Reporting Limit Outliers

Lab Reporting Batch ID: PH047 Laboratory: LL
EDD Filename: PrepPH047_v1 eQAPP Name: CDM_SSFL_130705_Lan

SO

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-811-SA5A-SB-0.0-0.5 BENZO(B)FLUORANTHENE J 1.5 1.7 PQL ug/Kg
CHRYSENE J 1.3 1.7 PQL ug/Kg
FLUORANTHENE J 1.5 1.7 PQL ug/Kg J (all detects)
PHENANTHRENE J 0.88 1.7 PQL ug/Kg
PYRENE J 1.4 1.7 PQL ug/Kg
SL-813-SA5A-SB-0.0-0.5 BENZO(A)ANTHRACENE J 1.1 1.7 PQL ug/Kg
BENZO(A)PYRENE J 1.0 1.7 PQL ug/Kg
BENZO(G,H,I)PERYLENE J 0.82 1.7 PQL | ug/Kg
J (all detects)
BENZO(K)FLUORANTHENE J 0.79 1.7 PQL ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 7.0 18 PQL ug/Kg
PHENANTHRENE J 1.3 1.7 PQL ug/Kg
SL-814-SA5A-SB-0.0-0.5 ANTHRACENE J 0.58 1.7 PQL ug/Kg
BENZO(A)ANTHRACENE J 0.74 1.7 PQL ug/Kg
BENZO(A)PYRENE J 0.77 1.7 PQL ug/Kg
BENZO(G,H,l)PERYLENE J 0.69 1.7 PQL ug/Kg J (all detects)
BENZO(K)FLUORANTHENE J 0.71 1.7 PQL ug/Kg
PHENANTHRENE J 0.90 1.7 PQL ug/Kg
PYRENE J 1.5 1.7 PQL ug/Kg
S1L-858-SA5A-SB-0.0-0.5 ANTHRACENE J 5.9 18 PQL ug/Kg
BENZO(A)ANTHRACENE J 17 18 PQL ug/Kg
BENZO(A)PYRENE J 17 18 PQL | ug/Kg
J (all detects)
BENZO(G,H,|)PERYLENE J 14 18 PQL | ug/Kg
BENZO(K)FLUORANTHENE J 16 18 PQL ug/Kg
INDENO(1,2,3-CD)PYRENE J 9.5 18 PQL ug/Kg
SL-861-SA5A-SB-0.0-0.5 BENZO(A)ANTHRACENE J 8.5 17 PQL ug/Kg
BENZO(A)PYRENE J 7.6 17 PQL ug/Kg
J (all detects)
BENZO(K)FLUORANTHENE J 8.9 17 PQL ug/Kg
PHENANTHRENE J 16 17 PQL ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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LDC #__30037E4 VALIDATION COMPLETENESS WORKSHEET Date: 2(25/(3

SDG #___PH047 ADR Page:_‘of '
Laboratory: Eurofins Lancaster Laboratories Reviewer:_ot__

2nd Reviewer:__{~_"

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation A

Comments _
I. | Technical holding times — Sampling dates: Q /(’I - 5} IKH

1l ICP/MS Tune

1. Calibration

—
IV. | Blanks 5\/‘/
i

V. ICP Interference Check Sample (ICS) Analysis

CS
CS

V1. | Matrix Spike Analysis

VIi. | Duplicate Sample Analysis

yz
g

VIII. | Laboratory Control Samples (LCS)

IX. | Internal Standard (ICP-MS)

2 |Z

X. | Furnace Atomic Absorption QC

Xl. ICP Serial Dilution

Xli. | Sample Result Verification

Xl | Overall Assessment of Data

lzzZ

XIV. | Field Duplicates

XV | Field Blanks 6\'\/ =1, f(b; FO— @"fn\j

Note: A = Acceptable ND = No compounds detected D = Duplicate C() HO—Z/q
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: 806\ ’ (/\f\?(/\(
1 EB1-060513 (Wi 1 11 SL-861-SA5-SB-4.0-5.0 21 31
2 | EB2-060513 \«) 121 SL-861-SA5-SB-7.0-8.0 22 32
3 t SL-772-SA5-SB-0.0-0.5 13 23 33
4 ) SL-811-SA5-SB-0.0-0.5 14 24 34
5 ) SL-811-SA5-SB-5.5-6.5 15 25 35
GV SL-813-SA5-SB-0.0-0.5 16 26 36
7 | SL-814-SA5-5B-0.0-0.5 17 27 37
8 A SL-814-SA5-5B-4.0-5.0 18 28 38
QH