B-7.0-8.0

L -596-SA5A-SB-0.0-0.5

L -596-5A5A-SB-4.0-5.0

L -708-8A5A-SB-0.0-0.5

L -708-SA5A-8B-4.0-5.0

L -732-5A5A-8B-0.0-0.9)

MOLYBDENUM
Zirconium

37
29

T

20.00

No Qual,

OK by Difference

QC Sample ID
(Associated
Sample ID}

Analyte

Sample

RPD

eQAPP
RPD

ToT)
SL-1008-SA5A-SB-0.0-0.5
Sl -518-SA5A-SB-0.0-0.5
SL -518-SA5A-5B-10.0-11.0
SI. -518-SA5A-SB-15,0-16.0
SL -518-SA5A-SB-7.0-8.0
SL -596-SA5A-SB-0.0-0.5
SL -596-SA5A-SB-4.0-5.0
SL -708-SA5A-SB-0.0-0.5
SL -708-SAS5A-SB-4.0-5.0
SL -732-SA5A-SB-0.0-0.5)

SL-708-SA5A-5B.0.0-0.5DUP

SILVER

22

No Qual,

QK by Difference

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207
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Lab Control Spike/Lab Control Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH132
EDD Filename: PH132_v1

Method: 8015M

¢QAPP Name: CDM_SSFL_140113_Lan

Laboratory: LL

e

Matrix: AQ

QC Sample ID

(Associated LCS |LCSD %R RPD Affected
_____Samples) |  Compound %R | %R _| Limits | (Limits}) __Compounds | Flag
P33264AQ320134A |EFH (Ca0-C40) 68 66 | 70.00-130,00 - E£FH (C30-C40) T ’ )
P33264AY320155A EFH (C8-C11) - 69 |70.00-130.00 . EFH {C8-C11) J (all detects)

{EB-111913)

UJ (all non-detects)}

Method: 8151A

Matrix: AQ

(EB-111913)

QC Sample ID
(Associated LCS |LCSD %R RPD Affected
Samples) __Compound %R | %R | Limits | (Limits) ___Compounds Flag
P33276AQ240241A DINOSEB 170 - |1e.004183.00f - DINOSEB ' N

J{all detects)

Method: 80818

Matrix: AQ

QC Sample ID

{Associated LCS |LCSD %R RPD Affected
. Samp_les) Compound %R. %R_ Limits | (Limits) | _ Compounds _Flag
P33296AQ241910A ENDRIN 15 - |43.00-139.00 | 140 (30.00) |[ENDRIN Jell detects)
{’.é’éﬁii%}'i;“m“ ENDRIN ALDEHYDE - - 55.00-123.00| 24 (20.00} |ENDRIN ALDEHYDE UJ(all non-detects)

Method: 82608

ENDRIN KETONE

51.00-133.00

Matrix: SO
QC Sample ID
{Associated LCS |LCSD %R RPD Affected
___Samples) 7 Compound %R | %R | Limits | (Limits) Compounds
LCSB77Q212218A VINYL ACETATE 152 - |40.00-127.00 - VINYL ACETATE

(SL-518-SA5A-5B-10.0-11.0
SL-518-SA5A-5B-7.0-8.0)

J{all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207
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Field Duplicate RPD Report

Lab Reporting Batch 1D: PH132 Laboratory: LL

EDD Filename: PH132_v1 - - - _eQAPP Name: CDM_SSFL_140113_Lan

T

Concentration (%)

SL-708-SASA-SB-0.0- | SL-1008-SA5A-SB-0.0- Sample | eQAPP
Analyte 0.5 0.5 RPD RPD Flag
MOISTURE 38 1.4 92 No Qualifiers Applied

- — TR

Concentration (ng/Kg)

SL-708-SASA-SB-0.0- | SL-1008-SA5A-SB-0.0- | Sample | eQAPP
Analyte 0.5 0.5 RPD RFD Flag
TEQ WHO 2005 - EDLX0.0 0.325 268 157 No Qualifiers Applied
1,2,3,4,6.7,8-HPCDD 3.31 80.9 184 50.00
1.2.3.4.6.7.8-HPCOF 0.903 18.8 181 50.00
1.2.3.4.7.8.8-HPCDF 0.153 2.53 177 50.00
1,2.3.4.7.8-HxCDD 0.130 0.859 147 50.00
1.2.3.4,7.8-HXCDF 0.158 0.991 145 50.00
1,2,3.6,7,8-HXCDD 0.280 3.23 168 50.00
1.2,3.6.7.8-HXCDF 0.149 1.05 150 50.00
1,2,3.7.8.9-HXCDD 0.346 1.78 135 50.00 Jall detect
1,2,3.7,8,9-HXCDF 0.161 0.448 94 50.00 | ("a ete 5)
1,2.3.7.8-PECDD 0.159 0.602 116 50.00 (all non-dstects)
1.2,3.7.8-PECDF 0.248 1.94 155 50.00
2.3.4,6.7,8-HXCDF 0.153 1.33 159 50.00
2.3.4.7.8-PECDF 0.162 0.920 140 50.00
2.3.7.8-TCDD 0.142 1.16 156 50.00
2.3.7.8-TCDF 101U 0.462 200 50.00
ocoD 34.9 1140 188 50.00
OCDF 1.67 44.9 186 50.00

Method: 6010C
Matrix: SO
Concentration (mg/Kg}
SL-708-SA5A-$B-0.0- | SL-1008-SA5A-SB-0.0- Sample | eQAPP
Analyte 0.5 (TOT) 0.5(TOT) RPD RPD Flag
ALUMINUM 16200 10400 44 50.00
ARSENIC 4,91 2.99 49 50.00
BARIUM 99.4 95.6 4 50.Q0
BERYLLIUM 0.634 0.409 43 50.00
BORON 4.43 4,22 5 50,00
CADMIUM 0.308 0.495 47 50.00
CALCIUM 1910 2720 35 50.00
CHROMIUM 19.2 16.5 185 50.00
COBALT 5.65 4,35 26 50.00
COPPER 8.45 9.48 11 50.00
IRON 20200 15700 25 50.00
LITHIUM 19.9 14.8 29 50.00 Ne Qualifiers Applied
MAGNESIUM 3950 3370 16 50.00
MANGANESE 3 255 20 50.00
NICKEL 8.91 7.60 16 50.00
PHOSPHORUS 229 363 45 50.00
POTASSIUM 2750 3090 12 50.00
SODIUM 71.2 61.6 14 50.00
TIN 2.74 2.51 g 50.00
TITANIUM 1110 860 25 50.00
VANADIUM 36.5 28.0 26 50.00
ZING 51.6 82.9 47 50.00
Zirconium 1.98 1.35 38 50.00
LEAD 7.05 17.6 86 50.00
MOLYBDENUM 0.621 0.348 56 50.00 J(all delzcts)
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Lab Reporting Batch ID: PH132
EDD Filename: PH132_v1

Method: 6010C

Field Duplicate RPD Report

eQAPP Nam

é: CDM

SSFL._140113 Lan

Laboratory: LL

=

SO

6020A

S0

Concentration {mg/Kg)
SL-708-SA5A-SB-0.0- SL-1008-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 (TOT) 0.5 (TOT) RPD RPD Flag

STRONTIUM 18.6 222 18 50.00 ) .
THALLIUM 0.280 0.221 24 50.00 No Qualifiers Applied
SELENIUM 0.412 U .152 200 §0.00 J(all detects)
SILVER 0.104 1.38 172 §0.00 UJ(all non-detects)

T e e e T S TR T R T e e e -r—:}

Concentration (mg/Kg)
SL-708-SASA-SB-0.0- | SL-1008-SA5A-SB-0.0- Sample | eQAPP
Analyte 0.5(TOT} 0.5 (TOT} RPD RPD Flag
MERCURY 0.0113 0.0441 118 50.00 J(all detects)

Concentration (mg/Kq)
SL-708-SASA-SB-0.0- | SL-1008-SA5A-SB-0.0- | Sample | eQAPP
Analyte 0.5 0.6 RPD RPD Flag
EFH (C21-C30) 3.3 4.2 24 50.00 ) -
EFH (C20-C40) 9.0 9.4 4 50.00 | Mo Qualifiers Applied

Concentration {ug/Kg)
SL-708-SA5A-5B-0.0- | SL-1008-SA5A-SB-0.0- | Sample | eQAPP
Analyte 0.5 0.5 RPD RPD Flag

4,4'-DDD 18U 1.1 200 50.00

4,4-DDE 8.0 87 168 50.00

4,4-DDT 11 52 130 s0.00 | ) ofERoeees)
DIELDRIN 1.8V 1.5 200 50.00 ects)
ENDOSULFAN SULFATE 18U 0.46 200 50.00

Concentration (ug/Kg)
SL-708-SA5A-SB-0.0- | SL-1008-SASA-SB-0.0- Sample | eQAPP
Analyte 0.5 0.5 RPD RPD Flag
Aroclor 5460 T 34U 16 200 50.00 J(all detests)
UJ(all non-detects)

Project Name and Number: 1204-002-001-AlL. - S8FL Area IV Phase 3

2/7/12014 9:58:38 AM

ADR version 1.7.0.207
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Field Duplicate RPD Report

L.ab Reporting Batch ID: PH132 Laboratory: LL

e Fllename: FH152 v Name: COM_SSFL_140113_Lan _
Method: 8270D SV - : - =

Matrix: SO
‘ Concentration (ug/Kg)
SL-708-SASA-SB-0.0- S5L-1008-SA5A-5B-0.0- Sample eQAPP
Analyte 0.5 0.5 RPD RPD Flag
ANTHRACENE 1.7y 0.49 200 £0.00
BENZOQ{A)ANTHRACENE 1.7U 0.72 200 50.90
BENZO{A)PYRENE 1.7U 0.91 200 50.00
BENZO(B)FLUDRANTHENE 1.1 31 186 50.00
BENZO{G,H,)PERYLENE 1.7U 1.4 200 50.00 J{all detects)
BIS(2-ETHYLHEXYL)PHTHALATE 18U 12 200 50,00 UJ(all non-detects)
CHRYSENE 1.7U 2.0 200 50.00
FLUORANTHENE 1.7U 22 200 50.00
PHENANTHRENE 1.7U 1.9 200 50.00
PYRENE 1.7U 23 200 50.00
Concentration (pH unit)
SL-708-SA5A-5B-0.0- SL.-1008-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 0.5 RPD RPD Flag
PH §.81 | 6.75 1 50.00 No Qualifiers Applied

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers
Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name: CDM_SSFL_140113_Lan
Wethod: 16138 _ I R ——

S B e I I SIS

Matrix: AQ
" Lab Reporting| RL

SampleiD Analyte Qual | Result Limit Type | Units Flag

EB-111913 1,2,3,4,6,7,8-HPCDD JBa | 0.81 9.69 PaL | pglL '
1,2,34,7,89-HPCDF JBQ 0.559 9.69 PQL pg/l.
1,2,3,4,7,8-HxCDD JBQ 0.451 9.69 PQL pa/l.
1,2,3.4,7,8-HXCDF JBQ 0.728 9.69 PQL po/L
1,2,3,6,7,8-HXCDF JBa | 0775 9.59 PQL | polL
1,2,3,7,8,9-HXCDD JBQ 0.318 9.69 PQL pa/L
1,2,3,7,8,9-HXCDF JBQ | 0.434 9.69 PQL | pgn | (alldetects)
1,2,3,7,8-PECDF JB 0.816 9.69 PQL | pgit
2,3,4,6,7,8-HXCDF JB 0.652 9.69 PQL pg/t
2,3,4,7,8-PECDF JBQ | 0.495 9.69 PQL | pall
ocDD JB 1.73 194 PQL pg/L
OCDF JBQ 1.92 19.4 PQL | pglt

Method: 8270D SIM

Matrix: AQ

Lab Reporting)] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
EB-111913 BIS(2Z-ETHYLHEXYL)PHTHALATE ' J 0.14 11 PQL ug/L
Diethylphthalate J 0.26 1.1 PQL ugfl J (all detects)
Di-n-butylphthalate J 0.22 1.1 PaL | ugiL

Method: 1613B

Matrix: SO
Lab Reporting| RL

SampleiD Analyte Qual | Result Limit Type |Units Flag

$1-1008-8A5A-5B-0.0-0.5 |1,2,3,4,7,8,9-HPCDF JB 2.53 5.05 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.859 5.05 PQL ng/Kg
1.2,3,4,7,8-HXCDF JB 0.991 5.05 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 3.23 5.05 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 1.06 5.05 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 1.78 5.05 PQL na/Kg
1.2,3,7,8,9-HXCDF JBQ | 0448 5.05 PQL |ngiKg | Y (@lldetects)
1,2,3,7,6-PECDD JBQ 0.602 5.05 POL ng/Kg
1,2,3,7,8-PECDF JB 1.94 5.05 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 1.33 5.05 PaL ng/Kg
2,3,4,7,8-PECDF JB 0.920 5.05 PQL | ng/Kg
2,3,7,8-TCDF J 0.462 1.01 PQL ng/kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID;: PH132 Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name: CDM_SSFL_140113_Lan

Method: 161 3B T T ST T AR T r_w;;nuf—-.f_,?%

Matrix: SO
Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-518-SA5A-5B-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 4.71 517 PQL ng/Ka
1,2,3,4,7,8,9-HPCDF JB 0.290 5.17 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.152 5.17 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.204 5.17 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.755 517 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.151 5.17 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.420 517 POL | ng/Kg J {all detects)
1,2,3,7,8,9-HXCDF JB 0.182 517 PQOL ng/Kg
1,2,3,7,8-PECDD JBQ | 0.0720 517 POL | ng/Kg
1,2,3,7,8-PECDF JB 0.348 517 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.163 517 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.109 517 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0659 1.03 PQL ng/Kg
SL-518-SA5A-SB-10.0-11.0 |1,2,3,4,6,7,8-HPCDD JB 1.06 11.2 PQL ng/Kg
1.2,3.4,6,7,8-HPCDF JBQ 0.255 11.2 PQL ng/Kg
1,2,3,4,7,8,8-HPCDF JBQ 0.150 11.2 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.106 1.2 PQL ng/Kg
1.2,3,4,7,8-HXCDF JBQ 0.0044 1.2 PQL ng/Kg
1,2,3,6,7.8-HXCDD JBQ 0.335 1.2 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.12¢ 11.2 PQL ng/Kg
1,2,3,7,8,8-HXCDD JB 0.490 1.2 PQL ng/kKg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.485 1.2 PQL | ng/Ka
1,2,3,7,8-PECDD JBQ 0.164 11.2 PQL | ng/kg
1,2,3,7,8-PECDF JBQ 0.241 11.2 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.101 11.2 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.119 11.2 PQL | ng/Kg
oCcDD JB 7.55 224 PQL | ng/Kg
OCDF JB 0.789 22.4 PGQL | ng/Kg
SL-518-SA5A-5B-15.0-16.0 (1,2,3,4,6,7,8-HPCDD JBQ 0.108 5.64 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.0538 5.64 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0306 5.64 POL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0375 5.64 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0291 5.64 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ | 0.0828 5.64 POL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0255 5.64 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.0396 5.64 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0372 5.64 PQL ng/Kg
1,2,3,7,8-PECDD JBGQ 0.0376 5.64 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.0498 5.64 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0321 5.64 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ | 0.0295 5.64 POL | ng/Kg
oCcDhD JBQ 0.489 11.3 PQL ng/Kg
OCDF JB 0.178 11.3 POL | ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH132
EDD Filename: PH132_v1

Method: 1613B

Laboratory: LL

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-518-SA5A-5B-7.0-8.0 1,2,3,4,6,7,8-HPCDD JBQ 0.727 5.48 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.182 5.48 FQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0553 5.48 PQL ng/Kg
1.2,3,4,7,8-HxCDD JBQ 0.0359 5.48 PQL ng/Kg
1.2,3,4,7,8-HXCDF JBQ 0.0777 5.48 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.181 5.48 POL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0590 5.48 PaL na/Kg
1,2,3,7,8,9-HXCDD JBQ 0.110 5.48 POL na/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.165 5.48 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.0586 5.48 PQL ng/Kg
1,2,3,7, 8-PECDF JBQ 0.0623 5.48 PQL na/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0487 548 PQL ng/Kg
2,3,4,7 8-PECDF JB 0.0838 548 PQL ng/Kg
ocDD JB 4.74 11.0 PQL | ng/Kg
QCDF JBQ 0.357 1.0 PQL ng/Kg
SL-596-SA5A-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 2.26 5.26 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.256 5.26 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.124 5.26 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.202 5.26 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.680 5.26 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.146 5.26 PQL ng/Kg
1,2,3,7.8,9-HXCDD JB 0.559 5.26 PQL ng/Kg J (all detects)
1.2,3,7,8,9-HXCDF JB 0.422 5.26 PQL na/Kg
1,2,3,7,8-PECDD JB 0172 5.26 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.300 5.26 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.185 5.26 PQL ng/Kg
2,3,4,7 8-PECDF JBQ 0.108 5.26 PQL ng/Kg
OCDF JB 4.44 10.5 PQL ng/Kg
SL-596-SA5A-SB-4.0-5.0 1.2,3,4,6,7,8-HPCDD JBQ 0.675 5.40 PQL ng/Kyg
1,2,3,4,6,7,8-HPCDF JB 0.146 5.40 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.133 5.40 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.0587 5.40 PQOL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.101 5.40 PQL ng/Ky
1,2,3,6,7,8-HXCDD JBQ 0125 5.40 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.156 5.40 PQL ng/Kg
1.2,3,7,8,9-HXCDD JBQ 0.164 5.40 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ | 0112 5.40 POL |ngiKg | J(@ldetects)
1,2,3,7,8-PECDD JBQ 0.228 5.40 POL | ng/Kg
1,2,3,7, 8-PECDF JBQ 0.233 5,40 PQL ng/Kyg
2,3,4,6,7,8-HXCDF JB 0.131 5.40 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.144 5.40 PQL ng/Kg
2,3,7,8-TCDF Jo 0.0935 1.08 PQL ng/Kg
QCDD JB 5.02 10.8 PQL ng/Kg
OCDF JBQ 0.267 10.8 PQL ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

2/7/2014 9:55:11 AM

Page 3 of 8



Reporting Limit Outliers

Lab Reporting Batch ID: PH132 ‘ Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name: CDM_SSFL_140113_Lan
Method: 16138
Matrix: S0
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-708-SABA-SB-0.0-0.5  [1,2,3,4,6,7,8-HPCDD JB 3.31 5.07 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.903 5.07 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.153 5.07 PQL | ng/kg
1,2,3,4,7,8-HxCDD JBQ | 04130 5.07 PQL | ng/kg
1,2,3,4,7,8-HXCDF JBQ | 0.158 5.07 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JBQ | 0.280 5.07 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.149 5.07 PQL | ng/kg
1,2,3,7,8,9-HXCDD JB 0.346 5.07 PQL | ngiKg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.161 5.07 PQL | ngiKg
1,2,3,7,6-PECDD JBQ | 0.159 5.07 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ | 0.248 5.07 PQL | ngiKg
2,34,6,7,8-HXCDF JB 0.153 5.07 PQL | ngiKg
2,3,4,7,8-PECDF JB 0.162 5.07 PQL | ng/Kg
2,3,7,8-TCOD J 0.142 1.01 PQL | ng/Kg
OCDF JB 1.67 10.1 PQL | ng/Kg
SL-708-SA5A-SB-4.0-50  [1,2,3,4,6,7,8-HPCDD JB 0.291 5.27 PQL | ng/kg
1,2,3,4,6,7,8-HPCDF JBQ 0.0618 527 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0391 5.27 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0748 5.27 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0830 5.27 POL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ | 0.0524 5.27 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JBQ | 0.0672 5.27 PQL | ng/Kg
1.2,3.7,8-PECDD JBQ | 0.0860 5.27 PQL | ngikg | o (alldetects)
1,2,3,7,8-PECDF JBQ | ©0.0877 5.27 PAL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0425 5,27 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ | 0.0654 5.27 PQL | ngiKg
2,3,7,8-TCDF Ja 0.0694 1.05 PQL | ngiKg
ocDD JB 1.39 10.5 PQL | ng/kg
OCDF JB 0.226 10.5 PQL | ng/Kg
SL-732-SABA-SB-0.0-0.5  [1,2,3,4,6,7,8-HPCDD JBQ 0.136 5.07 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0485 5.07 POL | ngiKg
1,2,3,4,7,8,9-HPCDF JBO | 0.0433 5.07 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ | 0.0344 5.07 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.0429 5.07 FOL | ngiKg
1,2,3,6,7,8-HXCDD JBQ | 0.0419 5.07 PQL | ngiKg
1,2,3,6,7,8-HXCDF JBQ | 0.0280 5.07. PQL | ng/Kg
1,2,3,7.8,9-HXCDD JBQ 0.0564 5.07 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.0464 5.07 PQL | ng/Kg
1,2,3,7,8-PECDD JBa | 0.0587 5.07 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.0566 5.07 PQL na/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0281 5.07 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ | 0.0343 5.07 PAL | ng/Kgy
2,3,7.6-TCDF Ja 0.0467 1.01 PQL | ng/kg
oCcDD JBQ | 0465 10.1 POL | na/Kg
OCDF JB 0.168 10.1 PQL | ng/Kg
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Lab Reporting Batch ID: PH132
EDD Filename: PH132_v1

Method: 8010C

Reporting Limit Ouftliers

Laboratory: LL
¢QAPP Name: CDM_SSFL_140113_Lan

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1008-8A5A-SB-0.0-0.5 |ARSENIC J 2.99 4.02 PQL mg/Kg

BERYLLIUM J 0.409 1.00 PQL mgi/Kg

BORON J 422 10.0 PQL mg/Kg

CADMIUM J 0.495 1.00 PQL mg/Kg

MOLYBDENUM J 0.348 2.01 PQL |mgikg| Y (alidetects)

SODIUM J 61.6 100 PQL mg/Kg

TIN J 2.51 10.0 PQL | mgiKg

Zirconium J 1.35 5.02 PQL | mg/Kg
SL-518-SA5A-SB-0.0-0.5 BERYLLIUM J 0.480 1.02 POL [ mg/Kg

BORON J 2.91 10.2 PQL mg/Kg

CADMIUM J 0.201 1.02 PQL | mgiKg

MOLYBDENUM J 0.363 2.04 PQL mgiKg J (all detects)

SODIUM J 81.2 102 PQL mg/Kg

TIN J 2,75 10.2 PQL mg/Kg

Zirconium J 1.91 5.08 PQL | ma/Kg
S1-518-SA5A-SB-10.0-11.0 |ARSENIC J 3.69 4.40 PQL mg/Kg

BERYLLIUM J 0.542 1.10 PQL mg/Kg

BORON J 4.02 11.0 PQL | mg/Kg

CADMIUM J 0.246 1.10 PQL my/Kg

MOLYBDENUM J 0.343 2.20 PQL |mgKg| (8l detects)

SODIUM J 102 110 PQL | mg/Kg

TIN J 2,73 11.0 PQL maiKg

Zirconium J 1.99 5.50 PQL | my/Ky
SL-518-SA5A-SB-15.0-16.0 [BERYLLIUM J 0.570 1.12 PQL my/Kg

BORON J 2.53 11.2 PaQL | mg/Kg

CADMIUM J 0.110 1.12 PQL mg/Kg J (all detects)

MOLYBDENUM J 0.278 2.24 PQL myg/Kyg

TIN J 2.90 11.2 PQL | mg/Kg
SL-518-SA5A-SB-7.0-8.0 ARSENIC J 3.22 4,38 PQL mg/Kg

BERYLLIUM J 0.422 1.10 PQL mg/Kg

BORON J 3.17 11.0 PQL mg/Kg

CADMIUM J 0.180 1.10 PQL mg/Kg

MOLYBDENUM J 0.189 2.19 PQL |mgKg| Y (@lldetects)

SODIUM J 76.7 110 PQL mg/Kg

TIN J 2.75 11.0 PQL mg/Kg

Zirconium J 1.10 5.48 PQL | mg/Kg
SL-596-SA5A-SB-0.0-0.5 ARSENIC J 3.95 413 PQL mg/Kg

BERYLLIUM J 0.491 1.03 PQL mg/Kg

BORON J 3.77 10.3 PQL myg/Kyg

CADMIUM J 0.239 1.03 PQL mg/Kg

MOLYBDENUM J 0.284 2.07 PQL |mgikg| J (@lldetects)

SQDIUM J 79.0 103 PQL | mg/Kg

TIN J 2.79 10.3 PQL [ mg/Kg

Zirconium J 1.88 517 PQL mg/Kg
SL-596-SA5A-5B-4.0-5.0 BERYLLIUM J 0.987 1.07 PQL mg/Ky

BORON J 3.80 10.7 PQL mg/Kg

CADMIUM J 0.226 1.07 PQL [ mg/Kg J (all detects)

MOLYBDENUM J 0.218 213 PQL mg/Kg

TiN J 3.42 10.7 PQL fmg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

2/7/2014 9:55:11 AM
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Reporting Limit Outliers

Lab Reporting Batch ID: PH132 ' Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name: CDM_SSFL_140113_Lan

R -—-———-——~—-!

Method: 6010C

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Resuit Limit Type | Units Flag
SL-708-SA5A-5B-0.0-0.5 BERYLLIUM J 0.634 1.03 PQL | mgiKg

BORON J 4.43 10.3 PQL mg/Kg

CADMIUM J 0.308 1.03 PQL | mg/Kg

MOLYBDENUM J 0.621 2.06 PQL mg/Kg J (all detects)

SODIUM J 71.2 103 PQL ma/Kg

TIN J 2.74 10.3 PQL | mg/Kg

Zirconium J 1.98 515 PQL | mg/Kg
SL-708-SABA-SB-4.0-5.0 BERYLLIUM J 0.725 1.06 PQL | mg/Kg

BORON J 3.78 10.6 PQL | mg/Kg

CADMIUM J 0.136 1.06 PQL | mg/Kg

MOLYBDENUM J 0.401 2.12 PQL |mgikg| Y (@lldetects)

TIN J 3.03 10.6 PQL | mg/Kg

Zirconium J 1.69 5.30 PQL | my/Kg
SL-732-SA5A-5B-0.0-0.5 BERYLLIUM J 0.595 1.04 PQL | mg/Kg

BORON J 3.01 104 PQL [ mg/Kg

CADMIUM J 0.169 1.04 PQL | mg/Kg

MOLYBDENUM J 0.292 2.07 PQL | mg/Kg J (all detects)

SODIUM J B83.2 104 PQL | mg/Kg

TIN J 2.80 10.4 PQL [ mg/Kg

Zirconium J 1.32 5.18 PQL | mg/Kg

Method: 6020A

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1008-5A5A-5B-0.0-05 |SELENIUM J 0.152 0.402 PQL | mg/Kg J (all detects)
SL-518-8A5A-5B-0.0-0.5  |SILVER J 0.0793 0.204 PQOL | mgiKg J (all detects)
8L-518-5A5A-5B-10.0-11.0 |SILVER J 0.0341 0.220 PQL | mg/Kg J (all detects)
SL-506-5A5A-5B-0.0-0.5 SILVER J 0.0358 0.207 PQL | mg/Kyg J (all detects)
ARAEAEE
5L-708-SABA-SB-0.0-05  |SILVER J 0.104 0.206 PQL | mg/Kg J {all detects)
SL-708-SA5A-5B-4.0-5.0  [SILVER J 0.0521 0.212 PQL | mg/Kg J (all detects)
SL-732-SA5A-8B-0.0-0.5  [SELENIUM J '0.182 0.415 PQL | mg/Kg J (all detects)

Method: 7199
Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type |Units Flag
SL-596-SA5A-SB-0.0-0.5  [HEXAVALENT CHROMIUM [ o [ o3 0.42 | PQL ]mgn<9| J (all detects)

Project Name and Number: 1204-002-001-AL - S8SFL Area IV Phase 3
2{7/2014 9:55:11 AM ADR version 1.7.0.207 Page 6 of 8



Reporting Limit Outliers

Lak Reporting Batch ID: PH132
EDD Filename: PH132_v1

Method: 7471B

Laboratory: LL

Matrix: SO

Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
S1-518-SA5A-SB-0.0-0.5 MERCURY J 0.0157 0.0163 PQL | mg/Kg J (all detects)
51-518-8A5A-5B-15.0-16.0 |MERCURY J 0.0184 0.0188 PQL mg/Kg J {(all detects)
SL-518-SA5A-8B-7.0-3.0 MERCURY J 0.0127 0.0175 PQL | mg/Kg J (all detects)
SL-596-5A5A-5B-0.0-0.5 MERCURY d 0.0164 0.0171 PQL my/Kg J (all detects)
SL-708-SA5A-8B-0.00.5  |MERCURY J 0.0113 0.0162 PQL |mg/Kg J {all detects)
SL-708-SA5A-SB-4.0-5.0 MERCURY J 0.0165 0.0173 PQL | mg/Kg J (all detects)
SL-732-8A5A-8B-0.0-0.5 [MERCURY J 0.0%21 0.0167 PaL

Method: 8015M

J (all detects)

e *""-‘I

Matrix: 8O
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1008-SA5A-SB-0.0-0.5 |EFH (C21-C30) J 4.2 5.1 POL |mg/Kg ‘

. EFH (C30-C40) J 9.4 10 PQL |mgikg| J(alldetects)
51-518-SABA-SB-0.0-0.5  |EFH (C21-C30) J 4.9 5.2 POL | mg/Kg J (all detects)
SL-518-SABA-SB-10.0-11.0 |EFH (C15-C20) J 46 56 PQL | mg/Kg J (all detects)
5L-518-SABA-SB-7.0-8.0  |EFH (C15-C20) J 44 5.5 POL | mg/Kg J (alt detects)
SL-596-SA5A-SB-4.0-5.0  [GASOLINE RANGE ORGANICS (C5-C12) J 0.6 1.0 PQL | mg/Kg J (all detects)
SL-708-SA5A-5B-0.0-0.5  [EFH (C21-C30) j 33 5.2 POL | mg/Kg J (all detects)

Method: 8081B

EFH (C30-C40)

10

Matrix: SO
Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1008-SA5A-3B-0.0-0.5 |[4,4-DDD J 1.1 1.7 POL ug/Kg
DIELDRIN J 1.5 1.7 PQL ug/Kg J (all detects)

ENDQSULFAN SULFATE

0.46

1.7

Method: 8082A

Matrix: SO

Lab Reporting| RL
SamplelD Analyte Qual| Result Limit Type | Units Flag
SL-1008-SA5A-SB-0.0-0.5 |Aroclor 5460 J 16 33 PQL ug/Kg J (all detedts)
SL-518-SA5A-5B-0.0-0.6  |AROCLOR 1254 J 9.4 18 paL | ugiKg J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

2/7/2014 9:55:111 AM
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Reporting Limit Outliers

Lab Reporting Batch ID: PH132 Laboratory: LL
EDD Filename: PH132_v1 eQAPP Name: CDM_SSFL_140113_Lan

Method: 8260B

Matrix: SO

Lab Reporting| RL '
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-518-SASA-SB-10.0-11.0 [2-BUTANONE (MEK) | v ] s 10 | PaL [ugKg| J(alldetects)

Method: 8270D SIM

Matrix: 8O
Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1008-SA5A-SB-0.0-0.5 [ANTHRACENE J 0.49 1.7 POL | ug/Kg
BENZO(AYANTHRACENE J 0.72 17 PQL ug/Kg
BENZO(A)PYRENE J 0.91 1.7 PQL | ug/Kg J (all detects)
BENZO(G,H,))PERYLENE J 1.1 1.7 PQL | ug/Kg
BIS(Z-ETHYLHEXYL)PHTHALATE J 12 18 PaL ug/Kg
S1.-518-SA5A-SB-0.0-0.5 ACENAPHTHENE J 1.4 1.7 PQL ug/Kg J (all detects)
DIBENZO(A,HYANTHRACENE J 0.71 1.7 PQL ug/Kyg
SL-518-SA5A-SB-10.0-11.0 |1-METHYLNAPHTHALENE J 0.75 1.8 PQL | ug/Kg
2-METHYLNAPHTHALENE J 0.75 1.8 PQL | ug/Kg
BENZO(B)FLUORANTHENE J 1.1 1.8 PQL ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 8.4 20 PQL | ugiKg J (all detects)
CHRYSENE J 0.60 1.8 PQL | ug/Kg
NAPHTHALENE J 0.88 1.8 PQL | ug/Kg
PHENANTHRENE J 0.89 1.8 POL | ug/Kg
SL-518-SA5A-5B-7.0-8.0 ANTHRACENE J 0.67 1.8 PQL ug/Kg
FLUCRENE J 0.75 1.8 PQL ug/Kg J (all detects)
PHENANTHRENE J 1.1 1.8 PQL ug/Kyg
SL-596-SA5A-SB-0.0-0.5  |BENZO(A)PYRENE J 0.80 1.8 PQL | ug/Kg
BENZO{G H,)PERYLENE J 0.93 1.8 PQL ug/Kg
CHRYSENE J 0.89 1.8 PQL |ugikg | J (@lldetects)
N-NITROSODIMETHYLAMINE J 0.72 1.8 PQL | ug/Kg
S1.-596-SA5A-5B-4,0-5,0 ANTHRACENE J 1.5 1.8 FQL ug/Ky
BENZO(AANTHRACENE J 0.96 1.8 PQL ug/Ky
BENZO{G,H,))PERYLENE J 1.2 1.8 PQL ug/Kg J (all detects)
FLUORANTHENE J 1.4 1.8 PQL ug/Ky
N-NITROSODIMETHYLLAMINE J 0.75 1.8 PQL ug/Kg
SL-708-SA5A-5B-0.0-0.5 BENZO(B)FLUORANTHENE J 1.1 1.7 PQL ug/Ky J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3
21712014 9:55:11 AM ADR version 1.7.0.207 Page 8 of 8



LDC
SDG

#__31212B4
#__ PH132

VALIDATION COMPLETENESS WORKSHEET

ADR

Laboratory,_Eurofins Lancaster Laboratories

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

Date:[ M \b‘

Page:__\ fJ_
Reviewer: (A _
2nd Reviewer: SQ A

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area . Comments
I. | Technical holding times a Sampling dates: \ \ / [O'[ I \,'7\
It | ICP/MS Tune -
Il | Calibration il
IV, | Blanks A
V. | ICP Interference Check Sample (ICS) Analysis N N
VI. | Matrix Spike Analysis SN o %K\-)
V. | Duplicate Sample Analysis N W
VIIl. | Laboratory Control Samples (LCS) ﬁ>\' (ﬁ% ff\)
IX. | Internal Standard {ICP-MS) N
X. | ICP Serial Dilution Ppi
Xl. | Sample Result Verification N
XlIl. ] Overall Assessment of Data N L~
XlIl. | Field Duplicates . C77, g ) ~
XIV. | Field Blanks S\/\/ *'EQD": \\ f@;— f@'&’“&g (? H—O_SL\
Note: A = Acceptable AND = No compounds detected D = Duplicate -
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples:
1 | 8L-518-SA5A-SB-0.0-0.5 11 |EB-111913 21 3
2 | SL-518-SA5A-5B-7.0-8.0 12 [SL-708-5A5A-SB-0.0-0.5MS 22 32
3 | SL-518-SA5A-SB-10.0-11.0 13 |SL-708-SA5A-SB-0.0-0.5MSD | 23 33
4 | SL-518-SA5A-SB-15.0-16.0 14 |SL-70B-SA5A-SB-0.0-0.5DUP | 24 34
5 | SL-596-SA5A-SB-0.0-0.5 15 25 35
6 | SL-596-SA5A-5B-4.0-5.0 18 28 36
7 | SL-708-SA5A-5B-0.0-0.5 17 27 37
8 | SL-1008-SA5A-SB-0.0-0.5 18 28 38
S | SL-708-SA5A-5B-4.0-5.0 19 29 39
10 | SL-732-SA5A-SB-0.0-0.5 20 30 40
Notes:

31212B4W.wpd



LDC #: 3121284 VALIDATION FINDINGS WORKSHEET Page:\_ofi

Field Blanks Reviewer:_,—
2nd Reviewer:

METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mg/L Associated sample units:__mg/Kg Reason: F
Sampling date:____4/16/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples.___All Soil
Analyte | Blank ID Sample Identification
FB-041613 | Action 1 2 3 4 5 6 7 8 9 10
{SDG: Limit
PH032)
o.foq 0.239% 0215 O39%
Mo 0.0132 6.60 0.363 419 0.343 928 0.28Y4 822~ 0.62} T35 0.40! 0.292
Sn 0.0029 1.45

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

31212B4eb.wpd



Background Lab Sample ID: 7284471BKG

Batch Id{s):

& eurofins

= T

P33637B, P33638B

Lancaster
Lahoratories

Matrix Spike Lab Sample

QUALITY ASSURANCE SUMMARY
FORM 5A (M3/MSD)

MATRIX SPIKE/MATRIX SPIKE DUPLICATE

SDG No.:
Matrix:

ID: 7284472MS

PH132

SOIL

Level {low/med}:

Low

Matrix Spike Duplicate Lab Sample ID: 7284473MSD

BKG Sample MS Sampie MSD Sample MS Spike | MSD Spike MS MSD Control Limit

Analyte |Mass Result [c Result C Result C Added Added Units| %R |0 %R [Q|RPD|Q %R RPD | M
IRl TR ST T | 2 1 5588 5058 0 - 19261.0505) [ T19649.3752| | 198.0198 198.0198[MG/KG| 1850 2046 2|. 20(P
Antimony 0.7327|0 29,4218 29.9149 49,5050 49.5050|MG/KG S9N 60| N 2 75-125 20|p
Arsenic 4,7257 19.2851 19.5465 14.8515 14.8515MG/KG 98 100 1 75-125 20[p
Barium 95.6604 291.6198 289.8287 198.019¢8 198.0198|MG/KG 59 98 1 75-125 20|p
Beryllium 0.6099(B 5.5287 5.5079 4.9505 4. 9505|MG/KG 99 99 0 75-125 20ip
Boron 4.2614(B 200.3614 185.0475 198.0198 198.0198MG/KG 99 98 1 75 =125 20|
Cadmium 0.2960[B 5.1554 5.0980 4.9505 4., 9505|MG/KG 98 97 1 75-125 20|p
| Gadi@ Rt | TR T 080 T T 2296+ 6287 | i 2337 1208) | - 3960396 396.0396|MG/KG] - 111]. 126) |73 20|p
"IChromium 18.5099 40.1891 39.7960 15.8020 19.8020[MG/KG 109 107 1 75-125 20p
Cobalt 5.4317 53.9020 53.2416 49.5050 49, 5050|MG/KG 98 97 1 75-125 20(p
Copper B.1267 34.1139 34.0287 24,7525 24 .7525|MG/KG 105 105 0 75-125 20|p
SRR R L G 4B BOR0| Y| 193 R w8 2B [ TOBEE . 9119 |- 991 0099 - 1 99.0099MG/KG|:  -69|- | . 417 2 20lF
Lead 6.7812 23.9416 21.9228 14.8515 14.8515[MG/KG 116 102 S 75-125 20|p
Lithium 19.1119 120.1901 120.8386 99.0099 99.0099|MG/KG 102 103 1 75 -125 20[p
Magnesium 3801.9139 3990.6970 4022.4743 198.0198 198.0198|MG/KG 95 111 1 20(p
MGG B e i Joeoii v 200 BRAB | BE T 0564 [ B2 R I GBER L 493 B 050 149, 5050|MGAKG|- 1104 |- 48] 9 20(p
Mercury 0.0109(B 0.1857 0.1807 0.1615 0.1627MG/KG 108 104 3 65 - 135 20|CV
Molybdenum 0.5970(B 197.2564 195.6743 198.0198 198. 0198|MG/KG 99 99 1 75 -125 20(P
Nickel 8.5673 57.5059 57.2366 49.5050 49, 5050|MG/KG 99 98 0 75 -125 20|p
Phosphorus 220.5248 313.3713 318.9238 99.0099 99.0099MG/KG 94 9¢ 2 75-125 20|p
Potassium 2643.5624 3630.5168 3597.5030 990.0990 990.0990|MG/KG 100 96 1 75-~125 20|p
Selenium 78 0.0990|U 1.74861 1.7311 1.9802 1.9802|MG/KG 88 87 1 75-125 20[Ms
Silver 107 0.0998|B 9.9960 10.1723 9.9010 9. 9010|MG/KG 100 102 2] 75-125 20|MS
Sodium 68.4851|B 1031.1238 1033.7634 990.09290 990.0990[MG/KG 97 97 0 75-125 2Qp
Strontium 83 17.8515 25.2871 28.2376 7.9208 7.9208|MG/KG 94 131N 1 75-125 20M5
Thallium 203 0.2693 0.6309 0.6713 0.3960 0.3960|MG/KG 91 102 6 75-125 20{Ms
Tin 2.6366|B 361.6515 359.1386 396.0399§ 396.0396|MG/KG 91 90 1 75-125 20{P
AR T e oo - 106902825 o e 1214 L2832 i A 2AE 9604 | 99-0089) . 99, 0099MG/KG| . 148 | LT 2 20p
Vanadium S 35.1248 86.5188 85.5475 49,5050 49, 5050[MG/KG 104 102 1 75-125 20|p
Zinc 49.6337 98.6673 99.2307 49,5050 49.5050[MG/KG 99 100 1 75 ~125 20|p
Zirconium 1.9050|B 97.9901 97.0802 99.0099 99.0099|MG/KG 97 96 1 75-125 20|p

Note: Results shown are reported on an as-received basis.

METHODS :
P = ICP Atomic Emission Spectrometer CV
MS = ICP Mass Spectrometry AF

i

Cold Vapor
Cold Vapor Atomic Fluorescence

CONCENTRATION QUALIFIERS:

U= Below MDL, B= Below LOQ

FLAGS:
N =

Matrix Spike 0O0S,

*

Duplicate 0QOS

PH132-Page-5545-0£ 5905

Lan = =




3% eurofins

Lancaster

QUALITY ASSURANCE SUMMARY

| {(S)

(D)1

> LOQ for values < 5x LOQ).

Laborataries FORM 6
DUPLICATES
SDG No.: PH132
Matrix: SOIL Level (low/med): LOW
Background Lab Sample ID: 7284471BKG Duplicate Lab Sample ID: 7284474DUP
Batch ID(s): P33637B, P33638B
Concentration Units: MG/KG
Control
Analyte Mass Limit Samples (S) C Duplicate (D) C RPD Q| M
Aluminum 15598.5059 14965.738B6 4 P
Antimony 0.7327|0 0.7327|0 p
Arsenic 4.0 4.7257 4.5317 4 p
Barium 95.6604 87.5743 9 P
Beryllium 0.6099|B 0.5683|B 7 P
Boron 4.2614|B 4.0109(B 6 P
Cadmium 0.2960|B 0.2564|B 14 P
Calcium 1836.1980 1732.3733 6 P
Chromium 18.509% 17.5554 5 p
Cobalt 1.0 5.4317 4.7891 13 P
Copper 2.0 B.12867 7.5653 7 P
Iron 19443.0020 18070.1832 7 P
Lead 3.0 6.7812 6.2574 8 5
Lithium 4.0 19.1119 17.9238 6 P
Magnesium 3801.9139% 3510.1594 8 P
Manganese 299.5248 255.7505 16 P
Mercury 0.0109|B 0.0125|B 14 CcvV
Modybdenuam: | = o FEE T e e L 0.5970B [ e e S e 024 089 B s 3T P
Nickel 2.0 8.5673 8.0644 6 P
Phosphorus 220.5248 202.4139 9 P
Potassium 2643.5624 2329.9337 13 P
Selenium 0.0990|U 0.095%0 MS
oS e x| g T O GG B | B R e < QL2 48[ B Al
" [Sodium 68.4851|B 65.7891 3
Strontium 88 17.8515 16.1485 MS
Thallium 203 0.2 0.2693 0.2337 MS
Tin 2.6366(B 2.4644 P
Titanium 1069.7525 972.9040 ) p
Vanadium 35.1248 32.8485 7 P
Zinc 49.6337 45,4505 9 P
B el s iyih G SRS O T ] = e C L T em e e, WET Y- 7 B 1 W Oy - Y=Y B 1 -3
NOTE: An asterisk (*) in column "Q" indicates poor duplicate precision (RPD > 20% OR

The data are considered to be valid because the laboratory control sample is
within the control limits.

Note:

See the Laboratory Control Sample.

Results shown are reported on an as-received basis.

METHCDS :
P =
MS =

Cv

AF

ICP Atomic Emission Spectrometer

ICP Mass Spectrometry
Cold Vapor

Cold Vapor Atomic Fluoresc

LFEI32 Page

CONCENTRATION QUALIFIERS:
Uz Below MDL

Below LOQ

Eﬁﬁﬁ;ofﬁ%@@lcate Out of Spec
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INTRODUCTION

This Data Validation Report (DVR) presents Level llI data validation results for samples
collected on November 22, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan {QAPP) for Santa Susana Field Laboratory (SSFL), RCRA Facility
Investigation, Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of
the USEPA Contract laboratory Program National Functional Guidelines (CLPNFGs) for
Superfund Organic Methods Data Review (June 2008), Polychlorinated Dioxins/Dibenzofurans
Data Review (September 2005) and for Inorgani¢ Data Review (January 2010). Where specific
guidance is not available, the data has been evaluated in a conservatlve manner consistent with
industry standards using professional experience.

The analyses were petformed by the following methods:

Semivolatiles (SVOCs) by Environmental Protection Agency (EPA) SW 846 Method 8270D
utilizing Selective lon Monitoring (SIM)

Pesticides by EPA SW 846 Method 8081B

Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A and 7471B

Herbicides by EPA SW 846 Method 8151A

Total Petroleum Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M

TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment 2. Level Il
Automated Data Review outliers are presented in Enclosure .

All sample results were subjected to Level Ill data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing calibration
blanks (ICB/CCBs), surrogates, internal standards (dioxins only), matrix spike/matrix spike
duplicates (MS/MSD), laboratory duplicates (DUP), laboratory control sample/laboratory control
sample duplicates (LCS/LCSD), ICP serial dilutions, method blanks, trip blanks, equipment
blanks, field blanks and field duplicate samples. No samples in this SDG were subjected to
Level IV evaluation.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of the ICB/CCBs and ICP serial
dilutions, which were validated manually. Quality assurance (QA)/QC criteria specified in the
QAPP and CLPNFGs were incorporated with the program's reference library to assess
compliance with project requirements.



The following are definitions of the data qualifiers:

U

NJ
uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit.

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met QC criteria.

I1. Initial Calibration

Initial Calibration data were not reviewed for level lIl.

lll. Continuing Calibration

Continuing calibration data were not reviewed for level lll.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of several blanks for
dioxins and metals. The associated sample results were qualified as non-detected {U) due to
method blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.
The details regarding the qualification of data are provided in Enclosure I. :

No contaminant concentrations were detected in the initial or continuing calibration blanks.

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits.

VL. ICP Interference Check Sample (ICS) Analysis

ICP interference check data were not reviewed for level l11.

VIl. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of one MS/MSD pair for SVOCs, TPH as extractables and metals. The

associated sample results were qualified as detected estimated (J) or non-detected estimated
(UJ) as applicable. The details regarding the qualification of data are provided in Enclosure I.

VIl Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits.



IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent recoveries
(%R) and relative percent differences (RPD) were within QC limits with the exception of two
LCS/LCSD pairs for SVOCs and herbicides. The associated sample results were qualified as
detected estimated (J). The details regarding the qualification of data are provided in Enclosure
L

X. Internal Standards

Internal standards were reviewed for dioxins. Percent recoveries (%R) were within QC limits.
Xl. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were met.

Xll. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compounds reported below the RL as detected were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH133 All compounds reported as detected below the RL. J (all detects) A

Xlll. Field Duplicate Samples

One field duplicate pair was collected and analyzed for SVOCs, pesticides, PCBs, metals,
herbicides, TPH as extractables and dioxins. All RPDs were within QC limits with the exception
of several SVOCs, pesticides, metals, TPH as extractables and dioxins. The associated sample
results were qualified as detected estimated (J) or non-detected estimated (UJ) as applicable.
The field duplicate result comparisons are provided in Enclosure |.

XIV. Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No contaminants were found in
the trip blank.

One equipment blank (from SDG PH135) was collected and analyzed for SVOCs, pesticides,
PCBs, metals, TPH as gasoline, TPH as extractables and dioxins. The equipment blank had
detections for SVOCs, metals and dioxins. The sample results were not detected or were
significantly greater than the concentrations found in the equipment blank, therefore no data
were qualified. '

One field blank (from SDG PHO032) was collected and analyzed for SVOCs, pesticides, PCBs,
metals, herbicides, TPH as gasoline, TPH as extractables and dioxins. The field blank had
detections for SVOCs, metals and dioxins. The associated sample results were qualified as
non-detected (U) due to field blank contamination as applicable. The sample results that were



not detected or were significantly greater than the concentrations found in the field blank were
not qualified. The field blank outlier reports are presented in Enclosure I.

XV. Overall Assessment of Data

The overall assessment of QA/QC data review by automated and manual validation of this
sampling event met project requirements and analytical completeness levels with the exceptions
noted in the above sections. The remainder of the data are deemed useable for the intended
use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sample Prep Anaiytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
22-Nov-2013  TB-112213 7290757 B 5030B 8015M n
22-Nov-2013  SL-673-SA5A-SB-4.0-5.0 7290755 N 3050B 6010C 1
22-Nov-2013  SL-673-SA5A-SB-4.0-5.0 7290755 N 3050B 6020A Il
22-Nov-2013  8L-673-SA5A-5B-4.0-5.0 7280755 N 3546 8015M I
22-Nov-2013  8L-673-SA5A-5B-4.0-5.0 7290755 N 3546 8082A I
22-Nov-2013  SL-5673-SA5A-SB-4.0-5.0 7290755 N 3546 8270D SIM ]
22-Nov-2013  SL-673-SA5A-3B-4.0-5.0 7290755 N 5035A 8015M ]
22-Nov-2013  SL-673-SABA-SB-4.0-5.0 7290755 N METHOD 16138 i
22-Nov-2013  SL-673-8A5A-SB-4.0-5.0 7290755 N METHOD 74718 1
22-Nov-2013  SL-673-SA5A-SB-10.5-11.5 7290756 N 30508 6010C n
22-Nov-2013  8L-673-SA5A-SB-10.5-11.5 7290756 N 30508 6020A 1
22-Nov-2013  SL-673-SA5A-SB-10.5-11.5 7290756 N 3546 8015M ]l
22-Nov-2013  SL-673-SA5A-SB-10.5-11.5 7280756 N 3546 8082A [l
22-Nov-2013  SL-673-SA5A-SB-10.5-11.5 7290756 N 3546 8270D SIM |
22-Nov-2013  SL-673-8A5A-8B-10.5-11.5 7290756 N 5035A 8015M 1l
22-Nov-2013  SL-673-SA5A-SB-10.5-11.5 7290756 N METHOD 1613B I
22-Nov-2013  SL-673-SA5A-SB-10.5-11.5 7290756 N METHOD 7471B M
22-Nov-2013  SL-673-SA5A-SB-0.0-0.5 7280754 N 3050B 6010C ]
22-Nov-2013  SL-673-SA5A-5B-0.0-0.5 7290754 N 3050B 6020A ]
22-Now-2013  SL-673-SA5A-5B-0.0-0.5 7290754 N 3546 B015M I}
22-Nov-2013  SL-673-SA5A-5B-0.0-0.5 7290754 N 3546 8082A 1
22-Nov-2013  SL-673-SA5A-SB-0.0-0.5 7290754 N 3546 8270D SIM il
22-Nov-2013  SL-673-8A5A-5B-0.0-0.5 7290754 N METHOD 16138 n
22-Nov-2013  SL-673-8A5A-SB-0.0-0.5 7290754 N METHOD 7471B mn
22-Nov-2013  SL-676-SA5A-5B-0.0-0.5 7290758 N 30508 6010C 1}
22-Nov-2013  SL-676-SA5A-SB-0.0-0.5 7290758 N 30508 6020A ]|

fit = EPA Level 3 Dala Review
1V = EPA Level 4 Data Validation

N = Normal Sample T8 = Trip Blank
FD = Field Duplicate  FB = Field Blank

MS = Malrix Spike

MSD = Matrix Spike Duplicate

Page 1 of 3



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample |D Lab Sample ID Type Method Method Level
22-Nov-2013  SL-676-SA5A-SB-0.0-0.5 7290758 N 3546 2015M 1l
22-Nov-2013  SL-676-SA5A-SB-0.0-0.5 7290758 N 3546 8082A 1
22-Nov-2013  SL-676-SA5A-SB-0.0-0.5 7290758 N 3546 82700 SIM ]
22-Nov-2013  SL-676-SA5A-SB-0.0-0.5 7290758 N METHOD 1613B ]
22-Nov-2013  SL-676-SA5A-5B-0.0-0.5 7290758 N METHOD 74718 ]
22-Nov-2013  S1-676-SA5A-5B-4.0-5.0 7200759 N 30508 6010C |
22-Nov-2013  SL-676-SA5A-8B-4.0-5.0 7280759 N 30508 6020A in
22-Nov-2013  SL-676-SA5A-5B-4.0-5.0 7280758 N 3546 8015M |
¢+ 22-Nov-2013  SL-676-3SA5A-5B-4.0-5.0 7290759 N 3546 8082A ]
22-Nov-2013  SL-676-SA5A-8B-4.0-5.0 7250759 N 3546 8270D SIM 1l
22-Nov-2013  SL-676-SAS5A-8B-4.0-5.0 7200759 N 5035A 8015M lil
22-Nov-2013  SL-676-SA5A-SB-4.0-5.0 7200759 N METHOD 16138 )i
22-Nov-2013  SL-676-SA5A-5B-4.0-5.0 7200759 N METHOD 7471B n
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5 7280760 N 30508 6010C i
22-Nov-2013  5L-686-SA5A-3B-0.0-0.5 7290760 N 30508 6020A i
22-Nov-2013  SL-686-SA5A-8B-0.0-0.5 7290760 N 3548 8015M 1l
22-Nov-2013  5L-686-SA5A-3B-0.0-0.5 7290760 N 3546 8081B Hl
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5 7280760 N 3546 8082A I
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5 7280760 N 3546 8270D SIM 1
22-Nov-2013  SL-686-SAS5A-8B-0.0-0.5 7290760 N 3550B 8151A I
22-Nov-2013  S5L-686-SA5A-5B-0.0-0.5 7280760 N METHOD 1613B 1}
22-Nov-2013  5L-686-SA5A-5B-0.0-0.5 7290760 ‘N METHOD 7471B i
22-Nov-2013  SL-686-5A5A-SB-0.0-0.5MS 7280761 MS 30508 6010C I
22-Nov-2013  SL-686-SA5A-3B-0.0-0.5MS 7290761 MS 30508 6020A ]
22-Nov-2013  SL-686-SAS5A-SB-0.0-0.5MS 7290761 M3 3546 8015M i
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5MS 7290761 MsS 3546 80818 I

it = EPA Level 3 Data Review
1V = EPA Leve! 4 Datfa Validation

N = Normal Sample
FD = Field Duplicate

T8 = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date

- Sample Prep Analyticall Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5MS 7280761 MS 3546 8082A 1]
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5MS 7200781 MS 3546 8270D S n
22-Nov-2013 SL—686—8A5II\-SB-O.0—0.5MS 7290761 MS 35508 8151A i
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5MS 7290761 MS METHOD 16138 1l
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5MS 7290761 MS METHOD 7471B !
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5MSD 7290762 MSD 3050B 6010C 1
22-Nov-2013  SL-686-SAS5A-SB-0.0-0.5MSD 72980762 MSD 30508 6020A 1l
22-Nov-2013  St-686-SAS5A-$B-0.0-0.5MSD 7290762 MSD 3546 8015M il
22-Nov-2013  SL-686-8SA5A-5B-0.0-0.5MSD 7290762 MSD 3546 8081B |
22-Nov-2013  SL-686-SA5A-3B-0.0-0.5MSD 7290762 MSD 3546 8082A ]
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5MSD 7280782 MSD 3546 8270D SIM i
22—Novl-201 3  SL-686-SA5A-$B-0.0-0.5MSD 7280762 MSD 35508 8151A ]
22-Nov-2013  SL-686-SA5A-5B-0.0-0.5MSD 7290762 MSD METHOD 16138 ]
22-Nov-2013  SL-686-SA5A-5B-0.0-0.5MSD 7290762 MSD METHOD 7471B H]|
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5DUP 7290763 DuP 30508 6010C Il
22-Nov-2013  SL-686-SA5A-SB-0.0-0.5DUP 7290763 DUP 30508 6020A m
22-Nov-2013  SL-686-SA5A-5B-0.0-0.5DUP 7290763 DUP METHOD 7471B 1]l
22-Nov-2013  SL-986-SAS5A-58-0.0-0.5 7290764 FD 30508 6010C 1]
22-Nov-2013  SL-886-SA5A-5B-0.0-0.5 7290764 FD 3050B 8020A ]
22-Nov-2013  SL-986-SA5A-SB-0.0-0.5 7290764 FD 3546 8015M 1
22-Nov-2013  SL-986-SA5A-SB-0.0-0.5 7290764 FD 3546 8081B M
22-Nov-2013  SL-986-SA5A-SB-0.0-0.5 7290764 FD 3546 8082A [l
22-Nov-2013  SL-986-SABA-SB-0.0-0.5 7290764 FD 3548 8270D SIM ]
22-Nov-2013  SL-986-SAS5A-5B-0.0-0.5 7290764 FD 3550B 8151A 1
22-Nov-2013  SL-986-SABA-SB-0.0-0.5 7290764 FD METHOD 16138 ]
22-Nov-2013  S1-986-SA5A-SB-0.0-0.5 7290764 FD METHOD 7471B i

il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validalion

N = Normal Sample
FD = Field Duplicate

T8 = Trip Blank
FB = Field Blank

MS = Malrix Spike

MSD = Matrix Spike Duplicate
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Attachment 2
Overall Data Qualification Summary



Data Qualifier Summary

L.ab Reporting Batch ID: PH133 Labaratory: LL
EDD Filename: PH133_v1 ¢QAPP Name: CDM_SSFL_140113_Lan

T —

Matrix: SO
Sample ID:SL-673-SA5A-8B-0.0-0.5 Collected: 11/222013 11:33:00 Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason
A Qual | DL | Type | RL | Type | Units | Qual |  Code
U 0.742 | MDL 401 .
BERYLLIUM 0.616 J 0.0672| MDL 1.00 PQL mg/Kg J Z
BORON 4.55 J 0.842 MDL 10.0 PQL mg/Kg J Z
IRON 22200 3.63 MDL 40.1 PQL myg/Kg J Q
MOLYBDENUM 0.495 J 0.170 MDL 2,00 PQL mg/iKg U F
POTASSIUM 3500 8.36 MDL 100 PQOL mgiKg dJ Q
TIN 3.15 J 0.221 | MDL 10.0 PQL | mg/Kg y B
Zirconium 2.66 J 0.842 | MDL 5.01 PQL myg/iKg J z
PHOSPHORUS 428 2.90 MDL 10.0 PQL mg/Kg J Q
Sampfe ID:SL-673-SA5A-5B-10.5-11.5 Collected: 11/22/2013 11:21:00 Analysis Type: REA Ditution: §
Data
Lab Lab DL RL Review Reason
IRON | 41100 | [ 204 [ moL | 222 [ PaL [makg]| Q
Sample ID:SL-673-SA5A-5B-10.5-11.5 Colfected: 11/22/2013 11:21:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte . Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 4.44 U 0.822 MDL 4.44 PQL ma/Kg uJ Q
BORON 3.55 J 0.933 | MDL 1.1 PQL mg/Kg Jd z
MOLYBDENUM 0.640 J 0.188 | MDL 222 PQL mg/Kg V) F
PHOSPHORUS 399 3.21 MDL 1.1 PQL mg/Kg J Q
POTASSIUM 1850 9.26 MDL 111 POL | mg/Kg J Q
TIN 415 J 0244 | MDL 11.1 POL | mg/Kg u 8
Zirconium 219 J 0.933 | MDL 5.55 PQL mo/Kg J z
Sample ID:SL-673-SA5A-5B-4.0-5.0 Collected: 11/22/2013 11:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
ANTIMONY 4.25 U 0.786 MDL 4.25 PQL ma/Kg UJ Q
BERYLLIUM 0.674 J 0.0712 ] MDL 1.06 PQL mg/Kg J z
BORON 4,38 J 0.892 { MDL 10.6 PQL mg/Kg J Z
IRON 23800 3.85 MDL 42.5 PQL mg/Kg J Q
MOLYBDENUM . 0.583 J 0.181 MDL 212 PQL my/Kg u F
PHOSPHORUS 267 3.07 MDL 10.6 PQL | mg/Kg J Q

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/7/2014 12°46:56 PM ADR version 1.7.0.207 Page 1 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH133 _ Laboratory: LL
EDD Filename: PH133_v1 ¢QAPP Name: CDM_SSFL__140113_Lan

Matrix: SO
Sample ID:S1L-673-SA5A-SB-4.0-5.0 Collected: 1112212013 11:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
e, ROSUI | Qual | DL | Type | RE | Type L—ode
POTASSIUM 2650 8.86 MDL 106 PQL | mg/Kg J S Q
SODIUM 102 J 17.7 MDL 106 PQL | mg/Kg J z
TIN ' 3.52 J 0.234 | MDL 10.6 PGL mgIKg' U B
Zirconium 2,74 J 0892 | MDL | 531 | POL | mgiKg | z
Sample ID:SL-676-SA5A-5B-0.0-0.5 Collected: 1112212013 1:30:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | _Code
ANTIMONY 4.04 u 0.747 MDL 4.04 PQL mg/Kg V8] Q
BERYLLIUM 0.601 J 0.0676 | MDL 1.01 PQL | mg/Kg J -z
BORON 4.55 J 0.848 | MDL 10.1 FQL | ma/Kg J z
IRON 20500 3.85 MDL 40.4 PGL | mg/Kg J Q
MOLYBDENUM 0.555 J 0.172 | MDL 2,02 PQL | mg/Kg u F
PHOSPHORUS 335 292 | MDL | 1041 PQL | mg/Kg J Q
POTASSIUM 3600 841 | MDL | 101 POL | mg/Kg J Q
TIN 3.18 J 0.222 | MDL 10.1 PQL | mg/Kg U B
Zirconium 2.15 J 0.848 | MDL 5.04 PQL mg/Kg J z
Sample ID:SL-676-SA5A-5B-4.0-5.0 Collected: 11/22/2013 1:42:00  Analysis Type: RES Ditution: 1
' Data '
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RE | Type | Units | Qual | Code
ANTIMONY 433 u 0.802 | MDL 4.33 PQL rr:gl_Kg W Q
BERYLLIUM 0.882 J 0.0726 | MDL 1.08 PQL | mg/Kg J z
BORON 4.23 J 0.910 | MDL 10.8 PQL 'mgIKg J o z
IRON 27600 3.92 MDL 43.3 PaL | mgikg J Q
MOLYBDENUM 0.498 J 0.184 | MDL 217 PQL | mg/Kg u F
PHOSPHORUS 177 3.13 MDL 10.8 PQL | mg/Kg J Q
POTASSIUM 1730 9.03 MDL 108 PQL | mg/Kg J Q
SODIUM 97.5 J 18.1 MDL 108 PQL mg/Kg J Z
TIN 3.67 J 0.238 | MDL 10.8 PQL | mg/Kg U B
Zirconium 3.00 J 0.910 | MDL 5.42 PQL | mg/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/7/2014 12:46:56 PM ADR version 1.7.0.207 Page 2 of 13



Lab Reporting Batch [D: PH133
EDD Filename: PH133_v1

Data Qualifier Summary

Matrix:

Laboratory: LL
eQAPP Name CDM SSFL 140113 Lan

Sample ID:SL-686-SA5A-5B-0.0-0.5 Collected: 11/22/2013 2:35:00  Analysis Type: RES Dilution: 1
' ‘ Data
Lab Lab DL RL Review Reason
Analyte i —Result | Qual | DL | Type | RL | Type | Ynits | Qual | Code
ANTIMONY 4.08 u 0.751 | MDL 4.06 PQL | mg/Kg
BERYLLIUM 0.591 J 0.0680 | MDL 1.01 PQL | mg/Kg J Z
BORON 4,70 J 0.852 MDL 10.1 PQL mg/Kg J Z
IRON 22100 3.67 MDL 40.6 PQL ma/Kg J Q
MOLYBDENUM 0.544 J 0.172 MDL 2.03 PQL mg/Kg UJd FD, F
PHOSPHORUS 387 293 MDL 10.1 PQL mg/Kg J Q
POTASSIUM 3410 8.46 MDL 101 PQL mg/Kg J Q
TIN 3.48 J 0.223 MDL 10.1 PQL mg/Kg U B
Zirconium 2,46 J 0.852 MDL 5.07 PQL mg/Kg J Z
Sample ID:SL-986-SA5A-SB-0.0-0.5 Collected: 112212013 2:40:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Anaiyte | Result | Qual | DL | Type | RL | Type | Units | Qual | _ Code
ANTIMONY 3.99 U 0739 | MDL 3.99 PQL | ma/Kg UJ Q
BERYLLIUM 0.715 J 0.0668| MDL | 0.998 PQL | mg/Kg J z
BORCN 4.18 J 0.839 MBL 9.98 PQL mg/Kg J Z
IRCN 22700 3.61 MDL 39.9 PQL | mg/Kg J Q
MOLYBDENUM 1.04 J 0.170 MDL 2.00 PQL mg/Kg UJ FD,F
PHOSPHORUS 279 2.89 MDL 9.98 PQAL | mg/Kg J Q
POTASSIUM 3110 8.33 MDL 99.8 PQl. | mg/Kg J Q
TIN 3.19 J 0.220 | MDL 9.98 PQL | mg/Kg U B
Zirconium 2.95 J 0.839 | MDL 4.99 PQL | mg/Kg J z

Matrix: SO
Sample ID:SL-673-SA5A-SB-0.0-0.5 Collected: 11/22/2013 11:33:00 Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
A_r_ra{yte Resu_l__t ( anl DL Type RL Type Units ngl__ | que
SELENIUM 0459 | ] 0.100 [ MDL | 0.401 | PQL mg/Kg| J z
Sample ID:SL-673-SA5A-5B-0.0-0.5 Collected: 1112212013 11:33:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _ _ _ )Res_ult _ Qual DL Type RL Type Units Qual : “__»_C’odg_ _
SILVER 0.0874 | J |00261| MDL | 0.200 | PQL | mglKgl J | z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/7/2014 12:46:56 PM

ADR version 1.7.0.207
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Data Qualifier Summary
Lab Reporting Batch ID: PH133

Laboratory: LL

EDD Filename: PH133_v1

eQAPP Name CDM SSFL 140113 Lan

Matrix: SO
Sample ID:SL-673-SA5A-SB-10.5-11.5 Collected: 11/22/2013 11:21:00 Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Ana!y;e _Result | Qual | DL _Type_ RL Type Um'ts
SELENIUM 018 | 4 | 0.1 | MDL | 0444 | PQL [mngg
Sample ID:SL-873-SASA-SB-10.5-11.5 Collected; 11/22/2013 11:21:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
A_pa!yte _R_eeu_lt | __Qual DL Type RL Type Umts Qual dee .
SILVER o484 | |oozag| MDL | 0.222 | PaL | mg/Kg | J z
Sample ID:SL-673-SA5A-8B-4.0-5.0 Collected: 1112212013 11:15:00 Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Aqa{yte V Result Qua.' DL Type RL Type Umts Q_ual" que
SELENIUM 0125 | J ] o408 ] MDL | 0425 | POL | mgkg| z
Sample ID: SL-673-SA5A-5B-4.0-5.0 Collected: 11/22{2013 11:15:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _L Result Qual | DL Type RL Type Umts Qqa_ll | _ Code _
SILVER | oosss [ |00276] MDL | 0.212 | PQL [mngg | J | z
Sample ID:SL-676-SA5A-SB-0.0-0.5 Collected: 11/22/2013 1;30:00  Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual DL | Type RL | Type | Units | Qual Code
SELENIUM 0.154 1 | 01 | MDL | 0.404 | PQL mgIKg| g z
Sample ID:SI.-676-SA5A-5B-0.0-0.5 Collected: 11/22/2013 1:30:00 Analysis Type: RES Dilution: 2
Data
Lab Lab BL RL Review Reason
Analyte _ Result | Qual DL_| Type RL Type Units Qual __Code _
SILVER 0.0654 [ J |00262| MOL | 0.202 | PaL lmgIKg [ J | z
Sample ID:SL-676-SA5A-SB-4.0-5.0 Collected: 11/22/2013 1:42:00  Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte_ i 'Result Qual DL Type RL Type Umts Qual ___Code _
SILVER 00405 | |oozaz| MDL ] 0217 | PQL | mg/Kg | J | z
Sample ID:SL-686-SA5A-SB-0.0-0.5 Collecfed: 11/22/2013 2:35:00  Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _Resuit _ Qual DL Type RL Type Units Qualr Code
SELENIUM _ [ 0162 | | 0.101 | MDL | 0.406 | PQL ImgIKg| Jo ] z

* denotes a nen-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

21772014 12:46:56 PM

ADR version 1.7.0.207

Page 4 of 13



Data Qualifier Summary
Lab Reporting Batch ID: PH133

Laboratory: LL

EDD Filename: PH133_v1

eQAPP Name CDM SSFL 140113 Lan

Matrix: SO
Sample ID:SL-686-SA5A-5B-0.0-0.5 Collected: 1112212013 2:35:00  Analysis Type: RES Difution: 2
Data '
Lab Lab DL RL Review Reason
Aﬂer[yge” _ Result Qual DL Type RL Type Umts Qf:.r_g_l 1 Code
SILVER 0.0390 | J ]00264[ MDL | 0.203 | PQL |mgn<g| J | z
Sample ID:SL-986-SA5A-8B-0.0-0.5 Collected: 11/22/2013 2:40:00  Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
A”‘?’-‘ft.e Result Qual DL Type RL Type Umts Qual ___Code i
SELENIUM 0137 | !oosee[ MDL | 0.399 | PaL lmgiKg| J ] z
Sample ID:SL-986-SA5A-SB-0.0-0.5 Collected: 11/22/2013 2:40:00  Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _Result | anl DL Type _RL Type Umts Qual_ Code
SILVER 00333 | J ioozeo| MDL | 0.200 | PQL mgIKg| J ] z

Matrix:

o)

Sample ID:SL-673-SA5A-5B-4.0-5.0 Collected: 11/22/2013 11:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type | RL Type | Units | Qual Code
MERCURY 00141 | J [oot01] mDL | 0.0168 | POL | mgicg | J | z
Sample ID:SL-676-SA5A-5B-0.0-0.5 Collected: 11/22/2013 1:30:00  Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Result Qual DL Type RL Type ‘ Umts Quaf __ gode
MERCURY 00143 | | 0.0103 | MDL | 0.0171 | POL | mgikg | J z
Sample ID:SL-676-SASA-5B-4.0-5.0 Colflected: 11/22/2013 1:42:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
_A!Qaiyte 7 Resu.‘t 1 Qua! DL Type RL Type Umts %u_el Egde’_ _
MERCURY ootz | 4 | oo11o| MDL | oo1s3| POL | mg/iKg | ) | z '

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0,207

21712014 12:46:56 PM

Page 5 0f 13




Data Qualifier Summary

Lab Reporting Batch ID: PH133 Laboratory: LL
EDD F|Iename PH133_v1 eQAPP Name CDM_SSFL _ 140113 Lan
1613B Matrix: SO
Sample ID:$L-673-SABA-SB-0.0-0.5 Coflected: 11/22/2013 11:33:00 Analysis Type: RES Dilution: 1
' Data '

Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual |  Code
1,2,3,4,7,8,9 HPCDF 1.69 JBQ |0.0937{ MDL | 5. 05 PQL | na/kg J z
1,2,3,4,7,8-HxCDD ‘ 2.47 J 0.0925 | MDL 5.05 PQL | ng/Kg J z
1,2,3,4,7 8-HXCDF 2.18 JB 0.0752 1 MDL 5.05 PQL ng/Kg J z
1,2,3,6,7.8-HXCDF o 1.40 J 0.0725| MDL | 505 | PQL | ng/Kg J z
1,2,3,7,.8,9-HXCDD 4.24 J 0.0943 | MDL 5.05 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 1.53 J 0.0862 1 MDL 5.05 PQL ng/Ky J Z
1,2,3,7,8-PECDD 1.43 JBQ 0.0847 | MDL 5.05 PQL ng/Kg J z
1,2,3,7,8-PECDF 1.18 JB 0.05451 MDL 5.05 PQL ng/Kg J z
2,3.4,6,7.8-HXCDF 1.61 J 0.0718 1 MDL 5.05 PQL nglKg J Z
2,3,4,7,8-PECDF 1.50 JB 0.0537{ MDL | 5.05 PQL | ngiKg J z .
2,3,7,8-TCDD ' 0.183 Ja 0.0637 | MDL 1.01 PQL | ng/Kg J Zz
2,3,7,8-TCDF 0.475 J 0.0888 | MDL 1.01 PQL ng/Kg J Z
Sample ID:SL-673-8A5A-8B-10.5-11.5 Collected: 11/22/2013 11:21:00  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte : e ROSUIt | Qual | DL | Typo | RL | Type | Units | Qual |  Code
1,2,3,4,6,7,8-HPCDD 0.139 JB 0.0429 | MDL 5.46 PQL ng/Kg U - B
1,2,3,4,6,7,8-HPCDF 0.0656 JBQ 0.0179 | MDL 5.46 PQI. ng/Kg U 8
1,2,34,7,8,9-HPCDF 0.0902 JBQ (00200 MDL | 5.46 PQL | ng/Kg U B
1.2,34,7 8-HXCDF 0.0400 JBQ 0.0314 | MDL 5.46 PQL ngIKg U B
1,2,3,6,7,8-HXCDF 0.0448 JQ 0.0296 | MDL 5.46 PQL nngg J Z
1,2,3,7,8,9-HXCDD 0.0727 J 0.0314 | MDL 5.46 PQL ng/Kg J z
1.2,3,7,8,9-HXCDF 0.0728 JQ 0.0373 | MDL 5.46 PQL ‘ ng/Kg J Z
1.2,3,7,8-PECDF 0.0765 JBQ 0.0293 | MDL 5.46 PQL ng/Kg u B
2,3,4,6,7 8-HXCDF 0.0312 J 0.0307 | MDL 5.486 PaL ng/Ky J z
2,3,4,7,8-PECDF 0.0405 JB 0.0310 | MDL 5.46 PQL ng/Kg U B
2,3,7,3-TCDD 0.0709 Ja 0.0583 | MDL 1.09 PQL | ng/Kg J z
2,3,7,8-TCDF 0.0986 Ja 0.0666 | MDL 1.08 PQL | ng/Kg J Zz
ocDD 0.677 JB 0.0496 | MDL 10.9 PQL ng/kKg u B
OCDF 0.285 JBQ 0.0817 | MDL 10.9 PQL ng/kKg U B
Sample ID:SL-673-SA5A-5B-4.0-5.0 Collected: 11/22/2013 11:15:00 Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte e RESUR | Qual | DL | Type | RE | Type | Units | Qual | Code .
1.2.3.4,7.8,9-HPCDF 0.550 JB |00646[ MDL | 5.19 | PQL | ngiKg | .|z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-Al. - SSFL Area IV Phase 3

2/7/12014 12:46:56 PM ADR version 1.7.0.207 Page 6 of 13



Data Qualifier Summary

Lab Reperting Batch ID: PH133 Laboratory: LL
EDD Filename; PH133_v1 eQAPP Name CDM SSFL 140113_Lan
Wethod Cétegory: SVOA T T i
Wethod: 1613B Matrix: SO
Sample ID:SL-673-SA5A-8B-4.0-5.0 Collected: 11/22/2013 11:16:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DI |Type | RL | Type | Units | Qual | Code
1,2,34,7,8 HxCDD 0.770 J 0.0892 | MDOL 519 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.715 JB 0.0680 | MDL 5.19 PQL | ng/Kg J z
1,2,3,6,7,8-HXCDD 1.80 JB 0.0917 | MDL 519 PQL ngikg J Z
1,2,3,6,7,8-HXCDF 0.444 J 0.0631  MDL 5.19 PQL § ng/Kg J z
1,2,3,7,8,8-HXCDD 1.24 JQ 0.0883 | MDL 519 PQL ng/Kg J Z
1,2,3,7,8 9-HXCDF 0.559 J 0.0700 | MDL §5.19 POL ng/Kg J Z
1,2,3,7,8-PECDD 0.448 JB 0.0607 | MDL 5.19 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.525 JBQ | 0.0412 | MODL 518 PQL ng/Kg J z
2,3,4,6,7.8-HXCDF 0.608 J 0.0681 | MDL 519 POL ng/Kg J z
2,3,4,7,8-PECDF 0.619 J3 0.0386 | MDL 519 PQL ng/Kg J z
2,3,7,8-TCDF 0.192 J 0.0697 | MDL 1.04 PQL ng/Kg J Z
Sample ID:SL-676-SA5A-5B-0.0-0.5 Colfected: 11/22/2013 1:30:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | _ Code
1,2,3,47.8, 9-HPCDF 1.24 JB 0.0943 | MDL 5.16 PQL ng/Kg J z
1,2,3.4,7,8-HxCDD 1.76 J 0.0587 | MDL 5.16 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.747 JB 0.0651 ( MDL 5.16 PQL | ng/Kg J z
1,2,3,6,7,8-HXCDD 4.56 JB 0.0603 | MDL 5.16 PQL ngiKg J z
1,2,3,6,7,8-HXCDF 0.668 Ja 0.0584 | MDL 5.16 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD a3 J 0.0588 | MDL 5.16 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.447 J 0.0633 | MDL 5,16 PQL ng/Kg J z
1,2,3,7,8-PECDD 1.17 JBQ 0.0773| MDL 516 PQL ng/Kg d Z
1,2,3,7,8-PECDF 0.428 JB 0.0417 | MDL 5.16 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.772 JQ 0.0580 (| MDL 5.16 PQL ng/Kg J 4
2,3,4,7,8-PECDF 0.490 JB 0.0409 | MDL 5.16 PQL | ng/Kg U B
2,3,7,.8-TCDD 0.181 JQ 0.0641 | MDL 1.03 PQL ng/Kg J 2
2,3,7,8-TCDF 0.223 Ja |o0o0788| MDL | 1.03 | PQL | na/Kg J z
Sample ID:81L-676-SA5A-8B-4.0-5.0 Collected: 11122/2013 1:42:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte e iesUlt | Qual | DL | Type | RL | Type | Units | Qual |  Code
1,2,3,4,6,7,8- HPCDD 0.752 JB 0.0383 | MDL 5.38 PQL ng/Kg J z
1,2,3,4,6,7,8-HPCDF 0.150 JBQ |00187| MDL | 538 | PQL | ng/Kg u B
1,2,3,4,7,8,9-HPCDF 0.0416 JB 0.0274| MDL 5.38 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/7/2014 12:46:56 PM ADR version 1.7.0.207 Page 70f 13



Data Qualifier Summary

Lab Reporting Batch ID: PH133 Laboratory: LL
EDD Filename: PH133_v1 eQAPP Name: CDM_SSFL_140113_Lan

T ——— ———

16138 Matrix:
Sample ID:SL-676-SA5A-SB-4.0-5.0 Collected: 11/22/2013 1:42:00  Analysis Type: RES Dilution: 1
' ‘ Data

Lab Lab DL RL Review Reason
Analvte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,7,8-HXCDF ' 0.0603 JBQ |00208| MDL | 538 | PQL | ng/Kg u B
1,2,3.6,7,8-HXCDD 0.0928 JBQ 0.0368 | MDL 5.38 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0521 JQ 0.0285 | MDL 5.38 PQL ng/Kg J b
1,2,3,7,8,8-HXCDD 0.0841 JQ 0.0328 | MDL 5.38 PQL na/Kg J Z
1,2,3,7,8,9-HXCDF 0.0647 Ja 0.0273 | MDL 5.38 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.0501 JBQ 0.0423 | MDL 5.38 PQL ng/Kg U B
1.2,3,7,.8-PECDF 0.0772 JBQ 0.0271 | MDL 5.38 PQL ng/kKg u B
2,3,4,6,7,8-HXCDF 0.0661 JQ 0.0280 | MDL 5.38 PQL | ng/Kg J Z
2,3,4,7,8-PECDF 0.0385 JBQ | 0.0270 | MDL 5.38 PQL | ng/Kg u B
2,3,7,8-TCDF 0.0593 J 0.0582 | MDL 1.08 PQL na/Kg J z
OCDF 0.528 JBQ 0.0714 | MDL 10.8 PQL ng/Kg U B
Sample I1D:SL-686-SA5A-SB-0.0-0.5 Collected: 11/22/2013 2:35:00  Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Anajvte _Result | Qual | DL | Type | RL | Type | Units | Qual | _ Code
1,2,3.4,6,7,8-HPCDD 5.89 B 0.0438 | MDL 5.08 PQL ng/Kg J FD
1,2,3,4,6,7,8-HPCDF 1.32 JB 0.0232 | MDL 5.08 PQL ng/Kg J Z FD
1,2,3,4,7,8,9-HPCDF 0.151 JBQ 0.0288 | MDL 5.08 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.116 J 0.0466 | MDL | 5.08 PQL | ng/Kg J Z. FD
1,2,3,4,7,8-HXCDF 0.138 JBQ 0.0362 | MDL 5.08 PQL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDD 0.317 JBQ | 0.0491 | MDL 5.08 PQL | ng/Kg J z
1,2,3,6,7,8-HXCDF 0.138 Ja 0.0340 | MDL | 5.08 PQL | ng/Kg J Z FD
1,2,3,7,8,9-HXCDD 0.364 J 0.0447 | MDL 5.08 PQL ng/Kyg J z
1,2,3,7,8,9-HXCDF 0.208 J 0.0409 | MDL 5.08 PQL ngfKkg J Z,FD
1,2,3,7,8-PECDD 0.216 JBQ 0.0422 | MDL 5.08 PQL ngiKg (4N ] B, FD
1,2,3,7,8-PECDF 0.240 JB 0.0308 | MDL 5.08 PQL ng/Kg UJ B,FD
2,3,4,6,7,8-HXCDF 0.155 Ja 0.0358f MDL | 5.08 PaL | ng/Kg J Z,FD
2,3,4,7 8-PECDF 0.205 JBQ 0.0295| MDL 5.08 PQL ng/Kg UJ B,FD
2,3,7,8-TCDD 0.08586 JO 0.0552 | MDL 1.02 PaL ng/Kyg J z
2,3,7,8-TCDF 1.02 U 0.0561 | MDL 1.02 PQL ng/Kg u FD
oCcDD 61.6 B 0.0476 | MDL 10.2 PQL ng/Kg J FD
OCDF 5.97 JB 0.0583 | MDL 10.2 PGL ng/Kg J Z,FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Data Qualifier Summary

Lab Reporting Batch [D: PH133 Laboratory: LL
EDD Filename: PH133_v1 eQAPP Name CDM SSFL 140113 Lan
Matrix: SO
Sample ID:SL-986-SA5A-5B-0.0-0.5 Collected: 11/22/2013 2:40:00  Analysis Typer RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Coc
1,2,3,4,6,7, S-HPCDD 0.584 JBQ | 0.0475| MDL | 5.5 PQL | ng/Kg J
1,2,3,4,6,7,8-HPCDF 0.303 JBQ [ 0.0256| MDL | 5.15 PQL | ngiKg ]
1,2,3,4,7,8,9-HPCDF 0.212 JBG [ 0.0317] MDL | 5.15 PQL | ngKg u B
1,2,3,4,7,8-HxCDD 0.244 JQ 0.0469 | MDL 5.15 PQL ng/Kg J Z,FD
1,2,3,4,7,8-HXCDF 0.344 JB 0.0435 | MDL | 5.15 PQL | ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDD 0.277 JB 0.0468 [ MDL | 5.15 PQL | ng/Kg u B
1,2,3,6,7,8-HXCDF 0.353 J 0.0407 | MDL 5.15 PQL na/Kg J Z,FD
1,2,3,7.8,9-HXCDD 0.319 Ja 0.0468| MDL | 5.15 PQL | ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.389 J 0.0494| MDL | 5.15 PQL | ng/Kg J Z FD
1,2,3,7,8-PECDD 0.385 JBQ 0.0543 | MDL 5.15 PQL na/Kg J Z FD
1,2,3,7,8-PECDF 0.486 JBQ |[0.0340| MDL | 5.15 PQL | ng/Kg J 2, FD
2,3,4,6,7 8-HXCDF 0.368 J 0.0434 | MDL | 5.15 PQL | ng/Kg J Z,FD
2,3,4,7,8-PECOF 0.435 JBQ [ 0.0331| MDL | 5.15 PQL | ng/Kg uJ B,FD
2,3,7,8-TCOD 0.128 Ja 0.0697 | MDL | 1.03 PaL | ng/Kg J z
2,3,7,8-TCDF 0.106 Ja 0.0688 MDL | 1.03 POL | ng/Kg J Z, FD
ocDD 3.25 JB 0.0540 ( MDL | 103 PQL | ng/Kg J Z,FD
OCDF 0.553 JB 0.0808 | MDL [ 103 PQL | ng/Kg w B, FD

Method Category: SVOA

Wethod: 8015M Matrix: SO
Sample ID;SL-673-SA5A-5B-4.0-5.0 Collected: 11/22/2013 11:15:00 Analysis Type: RES : Dilution: 28.54
Data
Lab Lab DL RL Review Reason
Analyte _ ’ Result Qual DL Type RL Type Umts Ql_.l_'a.' V Code
GASOLINE RANGE ORGANICS (C5-C12) 0.5 r J | o2 l MDL | 1 [ PQL | mg/Ka l J | z
Sample ID:SL-686-SA5A-SB-0.0-0.5 Collected: 11/22/2013 2:35:00  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte S | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
EFH (C15-C20) 21 J 2.0 MDL &.1 PQL mg/Ky J Z FD
EFH {(C21-C30) 32 2.0 MDL 5.1 PQL mg/Kg J Q,FD
EFH (C30-C40) 89 4.1 MDL 10 PQL mg/Kg J FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Lab Reporting Batch ID: PH133

EDD Filename: PH133_v1
SVOA

Data Qualifier Summary

e

T ——

L

QAPP Name: CDM_SSFL_140113_Lan

aboratory: LL

8015M Matrix: SO
Sample ID:SL-986-SA5A-58-0.0-0.5 Collected: 11/2212013 2:40:00  Analysis Type: RES Dilution: 5
Data
Lab Lab DL RL Review Reason

Analyte _Resuit | Qual | DL | Type | RL | Type | Units | Qual | Code
EFH (C15-C20) 26 U 10 MBL 26 POL | mg/Kg uw FD
EFH {C21-C30) 130 10 MBL 26 PQL | ma/Kg J FD
EFH (C30-C40) 320 2 MDL 52 PQL { mg/Kg J FD

SVOA

8081B

Matrix:

SO

Sample ID:SL-686-SA5A-S5B-0.0-0.5 Collected: 1172212013 2:35:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte . L Result | Qual | DL | Type | RL | Type | Units | Qual | _ Code
4.4"-DD0D 1.7 U 0.33 MDL 1.7 PQL ug/Kg wJ FD
4,4'-DDE 1.7 u 0.33 MDL 1.7 PQL ug/Kg uJ FD
4.4-DDT 1.7 U 0.36 MDL 1.7 PQL ug/Kg UdJ FD
BETA-BHC 1.9 U 0.97 MDL 1.8 PQL ug/Kg uJ FD
DIELDRIN 1.7 U 0.33 MDL 1.7 PQL ug/Kg W FD
Sample ID:SL-986-SA5A-5B-0.0-0.5 Collacted: 11/22/2013 2:40:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte L Result | Qual | DL | Type | RL | Type | Units | Qual | Code |
4,4'-DDD 3.2 034 | MDL 18 PQL | ug/Kg J FO
4.4'-DDE 1.5 J 0.34 MDL 1.8 PQL ug/Kg J Z FD
4,4'-DDT 6.7 0.36 MDL 1.8 PQL ug/Kg J FD
BETA-BHC 1.6 J 0.99 MDL 20 PQL ug/Kg J Z, FD
DIELDRIN 0.37 J 0.34 MDL 1.8 PQL ug/Kg J Z,FD
Method Category: SVOA
Wethod: 8082A Matrix:
Sample 1D:SL-673-5A5A-SB-0.0-0.5 Collected: 11/22/2013 11:33:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte L Result | Qual | DL | Type | RL | Type | Units | Qual | Code
Aroclor 5460 16 | 4 [ 10 [mou| 33 [ pa [ugkg | 4 ] z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

2712014 12:46:56 PM
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Lab Reporting Batch ID: PH133

EDD Filename: PH133_v1
SVOA

8270D SIM

Sample ID:SL-673-SA5A-SB-0.0-0.5

Data Qualifier Summary

Matrix:

SO

L.aboratory: LL

¢QAPP Name: CDM_SSFL_140113_Lan

Collected: 11/22/2013 11:33:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 5

Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTHRAGCENE 24 J 17 | MpDL | 85 PaL | ug/Kg g z
BENZO(A)ANTHRAGENE 7.2 J 3.4 | MDL 8.5 POL | ug/Kg J z
BENZQ(G,H,}PERYLENE 5.9 J 34 | MDL 8.5 PAL | uaKg | 4 ya
BENZO(K)FLUORANTHENE 5.4 J 34 | MDL 8.5 POL | ug/Kg J z
INDENO(1,2,3-CD)PYRENE 3.7 J 3.4 | MDL 8.5 PaL | ug/Kg J z
PYRENE 17 34 | MDL 8.5 PaL | ug/Kg J L
Sample ID:SL-673-SA5A-5B-4.0-5.0 Callected: 11/22/2013 11:15:00 Analysis Type: RES Dilution: 5
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL { Type | RL | Type | Units | Qual | _ Code
1-METHYLNAPHTHALENE 63 | J | 38 | moL | 89 [ PaL | ugIKgI J ] z

Sample ID:SL-673-5A5A-5B-4.0-5.0

Coliected: 11/22/2013 11:15:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 5

Data
Lab Lab DL RL Review Reason
Analyte . Result | Qual | DL | Type | RL | Type | Units | Qual | Code
2-METHYLNAPHTHALENE 8.4 J 3.6 MDL 8.9 PQL ug/Kg J Z
BENZO(A)ANTHRACENE 4.5 J 36 MDL 8.9 PQL ug/Kg J Z
BENZO(A)PYRENE 3.9 J 36 MDL 8.9 PQL ug/Kg J Z
NAPHTHALENE 4.6 J 3.6 MDL 8.2 PQL ug/Kg J z
PYRENE 12 3.6 MDL 8.9 PQL ug/Kg J L
Sample ID:SL-676-SA5A-5B-0.0-0.5 Collected: 11/22/2013 1:30:00  Analysis Type: RES Dilution: 1
pata |
Lab Lab DL RL Review Reason
Analyte ___ Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1-METHYLNAPHTHALENE o71 | 0 joro|mo i 17 | oL Jukg| v ] z

Sample ID:SL-676-SA5A-5B-0.0-0.5

Coliected: 11/22/2013 1:30:00

Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Data

Lab Lab DL RL Review Reason
A'nqutg ‘ ‘ V.Resu(t anl . .DL Type ‘ RL _ Type _ Unfts _ _Q_ual ___Code
2-METHYLNAPHTHALENE 1.2 J 0.70 MDL 1.7 PQL ug/Kg J z
BENZO(E)PYRENE 5.1 J 35 MDL 18 PQL ug/Kg J z
BENZOQ(G,H,I)PERYLENE 1.6 J 0.70 MDL 1.7 PQL ug/Kg J rd
INDENO(1,2,3-CD)PYRENE 0.91 J 0.70 MDL 1.7 PQL ug/Kg J Z
NAPHTHALENE 1.1 J 0.70 MDL 1.7 PQL ug/Ky J Z
PYRENE 39 0.70 | MDL 17 PQL | ug/Kg J L
* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
21712014 12:46:56 PM ADR version 1.7.0.207 Page 11 of 13



Data Qualifier Summary

Lab Reporting Batch ID;: PH133 Laboratory: LL
EDD Filename: PH133_v1 eQAPP Name‘ CDM SSFL 140113 Lan
8270D SIM Matrix:
Sampfle ID:SL-676-SASA-SB-4.0-5.0 Colfected: 11/22/2013 1:42:00  Analysis Type: RES Dilution: 1
Data '
Lab Lab DL RL Review Reason
Analyte _ . Resuit Qual | DL Type RL | Type Umts Qual ___Code _
1-METHYLNAPHTHALENE 11 | ] 0.74 ] MDL ] 18 | paL l ug/Kg | J z
Sample ID:SL-686-SA5A-58-0,0-0.5 Coilected: 112212013 2:35:00  Analysis Type: RES-BASE/NEUTRAL. Dijution: 1
Data
Lab Lab DL RL Review Reason
Analyte 1 5;,_-_51;.': Qual DL Type RL _ Type Umts Qua:r _ Code __
CHRYSENE | 0.47 1| 034 ] MDL | 17 | PQL ugIKg| J | Z,FD
Sample ID:SL-986-SA5A-5B-0.0-0.5 Collected: 1172212013 2:40:00  Analysis Type: RES-BASEINEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
CHRYSENE 17 | v ] 03 | moL | 17 | PaL ugIKg| w | FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-Al. - SSFL Area IV Phase 3

2/7/2014 12:456:56 PM ADR version 1.7.0.207 Page 12 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH133 Laboratory: LL
EDD Filename: PH133_v1 eQAPP Name: CDM_SSFL_140113_Lan

Reason Code Legend

E_eason Code ) De{g{gption -

B ) ”Method Blank Con:an';ina;tfon T o 7 ‘ -
E Laboratory Duplicate Precision

E Matrix Spike Precision

F Field Blank Contamination

FD Field Duplicate Precision

L Laboratory Control Spike Upper Estimation
Q Laboratory Duplicate Precision

Q Matrix Spike Lower Estimation

Q Matrix Spike Lower Rejection

Q Matrix Spike Precision

Q Matrix Spike Upper Estimation

Z Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3

2172014 12:46:56 PM ADR version 1.7.0.207 Page 13 0f 13



Enclosure 1
EPA Level 111 ADR Outliers

(Including Manual Review Outliers)



Quality Control
Outlier Reports

PH133



Method Blank Outlier Report

Lab Reporting Batch ID: PH133
EDD Filename: PH133_v1

Laboratory: LL

Viethod: 1613B

eQAPP Name: CDM_SSFL_140113_Lan

e e ey

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
BLK3440B372223  [12/11/2013 10:23:00PM  |1,2.3.4,6,7,8-HPCDD 0.0821 ng/Kg SL673SASA-SB-0005 |
1,2,3,4,6,7,8-HPCDF 0.0752 ng/Kg SL-673-SABA-S8-10.5-11.5
1,2,3.4,7,8,9-HPCOF 0.0762 ng/Kg SL-673-SASA-5B-4.0-5.0
1,2,34,7 B-HXCRF 0.0702 ng/Kg SL-676-SA5A-SB-0.0-0.5
1,2,3,6,7,8-HXCDD 0.0597 ng/Kg SL-676-SABA-SB-4.0-5.0
1,2,3,7,8-PECDD 0.0896 ng/Kg SL-686-SASA-SB-0.0-0.5
1,2,3,7,8-PECDF 0.0848 ng/Kg - [SL-986-SASA-SB-0.0-0.5
2,3,4,7,8-PECDF 0.103 ngiKg
oCDD 0.452 ngfKg
OCDF 0.270 ngiKg
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID Analyte Eesult | Final Result
SL-673-SASA-SB-105-11 5(RES) [1,23,46.7 8-HPCDD T 0A39ngKg | 0.1%sUngikg
SL-673-SA5A-SB-10.5-11.5(RES) 1,2,3,4,6,7,B-HPCDF 0.0656 ngfiKg 0.0856U ng/Kg
SL-673-SASA-SB-10.5-11.5(RES) 1,.2,3,4,7,8,9-HPCDF 0.0802 ng/cg 0.0802U ngiKg
$L-673-SA5A-5B-10.5-11,5(RES) 1,2,3,4,7,8-HXCDF 0.0400 ng/Kg 0.04004) ng/Kg
$L-673-SA5A-5B-10.5-11.5(RES) 1.2,3,7,8-PECDF 0.0765 ng/Kg 0.07654) ng/ig
SL-673-SA5A-5B-10.5-11,5(RES) 2,3,4,7,8-PECDF 0.0406 ng/Kg 0.0405U ng/kg
SL-873-SASA-SB-10.5-11.5(RES) oCDD 0.677 nglKg 0.677U ng/Ky
SL-B73-SA5A-SB-10.5-11.5(RES) OCDF 0.295 ng/Ky 0.295L) ng/Kg
SL-576-5A5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.490 ng/Kg 0.490U ng/Kg
$L-676-SA5A-58-4.0-5.0(RES) 1,2,3,4,6,7 8-HPCOF 0.150 ng/Kg 0.150U ng/Kg
SL-676-SASA-5B-4.0-5.0(RES) 12,3,4,7,3 9-HPCOF 0.0416 ng/Kg 0.0416U ng/Kg
SL-676-SASA-SB-4.0-5.0(RES) 1,2,3,4,7,8-HXCDF 0.0603 ng/Kg ©,0603U ngfKg
SL-676-SA5A-SB-4.0-5.0(RES) 1,2,3,6,7,8-HXCDD 0.0928 ng/Kg 0.09281 ngiKg
SL-676-SAS5A-SB-4.0-5.0(RES) 1,2,3,7.8-PECDD 0.0501 ng/iKg ©.0501U nafKg
SL-676-SA5A-5B-4.0-5,0(RES) 1,2,3.7,8-PECDF 0.0772 ng/Kg 0.0772U ngfKg
SL-676-SASA-SB-4.0-5,0(RES) 2,3,4,7,8-PECOF 0.0385 ng/Kg 0.0385U ng/Kg
SL-676-SASA-SB-4.0-5.0(RES) OCDF 0.5268 ng/Kg 0.528U ng/Kg
SL-686-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.151 ngiKg 0.151U ng/Kg
SL-686-5A5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.138 ng/Kg £.138L ng/Kg
SL-686-SA5A-SB-0.0-0.5(RES) 1,2,3,7.8-PECDD 0.216 ng/Kg 0.216U ngiKg
SL-686-SA5A-SB-0.0-0.5(RES) 1,2,3,7.8-PECDF 0.240 ng/Kg 0.240L) ngikg
SL-686-SA5A-$B-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.205 ngiKg 0.205U ngikg
SL-986-SA5A-5B-0,0-0.5(RES) 1,2,3,4,8,7,8-HPCDF 0.303 ng/Kg 0.303U ng/Kg
SL-986-SA5A-8B-0.0-0.5(RES) 1,2,3,4,7.8 9-HPCDF 0.212 ngiKy 0.212U ng/Kg
SL-9B6-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7.8-HXCDF 0.344 ng/Kg 0.344U ng/Kg
SL-986-SA5A-SB-0.0-0.5(RES}) 1,2,3,6,7,8-HXCDD 0.277 ngikg 0.277U ng/Kg
$L-986-SA5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.435 ngikg 0.436U ngfKg
SL-986-SASA-SB-0.0-0,5(RES) OCDF 0.552 ng/Kg 0.553U ngiKg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/7/2014 12:22:43 PM ADR version 1.7.0.207 Page 1 0f2



Method Blank Outlier Report

l.ab Reporting Batch ID: PH133 Laboratory: LL
EDD Filename: PH133_v1 ¢QAPP Name: CDM_SSFL_140113_Lan

B ]

Method:
Matrix:

Method Blank
Sample ID

6010C
SO

Assoclated
Samples

Result

Analysis Date

3.62 mg/Kg
1.43 mglKg

12/972013 9:10:0

P340378B220910

SL-673-5A5A-5B-10.5-11.8
SL-673-SA5A-5B-4.0-5.0
SL-676-SA5A-SB-0.0-0.5
SL-676-SASA-5B8-4.0-5.0
SL-68B6-5A5A-5B-0.0-0.5
SL-986-SA5A-5B-0.0-0.5

TIN

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID ' Analytc_e_ _ Result Final Result
__é[.e}‘éiéié}ii's‘é;b g e ——S—Em_gfi(?_ — 5;50;@ ,’ Kg —
SL-673-8A5A-5B-10.5-11.5(RES) TIN : 4.5 mgiKg 4.15U mg/Kg
S1-673-SA5A-$B-4.0-5.0(RES) TIN 5,52 mgiKg 3.52U mgfKg
SL-676-5A5A-5B-0.0-0.5(RES) TN 3.18 mg/Kg 3.18U mg/Kg
SL-676-SASA-5B-4.0-5.0(RES}) TIN 3.67 my/Kg 3.67U mg/Kg
SL-686-SA5A-5B-0.0-0.5(RES) TN 3.46 my/Kg 3.46U mg/Kg
SL-986-5A5A-SB-0,0-0.5(RES) TIN 3.19 mg/Kg 3.191) mg/Ky

6020A

Method Blank Associated
Sample ID Anal_y':.sis Date Analyte _ Result Samples

B5L-673-5A5A-5B-0.0-0.5
$L-673-SA5A-8B-10.5-11.5
SL-673-SA5A-5B-4.0-5.0
$L-676-5A5A-5B-0.0-0.5
SL-676-5A5A-5B-4.0-5.0
SL-686-SA5A-58-0.0-0.5
5L-986-5A5A-58-0.0-0.5

P34037BB221923A 12/9/2013 7:23:00 PM THALLIUM 0.0320 mg/Kg

Project Name and Number; 1204-002-001-AL - SSFL Area IV Phase 3
2/7/2014 12:22:43 PM ALR version 1.7.0.207 Page 2 of 2



Field Blank Outlier Report

Lab Reporting Batch ID: PH133 Laboratory: LL
EDD Filename: PH133_v1 eQAPP Name: CDM_SSFL_140113_Lan
Method: 6010C

Matrix: SO

Field Blank - ' Associated
Sample ID Collected Date Analyte Result Samples
FB-041613(REAZITOT) 41612013 3.15:00 PM. MQLYBDENUM 0.0132 mgll SL-675-SASA-SB-0.0.0.5

TIN 0.0029 mg/L S1-673-5A5A-8B-10.5-11.5
SL-873-5A5A-5B-4.0-5.0
SL-676-5A5A-SB-0.0-0.5
SL-676-8SA5A-SB-4.0-56.0
SL-686-8A5A-58-0,0-0.5
SL-986-SA5A-$B-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Re;iorted Modified

Sample ID Analyte - Result Final Result
méﬁ-o.o-o.é(éﬁé)r — |MOLYBDENUM - 0. m
SL-673-SA5A-5B-10.5-11.5(RES) MOLYBDENUM 0.640 mg/Kg 0.640U mg/Kg
SL-873-SA5A-5B-4.0-5,0(RES) MOLYBDENUM 0.593 mg/Kg 0.593Y mg/Kg
SL-876-5A5A-5B-0.0-0.5(RES) MOLYBDENUM 0.555 mg/Kg 0.555U mg/Kg
SL-576-SA5A-5B-4.0-5.0(RES) MOLYBDENUM 0.498 mg/Kg 0.495U mg/Kg
SL.-686-SA5A-5B-0.0-0.5(RES) MOLYBDENUM 0.544 mg/Ky 0.5440) mg/Kg
SL-986-SA5A-SB-0.0-0.5(RES) MOLYBDENUM 1.04 mgiKg 1.04U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
21712014 12:45:17 PM ADR version 1.7,0.207 Page 1 of 1



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH133 Laboratory: LL
EPD Fitename: PH133_v1 ¢QAPP Name: CDM_SSFL_140113_Lan

Method: 8015M
SC

QC Sample ID
(Associated MS | MSD %R RPD Affected
%R %R | Limits Compounds | Fla

=127 -141 | 49.00-123.00 7

EFH (C21-C30) a EFH (C21-C30) TEleecs
SL-686-SA5A -SB-0.0-0.5MSD |EFH (C20-C40) 387 | -436 |49.00-123.00 | 20 (20.00) |EFH (C30-C40) R (2 no-deterts)

(SL-686-5A5A-5B-0.0-0.5) EFH {C30-C40}, No Qual, >4x

Method: 8270D SIM

Matrix: SO

QC Sample ID

{Associated MS | MSD %R RPD Affected
_______Samples) {_____Compound |_%R_| %R Limits Limits, Compounds :ﬁp:
SL-686-SA5A-5B-0,0.0.5MSD | Di-n-octylphthalate T | - ] 191 |520016200 | - . [Dinoctylphthalate N
{S1.-686-SA5A -SB-0.0-0.5) W Foctyp J(all detects)

Method: 6010C

SO

QC Sample ID

(Associated MS | MSD %R RPD Affected

Samples, Compound %R %R Limits | {Limits) Compounds Fla
SL-586-SA5A-5B-0.0-0.5MS  |ALUMINUM 1019 969 | 75.00-125.00 - ALUMINUM
(TOT) CALCIUM 183 215 | 76.00-125.00 - CALCIUM J(all detects)
SL-686-SA5A-SB-0.0-0.5MSD [IRON 231 - | 7s.00-125.00 - IRCN ‘
{TOT) MAGNESIUM 276 194 | 75.00-125.00 - MAGNESIUM
(SL-673-SA5A-SB-0.0-0.5 MANGANESE - 128 | 75,00-125,00 - MANGANESE
SL -673-SA5A-5B-10.5-11.5  |PHOSPHORUS 151 143 | 75.00-125.00 - PHOSPHORUS AL, Ga, Mg, Mn, Tl
SL -673-SA5A-5B-4.0-5.0 POTASSIUM 141 140 | 75.00-125.00 - POTASSIUM 'No Qual >4x
Sl -676-SA5A-SB-0.0-0.5 TITANIUM 339 265 | 75.00-125.00 - TITANIUM '
8L -676-SA5A-5B-4.0-5.0
Sl -686-SASA-SB-0.0-0.5
5L -986-SAEA-5B-0.0-0.5)
SL-686-SASA-SB-0.0-0.5MS  |ANTIMONY 67 65 | 75.00-125.00 - ANTIMONY
(TOT)
SL.-686-SASA -SB-0.0-0.5MSD
(TOT)
{SL-673-SA5A -§B-0.0-0.5
5L -673-5A5A-SB-10.5-11.5 Jall detects)
8L -673-5A5A -5B-4.0-5.0 Lidiall non-detects)
SL -676-SA5A-SB-0.0-0.5
5L -676-SA5A-SB-4.0-5.0
SL -686-SA5A-9B-0.0-0.5
SL -986-SA5A-SB-0.0-0.5)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/7/12014 12:15:09 PM ADR version 1.7.0.207 Page 1 of 1



Lab Duplicate Outlier Report

L.ab Reporting Batch ID: PH133
EDD Filename: PH133_v1

eQAPP Name: CDM_SSFL_140113_Lan

Laboratory: LL

(TOT}
SL-673-SA5A-SB-0.0-0.5
SL-673-SA5A-5B-10.5-11.5
Sl -673-8A5A-5B-4.0-5.0
SL -676-SA5A-5B-0.0-0.5
SL -676-SA5A-SB-4.0-5.0
5L -686-SA5A-SB-0.0-0.5
SL -986-SA5A-5B-0.0-0.5)

RPD

QC Sample ID
{Associated Sample eQAFPP
Sample ID) Analyte RPD
b T e e T ST — - e ey E——— T — S p—— T o,y ury wiy
SL-686-SA5A-SB-0.0-0.5DUP MOLYEDENUM 30 20.0

No Qual,
CK by Difference

(TOT)
(SL-673-SA5A-5B-0.0-0.5
SL-673-SA5A-58-10.5-11.5
SL -673-SA5A-5B-4.0-5.0
SL -676-SA5A-5B-0.0-0.5
SL -676-SA5A-SB-4.0-5.0
SL -686-SA5A-SB-0.0-0.5

L -986-SA5A-5B-0.0-0.5)

QC Sample ID
{Associated
Sample ID) Analyte
T T T i s

eQAPP

RPD

No Qual,
" OK by Difference

Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3

2712014 12:05:11 PM

ADR version 1.7.0.207

Page 1 of 1



Lab Control Spike/Lab Control Spike Duplicate Outlier Report
Lab Reporting Batch ID; PH133

Laboratory: LL
EDD Filename: PH133_v1

eQAPP Name: CDM_SSFL_140113_Lan
Method: 8151A o —
Matrix: SO

QC Sample ID
{Associated
. Samples) |

P33370A0241144A

(5L-686-5A5A-5B-0.0-0.5 2.4-DB 134
SL-986-SA5A-SB-0.0-0.5)

LCS Affected
%R 1 % irmi imi ,,Qo_m ounds

Method: 8270D SIM
Matrix: 8O

QC Sample ID
(Associated LCS |LCSD| %R RPD Affected
_____Samples) = Compound _ . L %R | %R | Limits | (Limits) | _ Compounds
PBLELCSQ260410 PYRENE 118 - {72.00-112.00 - PYRENE
(SL-673-5A5A-5B-0.0-0.5

SL-873-SABA-SB-10.5-11.5
$L-673-SA5A-SB-4.0-5.0
SL-676-SA5A-SB-0.0-0.5
SL-676-SA5A-$B-4.0-5.0
SL-686-SA5A-5B-0.0-0.5
SL-886-SA5A-5B-0.0-0.5)

J(ali detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2712014 12:04:33 PM

ADR version 1.7.0.207 Page 1 of 1



Field Duplicate RPD Report

Lab Reporting Batch ID: PH133

EDD Filename: PH133_v1
Method: 160.38

Laboratory: LL
eQAPP Name: CDM_SSFL_140113_Lan_

Matrix: SO
Concentration (%}
SL-686-SA5A-5B-0.0- | SL-986-SA5A-SB-0.0-
0.5 0.5
2.4 a7
Concentration (ng/Kg)
SL-686-SA5A-SB-0.0- | SL-986-SA5A-SB-0.0- Sample | eQAPP
Analyte 0.5 0.5 ' RPD RPD Flag
1,2,3.4,7,8,9-HPCDF 0.151 0.212 34 50.00
1,2,3,6,7,8-HXCDD 0.317 0.277 13 £0.00
1,2,3,7,8,9-HXCDD 0.364 0.319 13 50.00 | No Qualifiers Applied
2,3,7,8-TCOD 0.0856 0.128 40 50.00
1,2,3,4,6,7,8-HPCDD 5.89 0.584 164 50,00
1,2,3,4,6,7,8-HPCDF 1.32 0.303 125 50.00
1,2,3,4,7,8-HxCDD 0.116 0.244 71 50.00
1,2,3,4,7,8-HXCDF 0.138 0.344 85 50.00
1,2,3,6,7,8-HXCDF 0.138 0.353 88 50.00
1,2,3,7,8,9-HXCDF 0.208 0.389 61 50.00
1,2,3,7.8-PECDD 0.216 0.385 56 50.00 Jall detects)
1,2,3.7,8-PECDF 0.240 0.486 68 s0.00 | UJ@llnon-detects)
2,3,4,6,7,8-HXCDF 0.155 0.3568 81 50,00
2,3,4,7,8-PECDF 0.205 0.436 72 50.00
2.3,7,8-TCDF 1.02U 0.108 200 50.00
OCDD 61.6 325 180 50.00
OCDF 5,97 0.563 166 50.00
Method: 6010C
Matrix: SO
Concentration (mg/Kg}
SL-686-SA5A-8B-0.0- SL-986-SASA-SB-0.0- Sample | eQAPP
Analyte 0.5 (TOT} 0.5 (TOT) RPD RPD Flag

ALUMINUM 16800 19000 12 50.00
ARSENIC 4.79 5,35 11 50.00
BARIUM 98.9 105 6 50.00
BERYLLIUM 0.591 0.715 19 50.00
BORON 4.70 4,18 12 50.00
CALCIUM 2680 2170 21 50.00
CHROMIUM 21.7 23.9 10 50.00
COBALT 5.61 6.30 12 50.00
COPPER 15.2 15.4 1 50.00
IRON 22100 22700 3 50.00
LEAD 5.87 8.45 36 50.00
LITHIUM 23.4 20.2 15 50.00 | No Qualifiers Applied
MAGNESIUM 4710 4300 9 £0.00
MANGANESE 316 321 2 50,00
NICKEL 12.3 13.0 6 50.00
PHOSPHORUS 387 279 32 50.00
POTASSIUM 3410 3110 g £0.00
SODIUM 124 17 a2 50.00
TIN 3.46 3.19 8 50.00
TITANIUM 1280 1290 2 50.00
VANADIUM 385 43,1 11 50.00
ZINC 53.6 48.2 11 50.00
Zirconium 246 285 18 50.00
MOLYBDENUM 0.544 1.04 63 50.00 J(all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

2/7/12014 12:33:12 PM

Page 1 of 2



Field Duplicate RPD Report

L.ab Reporting Batch ID: PH133 . Laboratory: LL
EDD Filename: PH133_v1 _ 7 7 ~___eQAPP Name: CDM_SSFL_140113 Lan

Concentration (mg/Kg)
SL-686-SA5A-SB-0.0- | SL-986-SA5A-SB-0.0- Sample | eQAPP
Analyte 0.5 (TOT) 0.5 (TOT) RPD RPD Flag
SELENIUM 0.162 0.137 17 50.00
SILVER 0.0390 0.0333 16 50.00 . .
STRONTIUM 204 21.7 6 s0.00 | MNo Qualifiers Applied
THALLIUM 0.274 0.282 3 50.00

Concentration (mg/Kg)

SL-686-SA5A-5B-0.0- SL-986-SA5A-SB-0.0-
0.5

EFH (C15-C20) 241 Jiall detects)
EFH (C21-C30) 32 Ulall non-detects)
EFH (C30-C40) 89 50.00

Concentration (ug/Kg)
SL-686-SA5A-SB-0.0- | SL-986-SA5A-SB-0.0- | Sample | eQAPP
Analyte 0.5 0.5 RPD RPD Flag
4,4-DDD 17U 3.2 T 200 50.00
4,4-DDE 17U 15 200 50.00
4,4-DDT 17U 6.7 200 5000 |\, J("a" detg"::its)
BETA-BHC 1.9U 16 200 50.00 (all non-de
DIELDRIN 17U 0.37 200 50.00
Method: 82700 SIM ) ) - N
Matrix: SO
Concentration (ug/Kg)
SL-686-SASA-SB-0.0- | SL-986-SA5A-SB-0.0- | Sample | eQAFP
Analyte 0.5 0.5 RPD RPD Flag
CHRYSENE 0.47 1.7U 200 50.00 J(all detects)
UJ{all non-detects)

Wethod: 9045M
Matrix: SO

Concentration (pH unit)

SL-686-SA5A-5B-0.0- SL-986-SA5A-SB-0.0- Sample | eQAPP
0.5 0.5 RPD RPD Flag

S — S | e

Ne Qualifiers Applied

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/712014 12:33:12 PM ADR version 1.7.0.207 Page 2 of 2



Reporting Limit Outliers

Lab Reporting Batch 1D: PH133 Laboratory: LL
EDD Filename: PH133_v1 eQAPP Name: CDM_SSFL._140113_Lan

Method: 1613B

Matrix: SO
Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-673-SA5A-SB-0.0-05  |1.2.3.4.7.8,9-HPCDF JBQ | 1.69 5.05 PQL | ng/Kg
1,2.3,4,7,8-HxCDD J 2.47 5.05 PQL | ng/Kg
1,2,3.4.7,8-HXCDF B | 218 5.05 PQL | ng/Kg
1.2,3,6.7,8-HXCDF J 1.40 5.05 PQL | ng/Kg
1.2,3,7.8,9-HXCDD J 424 5.05 PQL | ng/Kg
1.2,3.7.8,9-HXCDF J 153 5.05 PQL | na/Kg
1,2,3,7,8-PECDD JBQ 1.43 5.05 PQL | ng/Kg J (all detects)
1.2.3,7,8-PECDF JB 118 5.05 POL | ng/Kg
2.3.4.6.7,8-HXCDF J 1.61 5.05 PQL | ng/Kg
2.3.4,7.8-PECDF JB 1.50 5.05 PQL | ng/Kg
2,3,7,.8.TCDD Ja | o783 1.01 PQL | ng/Kg
2,3.7,8-TCDF J 0.475 1.01 PQL | ng/Kg
SL-673-SA5A-SB-10.5-11.5 [1,2,3,4,6,7,8-HPCDD JB | 0139 5.46 PQL | ng/Kg
1.2.3,4.6,7.8-HPCDF JBQ | 0.0656 5.46 PQL | ng/Kg
1.2.3,4,7,8,9-HPCDF JBQ | 0.0902 5.46 PQL | ng/Kg
1,2,3,4.7,8-HXCDF JBQ | 0.0400 5.45 POL | ng/Kg
1.2,3,6.7,8-HXCDF JQ | 00448 5.46 PQL | ng/Kg
1.2.3,7.8,9-HXCDD J | ooz 5.46 PaL | ng/Kg
1.2,3.7.8,9-HXCDF Ja | 00728 5.46 Pal | ng/kg
1.2,3.7.8-PECDF JBQ | 0.0765 5.46 PQL |ngikg | ¢ (@lldetects)
2,3.4.6.7,8-HXCDF J | o032 5.46 Pal | ng/Kg
2,3,4,7,8-PECDF JB 0.0405 546 PQL ! ng/Kg
2,3.7,8-TCOD JQ | oo709 1.09 POL | ng/kg
2,3.7.8-TCDF Ja | 00986 1.09 PQL | ng/Kg
OCDD JB | 0877 10.9 PQL | ng/Kg
OCDF JBQ | 0295 10.9 PQL | ng/Kg
SL-673-SA5A-5B4.05.0  |1,2.3,4,7,8,9-HPCDF JB | 0550 5.19 PQL | na/Kg
1.2,3,4,7.8-HXCDD J 0.770 5.19 PQL | ng/Kg
1.2,3,4.7,8-HXCDF B | 0715 5.19 POL | ng/Kg
1.2,3,6,7,8-HXCDD JB 1.80 5.19 POL | ng/Kg
1.2,3.6,7,8-HXCDF J 0.444 5.19 PQL | ng/Ka
1.2,3.7.8,9-HXCDD J 1.24 5.19 PQL | ng/Kg
1.2.3,7,8,9-HXCDF J 0.559 5.19 PQL | ngikg | (@l detects)
1.2.3,7,8.PECDD JB | 0448 5.19 POL | ng/Kg
1.2.3,7.8-PECDF Ba | 0528 5.19 PaL | ng/kg
2.3.4,6.7,8-HXCDF J 0.608 5.19 POL | ng/Kg
2.3,4,7,8-PECDF B | o619 5.19 PQL | ng/Kg
2,3.7,8-TCDF J 0.192 1.04 PQL | ng/Kg
SL-676-SASA-SB-0.0-0.5  |1.2.3,4.7.8,9-HPCDF JB 124 516 PQL | ngiKg
1.2,3.4.7.8-HxCDD J 176 5.16 PQL | ng/Kg
1,2,3,4,7,3-HXCDF B | 0747 5.16 PQL | ng/Kg
1,2.3,6,7,8-HXCDD B | 456 5.16 PQL | ng/Kg
1.2.3,6,7,8-HXCDF Ja | o668 5.16 PQL | ngfKg
1.2.3.7.8,9-HXCDD J 331 5.16 PQL | ng/Kg
1.2,3.7.8,8-HXCDF J 0.447 5.16 PQL | ng/Kg |  J(all detects)
1.2,3.7.8.PECDD JBa | 147 5.16 PQL | ng/Kg
1.2,3.7.8-PECDF JB | 0428 5.16 PQL | ng/Kg
2,3,4.6.7,8-HXCDF Ja | o7 5.16 PQL | ng/Kg
2,3.4.7 8-PECDF JB | 0490 5.16 PAL | ng/Kg
2,3.7.8-TCDD Ja | o481 1.03 PQL | ng/Kg
2,3.7.8-TCDF Jo | o223 1.03 PAL | ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers
Lab Reporting Batch ID: PH133 Labhoratory: LL
EDD Filename: PH133_v1 eQAPP Name: CDM_SSFL_140113_Lan
Method: 1613B e N R 7

=

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Resulf Limit Type | Units Flag
SL-676-SA5A-5B-4.0-5.0 1,2,3,4,6,7,8-HPCDD JB 0.752 5,38 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JBQ 0.150 5.38 PQL ng/Kg
1,2,3,4,7.8,9-HPCDF JB 0.0416 5.38 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0603 5.38 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0028 5.38 PQL ng/Kg
1.2,3,6,7,8-HXCDF Ja 0.0521 5.38 PQL ng/kg
1,2,3,7,8,9-HXCDD JQ 0.0841 5.38 PaL ng/Kg J (all detect
1.2.3.7.8,9-HXCDF Ja | 00647 5.38 PaL | ng/Kg (all detects)
1,2,3,7,8-PECDD JBQ 0.0501 5.38 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0772 5.38 PQL ng/Kg
2,3,4,6,7.8-HXCDF Ja 0.0661 5.38 POL | ng/ky
2,3,4,7,8-PECDF JBQ | 0.0385 5.38 PQL | ng/Kg
2,3,7,8-TCDF J 0.0583 1.08 PQL ng/Kg
OCDF JBQ 0.528 10.8 PQL ng/Kg
SL-686-SA5A-5B-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 1.32 5.08 PQL na/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.151 5.08 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.116 5.08 PQL ng/Kg
1,2,3.4,7,8-HXCDF JBQ 0.138 5.08 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ | 0.317 5.08 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JQ 0.138 5.08 PQL ng/Kg
1,2,3,7,8,8-HXCDD J 0.364 5.08 PQL ng/Kg
1.2.3.7.8.9-HXCDF J 0.208 5.08 paL |ngikg | Y (@ll detects)
1,2,3,7,8-PECDD JBQ 0.216 5.08 POL | ng/kg
1,2,3,7,8-PECDF JB 0.240 5.08 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JQ 0.155 5.08 PQL ng/Kg
2,3,47,8-PECDF JBQ 0.205 5.08 PQL ng/Kg
2,3,7,8-TCDD Ja 0.0856 1.02 PQL ng/Kg
CCDF JB 5.97 10.2 PQL na/Kg
SL-986-5A5A-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JBQ 0.584 5.15 PQL ng/Kyg
1,2,3,4,6,7,8-HPCDF JBQ 0.303 5.15 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.212 5.15 PGL | ng/Kg
1,2,3,4,7 8-HxCDD Ja 0.244 615 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.344 5.15 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.277 5.15 PQL | ng/Kg
1,2,3,6,7,8-HXCDF J 0.353 5.15 PQL | ng/kg
1,2,3,7.8,9-HXCDD JQ 0.319 5.15 FQL ng/Ky
1,2,3,7,.8,9-HXCDF J 0.389 5.15 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.385 5.15 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.486 5.15 PQL | ng/Kg
2,3,4,6,7,8-HXCDF J 0.368 5.15 PQL ng/Ky
2,3,4,7,8-PECDF JBQ 0.435 5.15 PQL ng/Kg
2,3,7,8-TCDD Ja 0.128 1.03 PQL ng/Kg
2,3,7,8-TCDF JQ 0.106 1.03 PQL ng/Kg
oCcDD JB 3.25 10.3 PQL ng/Kg
QCDF JB 0.553 10.3 PQL ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID; PH133 Laboratory: LL
EDD Filename: PH133_v1 eQAPP Name: CDM_SSFL_140113_Lan

Wethod-  6010C — — _ e S

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-673-SA5A-SB-0.0-0.5 |BERYLLIUM ' J 0616 1.00 PQL | mgiKg ' ' o

BORON J 455 10.0 PQL | mg/Kg

MOLYBDENUM J 0.405 2.00 PQL | mgiKg J (all detects)

TIN J 3.15 10.0 PQL | mg/Kg

Zirconium J 2.66 5.01 PQL | mg/Kg
SL-573-SA5A-SB-10.5-11.5 |[BORON J 3.55 11.1 PQL |mg/Kg

MOLYBDENUM J 0.640 2.22 PQL | mg/Kg

TIN J 4.15 114 POL |mgikg| (@l detects)

Zirgonium J 2.19 5.55 PQL mg/Kg
SL-673-SA5A-SB-4.0-5.0 |BERYLLIUM J 0.674 1.06 PAL | mg/Kg

BORON J 438 10.6 POL | mgiKg

MOLYBDENUM J 0.593 242 PQL | mgfKg

SODIUM J 102 106 PQL |mgikg| Y (@ltdetects)

TIN J 3.52 10.6 PQL | mgiKg

Zirconium J 2.74 531 PQL | mg/Kg
SL-676-SA5A-SB-0.0-0.5 [BERYLLIUM J 0.601 1.01 PQL | ma/Kg

BORON J 4.55 10.1 PQL | mgiKg

MOLYBDENUM J 0.555 2.02 PQL | mgiKg J (all detects)

TIN J 3.18 10.1 PQL | mgiKg

Zirconium J 2415 5.04 PQL | mg/Kg
SL-676-SA5A-SB-4.0-50 |BERYLLIUM J 0.882 1.08 PQL | mg/Kg

BORON J 4.23 10.8 PQL |mgiKg

MOLYBDENUM J 0.498 2.17 POL | mgfg

SODIUM J 97.5 108 POL |mgikg| Y (Alldetects)

TIN J 3.67 10.8 PQL |mgiKg

Zirconium J 3.00 5.42 PQL | mg/Kg
SL-686-SASA-SB-0.0-0.5 [BERYLLIUM J 0.591 1.01 PQL | mg/Kg

BORON J 4,70 10.1 PaL ImgiKg

MOLYBDENUM J 0.544 2.03 PGL [ mg/Kg J (all detects)

TIN J 3.46 10.1 POL | mglKg

Zirconium J 2.46 5.07 PQL | mg/Kg
SL-988-SA5A-5B-0.0-0.5 [BERYLLIUM J 0.715 0.998 PQL | mgiKg

BORON J 4.18 9.98 PQL |mgKg

MOLYBDENUM J 1.04 2.00 PaL | mgiKg J (all dstects)

TIN J 3.19 9.98 PQL  {mg/Kg

Zirconium J 2.95 4,99 PQL | ma/Kg

Method: 6020A

Matrix: 50

Lab Reporting] RL
Sam_p.'elD Analyte Qual | Result Limit Type | Units Flag
IFAEAEIT
S5L-673-SA5A-8B-10.5-11.5 gﬁ_I{IEEhFI{lUM j 3'(;‘48844 8;;; 'ggli mg;‘ﬁg J (all detects)
IR
AR R

Project Name and Number: 1204—002-001-AL - SSFL Area |V Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH133
EDD Filename: PH133_v1

Method: 6020A

Laboratory: LL
eQAPP Name: CDM_SSFL_140113_Lan

= S HES|

Matrix: SO
Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-676-SA5A-SB-4.05.0  [SILVER J 0.0405 0.217 PGL |mgiKg|  J (all detects)
SL-686-SASA-SB-0.0-05 |SELENIUM J 0.162 0.406 PQl | mg/Kg
SILVER J 0.0380 0.203 PQL | mg/Kg J (all detects)

SL-986-SA5A-SB-0.0-0.5  |SELENIUM J 0.137 0.399 POL | mg/Kg '

: SILVER J | 00333 0.200 POL |mgiKg| J(alldetects)

Method: 74718B

Matrix: SO

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-673-SA5A-5B-4.0-5.0 MERCURY J 0.0141 0.0168 PQL |mg/Kg J (all detects)
SL-676-SA5A-5B-0.0-0.5 MERCURY J 0.0113 0.0171 PQL |mg/Kg J (all detects)
SL-676-SA5A-SB-4.0-5.0  [MERCURY J 0.0112 | 00183 | PQL |mgiKg| J(alldetects)

Method: 8015M

Matrix: SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-673-SA5A-5B-4.0-5.0 |GASOLINE RANGE ORGANICS (C5-C12) J 0.5 1.1 PQL | mg/Kg J (all detects)
SL-686-SA5A-SB-0.0-0.5 EFH (C15-C20) J 2.1 5.1 PQL mg/Kg J (all detects)

Method: 8081B

Matrix: SO
Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-986-SA5A-8B-0.0-0.5 |4,4-DDE J 1.5 1.8 PGL ug/Kg
BETA-BHC J 1.6 20 PQL | ug/Kg J {all detects)
DIELDRIN J 0.37 1.8 PQL | ug/Kg

Method: 8082A

Matrix: SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limif Type | Units Flag
SL-673-SA5A-5B-0.0-0.5  |Araclor 5460 2| e 33 | PQL |ugKg| J(alldetects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1,7.0,207
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Reporting Limit Outliers

Lab Reporting Batch ID: PH133 Laboratory: LL
EDD Filename: PH133_v1 eQAPP Name: CDM_SSFL_140113_Lan

Method: 8270D SIM I

Matrix: SO
Lab Reporting)l RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-673-SA5A-SB-0.0-0.5 |ANTHRACENE J 2.4 8.5 PQL | ug/Kg
BENZO(A)ANTHRACENE J 7.2 8.5 PQL | ug/Kg
BENZQ(G,H,)PERYLENE J 5.9 8.5 PQL | ug/Kg J (all detects)
BENZO{K)FLLUORANTHENE J 5.4 8.5 PQL | ug/Kg
INDENO(1,2,3-CD)PYRENE J 3.7 8.5 POL | ug/Kg
SL-673-SA5A-8B-4.0-5.0 [1-METHYLNAPHTHALENE J 6.3 8.9 PaL | ug/Kg
2-METHYLNAPHTHALENE J 8.4 8.9 PQL | ug/iKg
BENZO(AANTHRACENE J 4.5 8.9 PQL | ugiKg J (all detects)
BENZO{AYPYRENE J 3.9 8.9 PQL | ug/Kg
NAPHTHALENE J 4.6 8.9 PAL | ugiKg
SL-676-SA5A-5B-0.0-0.5 1-METHYLNAPHTHALENE J 0.71 1.7 PQL ug/Kg
2-METHYLNAPHTHALENE J 1.2 1.7 PQL ug/Kg
BENZC(E)PYRENE J 5.1 18 PQL | ug/Kg
BENZO(G.H.)PERYLENE J 16 17 PQL | ug/Kg | ¢ (alldetects)
INDENO(1,2,3-CD)PYRENE J 0.91 1.7 POL | ugiKg
NAPHTHALENE J 1.1 1.7 PQL ug/Kg
SL-676-SA5A-5B-4.0-5.0  |1-METHYLNAPHTHALENE J 1.1 1.8 PQL | ug/iKg J (all detects)
SL-686-SA5A-SB-0.0-0.5  [CHRYSENE J 0.47 1.7 POL | ugiKg J {all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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LDC #__31212C4 VALIDATION COMPLETENESS WORKSHEET pate: | {3/

SDG #__PH133 ADR Pagea_of \ °
Laboratory:_Eurofins Lancaster Laboratories Reviewer:
2nd Reviewer:

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area ; %M
1. Technical holding times Sampling dates: I / / (Z/z / r7>

II.__ | ICP/MS Tune

1. Calibration

IV. | Blanks

V. | ICP Interference Check Sample {ICS) Analysis

mélﬁ)
/(S

VI, | Matrix Spike Analysis

VII. | Duplicate Sample Analysis

VIll. | Laboratory Control Samples (LCS)

IX. | Internal Standard (ICP-MS)

X. ICP Serial Dilution

Xl. | Sample Result Verification

XIl, | Overall Assessment of Data

\zzjﬁzb%%\\}\\}
@]
S

XN, | Field Duplicates / ( /9

A
XIV. | Field Blanks 6(3'\} ﬂ@" g@ \ — \ \ ’Z'@/rs FG%" ?6"0% é’ P\
Note: A = Acceptable ND = No compounds detected Dlj gu%:@ F HO%Z)

N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank

Validated Samples:

1 | SL-673-SA5A-SB-0.0-0.5 11 21 3
2 | SL-673-SA5A-SB-4.0-5.0 12 22 32
3 | SL-673-5A5A-SB-10.5-11.5 13 23 33
4 | 81L-676-SA5A-SB-0.0-0.5 14 24 34
5 | SL-676-SA5A-5B-4.0-5.0 15 25 35
6 | SL-586-SA5A-SB-0.0-0.5 16 26 36
7 | 5L-086-SA5A-SB-0.0-0.5 17 27 37
8 | SL-686-SA5A-SB—0.0-0.5MS 18 28 38
9 | 5L-686-5A5A-SB-0.0-0.5MSD [ 19 29 39
10 | SL-686-SA5A-SB-0.0-0.5DUP | 20 30 40
Notes:

31212C4W.wpd



LDC #: 31212C4 VALIDATION FINDINGS WORKSHEET : Page:\_of\

Field Blanks Reviewer: .

2nd Reviewer:
METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mag/lL Associated sample units:__mag/Kg Reason: F
Sampling date:__ 4/16/13 Soil factor applied 100x
Field blank type: {circle one) Field Blank / Rinsate / Qther: Associated Samples:__ All
Analyte Blank ID Sample ldentification
| FB-041613 | Action 1 2 3 4 5 6 7
(SDG: Limit
PH032) =
[vB
Mo 0.0132 8.60 3—56? 0.59% 0.640 0556 | © .gl__;_‘b 0.54H4 1.04
Sn 0.0029 1.45
\lé%{ > :
Sampling date: Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples: Al
Analyte Blank D Sample ldentification
- | EB1-112613 | Action No
{(SDG: Limit | Qualifiers
PH12§ ™
Zn 0.0032 1.6

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

31212C4eb.wpd



& eurofins

| ancaste QUALITY ASSURANCE SUMMARY
ncaster

Laberatories FORM 3A {MS/MSD)
MATRIX SPIKE/MATRIX SPIKE DUPLICATE
SDG No.: PH133 .
Matrix: SOIL Level (low/med): LOW

Background Lab Sample ID: 7220760BKG Matrix Spike Lab Sample ID: 7220761MS Matrix Spike Duplicate Lab Sample ID: 72%0762MSD
Batch Id(s}: P34037B, P34038A

BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit
Analyte Mass Result C Result C Result cC Added Added Units| %R (Q| %R |[Q|RPD|Q %R RPD [ M
JAlumdnume ol - 16409.29800 |0 0 18427.0149] ¢ 18327.6535[ - ©198.0198| © 198.0198MG/KG| 1019 |* 969 % 1 20|p
Antimony C.7327U0 32.9208 31.9931 49.5050 49 ,5050|MG/KG 66| N 65N 3 75-125 20[p
Arsenic 46703 20.2554 19.9554 14.8515 14.8515MG/KG 105 103 1 75 =125 20p
Barium 96.5158 302.1366 298.2426 198.0198 198 .0198MG/KG 104 102 1 75-125 20lp
Beryllium 0.5772|B 5.5535 5.4931 4.9505 . 4.9505|MG/RG 101 99 1 75-125 20|p
Boron 4.5881B 202.3861 200.4782 198.0198 198.0198|MG/KG 100 99 1 75-125 20|p
Cadmium 0.0752|0 4.5921 4.5317 - 4.9505|. 4.9505|MG/RG 93 92 1 75-125 20|P
Jcaléium oo oo | 2611.5495) | - ©3337.0238] | . 3461.7366] .| 396.0396 -396.0396MG/KG|  183| 7| "21s[| 4 20|P
Chromium 21.1396 423495 41.3228 15.8020 19.8020MG/KG 107 102 2 75-125 20|P
Cobalt 5.4792 53.7109 53.1050 49.5050 49.5050[MG/KG 97 96 1 75-125 20[p
Copper 14.8139 42.3386 41.4198 24.7525 24 .7525|MG/KG 111 107 2 75-125 20[p
Iron 21549, 6099 21777.9584 21653.7584 99.0099 99.0099MG/KG 231 105 1 20P
Lead 5.7327 20.6050 20.7168 14.8515 14.8515MG/KG 100 101 1 75-125 20[p
Lithium 22.8139 123.4040 121.9099 99.0099 99, 0099|MG/KG 102 100 1 75~ 125 20[p
. Magnes: et A T 45937990 | - 5141.1901( | - 4977.5564] |  -198.0198|..-198.0198MG/KG|. -~ 276/ | T 194f: 3 20p
4 Mahigangses: VL3081 04260 o 364 8594 - 372.0485 - 495050 T LOTSOS0ME/KG| - ATsl | 129/ «f 2 20[p
Mercury 0.0098|U 0.1731 0.1779 0.1606 0.1638|MG/KG 108 109 3 65-135 20[cv
Molybdenum 0.5307|B 193.0891 191.9396 198.0198 198.02198|MG/KG 97 97 1 75-125 20|p
Nickel 11.9832 61.7970 60.6594 49.5050 49.5050|MG/KG 101 98 2 75-125 20[p
Phosphorus 378.1079 527.7812 519.5208 59.0099 99.0099|MG/RG 151N 143|N 2 75-125 20|p
Potassium 3324.2733 4715.8752 4706.4673 950.0990 990. 0290|MG/KG 141N 140|N 0 75-125 20|P
Selenium 78 0.1584|B 2.0687 2.0962 1.9802 1.9802|MG/KG 9¢ 98 1 75-125 20MS
Silver 107 0.0380|B 9.9511 10.1216 9.9010 9. 9010|MG/KG 100 102 2 75-125 20Ms
Sodium 121.0842 1113.0604 1103.7604 990.0990 990.09290MG/KG 100 59 1 75-125 20|p
Strontium 88 19.9113 28.6770 28.5251 7.9208 7.9208|MG/KG 111 109 1 75-125 20Ms
Thallium 203 0.2675 0.6663 0.6440 0.3960 0.3960|MG/KG 101 95 3 75 =125 20Ms
i 3.3812B 368.4723 367.7792 396.039¢ 396.0396|MG/KG 92 92 0 75-125 20|P
s e g oA gl ol 156464260 {1491 .3079F ) 299000997 21199, 0099MG/KE| 338 mman2ie SR 5 20[p
37.5416 91.7129 90.2228 495.5050 49.5050|MG/KG 109 106 2 75 -125 20|p
52.343¢6 103.3743 102.4960 49,5050 49, 5050|MG/KG 103 101 1 75-125 20|P
Zirconium 2.4040/B 97.4030 96.7436 55.0099 89.0099MG/KG 26 95 1 75-125 20|P

Note: Results shown are reported on an as-received basis.

METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CcvV Cold Vapor U= Below MDL, B= Below LCQ
MS = ICP Mass Spectrometry AF Ceold Vapor Atomic Fluorescence FLAGS:

DLA22 DPann 2489 Af 26AD N = Matrix Spike 00S, * = Duplicate CO3
OO age£404-01£040

il




<& eurofins |

Lancaster

QUALITY ASSURANCE SUMMARY

Laboratories FORM 6
DUPLICATES
SDG No.: PH133
Matrix: SOIL Level (low/med): LOW
Background Lab Sample ID: 7290760BKG Duplicate Lab Sample ID: 7290763DUP
Batch ID(s): P34037B, P34038a
Concentration Units: MG/KG
Control
Analyte Mass Limit Samples (3) C Duplicate (D) ol RPD Q| M
Aluminum 16409.2980 16486.4158 0 P
Antimony 0.7327|U 0.7327]0 P
Arsenic 4.0 4.6703 5.3733 14 P
Barium 96.5158 100.6693 4 P
Beryllium 0.5772|B 0.603C|B 4 P
Boron 4,5881|B 3.9129|B 16 P
Cadmium -0.2861|B -0.3000|B -5 P
Calcium 2611.5495 2645.8347 1 P
Chromium 21.1396 21.7832 3 P
Cobalt 5.479z2 6.0069 g B
Copper 14.8139 15.8%11 7 P
Iron 21549.6099 23321.9762 8 P
Lead 3.0 5.7327 6.6059 14 P
Lithium 22.8139 23.7109 4 P
Magnesium 4593.7990 4903.9604 7 P
Manganese 308.042¢ 322.63%6 5 P
Mercury 0.0098[|C 0.0098(U0 CV
QTS Yy Bdenum: ™ TUAGTS3QRP B e 0. 3921 B . 30 P
Nickel 11.9832 12.7653 6 P
Phosphorus 378.1079 445.5465 16 P
Potassium 3324.2733 3519.,3752 6 P
Selenium 78 0.1584|B .15541B 2 MS
o bk e T e e e L e D L C D (U] =Y R 0257150, aumirain Q|42 MS
Sodium & 939.0 121.0842 .9010 1 P
Strontium 88 19.9113 .1689 1 MS
Thallium 203 0.2 0.2675 .2612 2 MS
Tin 3.3812|B .3446(RB 1 P
Titanium 1228.7248 1215.7733 1 P
Vanadium 37.5416 40.5871 8 P
Zinc 52.3436 55.B891 7 p
Zirconium 2.4040|B 2.8248|B 16 P
NOTE: An asterisk {(*) in column "Q" indicates poor duplicate precision (RPD > 20% CR

I (S)

The data are considered to be valid because the laboratory control sample
within the control limits.

- {D)I

Note:

> LOQ for wvalues < 5x LOQ).

Results shown are repocrted on an as-received basis.

See the Laboratory Control Sample.

METHODS :
P =

MS =

Ccv

AF

It

ICP Atomic Emission Spectrometer
ICP Mass Spectrometry
Cold Vapor

Cold Vapor Atomic Fluoresc

SEUN33 Page

CONCENTRATION QUALIFIERS:

U= Below MDL
B= Below LOQ

E&ﬁ%fbi%ﬁé@icate Out of Spec
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INTRODUCTION

This Data Validation Report (DVR) presents Level |V data validation results for samples
collected on November 25, 2013. Data validation was performed in accordance with the Quality
Assurance Project Plan (QAPP) for Santa Susana Field Laboratory (SSFL), RCRA Facility
[nvestigation, Surficial Media Operable Unit (March 2009, Revision 4) and a modified outline of
the USEPA Contract Laboratory Program National Functional Guidelines (CLPNFGs) for
Superfund Organic Methods Pata Review (June 2008), Polychlorinated Dioxins/Dibenzofurans
Data Review (September 2005) and for Inorganic Data Review {(January 2010). Where specific
guidance is not available, the data has been evaluated in a conservative manner consistent with
industry standards using professional experience.

The analyses were performed by the following methods:

Semivolatiles (SVQCs) by Environmental Protection Agency (EPA) SW 846 Method 8270D
SVOCs by EPA SW 846 Method 8270D utilizing Selective fon Monitoring (SIM)
Polychlorinated Biphenyls (PCBs) by EPA SW 846 Method 8082A

Metals by EPA SW 846 Method 6010C, 6020A and 7471B

Total Petroleurn Hydrocarbons (TPH) as Gasoline by EPA SW 846 Method 8015M

TPH as Extractables by EPA SW 846 Method 8015M

Dioxins and Dibenzofurans by EPA Method 1613B

Formaldehyde by EPA Method 8315A

Wet Chemistry:
Hexavalent Chromium by EPA Method 7199

The sample identification and methods of analyses performed on each sample is presented in
Attachment 1. Overall data qualification summary is presented in Attachment Il. Level Ili
Automated Data Review outliers are presented in Enclosure 1. Level IV DVRs are presented in
Enclosure Il.

All sample results were subjected to Level IV data validation, which comprises an evaluation of
quality control (QC) summary results for sample holding times, initial and continuing
calibrations, initial and continying calibration blanks (ICB/CCBs), surrogates, internal standards,
interference check (ICSA and ICSAB) samples, matrix spike/matrix spike duplicates (MS/MSD),
laboratory duplicates (DUP), laboratory control sample/laboratory control sample duplicates
(LCS/LCSD), ICP serial dilutions, method blanks, trip blanks, equipment blanks, field blanks,
field duplicate samples, and the raw data to confirm sample quantitation and identification.

Automated data review was performed on all QC summary results using the Automated Data
Review (ADR) software program (LDC, 2013) with exception of the initial and continuing
calibrations, ICB/CCBs, interference check samples, internal standards (except dioxins), and
ICP serial dilutions, which were validated manually. Quality assurance (QA)QC criteria
specified in the QAPP and CLPNFGs were incorporated with the program’s reference library to
assess compliance with project requirements.



The following are definitions of the data qualifiers:

u

NJ
uJ

Indicates the compound or analyte was analyzed for but not detected at or above the
stated limit,

Indicates an estimated value.
Quality control indicates the data is not usable.
Presumptive evidence of presence of the compound at an estimated quantity.

Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met QC criteria.

Il. Initial Calibration

All criteria for the initial calibration of each method were met with the following exceptions of
several SVOCs. The associated sample results were qualified as non-detected estimated (UJ).
The details regarding the qualification of data are provided in Enclosure |l.

ll. Continuing Calibration-

All criteria for the initial calibration verifications and continuing calibration of each method were
met with the exception of one SVOC. The associated sample results were qualified as non-
detected estimated (UJ). The details regarding the qualification of data are provided in
Enclosure Il.

IV. Blanks

Method blanks were performed at the required frequencies. No contaminant concentrations
were detected in the method or preparation blanks with the exception of two blanks for metals
and dioxins. The associated sample results were qualified as non-detected (U) due to method
blank contamination as applicable. The sample results that were not detected or were
significantly greater than the concentrations found in the associated blanks were not qualified.
The details regarding the qualification of data are provided in Enclosures | and II.

No contaminant concentrations were detected in the initial or continuing calibration blanks with
the exception of several metals. The associated sample results were not detected or were

significantly greater than the concentrations found in the associated blanks, therefore no data
were qualified. The details are provided in Enclosure l.

V. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All surrogate
recoveries (%R) were within QC limits with the exception of one sample for PCBs. No data were
qualified due to high %Rs since the associated results were non-detected. The details are
provided in Enclosures | and [l

Vi. ICP Interference Check Sample {ICS) Analysis

The frequency of analysis was met.

The criteria for analysis were met.



VIl. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were performed at the required
frequency. Percent recoveries (%R) and relative percent differences (RPD) were within QC
limits with the exception of one MS/MSD pair for SVOCs, metals, TPH as exiractables and
dioxins. The benzidine result in sample SL-715-SA5A-SB-0.0-0.5 was qualified as rejected (R)
due to MS/MSD %Rs grossly outside QC limits (i.e., < 0%). The remainder of the associated
sample results were qualified as detected estimated (J) or non-detected estimated (UJ) as
applicable. The details regarding the qualification of data are provided in Enclosures | and |l.
VIIl. Laboratory Duplicates Sample

Laboratory duplicates (DUP) sample analyses were reviewed for each matrix as applicable.
Results were within QC limits.

IX. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable, Percent recoveries
(%R) and relative percent differences (RPD) were within QC.

X. Internal Standards

All internal standard areas and retention times or percent recoveries were within QC limits.
XI. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were met.
Xll. Compound Quantitation

The laboratory reporting limits were evaluated. All laboratory reporting limits met the specified
requirements.

All compound quantitations were within validation criteria with the following exceptions:

SDG/

Method Sample Compound Finding Criteria Flag
PH134/ SL-715-SA5A-5B-0.0-0.5 QCDD Sample result Reported result should J (all detects)
16138 SL-715-SABA-SB-6.0-7.0 exceeded calibration be within calibration

SL-1015-SA5A-3B-0.0-0.5 range range

All compounds reported below the RL as detected were qualified as follows:

Sample Finding ) Flag

All samples In SDG PH134 All compounds reported as detected below the RL. J (all detects)




XIll. Field Duplicate Samples

One field duplicate pair was collected and analyzed for SVOCs, PCBs, metals, TPH as
extractables, dioxins, formaldehyde and hexavalent chromium. All RPDs were within QC limits
with the exception of several SVOCs, metals, TPH as extractables, dioxins and hexavalent
chromium. The associated sample results were qualified as detected estimated (J) or non-
detected estimated (UJ) as applicable. The field duplicate result comparisons are provided in
Enclosures | and Il.

XIV, Field Blank Samples

One trip blank was collected and analyzed for TPH as gasoline. No volatile contaminants were
found in the trip blank.

One equipment blank (from SDG PH135) was collected and analyzed for SVOCs, PCBs,
metals, TPH as gasoline, TPH as extractables, dioxins, formaldehyde and hexavalent
chromium. The equipment blank had detections for SYOCs, metals and dioxins. The associated
sample results were not detected or were significantly greater than the concentrations found in
the equipment blanks, therefore no data were qualified. The details are provided in Enclosure |I.

One field blank {from SDG PH032) was collected and analyzed for SVOCs, PCBs, metals, TPH
as gasoline, TPH as extractables, dioxins, formaldehyde and hexavalent chromium. The field
blank had detections for SVOCs, metals and dioxins. The associated sample results were
qualified as non-detected (U} due {o field blank contamination as applicable. The sample results
that were not detected or were significantly greater than the concentrations found in the field
blank were not qualified. The field blank outlier reports are presented in Enclosures | and 1.

XV. Overall Assessment of Data

One benzidine result was rejected due to MS/MSD %Rs grossly outside of QC limits. This result
is not useable for all purposes.

The overall assessment of QA/QC data review by automated and manual validation of this
sampling event met project requirements and analytical completeness levels with the exceptions
noted in the above sections. The remainder of the data are deemed useable for the intended
use.

Data flags are summarized and are presented as Attachment 2.



Attachment 1

Sample Cross Reference



Sample Cross Reference

Date Sam;'ile Prep ' Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
25-Nov-2013  TB-112513 7293070 1B 50308 8015M v
25-Nov-2013  SL-584-SA5A-SB-0.0-0.5 7293060 N 3050B 6010C 1\
25-Nov-2013  SL-584-SA5A-SB-0.0-0.5 7293060 N 30508 6020A v
25-Nov-2013  SL-584-SA5BA-SB-0.0-0.5 7293060 N 3546 8015M I\
25-Nov-2013  SL-584-SA5A-SB-0.0-0.5 7293060 N 3546 8082A 1\
25-Nov-2013  SL-584-SA5A-SB-Q.0-0.5 7293060 N 3546 82700 SIM v
25-Nov-2013  SL-584-SABA-3B-0.0-0.5 7293060 N METHOD 16138 v
25-Nov-2013  SL-584-5A5A-5B-0.0-0.5 7293060 N METHOD 74718 v
25-Nov-2013  SL-1015-SA5A-SB-0.0-0.5 7293069 FD 3050B 6010C v
25-Nov-2013  SL-1015-SA5A-SB-0.0-0.5 7293069 FD 3050B 6020A v
" 25-Nov-2013  S1-1015-SA5A-SB-0.0-0.5 7293069 FD 3060A 7189 v
25-Nov-2013  SL-1015-SA5A-SB-Q.0-0.5 7293069 FD 3546 8015M v
25-Nov-2013  SL-1015-SA5A-SB-0.0-0.5 7293069 FD 3546 8082A v
25-Nov-2013  SL-1015-SA5A-3B-0.0-0.5 7293069 FD 3546 8270D 1\
25-Nov-2013  SL-1015-SA5A-SB-0.0-0.5 7293069 FD 3546 8270D SIM [\
25-Nov-2013  SL-1015-SA5A-SB-0.0-0.5 7293069 FD METHOD 1613B \Y
25-Nov-2013  SL-101 5-SA5A-_SB-0.0-O.5 7293069 FD METHOD 7471B v
25-Nov-2013  SL-1015-SA5A-SB-0.0-0.5 7293069 FD METHQD 8315A v
25-Nov-2013  SL-715-SA5A-SB-0.0-0.5 7293061 N 30508 6010C v
25-Nov-2013  SL-715-SA5A-SB-0.0-0.5 7293061 N 3050B 6020A v
25-Nov-2013  SL-715-SA5A-8B-0.0-0.5 7293061 N 3060A 7199 \Y
25-Nov-2013  SL-715-SASA-8B-0.0-0.5 7293061 N 3546 8015M v
25-Nov-2013  SL-715-SA5A-SB-0.0-0.5 7293061 N 3546 80824 v
25-Nov-2013  SL-715-SA5A-5B-0.0-0.5 7293061 N 3546 8270D v
25-Nov-2013  SL-715-SA5A-SB-0.0-0.5 7293061 N 3546 8270D SIM %
25-Nov-2013  SL-715-SA5A-5B-0.0-0.5 7293061 N METHOD 16138 v

HI = EPA Level 3 Dala Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trp Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 1 of 3



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
25-Nov-2013  SL-715-8SA5A-8B-0.0-0.5 7293061 N METHOD 7471B v
25-Nov-2013  SL-715-SA5A-SB-0.0-0.5 7293061 N METHOD 8315A v
25-Nov-2013  SL-715-5A5A-SB-0.0-0.5MS 7293062 MS 3050B 6010C v
25-Nov-2013  SL-715-SA5A-5B-0.0-0.5MS 7293062 MS 30508 6020A v
25-Nov-2013 SL—715-SA5A-SB-O.6-0.5MS 7293062 Ms 3546 8015M v
25-Nov-2013  5L-715-SAS5A-8B-0.0-0.5MS 7293062 Ms 3546 8082A v
25-Nov-2013  SL-715-SAEA-5B-0.0-0.5MS 7293062 M3 3546 8270D v
25-Nov-2013  3L-715-5A5A-5B-0.0-0.5MS 7293062 M3 3546 8270D SIM Y
25-Nov-2013  SL-715-SAS5A-SB-0.0-0.5M8 7293062 MS METHOD 1613B WY
25-Nov-2013  SL-715-SA5A-SB-0.0-0.5MS 7293062 MS METHOD 7471B v
25-Nov-2013  SL-715-SA5A-SB-0.0-0.5MS 7293062 MS METHOD 8315A v
25-Nov-2013  SL-715-SABA-SB-0.0-0.5MSD 7293063 MsSD 30508 6010C v
25-Nov-2013  SL-715-5A5A-SB-0.0-0.5MSD 7293063 MSD 30508 6020A Y
25-Nov-2013  8L-715-5ABA-5B-0.0-0.5MSD 7293063 MSD 3546 8015M v
25-Nov-2013  SL-715-8SA5A-8B-0.0-0.5MSD 7293063 MSD 3546 8082A v
25-Nov-2013  SL-715-SA5A-5B-0.0-0.5MSD 7293063 MSD 3546 8270D v
25-Nov-2013  SL-715-SA5A-SB-0.0-0.5MSD 7293083 MSD 3546 82700 SIM v
25-Nov-2013  SL-715-SAbA-5B-0.0-0.5MSD 7293063 MSD METHOD | 1613B v
25-Nov-2013  SL-715-SA5A-SB-0,0-0.5MSD 7293063 MSD METHOD 74718 v
25-Nov-2013  5L-715-SA5A-8B-0.0-0.5MSD 7293063 MSD METHOD 8315A v
25-Nov-2013  SL-715-SA5A-5B-0.0-0.5MS 7293064 MS 3060A 7199 v
25-Nov-2013  SL-715-SA5A-8B-0.0-0.5MS 7283065 Ms 3060A 7199 v
25-Nov-2013  SL-715-SA5A-8B-0.0-0.5DUP 7293067 DUP 30508 6010C v
25-Nov-2013  SL-715-SA5A-8B-0.0-0.5DUP 7293067 pupP 30508 6020A v
25-Nov-2013  SL-715-SA5A-5B-0.0-0.5DUP 7293067 DUP 3060A 7199 [\
25-Nov-2013  SL-715-SA5A-8B-0.0-0.5DUP 7293067 DuP METHOD 74718 v

I = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

78 = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 2 of 3



Sample Cross Reference

Date Sample Prep f\nalytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
25-Nov-2013  SL-71 5-SA5A-SB-6.6-7.0 7293068 N 3050B 6010C v
25-Nov-2013  SL-715-SA5A-SB-6.0-7.0 7293068 N 30508 6020A v
25-Nov-2013  SL-715-SA5A-SB-6.0-7.0 7293068 N 3060A 7199 W
25-Nov-2013  SL-715-SA5A-SB-6.0-7.0 72930638 N 3548 B015M 1\
25-Nov-2013  SL-715-SA5A-8B-6.0-7.0 7293068 N 3546 8082A 1\
25-Nov-2013  SL-715-SA5A-SB-6.0-7.0 7293068 N 3546 82700 1\
25-Nov-2013  SL-715-SA5A-8B-6.0-7.0 7293068 N 3546 82700 SIM A"
25-Nov-2013  $SL-715-SA5A-SB-6.0-7.0 7283068 N 5035A 8015M v
25-Nov-2013  S8L-715-SA5A-SB-6.0-7.0 7283068 N METHOD 1613B v
25-Nov-2013  SL-715-SA5A-SB-6.0-7.0 7293068 N METHOD 7471B v
25-Nov-2013  SL-715-3A5A-3B-6.0-7.0 7293068 N METHOD 8315A v
25-Nov-2013  SL-831-SA5A-SB-0.0-0.5 7293071 N 3050B 6010C v
25-Nov-2013  SL-631-SA5A-5B-0.0-0.5 7293071 N 30508 6020A v
25-Nov-2013  SL-631-SA5A-SB-0.0-0.5 7293071 N 3546 8015M v
25-Nov-2013  SL-631-SA5A-8B-0.0-0.5 7283071 N 3546 8082A 1\
25-Nov-2013  SL-631-SA5A-S$B-0.0-0.5 7293071 N 3546 8270D SIM v
25-Nov-2013  SL-631-SAS5A-SB-0.0-0.5 7293071 N METHOD 1613B v
25-Nov-2013  SL-631-SA5A-5B-0.0-0.5 7293071 N METHOD 7471B A

NI = EPA Level 3 Dafa Review
1V = EPA Leve! 4 Dafa Validation

N = Normal Sample
FD = Field Duplicale

T8 = Trip Blank
F8 = Field Blank

MS = Matrix Spike
MSD = Mafrix Spike Duplicate

Page 3 of 3



Attachment 2
Overall Data Qualification Summary



Data Qualifier Summary

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PrepPH134 eQAPP Name: CDM_SSFL_140113_Lan

Method Category:  METALS
6010C
Sample ID: SL-1015-8A5A-5B-0.0-0.5 Coffected: 11/25/2013 10:02:00  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Amalte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code _
fNTlMONY 4.02 ) 0.744 MDL 4.02 PQL mg/Kg uJ QV )
ARSENIC 3.56 J 0.704 MDL 4.02 PQL mg/Kg J z
BERYLLIUM 0.661 J 0.0674 MDL 1.01 PQL mg/Kg J z
BORON . 10.1 u 0.845 MDL. 101 PQL mg/Kg ud FO
POTASSIUM R 2630 8.39 MDL 1M PQL mg/Kg J Q
SODIUM 96.4 J 168 | MDL 101 POL | mgiKg J z
TIN 3.00 J 0.221 MDL 10.1 PQL my/Kg u B
ZINC 132 0.201 MDL 4.02 PQL mg/Kg J Q
Zirconium 2.73 J 0.845 MBL 5.03 PQL mgiKg J Z
MOLYBDENUM 0.429 J 0.171 MDL 2.0 PQL my/Kg u F
Sample ID: SL.-584-SA5A-5B-0.0-0.5 Cofiected: 11/25/2013 8:50:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analte | Rosult | Qual | DL | Type | RL | Type | Units | Qual |  Code
ANTIMONY 4,05 U 0.750 MDL 4.05 PQL mg/Kg uJ Q
ARSENIC 2.95 J 0.709 MDL 4.05 PQL mg/Kg J Z
BERYLLIUM 0.605 J 0.0679 MDL 1,01 PQL mg/Kg J Z
BORON 1.60 J 0.851 MDL 10.1 PQL mg/Kg J z
MOLYBDENUM 0.321 J 0.172 MDL 2.03 PQL mgiKg U F
POTASSIUM 3420 8.45 MDL 101 PQL mg/Kg J Q
SODIUM 881 J 16.9 MDL 101 PQL mgiKg J z
TIN ' 2,94 J 0.223 MDL 10.1 PQL mg/Kg u B
ZINC 60.5 0.203 MDL 4.05 PQL | mg/Kg J Q
Zirconium 3.14 J 0.851 MDL 507 PQL mg/Kg J z
Sample 1D; SL-631-5A5A-SB-0.0-0.5 Coffected: 11/25/2013 2:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Tyne | Units | Qual | _ Code
ANTI.M(‘)NY 4.05 U 0.749 MBDL 4.056 PQL mglKg W Q
BERYLLIUM 0.643 J 0.0678 | MDL 1.01 PQL mg/ikg J Z
MOLYBDENUM 0.379 J 0.172 MDL 2,02 PQL mg/Kg U F
POTASSIUM 3570 8.44 MDL 101 PQL mglKg J Q
SODIUM 91.3 J 16.9 MDL 101 PQL ma/Kg J z
TIN 2,90 J 0.223 MDL 10.1 PQL mygfKg U B
ZINC 62,1 0.202 MDL 4.05 FQL mgiKg J Q

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/20/2014 11:08:53 AM ADR version 1.7.0.207 Page 1 0of 13



Data Qualifier Summary

Lab Reporting Batch 1D: PH134 Laboratory: LL
EDD Filename: PrepPH134 EQAPP Name: CDM SSFL 140113 _Lan
6010C
Sample ID: SL-631-SA5A-SB-0.0-0.5 Coflfected: 11/25/2013 2:20:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL_| Type | Units | Qual | Code
Zirconiym 350 | o losso | moL | 508 | PaL | mgrKg J z
Sample ID: SL-T15-SA5A-SB-0.0-0.6 Collected: 11/25/2013 10:10:00  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
ﬂ_qq]yte _ , N _ Result Qual DL Type RL Type : ‘U_'fjlit’s Qual _ C.fodg
ANTIMONY 4.08 u 6.755 MDL 4.08 PQL mg/Kg U Q
ARSENIC 3.16 J 0.714 MDL 4.08 PQL my/Kg J Z
BERYLLIUM 0.619 J 0.0684 MDL 1.02 PaL mg/Kg J Z
BORON 2.03 J 0.857 | MDL 10.2 PQL | mg/Kg J Z, FD
MOLYBDENUM 0.439 J 0.173 MDL 2,04 PQL mg/Kg u F
POTASSIUM 3200 8.51 MDL 102 PQL mg/Kg J Q
SODIUM 96.9 J 17.0 MDL 102 PQL mg/iKg J Zz
IN 3.10 J 0.224 | MOL 10.2 PQL | mg/Kg u B
ZING 116 0.204 MDL 4.08 PQL mg/Kg J Q
Zirconium 2.64 J 0.857 MDL 5.10 PQL mg/Kg J z
Sample ID: SL-715-SA5A-SB-6.0-7.0 Collected: 1112512013 11:50:00  Analysis Type: RES Difution: 4
Data
Lab Lab DL RL Review Reason
| Resurt | ouar | DL | Type | RL | Type | Units | Quat | Code _
ANTIMONY 4.06 U 0.750 MDL 4.06 POL mg/Kg uJ Q
ARSENIC 3.9j J 0.710 MDL 4.06 PQL mg/Kg J z
BERYLLIUM 0.619 J 0.0679 | MDL 1.01 PQL mg/Kg J z
MOLYBDENUM 0.322 J 0.172 MDL 2.03 POL mg/Kg U F
POTASSIUM 2070 8.46 MDL 101 PQL mg/Kg J Q
TIN 2.97 J 0.223 MDL 10.1 PQL mg/Kg U B
ZINC 65.5 0.203 MDL 4.06 PQL mg/Kg J Q
Zirconium 2.73 J 0.852 MOL 5.07 PQL mg/Kg J Z

Method Category:  METALS

6020A Matrix: 8O
Sample ID: SL-1018-SA5A-SB-0.0-0.5 Collected: 11/25/2013 10:02:00  Apalysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Resu!t Qua!l DL Type RL Type | Units Qual . 4C'o‘cfe _
SELENIUM _ 0208 | | 0401 | MDL [ 0.402 [ PaL [mngg [ J [ z |

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3

2/20/2014 11:08:53 AM ADR version 1.7.0.207 Page 2 of 13



Data Qualifier Summary

Lab Reporting Batch ID; PH134
EDD Filename: PrepPH134

Laboratory: LL
eQAPP Name: CDM_SSFL_140113_Lan

Method Category:  METALS
Method: 6020A Matrix: S0
Sample ID: SL-1015-SA5A-SB-0.0-0.5 Collected: 11/25/2013 10:02:00  Analysis Type: RES Difution: 2
Data
Lab Lab DL RL Review Reason
.qiggfy{e _ _Result | Qual | DL Type | RL [ Type | Units | Qual Code
SILVER 305 | |ooze1 | MDL | 0.201 [ POL lmglKg | J | FD
Sample ID: SL-584-SA5A-5B-0.0-0.5 Coliected: 11/25/2013 8:50:00 Analysis Type: REA Difution: 2
Data
Lab Lab DL RL Review Reason
_Analzt ReSult Qual DL Type RL Type Units Qual Code
SELENIUM 0123 | 4[ 0.101 | MDL ] 0.405 | PQL ]mg/Kg ‘ z
Sample |D: SL-584-SA5A-SB-0.0-0.5 Collected: 11/25/2013 8:50:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual | DL Type_ RL Type Umts __Qual Code
SILVER o028z | J [ooz3| moL 0.203 ] POL | marKg J z
Sample ID; SL-631-SA5A-SB-0.0-0.56 Collected: 11/25{2013 2:20:00 Analysis Type: REA Ditution: 2
Data
Lab Lab DL RL Review Reason
Ana![t Result Qual DL Type RL Type Upite ‘Qual & Code _
SELENIUM 0164 | J | o101 | mDL ] 0405 | POL | mg/Kg T z
Sample ID: SL-631-SA5A-SB-0.0-0.5 Collected: 11/256/2013 2:20:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _ Result Qual DL Type RL Type _ Umts_m_gﬂgt Cooje
SILVER 0.0441 J [ 00263 | MDL | 0.202 | PaL | moKg | 4 z
Sample ID: SL-T15-SASA-SB-0.0-0.5 Collected: 11/25/201310:10:00  Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
nalgt [ Resuit | Qual DL Type RL Type Umtsh _ ngl i _Qode__ _
SELENIUM. o184 | 4 | 0.102 ] MDL j 0.408 | PQL I mg/Kg | J | z
Sample ID: SL-715-SA5A-5B-0.0-0.5 Collected: 11/25/2043 10:10:00 Analysis Type: RES Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual DL Type RL Type Umts Qual Cade
SILVER 136 | o265 | mMDL | 0.204 | PQL ] mokg | 4 | FD
Sampie ID: SL-7T15-SA5A-5B-6.0-7.0 Collected: 1112512013 11:50:00  Analysis Type: REA Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Resulf Qual DL Tm RL Type Um'ts _Qual i que
SELENIUM o107 [ 4 | o101 [ MDL [ 0.406 | PaL | mgiKg [ v ] z
* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/20/2014 11:08:53 AM ADR version 1.7.0.207 Page 3 of 13




Data Qualifier Summary

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PrepPH134 eQAPP Name: CDM SSFL 140113_Lan
6020A

Method Category:  METALS

Method: 7198
Sample iD: SL-1015-8A5A-5B-0.0-0.5 Collecfed: 11/25/2013 10:02:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyt - Result Qual DL Type . RL Type Umts Quai ____Code
HEXAVALENT CHROMIUM 3| | 014 | moL | 040 | PQL | mg/Kg | J ) FD
Sample iD: SL-7T15-SA5A-SB-0.0-0.5 Collected: 11/25/2013 10:10:00  Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Reoview Reason
Analyte _ _Resuit Qual DL Type | RL Type | Units | Qual Code
HEXAVALENT CHROMIUM 11| | 045 [ moL | oa2 | paL [maxg [ 0 ] FD

Method Category:  METALS

Method: 7471B
Sample |D; SL-584-SA5A-SB-0.0-0.5 Collected: 11/25/2013 8:50:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ __Resuit Qual DL Type | RL Type | Units | Qual | __Code
MERCURY oot08 | J  |ooto1 | mDL |o0.0168 [ paL [momg | 4 | z
Sample ID: SL-631-SA5A-SB-0.0-0.5 Collected: 11/25/12013 2:20:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _ _ Result Cwmr | DL Type RL Type Umts Q:_Ja_.' | qu_e _
MERCURY 0.0164 | J Jomm | MDL [00153 PQL [ mkg | 3| z

Matrix: SO
Sample ID: S1.-1015-SA5A-SB-0.0-0.5 Collected: 11/26/201310:02:00  Analysis Type: RES Dilution: 1
Data
" Lab Lab DL RL Review Reason

Ana!yte _ Result Qual DL Type RL Type | Units | Qual Code
1,2,3,4,6,7,8- HPCDD 547 B 0.240 MDL 51 PQL ngikg J FD
1,2,3,4,6,7,8-HPCDF 99.9 B 0.0464 MDL 5.1 PQL ng/Ky J FD
1,2,3,4,7,8,9-HPCEF 13.1 B 0.0639 MDL 5.11 PQL ng/Kg J FD
1,2,3,4,7,8-HxCDD 1.75 Ja 0.0586 MDL 5.1 PQL ngfkg J z
1,2,3.4,7,8-HXCDF 2.88 JB 0.0661 MBDL 5.11 PQL ng/Kg Jd Z,FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/20/2014 11:08:53 AM ADR version 1.7.0.207 Page 4 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PrepPH134 ©QAPP Name: CDM_SSFL._140113_Lan
ethod Categofy"h vy S e e s T ——

1613B Matrix: SO
Sample ID: SL-1015-SA5A-5B-0.0-0.5 Collected: 11/25/2013 10:02:00  Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte — : Resuit | Qual | DL | Type | RL | Type | Units | Qual | _ Code
1,2,3,6,7,8-HXCDD 17.0 B 0.0508 MDL 5.11 PQL ng/Kg J FD
1,2,3,6,7,8-HXCBF 2.82 JB 0.0636 MDL 5.11 PQL ng/kg J Z,FD
1.2,3,7,89-HXCDD . 412 JB 0.0583 MDL 5.1 PQL ng/kKg J Z
1,2,3.7.8,9-HXCDF 0.951 JB 0.0698 MDL 511 PQL ng/Kg J z
1,2,3,7,8-PECDD 1.02 JB 0.0661 MDL 5.11 PQL ng/Kg J Z
1,2,3.7,8-PECDF 0.439 JB 0.0402 MDL 5.11 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 4.00 JB 0.0641 MDL. 5.1 PQL ng/Kg J Z,FD
2,3,4,7,8-PECDF 0.577 JBQ | 0.0400 | MDL | 5.1 PQL | ngiKg U B
2,3,7,8-TCOD 0.262 J 0.0733 MDL 1.02 PQL ng/Kg J z
2,3,7,8-TCDF 0.231 J 0.0872 | MDL 1.02 PQL na/Kg J z
OCDD 29900 BE 0.272 MDL 10.2 PQL ng/Kg J FD, *Xi
OCDF 245 B 0.0825 | MDL 10.2 PQL ng/Kg J FD
Sample ID; SL-584-SA5A-S$B-0.0-0.5 Collected: 11/25/2013 8:50:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
pnalyte Resuit | Qual | OL | Type | RL | Typo | Units | Qual | Code
1,2,3,4,7,8,9-HPCDF 1.16 JB 0.0494 MDL 5.12 PQL ng/Kg J
1,2,3,4,7,8-HxCDD 0.309 JBQ 0.0580 MDL 5.12 PQL ngiKg U B
1,2,34,7,8-HXCDF 0.804 JB 0.0621 MDL 5.12 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDD 1.25 JB 0.0618 MDL 512 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.466 JB 0.0588 | MDL 512 PaL ng/Kg J Zz
1,2,3,7,8,8-HXCDD 0.637 JB 0.0581 MDL 512 PQL ngfky J z
1,2,3,7,8,9-HXCDF 0.624 JB 0.0664 MDL 512 PQL ng/Kg J Z
1,2,3,7 8-PECDD 0.228 JBQ 0.0601 | MDL 512 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.311 JB 0.0419 MDL 5,12 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.547 JB 0.0589 | MDL 5.12 PQL ng/kKg J z
2,3,4,7,8-PECDF 0.266 JB 0.0381 MDL 512 PQL ng/Kg U B
2,3,7,8-TCOF 0.121 J 0.0792 MDL 1.02 PQL ng/Kg J Z
Sample ID: SL-631-SA5A-5B-0.0-0.5 Collected: 11/26/2013 2:20:00 Analysis Type: RES Dilution: 1
: Data
Lab Lab DL RL Review Reason
pnatye | Resurt | Qual | pL | Type | RL | Type | Units | Qual | Code
1,2,3,4,7,8,9-HPCDF 0.630 JB 0.0388 | MDL 4,96 POL | ngiKg J z
1,2,3.4,7,8-HxCDD 0.853 JB 0.0426 MDL 4.96 PQL ngfKg J z
1.2,3,4,7,8-HXCDF 0.692 JB 0.0537 MDL 4.96 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/20/2014 11:08:53 AM ADR version 1.7.0.207 Page 5 0f 13



Data Qualifier Summary

Lab Reporting Batch ID: PH134 L.aboratory: LL
EDD Filename: PrepPH134 eQAPP Name: CDM_SSFL_140113_Lan

Matrix: SO
Sample ID: SL-631-SA5A-5B-0.00.5 Collected: 14/25/2013 2:20:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason

Analye . Resuit | Qual | DL | Type | RL | Tyme | Units | Quai | Code
1,2,3,6,7, 8-HXCDD 2.03 JB 0.0423 | MDL . 4.96 PQI;‘ [ ng/Kg J z
1,2,3,6,7,8-HXCDF 0.669 JB 0.0525 | MDL 4.96 PQL ng/Kg J z
1.2,3,7,8,9-HXCDD 1.48 JB 0.0412 | MDL 4.96 PQL ng/kKg J z
1,2,3,7,8,9-HXCDF 0.481 JB 0.0863 | MDL 4.96 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.541 JBQ 0.0519 | MOL 4.96 PQL ng/Kg 8] B
1,2,3,7,8-PECDF 0.652 JB 0.0506 | MDL 4,96 PQL ng/Kg J Z
2,3,4,6,7,8-HXCDF 0.825 JB 0.0509 | MDL 496 PQL ng/Kg J Z
2,3,4,7,8-PECDF 1.64 JB 0.0466 | MDL 4.96 PQL ng/Kg J z
2,3,7,8-TCED 0.234 J 0.0588 | MDL 0.992 PQL ng/Kg J z
2,3,7,8-TCDF 0.831 J 0.105 MDL 0.992 PQL ng/Kg J Z
Sample ID: SL-T15-SA5A-SB-0.0-0.5 Collected: 11/25/2013 10;10:00  Analysis Type: RES Difution: 1

Data

Lab Lab DL RL Review Reason

épﬁ!yﬁg‘ ‘ _ _ _ _ Result Qual DL Type _ RL | Type | Units Qual ] Qoqe.

1.2,3,4,6,7,8-HPCDD 273 B 0.152 MDL 5.07 PQL ng/Kg J Q,Q, FD
1,2,3,4,6,7,8-HPCDF 35.5 B 0.0297 { MDL 507 PQL ng/Kg J FD
1,2,3,4,7,8,9-HPCOF 4.62 JB 0.0405 | MDL 5.07 PQL ng/Kg J Z FD
1,2,3,4,7,8-HxCDD 1.46 JB 0.0435 | MDL 5.07 PQL ng/kg J z
1.2,3,4,7, 8-HXCDF 1.55 JB 0.0510 | MDL 5.07 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDD 8.18 B 0.0456 | MDL 5.07 PQL ng/Kg J FD
1,2,3,6,7,8-HXCDF 142 JB 0.0480 | MDL 5.07 PQL ng/Kg J ZFD
1,2,3,7,8,9-HXCDD 3.15 JB 0.0438 | MDL 5.07 PQL ng/Kg J Zz
1,2,3,7,8,9-HXCDF 0.585 JBQ 0.0584 | MDL 5.07 PQL ng/Kg J Z
1,2,3,7, 8-PECDD 0.914 JB 0.0607 | MDL 5.07 PQL ng/Kg J Zz
1,2,3,7,8-PECDF 0.497 J8 0.0338 | MDL 5.07 PQL na/Kg U B
" [2,3,4,6,7,8-HXCDF 1.98 JB 0.0496 | MDL 5.07 PQL ng/Kg J Z FD
2,3,4,7,8-PECDF 0.580 JB 0.0320 | MDL 5.07 PQL ng/Kg u B
2,3,7,8-TCDD 0.301 J 0.059% | MDL 1.01 PQL ng/Kg J Z
2,3,7,8-TCDF 0.314 J 0.0792 | MDL 1.01 PQL ng/Kg J z

QCDD 10200 BE 0.160 MDL 10.1 PQL ng/Kg J FD, *XI
OCDF 81.9 B 0.0606 | MDL 10.1 PQL ngiKg J FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-Al - SSFL Area IV Phase 3

2/20/2014 11:08:53 AM ADR version 1.7.0.207 Page 6 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PrepPH134 eQAPP Name: CDM_SSFL_140113_Lan

]

Matrix: SO
Sample ID: SL-7T15-8A5A-5B-6.0-7.0 Collected: 11/25/2013 11:50:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Agalyte Resul; Qual _DL _Type RL Type 7 Um’(s _ ___Qual i CO_de ‘
1,2,3,4,7.8,9-HPCDF 2.95 JB 0.0450 MDL 511 POL ng/Kg J Z
1,2,3,4,7,8-HxCDD 1.49 JB 0.0537 MDL 5.11 PQL ng/Kg J Z
1,2,3,4,7.8-HXCDF 1.39 JB 0.0582 MOL 511 PQL ng/Kg J b
1.2,3,6,7,8-HXCDF 1.20 JB 0.0567 MDL 5.11 PQL ngiKg J z
1,2,3,7.8,9-HXCDD 2.83 JB 0.0509 MDL 511 PaQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.562 JB 0.0543 MDL 511 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.850 JB 0.0588 MDL 5.11 PQL ng/Kg J Z
1.2,3,7,8-PECDF 0.545 JB 0.0385 | MDL 5.11 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 1.60 JB 0.0544 | MDL 511 PQL ng/Kg J Zz
2,3,4,7 8-PECDF 0.616 JB 0.0359 MDL 511 PQL ng/Kg U B
2,3,7.8-TCDD 0.296 J 0.0637 MDL 1.02 PQL ng/Kg J Z
2,3,7,8-TCDF 0.417 J 0.0876 MDL 1.02 PQL ng/Kg J Z
oCcoD 5390 BE 0.227 MBI 10.2 PQL ng/Kg J *Xl

Method Category: ~ SVOA

Method: 8015M Matrix: S0
Sample ID: SL-1015-SA5A-SB-0,0-0.5 Collected: 11/25/2013 10:02:00 Analysis Type: RES Dilution: &
Data
Lab Lab DL RL Review Reason
Analyte Resuit Qual bL | Type RL | Type | Units | Qual Qode__
EFH {C21-C30) 32 10 MDL 26 POL | mg/Kg J FD
EFH {C30-C40) 180 20 MDL 5 PQL ma/Kg J FD
Sample ID: SL-584-SA5A-5B-0.0-0.5 Collected: 11/25/2013 8:50:00 Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
\dnalyte Resuft Qual DL Type RL Type | Units Qual dee
EFH (C21-C30) 47 | 4 21 | moL | s2 | PoL [mgKe | 4 | z
Sample ID: SL-631-S8A5A-5B-0.0-0.5 Collected: 11/25/2013 2:20:00 Analysis Type: RES Ditution: §
Data
Lab Lab DL RL Review Reason
Analyte _ Resuit Qual DL Type RL Type Uni{s 1_Qual _ Code
EFH (C15-C20) 0 | 4 | 10 | MDL T 25 | PaL [ mgiKg | I z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area [V Phase 3

2/20/2014 11:08:53 AM ADR version 1.7.0.207 Page 7 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PrepPH134 eQAPP Name: CDM SSFL 140113_Lan

Sample ID: SL-715-SA5A-5B-0.0-0.5 Collected: 11/25/12013 10:10:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
EFH {C21- CSO) 12 2.0 MDL 5.1 PQL mgiKg J FD
EFH {C30-C40) 32 4.1 MDL 10 PQL mg/kg J Q, FD
Sample ID: SL-715-SA5A-88-6.0-7.0 Coflected: 11/25/2013 11:50:00 Analysis Type: REA Dilution: 1
Data
Lab Lab DL RL Review Reason
Ana{yfe _ _ . KResuf_t _|_Qual DL Type RL Type | Units Qual Code
EFH (C21-C30) 50 | J [ 21 [ Mo | s1 [ Pa | moKg [ U | z
T
Matrix: SO
Sample ID: SL-631-SA5A-SB-0.0-0.5 Collected: 11/25/2013 2:20:00 Analysis Type: RES Dilution: 1
. Data
. Lab Lab DL RL Review Reason
Analyte _ _ Resu{t Qual DL Type RL Type Umts _Qua_! . Coq’er _
Aroclor 5460 S | 10 | MDL S | PaL Jugka | 0 | z

Method Category:  SVOA

Method: 8270D Matrix: SO
Sample ID: SL-1(115.8A5A-5B-0.0-0.5 Coltected: 11/25/2013 10:02:00  Analysis Type: RES Difution: 1
Data
Lab Lab DL RL Review Reason
Aqa._fyte _ Result Qual DL Type RL Type | Unijts Qual Co‘dev _
2-BUTOXY-ETHANOL 170 u 170 MOL 170 PaL ugikg uJ c
2-PHENOXY-ETHANOL 170 U 170 MDL 170 PQL ug/Kg uJ c
Tetralin 170 U 34 MDL 170 PQL ug/Kg ud G
Sample 1D: SL-1015-SA6A-SB-0.0-0.5 Coliected: 11/25/2013 10:02:00  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL |Type | RL | Type | Units | Qual | Code
BENZO(A)ANTHRACENE 9 J 3 MDL 17 PQL ug/Kg J Z, FD
BENZO{A)PYRENE 13 J 3 MDL 17 POL ug/Kg J Z,FD
BENZO(B)FLUORANTHENE 16 J 3 MDL 17 PQL ug/Kg J Z,FD
BENZO(K}FLUORANTHENE 9 J 3 MDL 17 PQL ug/Kg J Z,FD
CHRYSENE 13 J 3 MDL 17 PQL ug/ikg J Z, FD
FLUORANTHENE 22 3 MDL 17 PQL ug/Kg J FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/20/2014 11:08:53 AM ADR version 1.7.0.207 Page 8 of 13



Lab Reporting Batch ID; PH134

EDD Filename: PrepPH134
SVOA
8270D

Method Categofyé

Data Qualifier Summary

Laboratory: LL
eQAPP Name. CDM SSFL_ 140113 Lan

Sample ID; SL-1015-8A5A-58-0.0-0.5

Coflected: 11/25/2013 10:02:00

Analysis Type: RES-BASE/NEUTRAL  Difution: 1

Data
Lab Lab DL RL Review Reason
qu{y_te Result Qual DL Type RL Type | Units Qual Code
PHENANTHRENE 7 J 3 MDL 17 PQL ugfig J Z,FD
PYRENE 21 3 MDL 17 PQL ug/Kg J FD
Sample ID: SL-T15-SA5A-SB-0.0-0.5 Collected: 11/25/2013 10:10:00  Apalysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Result | Qual | DL | Type | RL | Type | Units | Qual Code
2- BUTOXY-ETHANDL 170 u 170 MDL 170 PQL ug/Kg uJ c
2-PHENOXY-ETHANOL 170 u 170 MDL 170 PQL ug/Kg [1X] C
Tetralin 170 U 34 MDL 170 PQL ug/Kg U C
Sample ID: SL-T15-5A5A-SB-0.0-0.5 Collected: 111252013 10:10:00  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
_ﬂ_’ﬂ Resuit Qual DL Type RL | Type | Units Qual Code
BENZIDINF: 1700 U 710 MDL 1700 PQL ug/Kg R Q
BENZC(A)ANTHRACENE 17 u 3 MDL 17 PQL ug/Kg [WA] FD
BENZO(A)PYRENE 17 U 3 MDL 17 PQL ug/Kg uJ FD
BENZO(B)FLUORANTHENE 17 U 3 MDL 17 PQL ug/Kg uJ FD
BENZO(K)FLUORANTHENE 17 U 3 MDL i7 PQL ugiKg ul FD
CHRYSENE 17 U 3 MDL 17 PQL ug/Kg Ul FD
FLUORANTHENE 17 U 3 MDL 17 PQL ug/Kg uJ FD
PHENANTHRENE 17 U 3 MDL 17 PQL ug/Kg ud FD
PYRENE 17 U 3 MDL 17 PQL ugiKg uJ FD
Sample ID: SL-715-SA5A-SB-6.0-7.0 Collected: $1/25/2013 11:50:00 Analysis Type: RES Dilution: 4
Data
Lab Lab DL RL Review Reason
Ana:'yte Resuit Qual DL _Type RL Typ_e_ Um’ts _ Qual Cq_de_ __
2-BUTOXY-ETHANOL 180 u 180 MDL 180 PQL ug/Kg uJ c
2-PHENOXY-ETHANOL 180 U 180 MDL 180 PQL ug/Kg uJ Cc
Tetralin 170 U 34 MDL 170 PQL ug/Kg uJ (o}
Sample ID: SL-715-SA5A-SB-6.0-7.0 Collected: 11/25/2013 11:50:00  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual | DL Type RL Type | Units Qual Code
BENZO(A)ANTHRACENE 14 J 3 MDL 18 PQL ug/Kg J z
BENZQ(APYRENE 11 J 3 MDL 18 PQL ug/Kg J z

* denctes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/20/2014 11:08:53 AM

ADR version 1.7.0.207

Page 9 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PrepPH134 eQAPP Name: CDM_SSFL_140113_Lan
8270D
Sample ID: SL-715-SA5A-5B-6.0-7.0 Collected: 11/25/2013 11:50:00  Analysis Type: RES-BASE/NEUTRAL  Dijution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Resut | Qual | L | 7ype | RL | Type | Units | Qual |  Code -
BENZO(E)FLUORANTHENE 11 J 3 | wMDL | 18 | PaL |ugKg | 4 z
BENZO(K}IFLUORANTHENE 8 J 3 MDL 18 PQL ug/Kg J Z
CHRYSENE 11 J 3 MDL 18 PQL ug/Kg dJ z
FLUORANTHENE 14 J 3 MDL 18 PQL ug/Kg J z
PHENANTHRENE 4 J 3 MDL 18 PQL ug/Kg J Z
PYRENE 14 J 3 MDL 18 PQL ug/Kg J Z
SVOA
8270D SIM Matrix: SO
Sample ID: S1.-1015-SA5A-SB-0.0-0.5 Collected: 1112512013 10:02:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Ana!yte _ _ i Result _Qual_' DL Type ‘ RL _ _Type _Upitq_ _ Qual _ Code‘
ANTHRACENE 2.8 0.34 MDL 1.7 PQL ug/Kg J FD
BENZO(AJANTHRACENE 13 0.68 MDL 1.7 PQL ug/Kg J FD
BENZO(A)PYRENE 11 0.68 MDL 1.7 PQL ug/Kg J FD
BENZQ(B)FLUORANTHENE 16 0.68 MDL 1.7 PQL ugfkg J FD
BENZO(E)PYRENE 8.4 J 34 MOL 17 POL | ugiKg J Z,FD
BENZO(G,H,PERYLENE 5.9 0.68 MDL 1.7 PQL ug/Kg J FD
BENZO{K)FLUCRANTHENE 8.2 0.68 MDL 1.7 PQL ug/Kg J FD
BIS(2-ETHYLHEXYL)PHTHALATE 18 J 6.1 MDL 18 PQL ug/Ky J FD
CHRYSENE 15 0.34 MDL 1.7 PQL ug/iKg J FD
DIBENZO{A H)ANTHRACENE 1.8 0.68 MDL 1.7 PQL ug/Ky J FD
Di-n-octylphthalate 18 U 6.1 MDL 18 PQL ug/Kg UJ C
FLUCRANTHENE 28 0.68 MDL 1.7 PaL ug/Kg J FD
INDENO(1,2,3-CD)PYRENE 57 0.68 MDL 1.7 PQL ug/Kg J FD
PHENANTHRENE 12 0.68 MDL 1.7 PQL ug/Kg J FD
PYRENE 21 0.68 MDL 17 PQL ug/Kg J FD
Sample ID; SL-584-SA5A-SB-0.0-0.5 Collected: 11/25/2013 8:50:00 Analysis Type: RES-BASE/NEUTRAL  Dijution: 1
Data
Lab Lab DL RL Review Reason
Analyte _— | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTHRACENE 0.41 J 0.34 MDL 1.7 PQL ugiKg J Z
BENZO(A)ANTHRACENE 1.4 J 0.69 MDL 1.7 PQL ug/Kg J 2z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/20/2014 11:08:53 AM ADR version 1.7.0.207 Page 10 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Fllename PrepPH134 eQAPP Name: CDM SSFL 140113_Lan
8270D SIM Matrix: SO
Sample IiD: SL-584-SA5A-8B-0.0-0.5 Collected: 11/25/2013 8:50:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
ﬂﬂ%Mg 7 Result Qual DL Type | RL Typg Units | Qual Code
BENZO(APYRENE 1.5 J 0.69 MDL 1.7 PQL ug/Kg J z )
BENZO(G,H,)\PERYLENE 1.2 J 0.68 MDL 1.7 PQL ugiy J z
BENZO{K)FLUORANTHENE 1.5 J 0.69 MDL 1.7 PQL ug/Kg J Z
BIS(2-ETHYLHEXYL)PHTHALATE 9.1 J 6.2 MDL 19 PQL ug/Kg U F
Di-n-octylphthalate 19 U 6.2 MDL 19 POL ugiKg o C
INDENO(1,2,3-CD)PYRENE 0.86 J 0.68 MDL 1.7 PQL ugikg J Z
PHENANTHRENE 1.6 J 0.69 MDL 1.7 PQL ug/Kg J Z
Sample ID: SL-631-SA5A-SB-0.0-0.5 Coffected: 11/25/2013 2:20:00 Analysis Type: RES Ditution: 10
Data
Lab Lab DL RL Review Reason
Analyte . i} _ Resuit Qual DL Type RL Type Units Qual Code
1-METHYLNAPHTHALENE 13 [ 9 [es Mo | 17 [ PaL Jugkg [ 0 | z
Sample ID: SL-631-SA5A-5B-0.0-0.5 Collected: 11/25/2013 2:20:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 10
Data
Lab Lab DL RL Review Reason
Analyte | Rosult | Qual | DL | Type | RL | Type | Units | Qual | Code
2 METHYLNAPHTHALENE 12 J 6.8 MDL 17 PQL ug/Kg J z
BENZO(AJANTHRACENE 9.4 J 6.8 MDL 17 PQL ug/Kg J Z
BENZCO(A)PYRENE 9.2 J 6.8 MDL 17 PaL ug/Kg J Z
BENZO(G,H)PERYLENE 9.2 J 6.8 MDL 17 PQL ug/Kg dJ z
BENZO(K)FLUORANTHENE 6.8 J 6.8 MDL 17 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 64 J &1 MDL 180 PQL ug/kg J Z
Di-n-octylphthalate 180 u 61 MDL 180 PQL ugfkg uJ c
NAPHTHALENE 7.0 J 6.8 MDL 17 PQL ugfkg J z
Sample ID: SL-715-SA5A-SB-0.0-0.5 Collected: 11/25/2013 10:10:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte —— ~ Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTHRACENE . 0.43 J 0.34 MDL 1.7 PQL ug/Kg J Z,Q,FD
BENZO(AJANTHRACENE 1.2 J 0.68 MDL 1.7 PQL ug/Kg J Z, Q,FD
BENZO(A)PYRENE 1.3 J 0,68 MDL 1.7 PQL ug/Kg J Z,Q,FD
BENZO(B)FLUORANTHENE 23 0.68 MDL 1.7 PQL ug/Kg J Q. FD
BENZO(E)PYRENE 17 U 34 MDL 17 PQL ug/iKg uJ FD
BENZC(G,H,I)PERYLENE 0.88 J 0.68 MDL 1.7 PQL ugfKg J Z,Q,FD
BENZO(K}FLUORANTHENE 1.3 J 0.68 MODL 1.7 PQL ugfkg J Z, Q. FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3

2/20/2014 11:08:53 AM ADR version 1.7.0.207 Page 11 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PrepPH134 eQAPP Name: CDM_SSFL_140113_Lan
Method Categofy:- svoA T B B ) )
Method: 8270D SIW Matrix: SO
Samplé ID: SL-715-SA5A-SB-0.0-0.5 Collected: 11/25/12013 10:10:00  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte _ _ Resu!t Qual DL _ _'_l_'ype _RL _ Type Unit_s _ Quai__ =__(__.‘_t;)gw'fe
BIS(2-! ETHYLHEXYL)PHTHALATE 81 J 6.1 MDL 18 PQL ug/Kg uJ FD,F
CHRYSENE 2.2 0.34 MDL 1.7 PQL ug/Kg J Q, FD
DIBENZO(A,HIANTHRACENE 17 u 068 | MDL 1.7 PaL | ugiKg w FD
Di-n-octylphthalate 18 u 6.1 MDL 18 PQL ugf/Kg uJ c
FLUORANTHENE 29 0.68 MDL 1.7 PQL ug/Kg J Q,FD
INDENO({1,2,3-CD)PYRENE 1.7 U 0.68 MDL 1.7 PQL ug/Ky uJ FD
PHENANTHRENE 1.4 J 0.68 MOL 1.7 PQL ug/kg J Z,Q,QFD
PYRENE 2.4 0.68 MDL 1.7 PQL ug/Kg J Q. FD
Sample ID: SL-T15-5A5A-SB-6.0-7.0 Collected: 11/25/2013 11:50:00  Analysis Type: RES-BASE/NEUTRAL  Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte _ Resu!t Qual DL Type | RL Type Units | Qual Code _
ANTHRACENE J 0.94 J 0.34 MDL 1.7 PQL ug/Kg d Z
BENZO(EPYRENE 6.2 J 3.4 MDL 18 PQL ug/Kg J Z
DIBENZO(A H)ANTHRACENE 13 J 0.69 MDL 1.7 POL ug/Kg J Z
Di-n-octylphthalate 19 u 6.2 MDL 19 PQL ug/Kg uJ c

* denotes a non-reportable resuit
Project Name and Number: 1204-002-001-AL - S8FL Area IV Phase 3

2/20/2014 11:08:53 AM ADR version 1.7.0.207 Page 12 of 13



Data Qualifier Summary

Lab Reporting Batch ID: PH134

EDD Filename: PrepPH134

Reason Code

Reason Code Legend

Description

Laboratory: LL
¢QAPP Name: CDM_SSFL_140113_Lan

Exceeded Galibration Range

Professional Judgment

Method Blank Contamination

Continuing Calibration Verification Percent Difference Lower Estimation

Initial Calibration Percent Relative Standard Deviation

Laboratory Duplicate Precision

Matrix Spike Precision

Field Blank Contamination

Field Duplicate Precision

—

Laboratory Control Spike Upper Estimation

Laboratory Duplicate Precision

Matrix Spike Lower Estimation

Matrix Spike Lower Rejection

Matrix Spike Precision

Matrix Spike Upper Estimation

SurrogatefTracer Recovery Upper Estimation

Njp@elRDlOo]l o]

Reporting Limit Trace Value

* denoles a non-reportable result

Project Name and Number: 1204-002-001-AlL - SSFL Area IV Phase 3

2/20/2014 11:08:53 AM

ADR version 1.7.0.207

Page 13 of 13



Enclosure |
EPA Level III ADR Outliers

{Including Manual Review Qutliers)



Quality Control
Outlier Reports

PH134



Method Blank Outlier Report

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PH134_v1 eQAPP Name: CDM_SSFL_140113_Lan
1613B
Method Blank ~ Associated
Sample iD Analysns Date Analyte Result Samples
BLK3440B371048 1211212013 10:48:00 AM |1,2:3.4.6.7,8-HPCDD 0432 ngIKg SL-1015-SABA-5B-0.0-0.5
1,2,3,4,6,7.8-HPCDF 0.163 ng/Kg SL-584-SABA-5B-0,0-0.5
1,2,34,7,8,9-HPCDF 0.0441 ng/Ky 5L.-631-SA5A-5B-0.0-0.5
1.2,3,4,7,8-HxCDD 0.0800 ng/Kg $L-715-SA5A-SB-0.0-0.5
1,2,3,4,7,8-HXCDF 0.101 ng/Kg SL-715-SA5A-SB-6.0-7.0
1,2,3,6,7,8-HXCDD 0.0931 ng/Kg
1,2,3,6,7,8-HXCDF 0.0928 ng/Kg
1,2,3,7,8,3-HXCOD 0.0692 ng/Kg
1,2,3,7.8.8-HXCDF ©.0980 ng/Kg
1,2,3,7,8-PECDD 0.152 ng/Kg
1,2,3,7,8-PECDF 0.126 ng/Kg
2,3,4,6,7,8-HXCDF 0.0920 ng/Kg
2,3,4,7.8-PECDF 0.163 ngrKg
ocDD 0.431 ngikg
OCDF 0.239 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample 1D Analyte Result Flnal Result
SL-1015-SASA-SB-0.0-0.5(RES) 1.2,3.7,.8-PECDF - — oas%ngKg 043U ngKg
SL-1015-5A5A-5B-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.577 ng/Kg 0.577U ngiky
SL-584-5A5A-8B-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.308 ng/Kg 0.309U ng/Kg
SL-584-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.228 ng/Kg 0.228U ngiKg
SL-584-SA5A-$B-0,0-0.5(RES) 1,2,3,7,8-PECDF 0.311 ng/Kg 0.311U ng/Kg
SL-584-5A5A-SB-0.0-0.5(RES) 2,3,4,7,3-PECDF 0.266 ng/Kg 0.266U ng/Kg
SL-631-8A5A-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.481 ng/Kg 0.481U ng/Kg
SL-631-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.541 ng/Kg 0.541U ng/Kg
SL-T15-SA5A-5B-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.497 ng/Kg 0.497U ng/Kg
$L-715-SA5A-SB-0,0-0.5(RES) 2,3,4,7,8-PECDF 0.580 ng/Kg 0.580U ng/Kg
SL-715-5A5A-5B-6.0-7.O(RES) 1,2,3,7,8-PECDF 0.545 ng/Kg 0.545U ng/Kg
SL-715-SASA-SB-6.0-7.0(RES) 23,4,7,8-PECDF 0.616 ng/Kg 0.616U ng/Kg
6010C
Method Blank Associated
Sample ID Analysm Date Analyte Result Samples
P34337AB221054 T210/2013 10:54:00 AM [CALCIUM 5.64 mg/Ky SL-1015-5A5A-5B-0.0.05
MAGNESIUM 1.91 mg/Kg $L-584-SASA-SB-0.0-0.5
TIN 1.58 mg/Kg SL-631-$ABA-SB-0.0-0.5
SL-715-SA5A-58-0.0-0.5
$L.-715-SA5A-SB-6.0-7.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Flnal Result
SL101 S-éASA-SB-d.o-o.s(ﬁES) - TIN B ] ' 3.uu'mg.'|<g ‘ 3.00U mgIKg
SL-584-SA5A-5B-0.0-0.5(RES) TIN 2.94 ma/Kg 2.94U mg/Kg
SL-631-SA5A-5B-0.0-0.5(RES) TIN 2.90 ma/Kg 2.90U mg/ig
SL-715-SA5A-5B-0.0-0.5(RES) TIN 3.10 mg/Kg 3.10U mg/Kg
SL-715-SA5A-SB-6.0-7.0(RES) TIN 2.97 ma/Kg 2.97U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/18/2014 10:40:05 AM ADR version 1.7.0.207 Page 1 of 1



Field Blank Outlier Report

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PH134_v1 eQAPP Name: CDM_SSFL_140113_Lan
6010C
Field Blank Associated
Sample ]8) Collected Date Analyte Result ____ Samples
FB-041613(REAZTOT)  |4/16/2013 311500 PM | MOLYBDENUM T 00132 mglL . |SL-1015-SA5A-SB-0.005
TIN 0.0029 mg/L $L-584-SA5A-§B-0.0-0.5

SL-631-5A5A-5B-0.0-0.5
SL-715-5A5A-5B-0.0-0.5
SL-715-SA5A-8B-6.0-7.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result F|nal Result
SL-1015-SA5A-SB-0.0-0.5(RES) MOLYBDENUM 0.428 mg/Kg 0.423U mgiKg
SL-584-SA5A-SB-0.0-0.5(RES) MOLYBDENUM 0.321 mg/Kg 0.321U mg/Kg
SL-631-SAS5A-SB-0.0-0.5(RES) MOLYEDENUM 0.379 mg/kg 0.379U mg/Kg
SL-715-SA5A-$B-0.0-0.5(RES) MOLYBDENUM 0.439 mg/Kg 0,439\ mg/Kg
SL-715-SA5A-SB-6,0-7,0(RES) MOLYBDENUM 0.322 mg/Kg 0.322U mg/Kg
Method: 8270D SIM
Matrix: S0
Field Blank Associated
Sample ID Collected Date Analyte Result | Samples
FB-041613(RES) 4/16/2013 3:15:00 PM 2-METHYLNAPHTHALENE 0012 ugfL SL-1015-SABA-58-0.0-0.5
BIS(2-ETHYLHEXYL)PHTHALATE 0.25 ug/l. 51-584-SA5A-5B-0.0-0.5
Di-n-butylphthalate 0.11 uglL 5L-631-SA5A-SB-0.0-0.5
SL-715-SA5A-SB-0.0-0.5
SL-715-SA5A-SB-6.0-7.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Flnal Result
[SL.864 SAGA.SE.0 0.0.5(RES) BIS(2-ETHYLHEXYL)PHTHALATE 91 uglKg 10U ugiKg
SL-715-SA5A-5B-0.0-0.5(RES) BIS(2-ETHYLHEXYL)PHTHALATE 8.1 uglKg 180 ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/18/2014 11:44:12 AM ADR version 1.7.0.207 Page 1 of 1



Surrogate Outlier Report
Lab Reporting Batch ID: PH134 Laboratory: LL

EDD Filename: PH134_v1 ¢QAPP Name: CDM_SSFL_140113_Lan
ethod:  B082A " R E—EE—E—S—————N————————————

Matrix: SO
Sample ID Sample % Recovery Affected )
{Analysis Type) Surrogate % Recovery Limits Compounds Flag
?la-‘(l)og 5-SASA-5B-{DECACHLOROBIPHENYL 180 45,00-120.00 All Target Analyies J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/18/2014 11:33:16 AM ADR version 1.7.0.207 Page 1 of 1



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH134
EDD Filename: PH134_v1

Method: 8015M

l.aboratory: LL

eQAPP Name: COM_SSFL_140113_Lan

SO
QC Sample ID
{Associated MS | MSD %R RPD Affected
e olPIOS) o Compound | %R | %R | Limits | (Limits) | Compounds
SL-715-SA5A -SB-0.0-0.5MSD  |EFH (C15-G20) - | 129 [49.00-123.00 - EFH (C15-C20)
(SL-715-SA5A -SB-0.0-0.5)
SL-715-SASA-SB-0.0-0.5MS  [EFH (C30-C40) 48 - |49.00-123.00 - EFH (C30-C40) Hall detects)

(SL-715-3A5A -5B-0.0-0.5}

Method: 1613B

Matrix: SO

QC Sample ID

{Associated : MS | MSD %R
rodiiples) | Compound %R | %R _| Limits |
SL.-715-SA5A-5B-0.0-0.5MS  [1,2,34,6,7,8-HFCDD 32 - | 40.00-135.00
SL-715-SA5A -5B-0.0.0.5MSD |0CDD 3103 | 1390 |40.00-135.00

(SL-715-SA5A -5B-0.0-0.5)

RPD

| (Limits) |

Affected
Compounds

Fla _

45 (20.00)
105 (20.00)

1,2,34,6,7,8-HPCDD
ocoD

J{all detectsy
R{all non-detacts)

OCDD, No Quat, »4x

Method: 8270D SIM

Matrix: SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
____Samples) _ Compound %R _| %R | Limits | (Limits) | Compounds _Flag
SL-715.SA5A-SB-0.0-0.5MS  |ANTHRACENE i 160 136 | 52.00-126,00 - ANTHRACENE
SL-715-SASA -SB-0.0-0.8MSD |BENZO{A)ANTHRACENE 333 375 | 44.00-143.00 - BENZO(A)ANTHRACENE
(SL.-715-SA5A -SB-0.0-0.5) BENZQ(AJPYRENE 284 337 | 44.00-140.00 - BENZO{A)PYRENE
BENZO(B)FLUORANTHENE 342 441 | 26.00-142.00 - BENZO(B)FLUORANTHENE
BENZO(E)PYRENE 229 254 | 70.00-130.00 - BENZO(E)PYRENE
BENZO{G,H,)PERYLENE - 146 | 33.00-141.00 - BENZO{(G,H,)PERYLENE J(all detects)
BENZO(QFLUORANTHENE 242 249 | 54.00-142.00 - BENZQ(K)FLUORANTHENE
CHRYSENE aig 366 | 29.00-148.00 - CHRYSENE
FLUQRANTHENE 680 599 | 40.00-148.00 . FLUQRANTHENE
INDENQ{1,2,3-CD)PYRENE 147 160 | 17.00-136.00 - INDENO(1,2,3-CD)PYRENE
PHENANTHRENE 361 243 | 28.00-142,00 | 39(30.00) |PHENANTHRENE
PYRENE 523 490 {26.00-143.00 - PYRENE

Method; 8270D

Matrix: SO

QC Sample iD

(Associated MS | MSD %R RPD Affected
. Samples) ] Compound %R %R Limits | (Limits) Compounds
SL-715-SASA-SB-0.0-0.56MSD |4-CHLOROANILINE ' - - 11.00-114.00 | 37(30.00) |4-CHLOROANILINE Jtall detect
(SL-T15-8A5A -5B-0.0-0.5) BENZOIC ACID - - | 23.00-170.00 | 31(30.00) |BENZOIC ACID ( %)
SL-T15.SA5A-SB-0.0-0.5MS  |BENZIDINE 0 17 | 25.00-141.00 | 200 (30.00) |BENZIDINE

SL-715-SA5A -8B-0.0-0.5MSD
(SL-715-SA5A -5B-0.0-0.5)

J(alt detects)
R{all non-detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
ADR version 1.7.0.207

2/18/2014 10:08:41 AM
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PH134_v1 eQAPP Name: CDM_SSFL_140113_Lan

Method: 6010C

Matrix: S0

QC Sampie ID
{Associated MS | MSD %R RPD Affected
____ Samples) Compound %R | %R Limits | (Limits) | Compounds
SL-T18-SASA-SB-0.0-0.5M$  [ALUMINUM 1327 | 1501 [ 75.00-125.00 . ALUMINUM
{Ton CALCIUM - 153 | 76.00-125.00 CALCIUM
SL-T15-SASA -5B-0.0-0.5MSD  |MAGNESIUM 157 210 | 75.00-125.00 MAGNESIUM Jall detects)
{Ton MANGANESE - 130 | 75.00-125.00 MANGANESE
(SL-1015-5A5A -58-0,0-0.5 POTASSIUM 132 139 | 75.00-125.00 POTASSIUM
SL -584-SA5A -SB-0.0-0.5 TITANIUM 285 359 | 75.00-125.00 TITANIUM Al, Ca, Mg, Mn, Tj,
SL -631-SABA-5B-0.0-0.5 No Qual, >4x
SL -715-SASA -SB-0,0-0.5
SL -715-SA5A-SB-6.0-7.0)

SL-715-SA5A-SB-0.0-06M5  |IRON 227 | 390 | 75.00-125.00 - IRON
(ToTy

SL-T15-GASA -SB.0.0.0.5MSD
(TOT)

{SL-1015-SA5A -SB-0.0-0.5 Ne Qual, >4x
5L -584-SA5A -SB-0.0-0.5
SL -631-SASA -SB-0,0-0.5
SL -715-SA5A-SB-0.0-0.5
SL -715-8A5A -SB-6.0-7.0)

SL-7T15-SASA-5B-0.00.5MS _ |ANTIMONY 68 66 | 75.00-125.00 ~ |ANTIMONY
{ToT) ZING 66 69 |75.00-125.00 - ZING
SL-715-SASA -SB-0.0-0.5MSD
(TOT)

(SL-1015-SA5A -$6-0,0-0.5 u J(‘;(]f'r'l::‘;:t‘:lts)
SL -584-SA5A-SB-0.0-0.5

SL -631-5A5A -SB-0,0-0.5
SL. -715-5A5A -SB-0.0-0.5
SL -715-5ABA -SB-6.0-7.0)

Project Name and Number: 1204-002-001-AL - SSFL Area 1V Phase 3
2M18/2014 10:08:41 AM ADR version 1.7.0.207 Page 2 of 2



Lab Duplicate Outlier Report

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PH134_v1 eQAPP Name: CDM_SSFL_140113_Lan

QC Sample ID
{Associated Sample eQAPP
Sample ID) Analyte RPD RPD Flag
SL-715-SA5A-SB-0.0-0.5DUP  |HEXAVALENT CHROMIUM ' 53 20.00
(;E:)D1S-SA5A-SB-0 0-0.5 No Qual,
SL -715-SA5A-SB-0.0-0.5 ' OK by Difference
SL -715-SA5A-SB-6.0-7.0)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/18/2014 10:35:14 AM ADR version 1.7.0.207 Page 1 of 1



Field Duplicate RPD Report

Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PH134_v1 _ _ ] o eQAPP Name: DMSO1

Concentration (%)
SL-715-SA5A-SB-0.0- | SL-1015-SASA-SB-0.0- | Sample | eQAPP
0.5 0.5 RPD RPD Flag
20 L 22 ' No Qualifiers Applied
" g — . " " n—— c S ]
Concentration (ng/Kg)
SL-715-SASA-SB-0.0- | SL1015-SASA-$B-0.0- | Sample | eQAPP

Analyte 0.5 0.5
1,23,478HCDD T ' 1,46 ' 1.75
1,2,3,7,8,9-HXCOD 3.15 412
1,2,3,7,8,9-HXCDF 0.585 0.951
1,2,3,7,8-PEGDD 0.914 1.02
1,2,3,7,8-PECDF 0.497 0.439 12 50.00 No Qualifiers Applied
2,3,4,7,8-PECDF 0.580 0.577 1 50,00
2,3,7,8-TCDD 0.301 0.262 14 50.00
2,3,7,8-TCDF 0.314 0.231 a0 50,00
1,2,3,4,6,7,8-HPCDD T 273 547 67 50.00
1,2,3,4,6,7,8-HPCDF 355 99.9 05 50.00
1,2,3,4,7,8,8-HPGDF 4.62 13.1 9% 50.00
1,2,3,4,7,8-HXCDF 1.55 2,88 60 50.00
1.2,3.6.7.8-HXCDD 8.18 17.0 70 s0.00 | @ldetects)
1,2,3,6,7,8-HXCDF 142 2.82 66 50.00
2,3,4,6,7,8-HXCDF 1.98 4.00 68 50.00
oCDD 10200 29900 98 50.00
OCDF 91.9 245 91 50.00

Concentration (mg/Kg)
SL-715-SA5A-5B-0.0- | SL-1015-SA5A-SB-0.0- | Sample | eQAPP
Analyte 0.5 (TOT) 0.5 {TOT) RPD RPD Flag

ALUMINUM 15800 17000 7 50.00

ARSENIC 3.16 3.56 12 50.00

BARIUM 88.9 80.6 10 50.00

BERYLLIUM 0.819 0.661 7 §0.00

CALCIUM 2630 2390 10 §0.00

CHROMIUM 33.2 36.5 9 50.00

COBALT 4,21 4.03 4 50.00

COPPER 18.3 18.1 1 §0.00

IRON 19600 19800 1 §0.00

LEAD 7.49 718 4 50.00

LITHIUM 234 23.7 1 50.00

MAGNESIUM 4030 4040 0 50.00 No Qualifiers Applied
MANGANESE 292 244 18 50.00

MOLYBDENUM 0.439 0.429 2 50.00

NICKEL 10.3 9.37 9 50.00

PHOSPHCRUS 300 278 8 50.00

POTASSIUM 3200 2630 20 50.00

SODIUM 96.9 96.4 1 50.00

TIN 3.10 3.00 3 50.00

TITANIUM 1080 1070 2 50.00

VANADIUM 32.8 32.0 2 §0.00

ZING 116 132 13 50.00

Zirconium 2.64 2.73 3 50.00

BORON . 2.03 101U 200 50.00 J(all detects)

Ud(all non-detects)

Projec.t Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
2/18/2014 10:30:09 AM ADR version 1.7.0.207 Page 1 of 3



Field Duplicate RPD Report

Lab Reporting Batch ID: PH134 Laboratory: LL

EDD Filename: PH134_v1 - o 7 eQAPP Name: CDM_SSFL_140113_Lan
Uethod- 60204 . il R K S -

i
i

Matrix: SO
Concentration {(mg/Kg)
SL-715-SA5A-5B-0.0- | SL-1015-SA5A-SB-0.0- Sample | eQAPP
Analyte 0.5(TOT) 0.5 (TOT} RPD RPD Flag
SELENIUM ' 0.184 0.208 12 50.00
STRONTIUM 19.8 17.2 14 50.00 | No Qualifiers Applied
THALLIUM 0.229 0.241 5 50.00
SILVER ) 136 3.03 127 5Q.00 J(all detects)

Concentration (mg/Kg)
SL-715-SAEA-SB-0.0- SL-1015-5A5A-5B-0.0- Sample eQAPP
Analyte 0.5 (TOT} 0.5(TOT) RPD RPD Flag
HEXAVALENT CHROMIUM 1.1 3.1 95 "50.00 J(all detects)

Method: 7471B

SO
Concentration (mg/Kqg)
§L-715-SA5A-SB-0.0- SL-1015-5A5A-58-0.0- Sample eQAPP
Analyte 0.5 (TOT) 0.5(TOT) RFD RPD Flag
MERCURY 0.0388 | 0.0276 36 50,00 I_No Qualifiers Applied

Concentration (mg/Kg)
SL-715-SABA-SB-0.0- | SL-1015-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 0.5 RPD RPD Flag
EFH (C21-C30) 12 32 o1 50.00 J{all detects)
EFH (C30-C40) 3z 180 140 50.00
Vethod: 82700 SN . . e ——
Matrix: SO
Concentration {ug/Kg)
SL-7T15-SA5A-SB-0.0- | SL-1015-SA5A-SB-0.0- | Sample | eQAPP
Analyte 0.5 0.5 RPD RPD Flag

ANTHRACENE 0.43 2.8 147 | s0.00
BENZO(AJANTHRACENE 1.2 13 166 50.00
BENZO(A)PYRENE 1.3 11 158 50.00
BENZO({B)FLUORANTHENE 2.3 16 150 50.00
BENZO(E)PYRENE 17U 8.4 200 50,00
BENZO(G,H,)}PERYLENE 0.88 59 148 50.00
BENZO(K)FLUORANTHENE 1.3 8.2 145 50.00 J(all detects)
BIS(2-ETHYLHEXYL)PHTHALATE 8.1 18 ' 76 50.00 UJ{all non-detests)
CHRYSENE 2.2 15 149 50.00
DIBENZO(A,H)ANTHRACENE 1.7V 1.8 200 §0.00
FLUORANTHENE 2.9 28 162 50.00
INDENO(1,2,3-CD)PYRENE 1.7U 57 200 50.00
PHENANTHRENE 1.4 12 158 50.00
PYRENE 2.4 21 159 50.00

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Field Duplicate RPD Report
Lab Reporting Batch ID: PH134 Laboratory: LL

EDD Filename: PH134_vi e ___eQAPP Name: CDM_SSFL_140113_Lan
Method: 8270D . : , Al

Matrix: SO
o Concentration (ug/Kg)
SL-716-SA5A-5B-0.0- | SL-1015-SA5A-SB-0.0- | Sample | eQAPP
Analyte 0.5 0.5 RPD RPD Flag
BENZO(A)ANTHRACENE 17U ' 9 200 5000
BENZO(A)PYRENE 17U 13 200 50.00
BENZQ(B)FLUORANTHENE 17U 18 200 50.00
BENZO(K)FLUORANTHENE 17U 9 200 50.00 J(all detects)
CHRYSENE 17U 13 200 50.00 UJ(alt non-detects)
FLUQRANTHENE 17U 22 200 50.00
PHENANTHRENE 17V 7 200 50.00
PYRENE 17y 21 200 50.00
SO
' Concentration (pH unit)
SL-715-SA5A-SB-0.0- | SL-1015-SA5A-SB-0.0- | Sample | eQAPP
Analyte 0.5 0.5 RPD RPD Flag
PH — 7.04 6.93 2 50.00 | No Qualifiers Applied

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers
Lab Reporting Batch ID: PH134 _ Laboratory: LL
EDD Filename: PH134_v1 eQAPP Name: CDM_SSFL_140113_Lan
Wethod: 16138 - , : : N e

e HE R i G L St “‘"“'."T‘

Matrix: SO
Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1015-SA5A-8B-0.0-0.5 |1,2,3,4,7,8-HxCDD JB 1.75 5.11 PQL ng/kg
1,2,3,4,7,8-HXCDF JB 2.88 511 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 2.82 511 PQL ngikg
1,2,3,7,8,9-HXCDD JB 4.12 8.1 PQL ngikg
1,2,3,7,8,8-HXCDF JB 0.951 5.1 PQL ngikg
1.2,3,7 8-PECDD JB 1.02 511 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDF JB 0.439 511 PQL ng/Kg
2.3,4,6,7,8-HXCDF JB 4.00 511 PQL ng/Kyg
2,3,4,7,8-PECDF JBQ | 0577 5.11 PQL | ng/Kg
2.3,7,8-TCDD J 0.262 1.02 PQL ng/kg
2,3,7,8-TCDF J 0.231 1.02 PQL ng/Kg
SL-584-SA5A-8B-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 1.16 512 PQL ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.309 512 PQL ng/Kg
1.2,3,4,7,8-HXCDF JB (.804 512 PQL ng/Kg
1,2,3,86,7,8-HXCDD JB 1.25 512 PQL ng/Kg
1,2,3,6,7,8-HXCOF . JB 0.466 5,12 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.637 512 PQL ng/Kg
1.2.3.7.8,9-HXCDF JB | 0624 5.12 PQL | ngiKg | Y (Blldetects)
1,2,3,7,8-PECDD JBQ 0,228 5,12 PQL ng/Kg
1,2,3,7.8-PECDF JB 0.311 512 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.547 512 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.266 512 PQL ng/Kyg
'2,3,7,8-TCDF J 0.121 1.02 PQL | ng/Kg
SL-631-SA5A-8B-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 0.630 4,96 PQL ng/Kg
1.2,3,4,7,8-HxCDD JB 0.853 4.96 PQI. ng/Kg
1,2,3,4,7 8-HXCDF JB 0.692 4.96 PQIL. ng/Kg
1,2,3,6,7,8-HXCDD JB 2.03 4,96 PQL ng/Kyg
1,2,3,6,7,8-HXCDF JB 0.669 4.98 PQL ng/Kg
1,2,3,7,8,9-HXCDOD JB 1.48 4,96 PQL ng/Kg ‘
1,2,3,7,8,9-HXCDF JB 0.481 496 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.541 4.96 PGL ng/Kg
1,2,3,7,8-PECDF JB 0.652 4.96 PQL ng/Kg
2,3,4,6,7,8-HXCOF JB 0.825 4,86 PQL. ng/Kg
2,3,4,7,8-PECDF JB 1.64 4,96 PQL ng/Kg
23,7, 8-TCDD J 0.234 0.992 PQL ng/Kg
2,3,7,8-TCDF J 0.831 0.992 PQL | ng/Kg
SL-715-SA5A-5B-0.0-0.5 1,23,4,7,89-HPCDF JB 4.62 507 PQL ng/Ky
1,2,3,4,7,8-HxCDD JB 1.46 5,07 PGL | ng/Kg
1,2,3,4,7,8-HXCDF JB 1.85 5.07 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 1.42 5.07 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 3.15 507 PQL ng/Kg
1,2,3,7,89-HXCDF JBQ 0.585 5.07 PQL ng/Kg
1,2,3.7.8-PECDD B | 0914 5.07 PQL | ngikg | (Blldetects)
1,2,3,7,8-PECDF JB 0.497 5.07 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 1.98 5.07 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.580 5.07 PQL ng/Kg
2,3,7,8-TCDD ) J 0.301 1.01 PQL ng/Kg
2,3,7,8-TCDF J 0.314 1.01 PGL ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch 1D: PH134
EDD Filename: PH134_v1

Method: 1613B

S R S SIS s st

Laboratory: LL
eQAPP Name: CDM_SSFL_140113_Lan

Matrix: SO
. Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-715-SA5A-8B-6.0-7.0 1,2,3,4,7,8,9-HPCDF JB 295 5.1 PQL ng/Kg
1.2,3,4,7,8-HxCOD JB 1.49 5.1 PQL ng/Kg
1,2,3.4,7,8-HXCOF JB 1.39 5.1 PQL ng/Kg
1,.2,3,6,7,8-HXCDF JB 1.20 5.1 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 2.83 5.11 PQL | ng/Ky
1,2,3,7,8,9-HXCDF JB 0.562 5.11 PQL ng/Kg
1,2,3,7,8-PECDD JB | 0950 5.11 PQL |ngikg | J(@ldetects)
1,2,3,7,8-PECDF JB 0.545 5.11 POL | ng/Kg
2,3,4,6,7,8-HXCDF JB 1.60 5.11 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.616 5.1 PQL ng/Kg
2,3,7,8-TCDD J 0.256 1.02 PQL | ng/Kg
2,3,7,8-TCDF J 0.417 1.02 PQL | ng/Kg

Method:

6010C

Matrix: SO
Lab Reporting)] RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1015-SA5A-8B-0.0-0.5 JARSENIC J 3.56 4.02 PQL mg/Kg

BERYLLIUM J 0.661 1.01 POL [ mg/Kg

MOLYBDENUM J 0.429 2.01 POL | ma/Kg

" |sobium J 96.4 101 PQL |mgiKg|  (Blldetects)

TIN J 3.00 10.1 PQL | mg/Kg

Zirconium J 2.73 5.03 PQlL. | mg/Kg
SL-584-SA5A-3B-0.0-0.5 ARSENIC J 2.95 4.05 PQL my/Kg

BERYLLIUM J 0.605 1.1 PQL mg/Kg

BORON J 1.60 10.1 PQL mg/Kg

MOLYBDENUM J 0.321 2.03 PQL mg/Kg J (all detects)

SODIUM J 881 101 PQOL mg/Kg

TIN J 2.94 1041 PQL mag/Kg

Zirconium J 3.14 5.07 PQL | mg/Kg
SL-631-SA5A-SB-0.0-0.5 BERYLLIUM J 0.643 1.01 PQL mag/Kg

MOLYBDENUM J 0.379 2.02 PQL mg/Kg

SODIUM J 91.3 101 POL mag/Kg J (all detects)

TIN J 2,90 101 POL mg/kg | -

Zirconium J 3.50 5.06 PQL | mg/Kyg
SL-715-SA5A-5B-0.0-0.5 ARSENIC J 3.16 4.08 PQL ma/Kg

BERYLLIUM J 0.619 1.02 POL | mg/Kg

BORON J 2,03 10.2 PQL | mg/Kg

MOLYBDENLM J 0.439 2.04 PQL mg/Kg J (all detects)

SODIUM J 896.9 102 PQL my/Kg

TIN J 3.10 10.2 RPQL ma/Kg

Zirconium J 2,64 5.10 PQL | mg/Kg
SL-715-SA5A-SB-6.0-7.0 ARSENIC J 3.9 4.06 PQL mg/Kg

BERYLLIUM J 0.619 1.01 PQL | malKg

MOLYBDENUM J 0.322 2.03 PQL my/Kg J {all detects)

TIN J 2.97 10.1 PQL | mgiKg

Zirconium J 2,73 5.07 PQL | mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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Reporting Limit Outliers

Lab Reporting Batch ID: PH134
EDD Filename: PH134_v1

Method: 6020A

Laboratory: LL

eQAPP Name: CDM_SSFL_140113_Lan

)
i

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1015-SA5A-SB-0.0-05 |SELENIUM J 0.208 0.402 PQL  |mgiKg|  J(all detects)
SL-584-SA5A-8B-0.0-05  |SELENIUM J 0.123 0.405 PQL | mgiKg

SILVER J | ooz | o203 PQL |mgiKg| ¥ (@lldetects)
SL-631-SA5A-SB-0.0-0.5  |SELENIUM 3 0.164 0.405 POL | mgiKg

SILVER J | 0oaa1 | 0202 | paL |mgmg| (aldstects)
SL-715-SA5A-5B-0.0-0.5  |SELENIUM J 0.184 0.408 PQL | mg/Kg J (all detects)
SL-715-SABA-SB-6.07.0 |SELENIUM J 0.107 0.406 PQL |mg/Kg| J (all detects)

Method: 7471B

Matrix: SO

Lab Reporting)] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-584-SA5A-SB-0.0-0.5 |MERCURY J 0.0108 0.0168 PQL | mg/Kg J (all detects)
51-631-5A5A-5B-0.0-05  |MERCURY J 0.0164 0.0168 POL | mg/Kg J {all detects)

Method: 8015M

Matrix: SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-584-5A5A-58-0.0-0.5 EFH {C21-C30) J 4.7 5.2 PQL [ mg/Kg J (all detects)
SL-831-SASA-SB-0.0-0.5  |EFH (C15-G20) J 10 25 PQL |mg/Kg J (alt detects)
SL-715-5A5A-5B-6.0-7.0 EFH {C21-C30) J 5.0 5.1 PQL [ mg/Kg

Method: B8082A

Matrix: SO
SamplelD Analyte Qual| Result Limit Type | Units Flag
SL-631-SASASB-0.00.5 | Arocor 5460 | o | 14 34 PAL |[ugKg| Jalldetects) |

Method: 8270D

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1015-SA5A-8B-0.0-0.5 |BENZO{A)ANTHRACENE J g 17 PQL ug/Kg
BENZO(A)PYRENE J 13 17 PQL ug/Kg
BENZO(B)FLUORANTHENE J 16 17 PQL ug/Kg J (all detects)
BENZO{K)FLUORANTHENE J 9 17 POL | ug/Kg
CHRYSENE J 13 17 PQL ug/Kg
PHENANTHRENE J 7 17 PQL ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area ]V Phase 3
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Reporting Limit Outliers
Lab Reporting Batch ID: PH134 Laboratory: LL
EDD Filename: PH134_v1 eQAPP Name: CDM_SSFL_140113_Lan
Method: 82700 S — — .

e e T T e e e et =TT

Matrix: SO
Lab Reporting)| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag

SL-715-8A5A-SB-6.0-7.0 |BENZO(AJANTHRACENE J 14 18 POL | ug/Kg |
BENZO(A)PYRENE J 11 18 PQL | ug/Kg
BENZO(B)FLUORANTHENE J 11 18 PQL | ug/Kg
BENZOQ(K)FLUORANTHENE J 8 18 PQL | ug/Kg
CHRYSENE J 11 18 PQL |ugikg | Y (@ildetects)
FLUYORANTHENE J 14 18 PAL | ug/Kg
PHENANTHRENE J 4 18 POL | ugiKg
PYRENE J 14 18 PQL | ug/iKg

Method: 8270D SIM

Matrix: SO
Lab Reporting| RL
SampielD Analyte Qual | Result Limit Type | Units Flag
§L-1015-SA5A-5B-0.0-0.5 |BENZQ(E)PYRENE J 8.4 17 POL | ug/Kg J (all detects)
SL-584-SA5A-5B-0.0-0.5 ANTHRACENE J 0.41 17 PQL ug/Kg ’
BENZO(A)ANTHRACENE J 1.4 1.7 PQL ug/Kg
BENZO(A)PYRENE J 1.5 1.7 PaL | uoiKg
BENZO(G,H,)PERYLENE J 1.2 1.7 PQL ug/Kg J (alf detects
BENZO(K)FLUORANTHENE J 156 17 PQL ug/Kg )
BIS{2-ETHYLHEXYL)PHTHALATE J 9.1 19 PQL ug/Kg
INDENQ(1,2,3-CD)PYRENE J 0.86 1.7 PQL ug/Kg
PHENANTHRENE J 186 1.7 PQL ug/Kg
S§L-631-8SABA-SB-0.0-0.5 1-METHYLNAPHTHALENE J 13 17 PQIL ug/Kg
2-METHYLNAPHTHALENE J 12 17 PQL ug/Kg
BENZO(A)ANTHRACENE J 9.4 17 POL | ug/Kg
BENZO(A)PYRENE J 9.2 17 PQL ug/Kg J (all detects)
BENZO(G,H,)PERYLENE J 9.2 17 PQL ug/Kg
BENZO(K)FLUORANTHENE J 6.8 17 PQL ugfKg
BIS(2-ETHYLHEXYL)PHTHALATE J 64 180 PQL ug/Kg
NAPHTHALENE J 7.0 17 PQL ug/Kg
SL-715-8A5A-8B-0.0-0.5 ANTHRACENE J 0.43 17 PQL ug/Kg
BENZO(A)ANTHRACENE J 1.2 1.7 PQL ug/Kg
BENZO{A)PYRENE J 1.3 1.7 PAL | ug/Kg
BENZO{G,H,)PERYLENE J 0.88 1.7 PQL ug/Kg J {all detects)
BENZO(K)FLUORANTHENE J 1.3 1.7 PQL ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 8.1 18 PaL ug/Kg
PHENANTHRENE J 14 1.7 PQL ug/Kyg
SL-715-SA5A-5B-6.0-7.0 ANTHRACENE J 0.94 1.7 PQL ug/Kg
BENZO(E)PYRENE J 8.2 18 PQL ug/Kg J {all detects)
DIBENZO(A,H)ANTHRACENE J 1.3 1.7 PQL ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3
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LDC Reporti# 31212D2a

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:

Collection Date:

LDC Report Date:

Matrix:

Parameters:

Validation Level:

l.aboratory:

Sample Delivery Group (SDG):

Sample Identification
SL-715-SA5A-SB-0.0-0.5
SL-715-SA5A-8B-6.0-7.0
SL-1015-SA5A-SB-0.0-0.5

SL-715-SA5A-5B-0.0-0.5MS
SL-715-SA5A-SB-0.0-0.56MSD

VALOGINYCDMASSFLASASAV1212D2A_CD4.DOC

Santa Susana Field Laboratory
November 25, 2013

February 10, 2014

Saill

Semivolatiles

Level IV

Eurofins Lancaster Laboratories

PH134



Introduction
This data review covers 5 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8270D for
Semivolatiles.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGINYCDMISSFLASA5AY3121202A_CD4.00C



l. Technical Holding Times

All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All

cooler temperatures met validation criteria.

Il. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals. All ion abundance

requirements were met.

IlI. Initial Calibration

Initial calibration was performed using required standard with the following exceptions:

Sample Compound Finding Criteria Flag AorP
All samples in | 2-butoxy-Ethanol A one point calibration | A five point calibration is J (all detects) P
SDG PH134 2-phenoxy-Ethanol was performed, specified by the method. UJ (all non-getects)

1,2,3,4-Tetrahydronaphthalene (Tetralin)

Percent relative standard deviations (%RSD) were less than or equal to 30.0% for alt
compounds.

Average relative response factors (RRF) for all compounds were within method and
validation criteria.

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

Percent differences (%D) between the initial calibration RRF and the continuing
calibration RRF were within the method criteria of iess than or equal to 20.0% for

calibration check compounds (CCCs) and 25.0% for all other compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 25.0% for all compounds.

All of the continuing calibration relative response factors (RRF) were within method and
validation criteria.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No semivolatile
contaminants were found in the method.

VALOGINYCDMASSFLISA5AV31212D2A_CD4.DOC




Sample FB-041613 (from SDG PH032) was identified as a field blank. No semivolatile

contaminants were found.

VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All

surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)

were within QC limits with the following exceptions:

Spike ID
{Associated MS (%R) MSD (%R) RPD
Samples) Compound {Limits} (Limits) {Limits) Flag AorP
5L-715-SABA-SB-0.0-0.56MS/MSD | Benzoic acid 31 (=30) J (all detects) A
(SL-715-SA5A-SB-0.0-0.5) 4-Chloroaniline 37 (230) J (all detects)
SL-715-SABA-SB-0.0-0.5MS/MSD | 3,3'-Dichlorobenzidine 0 (35-141) 17 (35-141) 200 (=30) J (all detects) A

(SL-715-SA5A-SB-0.0-0.5)

R (all non-detects)

VIIl. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent

recoveries (%R) were within QC limits.

I1X. Regional Quality Assurance and Quality Control

Not applicable.

X. Internal Standards

All internal standard areas and retention times were within QC limits.

Xl. Target Compound Ildentifications

All target compound identifications were within validation criteria.

Xll. Compound Quantitation

All compound quantitation were within validation criteria.

VALOGINVCDMISSFLASASAN31212D2A_CD4.D0C




All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH134 All compounds reported below the RL. J (all detects) A

X, Tentatively Identified Compounds (TICs)

Tentatively identified compounds were not reported by the laboratory.

XIV. System Performance

The system performance was acceptable.

XV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XVI. Field Duplicates

Samples SL-715-SA5A-SB-0.0-0.5 and SL-1015-SA5A-SB-0.0-0.5 were identified as

field duplicates. No semivolatiles were detected in any of the samples with the following
exceptions:

Concentration (ug/Kg)
RPD
Compound SL-715-5A5A-5B-0.0-0.5 | SL-1015-SA5A-5B-0.0-0.5 (Limits) Flag AorP
Benzo(a)anthracene 17U 9 200 (=50} J (all detects) A
W (all non-detects)
Benzo{a)pyrene 17U 13 200 (=50} J (all detects) A
UJ (all non-detects)
Benzo(b)fluoranthene 17U 16 200 (s50) J (all detects} A
UJ (all non-detects)
Benzo(k)fluoranthene 17U o 200 (<50} J (all detects) A
UJ (all non-detects)
Chrysene 17U 13 200 (=50} J (all detects) A
UJ (all non-detects)
Fluoranthene 17U 22 200 (=50) J (all detects) A
UJ {(all non-detects)
Phenanthrene 17U 7 200 {s50) J (all detects) A
UJ {all non-detects)

VALOGINYCDM\SSFLASASAV31212D2A_CD4.DOC 3



Concentration {ug/Kg)

UJ (all nen-detects)

RPD
Compound S5L-715-SA5A-58-0.0-0.5 | SL-1015-SA5A-5B-0.0-0.5 (Limits} Flag AorP
Pyrene 17U 21 200 (=50) J (all detects) A

VALOGINVCDMASSFLASASAN31212D2A_CD4.DOC 6




Santa Susana Field Laboratory
Semivolatiles - Data Qualification Summary - SDG PH134

8DG Sample Compound Flag AorP Reason (Code}
PH134 | SL-715-SABA-5B-0.0-0.5 | 2-butoxy-Ethanol J (all detects) P Initial calibration
SL-715-SA5A-SB-6.0-7.0 { 2-phenexy-Ethanol UJ {all nen-detects) (5-point calibration) (C)
SL-1015-SA5A-SB-0.0-0.5 | 1,2,3,4-Tetrahydronaphthalene (Tetralin)
PH134 | SL-715-SA5A-SB-0.0-0.5 | Benzoic acid J (all detects) A Matrix spike/Matrix
4-Chloroaniline J (all detects) spike duplicate (RPD)
{®)]
PH134 | SL-715-SA5A-SB-0.0-0.5 | 3,3-Dichlorobenzidine J (all detects) A Matrix spike/Matrix
R (all non-detects) spike duplicate
{(%RYRPD} (Q))
PH134 | SL-715-SA5A-SB-0.0-0.5 | All compounds reported below the RL, J (all detects) A Compaund quantitation
SL-715-8A5A-5B-6.0-7.0 4
SL-1015-SA5A-5B-0.0-0.5
PH134 | SL-715-3A5A-SB-0.0-0.5 | Benzo(a)anthracene J (all defects) A Field duplicates {(RPD)
SL-1015-SA5A-SB-0.0-0.5 | Benzo(a)pyrene UJ (all non-detects) (FD)
Benzo(b)fluoranthene
Benzo(k)fluoranthene
Chrysene
Fluoranthene
Phenanthrene
Pyrene

Santa Susana Field Laboratory
Semivolatiles - Laboratory Blank Data Qualification Summary - SDG PH134

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Semivolatiles - Field Blank Data Qualification Summary - SDG PH134

No Sample Data Qualified in this SDG

VALOGIN\COMISSFLYSASAY3121202A_CD4.D00C 7




LDC #:

SDG #

31212D2a VALIDATION COMPLETENESS WORKSHEET Date:_ 2] 4 ng; '
Level IV

PH134

Laboratory:_Eurofins Lancaster Laboratories

METHOD: GC/MS Semivolatiles (EPA SW 846 Method 82705

Page:._| of |
Reviewer;
2nd Reviewer:_ $wv\

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validafion Area Comments
] Technical holding times A— Sampling dates: i / 25 ' 13
Il. | GC/MS Instrument performance check ﬂ_
M. | Initial calibration Gp=tT RSP £3 07
IV. _| Continuing calibration/ICV et [oviecy 2259
V. |Blanks i
VI. | Surrogate spikes ,9—
VII. | Matrix spike/Matrix spike duplicates CL\)
V. [ Laboratory control samples m— L65
IX. | Regicnal Quality Assurance and Quality Control N
X. | Internal standards /\.—
Xl. | Target compound identification hr
Xll. | Compound quantitation/RULOQ/LODs s
X, | Tentatively identified compounds (TICs) /\J
XIV. | System performance A~
XV, | Overall assessment of data I
XVI. | Field duplicates Sl rp=1 &+ 3
XVIL. | Fietd blanks ND | BB F8=FPR-04/013 (SDC & ¥B232)
Note: A = Acceptable ND = No compounds d?tLected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: b+ ‘
1 | SL-715-5A5A-B-0.0-0.5 11 21 31 | SBL LT 338
; SL-715-SA5A-SB-6.0-7.0 12 22 32
‘}g SL-1015-SA5A-SB-0.0-0.5 13 23 33
4 | 8L-715-SA5A-SB-0.0-0.5MS [ 14 24 34
5 | SL-715-SA5A-SB-0.0-0.5MSD | 15 25 35
5] 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40

312120aW.wpd



LDC #:_ 3] 212 D2« VALIDATION FINDINGS CHECKLIST Page: [ of 2-
Reviewer: 12

2nd Reviewer,__SpaA

Method: Semivolatiles (EPA SW 846 Method 8270D)

Validation Area Yes | No | NA Findings/Comments

All technical holding times were met,

A\

Cooler temperature criteria was met

Were the DFTPP performance results reviewed and found to be within the specified
criteria?

AVA

hour clock

Were al

Did the laboratory perform a 5 point calibration prior to sample analysis? - ne @M 3 LAk iy 15
Were all percent relative standard deviations (%RSD) and relative response factors ]

{RRF} within method criteria for all CCCs and SPCCs?

Was a curve fit used for evaluation? -~

Did the initial calibration meet the curve fit acceptance criteria of > 0.9807

Were all percent relative standard deviations (%RSD) < 30% and relative response i
factors (RRF) > 0.057

IV thﬁmﬁﬁ calibration: .

Was a continuing calibration standard analyzed at least once every 12 hours for 7
each instrument?

Were zli percent differences (%D) and relative response factors (RRF) within
method criteria for all CCCs and SPCCs?

/ ?;VZ }’W-‘f""yfr"\-'!' mq,a.(..q#-t oot

Were all percent differences (%D) < 25% and relative response factors (RRF) >

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks
validation completeness worksheet.

: : ' ‘ e BRI S
Were all surrogate %R within QC limits?

If 2 or more base neutral or acid surrogates were outside QC limits, was a e
reanalysis performed to confirm %R?

If any %R was less than 10 percent, was a reanalysis performed to confirm %R? yd

Vil Matrix spi uplicat

Were a matrix spike {(MS) and matrix spike duplicate (MSD} analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

N\

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences /
{RPD) within the QC Iimits?

Was an LCS analyzed for this SDG? I / ] I |

Level IV checklist_8270C_NFG.wpd version 2,0



Loc#._ 51212024 VALIDATION FINDINGS CHECKLIST Page:_“Zof_ 2

Reviewer__ #¥~
2nd Reviewer:__Snan

Validation Area Yes | No | NA Findings/Comments

N\

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries {%R) and relative percent difference (RPD) within ~1
limits?

Were performance evaluation (PE) samples performed? -~

Were the performance evaluation (PE) samples within the acceptance limits? ]

nter

Were internal standard area counts within -50% or +100% of the associated
calibration standard? /

Were retention times within + 30 seconds from the associated calibration standard?

X1, Target compouind identificatio

Were relative refention times (RRT's) within + 0.06 RRT units of the standard?

Did cormpound spectra meet specified EPA "Functional Guidelines" criteria?

Were chromatogram peaks verified and accounted for?

X Compouﬁﬂ duantltatlon!RLs

Were the correct internal standard ({IS), quantitation ion and relative response factor
(RRF) used to quantitate the compound?

/
Were compound quantitation and RLs adjusted to reflect all sample dilutions and +
dry weight factors applicable to level IV validation?

Were the major ions (> 10 percent relative intensity) in the reference spectrum -
evaluated in sample spectrum?

Were relative intensities of the major ions within + 20% between the sample and the ~
reference spectra?

Did the raw data indicate that the laboratory performed a library search for all ]
required peaks in the chromatograms (samples and blanks)?

T

¥

System performance was found to be acceptable. d

XV. Overall assessmisnt of data: -

XVI, Field duplicates - -

Field duplicate pairs were identified in this SDG. Ve

Target compounds were detected in the field duplicates. /

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks. /

Level IV checklist_8270C_NFG.wpd version 2.0



METHOD: GC/MS SVOA

VALIDATION FINDINGS WORKSHEET

A. Phenol

T. 4-Chloreaniline

MM. 4-Chlorophenyl-phenyl ether

FFF. Di-n-octylphthalate

YYY. 2,3,5-Trimethylnaphthalene

B. Bis {2-chloroethyl} ether

U. Hexachlorobutadiene

NN. Fluorene

GGG. Benzo(b)lucranthene

ZZ7, Perylene

C. 2-Chlorophenal

V. 4-Chloro-3-methylphenc]

QQ. 4-Nitroaniline

HHH. Benzo{k)flucranthene

AAAA Dibenzothiophene

D. 1,3-Dichiorobenzene

W. 2-Methylnaphthalene

PP. 4,6-Dinitro-2-methylphenol

I1l. Benzo(a)pyrene

BBBB. Benzo(a)fluoranthene

E. 1,4-Dichlorobenzene

X. Hexachlorocyclopentadiene

QQ. N-Nitrosediphenylamine

JJd. Indenc(1,2,3-cd)pyrene

CCCC. Benzo(b)fluorene

F. 1,2-Dichlorobenzene

Y. 2,4,6-Trichlorophenol

RR. 4-Bromophenyl-phenylether

KKK. Dibenz(z,h)anthracene

DDDD. cis/trans-Decalin

G. 2-Mathylphenol

Z. 2,4,5-Trichlorophencl

885. Hexachlorobenzene

LLL. Benzo{g,h,i)perylene

EEEE. Biphenyl

H. 2,2"-Oxybis{1-chloropropane)

AA_ 2-Chloronaphthalene

TT. Pentachlorophenol

MMM. Bis{2-Chloroisopropyljether

FFFF. Retene

1. 4-Methylphenc!

BB. 2-Nitroaniline

UU. Phenanthrene

NNN. Aniling

GGGG, G30-Hopanse

J. N-Nitreso-di-n-propylamine

CC. Dimethylphthalate

VWV, Anthracene

Q00. N-Nitresodimethylamine

HHHH, {-Methylphenanthrene

K. Hexachlorcethane

DD. Acenaphthylene

WW, Carbazole

PPP. Benzoic Acid

llll. 1,4-Dioxane

L. Nitrobenzene

EE. 2,6-Dinitrotoluene

XX. Di-n-butylphthalate

QQQ. Benzyi alcohol

JJJJ. Acetophenone

M. Isophorone

FF. 3-Nitroaniline

YY. Flucranthene

RRR. Pyridine

KKKK. Atrazine

N. 2-Nitrophenol

GG. Acenaphthene

ZZ. Pyrens

S$88. Benzidine

LELL. Benzaldehyde

0. 2,4-Dimethylphenol

HH. 2,4-Dinitrophenol

AAA, Butylbenzylphthalate

TTT. 1-Methylnaphthalene

MMMM. Caprolactam

P. Bis(2-chlorcethoxy)methane

11. 4-Nitrophenal

BBB. 3,3'-Dichlorobenzidine

UUU.Benzo(b)thiophene

NNNN, L - lovd-m'{:g - EHhand

Q. 2,4-Dichlorophenol

JJ. Dibenzofuran

CCC, Benzo{a)anthracene

V. Benzonaphthothiophene

oooo. < — F]ch&(p-— EYhand

R. 1.2,4-Trichlorobenzene

KK. 2,4-Dinitrotoluene

BDD. Chrysene

WWW _Benzo(e)pyrene

peep, | 2,3,4~ To'}"n}\lgdhﬂ—

5. Naphthalene

LL. Disthylphthalate

EEE. Bis{2-ethylhexyi)phthalate

XXX. 2,6-Dimethylnaphthalene

nagphthalons (Tetna l.’n_>
c0aa. 4y _ f}mimbfpl,c.w]

V:\Validation Werksheets\ Semivolatiles\8270ACOMPNDL_SVOA.wpd



LDC#_ 31212 D24 VALIDATION FINDINGS WORKSHEET Page: { of |
Initial Calibration Reviewer: IR

METHOD: GC/MS BNA (EPA SW 846 Method 8270D) 2nd Reviewer,__ Jia
Plegse see gualifications below for all questions answered "N", Not applicable questions are identified as "N/A”.
§§ N%

Did the laboratory conduct an acceptable 5 point calibration prior to sample analysis?

Were percent relative standard deviations (%RSD) and relative response factors (RRF) within method criteria for all CCC's and SPCC's?
Was a curve fit used for evaluation? If yes, what was the acceptance criteria used for evaluation?

Did the initial calibration meet the acceptance criteria?

Were all %RSDs and RRFs within the validation criteria of 230 %RSD and 20.05 RRF ?

<< |<
ZZ|=Z

-< (<
Z

Finding %RSD Finding RRF
# Date Standard ID Compound (Limit: <30.0%) (Limit: >0.05) Associated Samples Qualifications
b!ﬂ)f? [ - P05 NNAA) 'Z Fiuz/p \/(-/\
Nbdod ° _The Se ‘
“fprpf - arnd re, W-’—(J ,pb‘\_&c,.\ 0 /)Y 2 iv&{r\‘l'-

A byval e .

INICAL.25.wpd



LDC#_3PR12 024

METHOD: GC/MS BNA (EPA SW 846 Method 8270D)

VALIDATION FINDINGS WORKSHEET
Matrix Spike/Matrix Spike Duplicates

se see qualifications below for all questicns answered "N". Not applicable questions are identified as "N/A".

a

N N/A
9 N N/A
Y N\N/A

Page:; _f of ’_
Reviewer_ §1

2nd Reviewer. £t

Were a matrix spike (M3} and matrix spike duplicate (MSD) analyzed for each matrix in this SDG? If no, indicate which matrix does not have an associated

MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?
Were the MS/MSD percent recoveries (%R) and the relative percent differences (RPD) within the QC limits?

MS MSD
# Date MS/MSD ID Compound %R {Limits) %R (Limits) RPD (Limits) Associated Samples Qualifications
$s ver ) | 3 (3p ( 741 4 (6l
T ) ) | F L
BB R 140 ] |F (F-lgo| 240 ¢ 30 J JRA

{
{
{
{
{
{
(
{
{
{
{
{
{
{
{
{
{
{
{
{
{
{
{
{
{
{
{
{

)
)
)]
)
)
}
)
)]
)
}
)
)
)
)
}
]
}
}
}
)
}
)
)
)
}

MSD.25D



LDC: 31212D2a VALIDATION FINDINGS WORKSHEET Page: 1 of _1

Field Duplicates Reviewer:_BR
2nd Reviewer:_$an
Method: GC/MS SVOCs (EPA 8270D)
Concentration (pg/kg) RPD -
Analyte p 3 (50) Qualifiers (Parents Only}
cCcC 17U 9 200 JIUJIA (Code: FD)
1] 17U 13 200 JIUJIA (Code: FD)
GGG 17U 16 200 JIUJIA (Code: FD)
HHH i7uU 9 200 JIUJIA (Code: FD)
DDD 17U 13 200 JIUJIA {Code: FI)
YY 17U 22 200 JIUJIA (Code: FD)
uy 17U 7 200 JIUJIA (Code: FD)
zZ 17U 21 200 JIUJIA (Code: FD}

\\LDCFILESERVER\Validation\FIELD DUPLICATES\3121D2a



LDC #: 31212D2a VALIDATION FINDINGS WORKSHEET Page: [ of ]
Initial Calibration Calculation Verification Reviewer BR

2" Reviewer [

METHOD: GC/MS SVOA (EPA SW 846 Method 8270D)

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation (%RSD) were recalculated for the compounds identified
below using the following calculations:

RRF = (A){(Ci (A (C A, = Area of Compound A;s = Area of associated internal standard
average RRF = sum of the RRFs/number of standards C, = Concentration of compound, C;s = Concentration of internal standard
%RSD = 100 * (S/X) S= Standard deviation of the RRFs, X = Mean of the RRFs
Reported Recalculated Reported Recalculated Reported Recalculated
Standard 1D Calibration RRF RRF Average RRF | Average RRF %RSD %RSD
# Date Compound {IS) { 1 std) {1 std) (Initial) {Initial)
! HPogs72 12/412013 |phgnol (181) 2.738 2.738 2.906 2.906 6 6
Naphthalene (1S2) 0.987 0.987 1.071 1.071 11 11
Fluorene (183) 1.324 1.324 1.426 1.426 5 5
Pentachlorophenol {154 0.146 0.146 0.152 0.1562 8 7.1
bis(2-ethylhexyl)phthalate (IS5 0.620 0.620 0.604 0.604 5 5
Benzo{a}pyrene (156 1.232 1.232 1.214 1.2145 9 g

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results,



LDC# 31212D2a VALIDATION FINDINGS WORSHEET Page: lof 1
Continuing Calibration Resuits Verification Reviewer: BR

2nd Reviewer: <,
METHOD: GC/MS SVOA (EPA SW 846 Method 8270DSHY -
The percent difference (%D} of the initial calibration average Relative Response Factors (RRFs) and the centinuing calibration RRFs were recalculated
for the compounds identified below using the following calculation:

Where:
% Difference = 100 * (ave. RRF - RRF)}/ave. RRF ave. RRF = initial calibration average RRF Cx = Concentration of compound
RRF = {Ax)(Cis)/{Ais){Cx) RRF = continuing calibration RRF Als = Area of associated internai standard
Ax = Area of compound Cis = Concentration of internal standard
Calibration Average RRF Reported Recalculated Reported Recalculated
# Standard ID Date Compound  {IS) (Initial RRF) (CC RRF) (CC RRF) %D %D
1 el0221 12/09/13 Phenol (181) 2.906 2.870 2.870 1 1
Naphthalene (152) 1.071 0.985 0.985 8 8
Fluorene (183) 1.426 1.384 1.384 3 3
Pentachlorophenol (154 0.152 0.134 0.134 12 12
bis(2-ethylhexy)phthalate (IS5 0.604 0.625 0.625 3 3
Benzo{a}pyrene (IS6 1.214 1.209 1.209 0 0

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.



Surrogate Results Verification

METHOD: GC/MS Semivolatiles (EPA SW 846 Method 8270D)

Reviewer:

BR

2nd reviewer,_ ¥

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100

Where: SF = Surrogate Found
S8 = Surrcgate Spiked

Sample ID: ]
Percent Percent
Surrogate Surrogate Recovery Recovery’ Percent
Spiked Found Reported Recalculated Difference

Nitrobenzene-d5 s 32, TS g Y fai D)
2-Fiuorobiphenyl \ ¥2.843 p3 €2 o
Terphenyl_—ﬂtl _L f"” gb" 415— Q{ B
Phenokdf” 6% | 70-757% s T5 Ps)
2-Fluorophenol | 75.621 (&Y 19 O

o

2,4,6-Trisromophencl v I3y . 444 §C &5
2-Chlorophenol-d4 '
1,2-Dichlorobenzene-d4
Sample ID:
Percent Percent
Surrogate Surrogate Racovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5
2-Fluorobiphenyl
Terphenyl-d14
Phenol-d5
2-Fluorophenol
2.4,6-Tribromophenal
2-Chlorophenol-d4
1,2-Dichlorobenzene-d4
Sample ID: o
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference

Nitrobenzene-d5

2-Fluorobiphenyl

Terphenyl-dt4

Phenol-ds

2-Fluorophenol

2,4,8-Tribromophenc!

2-Chlerophenol-d4

1,2-Dichlorobenzena-d4

SURRCALC.28D




LDC#_ 5]2]2V2« VALIDATION FINDINGS WORKSHEET Page:_ (of
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer;_ BR

2nd Reviewer.__ L

METHOD: GC/MS BNA (EPA SW 846 Method 8270D)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified belc
using the following catculation:

% Recovery = 100 * (8SC - SCY/SA Where: SS8C = Spiked sample concentration SC = Sample concentation
SA = Spike added

RPD =[MSC - MSC | * 2/(MSC + MSDC) MSC = Matrix spike concentration MSDC = Matrix spike duplicate concentration

MS/MSD samples: (H s

Spike Sample Spiked Sample Matrix Spike I_Mamx Spike Duplicate __MSIMSD
Compound { A:iidTﬁa{ ) CC’(“:;’;:{" fct;?n sz_i‘::tra%oz Percent Recovery Percent Recovery RPD
A/ vV
5 R MS MSD J— MS MSD Reported Beocale Reported Recale Repnorted, Recalerdatec

1L 5C63] 1653 d 1IS1g.2% 193).43) 92 | 92 A g 4 A
N-Nitroso-di-n-propylamine . i . 1G3443 lgﬂo 4 ‘?3 ?ﬁ’ CfS‘ ‘i§ 2. 2
4-Chloro-3-methylphenol \ ST 34 I"f 29.44|_ 91 1 J A /E’(. ¢ 1(;'
Acenaphthene \ “5”0? H lg 43 Gi’ , 0” @- 9;5- L GS
Pentachlorophenol \ ]2«7’ 61 ‘2 3q "uf ?’g ?X ﬂ 8 ! ’7ﬂ L}b
Pyrene ¥ v Y 1923 31 Ibglf?- hl (i l()} ’OL 7 ?

Comments: Refer to Matrix Spike/Malrix Spike Duplicates findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0¢
of the recalculated resuits.

MSDCLC.28D



LDC #_3 12V 24 VALIDATION FINDINGS WORKSHEET Page:_ {of
Laboratory Control Samgple/Laboratory Control Sample Duplicates Results Verification Reviewer:  BR
2nd Reviewer,__Z1.

METHOD: GC/MS BNA (EPA SW 846 Method 8270D)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for ti
compounds identified below using the following calculation:

% Recovery = 100 * (SC/SA Where: SSC = Spike concentration
SA = Spike added

RPD = LCSC - LCSDC | * 2/{LCSC + LCSDC) LCSC = Laboratory control sample concentration LCSDC = Laboratory control sample duplicate concentration

LCSILCSD samples; _ 238LT Les

Spike Spike ‘ 1S I_.csD LCS/ CSD
Added Concentration
Compound ( 4srh [y (s e Y Percent Recovery Percent Recovery RPD
108 Y ”I cshn IS /l CcsD Repnded ' Regcale BReported Becale Reparted I_R_ecalcula_tm
Pheno b3 — sty — 1 9% T - -
N-Nitroso-di-n-propylamine ‘ “('-H . qﬂ 14 T? / )
4-Chloro-3-methylphenol \ I ?—‘; }DSP I DS- ldg / /
Acenaphthene \ Jfa 095'1' ﬂ ,C' 1 9 / /
Pentachlorophenol \ I g?—"} - Sg \ % TZ" / L/ /
Pyrene ‘L ¥ !({?1 . q»f & k'o LO‘D - —

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicates findings worksheet for list of qualifications and associated samples when reporie
results do not agree within 10.0% of the recalculated resulis.

LCSCLC.28D



LDC #_ S\2i2 P2~

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

Page:_ | of |

Reviewer:  BR

METHOD: GC/MS BNA (EPA SW 846 Method 8270D)

N_N/A
N_N/A

2nd reviewer:_ g

Were all reported results recalculated and verified for all level IV samples?
Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Concentration = (AXLYVYDFY2.0) Example: rl: II = () Par
(A RRFYV, )(V)(%S) 2 Ir . 4

A, = Area of the characteristic ion (EICP) for the Sample .D. R i

compound to be measured
A, = Area of the characteristic ion (EICP) for the specific

internal standard jo 1%
I = Amount of internal standard added in nanograms {ng) Conc. ={ f{'-’ 20 N L) 1% b X 3

) (Bt 129w} o.9% )

v, = Volume or weight of sample extract in millititers {ml) or

grams (g).
v, = Volume of extract injected in microliters (uf) = tO . ?g ] 0 0?/2 W
v, = Volume of the concentrated extract in microliters {ul} 75?/
Di = Dilution Factor.
%S = Percent solids, applicable to soil and solid matrices

only.
2.0 = Factor of 2 to account for GPC cleanup

Reported Calculated
Concentration Concentration
# Sample ID Compound { ) { ) Qualification

RECALC.25D



LDC Report# 31212D2b

l.aboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: November 25, 2013

LDC Report Date: February 10, 2014

Matrix: Soil

Parameters: Semivolatiles

Validation Level: Level IV

Laboratory: Eurofins Lancaster Laboratories

Sample Delivery Group (SDG): PH134
Sample Identification

SL-584-SA5A-SB-0.0-0.5
SL-715-SA5A-SB-0.0-0.5
SL-7156-SA5A-8B-6.0-7.0
SL-1015-SA5A-SB-0.0-0.5
SL-631-SA5A-SB-0.0-0.5
SL-715-SA5A-SB-0.0-0.5MS
SL-715-8A5A-8B-0.0-0.5MSD
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Introduction
This data review covers 7 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8270D using
Selected lon Monitoring (SIM) for Semivolatiles.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory} to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value,
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

UJ  Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGINVCDMISSFLISABAV31212D2B_CD4.DOC



1. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

1. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals. All ion abundance
requirements were met,

l1l. Initial Calibration
Initial calibration was performed using required standard.

Percent relative standard deviations (%RSD) were less than or equal to 30.0% for all
compounds.

Average relative response factors (RRF) for all compounds were within method and
validation criteria.

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

Percent differences (%D) between the initial calibration RRF and the continuing
calibration RRF were within the method criteria of less than or equal to 20.0% for

calibration check compounds (CCCs) and 25.0% for all other compounds with the
following exceptions:

‘Associated
Date Compound %D Samples Flag AorP

12/14/13 Di-n-octylphthalate 29 All samples in SDG PH134 J (all detects) A
UJ (all non-detects)

The percent differences (%D) of the second source calibration standard were less than
or equal to 25.0% for all compounds.

All of the continuing calibration relative response factors (RRF) were within method and
validation criteria.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No semivolatile
contaminants were found in the method blanks.

VALOGINICOMISSFLASASAI31212D2B_CD4.DOC



Sample EB2-112613 (from SDG PH135) was identified as an equipment blank. No
semivolatile contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
EB2-112613 11/2613 Di-n-butylphthalate 0.20 ugiL All samples in SDG PH134
Diethylphthalate 0.35 ugiL
Bis(2-ethylhexyl)phthalate 0.079 ug/L
2-Methylnaphthalene 0.011 ug/L
]

Sample FB-041613 (from SDG PH032) was identified as a field blank. No semivolatile
contaminants were found with the following exceptions:

Sampling Associated
Blank 1D Date Compound Concentration Samples
FB-041613 4116113 2-Methylnaphthalene 0.012 ug/L All samples in SDG PH134

Bis(2-ethylhexyl)phthalate 1.0 ug/L
Di-n-butylphthalate 0.11 ug/lL

Sample concentrations were compared to concentrations detected in the method
blanks. The sample concentrations were either not detected or were significantly greater
(>10X for common contaminants, >5X for other contaminants) than the concentrations
found in the associated method blanks with the following exceptions:

Reported Medified Final

Sample Compound Concentration Concentration
SL-584-SA5A-5B-0.0-0.5 Bis(2-ethylhexyl)phthalate 9.1 ug/Kg 19U ug/Kg
SL-715-SA5A-SB-0.0-0.5 Bis{2-ethylhexyl)phthalate 8.1 ugfKg 18U ug/Ky

VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates
Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits with the following exceptions:

VALOGINICDMASSFLASA5AV31212D28B_CD4.00C 4



Spike D
(Associated MS (%R} MSD (%R) RPD
Samples) Compound (Limits) {Limits) {Limits) Flag AorP
SL-715-SABA-SB-0,0-0.5MS/MSD | Phenanthrene 361 (29-142) | 243 (29-142) | 39(s30) | J (all detects) A
(SL-715-SA5A-SB-0.0-0.5} Anthracene 160 (52-126) | 136 (52-126) - J (all detects)
Flugranthene 680 (40-148) | 599 (40-148) - J {all detects)
Pyrene 523 (26-143) | 490 (26-143) - d (all detects)
Benzo(a)anthracene 333 (44-143) | 375 (44-143) - J (all detects)
Chrysene 318 (29-148) | 366 (29-148) - J (all detects)
Benzo(b)fluoranthene 342 (26-142) | 441 (26-142) - J (&l detects)
Benzo(k)fluoranthene 242 (54-142) | 248 (54-142) - J (all detects)
Benzo(e)pyrene 229 (70-130) | 254 (70-130) - J (all detects)
Benzo(a)pyrene 284 (44-140) | 337 (44-140) - J (all detects)
Indeno(t,2,3-cd)pyrene 147 (17-136) | 160 (17-136) - J (all detects)
Benza(g,h,i)perylene - 146 (33-140) - J (all detects)

VIill. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each mafrix as applicable. Percent
recoveries (%R) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Internal Standards

All internal standard areas and retention times were within QC limits,
Xl. Target Compound Identifications

All target compound identifications were within validation criteria.
Xll. Compound Quantitation

All compound quantitation were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH134 All compounds reported below the RL. J (all detects) A

XIll. Tentatively Identified Compounds (TICs)
Tentatively identified compounds were not reported by the laboratory.
XIV. System Performance

The system performance was acceptable.
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XV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XVI. Field Duplicates

Samples SL-715-SA5A-SB-0.0-0.5 and SL-1015-SA5A-SB-0.0-0.5 were identified as

field duplicates. No semivolatiles were detected in any of the samples with the following
exceptions:

Concentration (Ug/Kg)
RPD
Compound SL-715-SA5A-SB-0.0-0.5 | SL-1015-SA5A-SB-0.0-0.5 | (Limits) Flag AorpP

Anthracene 0.43 2.8 147 (s50) J (all detects) A
Benzo(a)anthracene 1.2 13 166 {s50) J (all detects) A
Benzo{a)pyrene 1.3 1 158 (<50) J (2l detects) A
Benzo(b)fluoranthene 2.3 16 150 (=50} J (all detects) A
Benzo(g,h,ijperylens 0.88 5.9 148 (s50) J (all detects) A
Benzo(k)fluoranthene 1.3 8.2 145 (=50) J (all detects) A
Chrysene 2.2 15 149 (<50} J (all detects) A
Bis(2-ethylhexyliphthalate 8.1 18 76 (s50) J (all detects) A
Fluoranthene 2.9 28 162 (<50} J (all detects) A
Phenanthrene 1.4 12 158 (=50) J (all detects) A
Pyrene 2.4 21 158 {<50) J (all detects) A
Benzo(e)jpyrene 17U 8.4 200 (=50) J (all detects) A

UJ (all non-detects)
Dibenzo(a,h)anthracene 1.7U 1.8 200 (s50) J (all detects) A

UJ (all non-detects)
Indeno(1,2,3-cd)pyrene 1.7U 57 200 (<50) J (all detects) A

UJ (all non-detects)

6
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Santa Susana Field Laboratory
Semivolatiles - Data Qualification Summary - SDG PH134

SDG Sample Compound Flag AorP Reason (Code)
PH134 S5L-584-SA5A-5B-0.0-0.5 Di-n-octylphthalate J (all detects) A Continuing calibration
S§L-715-SA5A-SB-0.0-0.5 UJ (all non-detects) (%Dj (C)

SL-715-SA5A-58B-6.0-7.0
SL-1015-SA5A-5B-0.0-0.5
SL-631-SA5A-SB-0.0-0.5
PH134 SL-715-SA5A-8B-0.0-0.5 Phenanthrene J (all detects) A Matrix spike/Matrix
spike duplicate
(%R)RFD) (Q)
PH134 SL-715-SA5A-SB-0.0-0.5 Anthracene J (all detects) A Matrix spike/Matrix
Fluoranthene J (all detects) spike duplicate (%R}
Pyrene J (all detects) Q)
Benzo(a)anthracene J (all detects)
Chrysene J (all detects)
Benzo(b)fluoranthene J {all detects)
Benzo(k)fluoranthene J (all detects)
Benzo(e)pyrene J (all detects}
Benzo{a)pyrene J (all detects)
Indeno(1,2,3-cd)pyrene J (all detects)
Benzo(g,h,i)perylene J (all detects)

PH134 5L-584-SA5A-5B-0.0-0.5 All compounds reported helow J (all detects) A Compound guantitation
SL-715-SA5A-SB-0.0-0.5 the RL. (2}
SL-715-SA5A-8B-6.0-7.0
SL-1015-8A5A-SB-0.0-0.5
SL-631-SA5A-SB-0.0-0.5

PH134 SL-715-SA8A-8B-0.0-0.5 Anthracene J {all detects) A Field duplicates (RPD)
SL-1015-SA5A-SB-0.0-0.5 | Benzo(a)anthracene J (all detects) (FD)

Benzo(a)pyrene J (all detects}
Benzo(b)fluoranthene J (all detects)
Benzo{g,h,i)perylene J (all detecis)
Benzo(k)fluoranthene J (all detects)
Chryseng J (all detects)
Bis(2-ethylhexyl)phthalate J (all detects)
Fluoranthene J {all detects)
Phenanthrene J (all detects)
Pyrene J (all detects)

PH134 SL-715-SA5A-5B-0.0-0.5 Benzo(e)pyrene J (all detects) A Field duplicates (RPD)

SL-1015-SA5A-SB-0.0-0.5 | Dibenzo(a,h)anthracene UJ {all non-detects) (FD)
Indeno(1,2,3-cd)pyrene

Santa Susana Field Laboratory
Semivolatiles - Laboratory Blank Data Qualification Summary - SDG PH134

VALOGINVCDMASSFLISASAN31212D2B_CD4.D0C
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Santa Susana Field Laboratory

Semivolatiles - Field Blank Data Qualification Summary - SDG PH134

Modified Final
5DG Sample Compound Concentration AorP Code
PH134 SL-584-5A5A-5B-0.0-0.5 Bis(2-ethylhexyl)phthalate 19U ug/Kyg A F
PH134 SL-715-SA5A-3B-0.0-0.5 Bis(2-ethylhexyl)phthalate 18U ug/Kg A F
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LDC #:__31212D2b VALIDATION COMPLETENESS WORKSHEET Date: ZJ‘;‘{ 4

SDG #__ PH134 Level IV Page:_{ of [
Laboratory;_Eurofins Lancaster Laboratories Reviewer:
[ 2nd Reviewer:__
METHOD: GC/MS Relynuclear Aromatic Hydrocarhens (EPA SW 846 Method 82700-SIM)
JSvues

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in aitached
validation findings worksheets.

Validati A
l. Technical holding times Sampling dates: [ { {ZS ] 3

Il. | GC/MS Instrument performance check

RSD 4309
l|‘ 5‘v’|| (C/V 5'-2—'57

lll. | Initial calibration

V. | Continuing calibration/ICV

\'A Blanks

VI. | Surrogate spikes

VI, | Matrix spike/Matrix spike duplicates

. (A%&a&

VIIl. | Laboratory control samples

IX. | Regional Quality Assurance and Quality Control

X. Internal standards

Xl. | Target compound identification

XIl. | Compound gquantitation/RL/LOQ/LODs

Xlil. | Tentatively identified compounds (TICs)

XIV. | System performance

Yl T ERE R E PR

XV. | Overall assessment of data

XVI. | Field duplicates ¢ LJ \:D = 2+ oy
XVII. | Field blanks SLD | bz B2 126 3 CrE13s )
Note: A = Acceptable ND = No cempounds dete]c:te% = I:.@—D gL[];t};?IicL%e ( FH’U 7"‘7’)
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: f O ]
T =
1 | SL-584-5A5A-8B-0.0-0.5 11 21 31 | SBLki33y
g SL-715-SA5A-SB-0.0-0.5 12 22 32
g SL-715-SA5A-SB-8.0-7.0 13 23 33
i SL-1015-SA5A-SB-0.0-0.5 14 24 34
g SL-631-SABA-SB-0.0-0.5 15 25 : 35
6 | SL-715-SABA-5B-0.0-0.5MS 16 26 36
7 | SL-715-8ABA-SB-0.0-0.5MSD { 17 27 37
8 18 28 38
9 19 28 39
10 20 30 40

312i2D2bW.wpd



Loc#__ 3121202 VALIDATION FINDINGS CHECKLIST Page:_{ of &
Reviewer:

2nd Reviewer.__ <A

Method: Semivolatiles (EPA SW 846 Method 8270D)

Validation Area Findings/Comments
|Technical:holding times '
All technical holding times were met.

Cooler temperature criteria was met.
1. GC/MS Instrunient-pen‘ormance cheek
Were the DFTPP performance results reviewed and found to be within the specified P
criteria? o
Were all samples analyzed within the 12 hour clock criteria?
|1l Initial calibration
Did the lahoratory perform a § point calibration prior to sample analysis? “1
Were all percent relative standard deviations (%RSD) and relative response factors -
(RRF) within methad criteria for all CCCs and SPCCs?
Was a curve fit used for evaluation? -~
P

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907?
Were all percent relative standard deviations (%RSD) < 30% and relative response ]
factors (RRF) > 0.057
IV. Centinuing calibration :
Was a continuing calibration standard analyzed at least once every 12 hours for -~
each instrument?
Were all percent differences (%D) and relative response factors (RRF) within -
method criteria for all CCCs and SPCCs?
Were all percent differences (%D} < 25% and relative response factors (RRF) > el
0.057
V. Blanks o

/
Was a method blank agsociated with every sample in this SDG?

-
Was a method blank analyzed for each matrix and concentration?
Was there contamination in the method blanks? If yes, please see the Blanks 7
validation compleieness worksheet. _
V[.-Surrogéte-spike‘s 2
Were all surrogate %R within QC limits? 7
If 2 or more base neutral or acid surrogates were outside QC limits, was a e
reanalysis performed to confirm %R?
If any %R was less than 10 percent, was a reanalysis performed to confim %R? /
V1. Matrix spike/Matrix spike duplicates-
Were & matrix spike (MS) and matrix spike duplicate (MSD} analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated /
MS/MSD. Soil / Water.

7/
Was a MS/MSD analyzed every 20 samples of each matrix? -
Were the MS/MSD percent recoveries (%R) and the relative percent differences /
(RPD) within the QC limits?
VIII. Laboratory contrel samples
Was an LCS analyzed for this SDG?

Level IV checklist_8270C_NFG.wpd version 2.0



LoC #_ 2Y21202 VALIDATION FINDINGS CHECKLIST Page: 2 of &

Reviewer.__ ¥R
2nd Reviewer_ SN

Validation Area Yes | No | NA Findings/Comments

Was an LCS analyzed per extraction batch? et

Were the LCS percent recoveries (%R) and relative percent difference (RPD} within |
the QC limits?

IX. Reglonal Quality Assurance and Qu.aljity Control L

Were performance evaluation {PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance [imitsf?l

X. Internal standards T TR T T IO T L T T P i R A

Were internal standard area counts within -50% or +100% of the associated /-
calibration standard?

\Were retention times within + 30 seconds from the associated calibration standard?

Xl. Target compound identification

Were relative retention times (RRT's) within + 0.08 RRT units of the standard?

/
Did compound specira meet specified EPA "Functional Guidelings" criteria? -~
e

Were chromatogram peaks verified and accounted for?

x[]K:-_Compound.quant]taﬁon]RLs. R R e el Bt s i

Were the correct internal standard (IS), quantitation ion and relative response factor L
(RRF) used to quantitate the compound? d

AN

Were compound quantitation and RLs adjusted to reflect all sample dilutions and
dry weight factors applicable to level IV validation?

Xt Tentatively ident'ified'compound's (TICs)

Were the major ions {> 10 percent relative intensity) in the reference spectrum
evaluated in sample spectrum? /

\

Were relative intensities of the major ions within + 20% between the sample and the
reference spectra?

Did the raw data indicate that the laboratory performed a library search for all i
required peaks in the chromatograms (samples and blanks)?

XV, System performance

System performance was found {o be acceptable. -

XV, Overall assessment of data

Overall assessment of data was found to be acceptable.

XVI. Field duplicates

Field duplicate pairs were identified in this SDG,

Target corﬁpounds were detected in the field duplicates.

XVII. Field blanks

Field blanks were identified in this SDG.

NN

Target compounds were detected in the field blanks.

Level IV checklist_8270C_NFG.wpd version 2.0



METHOD: GC/MS SVOA

VALIDATION FINDINGS WORKSHEET

A. Phenol

T. 4-Chleroaniline

MM. 4-Chlorophenyl-phenyl ether

FFF. Di-n-octylphthalate

YYY, 2,3,5-Trimethylnaphthalene

B. Bis (2-chloroethyl) ether

U. Hexachlorcbutadiene

NN. Fluorene

GGG, Benzo(b)fluoranthene

ZZ7. Perylene

C. 2-Chlorophenc!

V. 4-Chloro-3-methylphenol

00, 4-Nitroaniline

HHH. Benzo(k}fluoranthene

AAAA. Dibenzothiophene

D. 1,3-Dichlorcbenzene

W. 2-Methylnaphthalene

PP. 4,6-Dinitro-2-methylphenct

lil. Benzo{a)pyrene

BBBB. Benzofa)flucranthens

E. 1,4-Dichlorcbenzene

X. Hexachlorocyclopentadiene

QQ. N-Nitrosodiphenylamine

JJ. Indeno(i,2,3-cd)pyrene

CCCLC. Benzo(b)fluorene

F. 1,2-Dichlorobenzene

Y. 2,4,6-Trichlorophencl

RR. 4-Bromophenyl-phenylether

KKK. Dibenz{a,hyanthracene

DDDD. cisftrans-Decalin

G. 2-Methylphenol

Z. 2,4,5-Trichlorophenol

8§8. Hexachlorobenzene

LLL. Benzo{g,h,i}perylene

EEEE. Biphenyl

H. 2,2-Oxybis(1-chlcrepropane)

AA. 2-Chloronaphthalene

TT. Pentachlorophenol

MMM, Bis{2-Chtoroisopropyljether

FFFF. Retene

1. 4-Methylphenol

BB. 2-Nitroaniline

UU. Phenanthrene

NNN. Aniline

GGGG. C30-Hopane

J. N-Nitrose-di-n-propylamine

CC. Dimethylphthalate

VV, Anthracene

OO0O0. N-Nitrosodimethylamine

HHHH. 1-Methylphenanthrene

K. Hexachlcroethane

DD. Acenaphthylene

WW. Carbazole

PPP. Benzoic Acid

1Ill. 1,4-Dioxane

L. Nitrobenzene

EE. 2,6-Dinifrofoluene

XX. Di-n-butylphihalate

QQQ. Benzyl alcohol

JM. Acetophenone

M. Isophorone

FF. 3-Nitroaniling

YY. Fluoranthene

RRR. Pyridine

KKKK. Atrazine

N. 2-Nitrophenal

GG. Acenaphtnene

ZZ. Pyrene

38S. Benzidine

LLLL. Benzaldehyde

0. 2,4-Dimethylphencl

HH. 2,4-Dinitrophencl

AAA, Butylbenzylphthalate

TTT. 1-Methylnaphthalene

MMMM. Caprolactam

P. Bis(2-chloroethoxy)methane H, 4-Nitrophenal BBB. 3,3-Dichlorobenzidine UUU.Benzo{b)thiophene NNNN.
Q. 2,4-Dichlorophencl JJ. Dibenzofuran CCC, Benzo{a}anthracene VWV.Benzonaphthothiophene 0000,
R. 1,2.4-Trichlorobenzene KK. 2,4-Dinitrotoluene DDD. Chrysene WWW.Benzo{e}pyrene PPPP.

S, Naphthalene LL. Diethylphthalate EEE. Bis{2-ethythexyl)phthalate XXX 2,6-Dimethylnaphthalene QQQQ.

Vivalidation Waorksheets\_Semivolatiles\8270D\COMPNDL_SVOA . wpd




Loc#3 212021

METHOD: GC/MS BNA (EPA SW 846 Method 8270D)

VALIDATION FINDINGS WORKSHEET

Continuing Calibration

Was a continuing calibration standard analyzed af least once every 12 hours for each instrument?
Were percent differences (%D) <26<% and relative response factors (RRF) within the method criteria?

Please see qualifications below for alf questions answered "N". Not applicable questions are identified as "N/A".
Y N/A
Y N/A

Page: _(_of

Reviewer:
2nd Reviewer:

#

- Finding %D Finding RRF : O
# Date Standard D Compound {Limit: <2ﬁ) ?,S {Limit) Associated Samples Qualifications
2 [kl Cas ~11sgo) FEE 29 Al TTnT A

s

CONCAL.2SD




LbC#_%(2]2 D2k

ETHOD: GC/MS BNA (EPA SW 846 Method 8270D)

Were field blanks identified in this SDG?

Were target compounds detected in the field blanks?
- Associated sample units:

N N/A
YL N _N/A
lank units:

Sampling date:
Field blank type: (circle ong

12

ield Blank7 Rinsate / Other:

VALIDATION FINDINGS WORKSHEET

Field Blanks

Fe — &

Page: _’_ of _L
Reviewer__ B8R

2nd Reviewer: &

FB~0He 13 ( SDC = Frezz )

Lr‘ﬂg__:fy:

Associated Samples: AU

—

Blank ID Sample Identification
Fe T ljo4 [ 2

§.012-1 0.0l .

)- [0 9.0 (6] g1 i

O\ -]

Blank units:

Sampling date:
Field blank type: (circle one) Field Blank / Rinsate / Other:

¥;

Associated sample units:

gl o

EB

cw. EB2- 82°13 ((wew Py izs)

Associated Samples: Al

(wpt 7v%y  F

Blank 1D Sample ldentification
E8 | sx]is |
0 -2 2
0.35 | 3%
0.5%39 4-74
0.0M | poxs

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Commeon contaminants such as the phthalates and TICs noted above that were detected in samples within ten times the associated field blank concentration were qualified as not detected, "U". Other
contaminants within five times the field blank concentration were also qualified as not detected, "U".

FBLKASC2.25D



LoC #_%J2 1202

METHOD: GC/MS BNA (EPA SW 846 Method 8270D)

ase see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

VALIDATION FINDINGS WORKSHEET

Matrix Spike/Matrix Spike Duplicates

Page._{ of [
Reviewer: 6 S

Z2nd Reviewer: &

YN N/A Were a matrix spike (MS) and matrix spike duplicate (MSD} analyzed for each matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Seil / Water.
| N/A_ Was a MS/MSD analyzed every 20 samples of each matrix?
Y N/A Were the MS/MSD percent recoveries (%R) and the relative percent differences (RPD) within the QC limits?
# Date MS/MSD ID Compound %R (Ihfismits) %RTLSirE:lits) RPD (Limits) Associated Samples Qualifications Q
AF! WA (261 29-19a] 292 (29-142] 39 « 30 2 T At A (&
' VV_ L 1Go (521200 | 128 (B2-)2g '
Y¥ 10g (40149 | 5719 Go-iyp)
22 922 &A1 | 490 (-4
Cre | 2% (44483 | 335 (4q-14d
PRy | 218 (29-19% | 3G (29149
GGl | 247 (Relya| a4t (2h-lfr
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LDC: 321212D2b VALIDATION FINDINGS WORKSHEET Page:_1 of _1
Field Duplicates Reviewer:_ BR
2nd Reviewer:_Spn
Method: GC/MS SVOC (EPA 8270D-SIM)
Concentration {pg/ka) RPD
Analyte > 2 (€50%) Qualifiers (Parents Only)

w 0.43 2.8 147 J det/A

CCC 1.2 13 166 J datiA

1] 1.3 1 158 J det/A

GGG 2.3 16 180 J det/A

LLL 0.88 5.9 148 J det/A

HHH 1.3 8.2 i45 J det/A

[a]n]] 22 15 149 J dat/A

EEE 8.1 18 76 J det/A

YY 2.9 28 162 J det/A

uu 1.4 12 158 J det/A

ZZ 2,4 21 158 J det/A

www 17U 8.4 200 JIUJIA

KKK t.7U 1.8 200 JUJN/A

JJJ 1.7U 5.7 200 JIUIA

\\LDCFILESERVER\Validation\FIELD DUPLICATES\31212D2b



LDC #: 31212D2b VALIDATION FINDINGS WORKSHEET Page: { of {
Initial Calibration Calculation Verification Reviewer BR

2™ Reviewer %

METHOD: GC/MS SVOA (EPA SW 846 Method 8270DSIM)

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation (%RSD) were recalculated for the compounds identified
below using the following calculations:

RRF = (AMCi)(AHC,) A, = Area of Compound A, = Area of associated internal standard
average RRF = sum of the RRFs/number of standards C, = Concentration of compound, C;s = Concentration of internal standard
%RSD = 100 * (S/X) 8= Standard deviaticn of the RRFs, X = Mean of the RRFs
Reported Recalculated Reported Recalculated Reported Recalculated
Standard ID Calibration RRF RRF Average RRF | Average RRF %RSD %RSD
# Date Compound (IS) (1 std) {1 std) (Initial) (Initial)
! HP10978 121312013 |n-Nitrosodimethylamine  (1S1) 1.188 1.188 1.169 1.169 3 3
Naphthalene (152) 1.027 1.027 1.024 1.025 2 2
Flucrene (1S3) 1.265 1.265 1.259 1.258 2 2
Anthracene (1S4) 1.080 1.080 1.080 1.080 4 4
Chrysene (155} 1.113 1.113 1.100 1.100 1 1
Benzo{a)pyrene (1S6) 1,129 1.129 1.106 1,106 3 3

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported resuits do not agree within 10.0% of the recalculated results.




LDC# 31212D2b

VALIDATION FINDINGS WORSHEET

Continuing Calibration Results Verification

METHCD: GC/MS SVOA (EPA SV 846 Method 8270DSIM)
The peicent difference {%D)} of the initial calibration average Relative Response Factors (RRFs) and the continuing calibration RRFs were recalculated
for the compounds identified below using the following calcuiation:

% Difference = 100 * (ave. RRF - RRF)fave. RRF

RRF = (Ax)(Cis){(Ais)Cx)

Where:

ave. RRF = initial calibration average RRF

RRF = continuing calibration RRF

Ax = Area of compound

Page: l of ,
Reviewer:

2nd Reviewer: EE

Cx = Concentration of compound

Ais = Area of associated internal standard

Cis = Concentration of internal standard

Calibration Average RRF Reported Recalculated Reported Recalculated
# Standard 1D Date Compound  {IS) (Initial RRF) (CC RRF) (CC RRF) %D %D
1 1L10401 1211413 N-Nitrosodimethylamine (1s1) 1.169 1.232 1.232 5 5
Naphthalene (1s2) 1.024 1.030 1.030 1 1
Fluorene (183) 1.259 1.276 1.276 1 1
Anthracene (184) 1.080 1.086 1.086 1 1
Chrysene (155) 1.100 1.180 1.180 7 7
Benzo{a)pyrene {156} 1.106 1.144 1.144 3 3

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.






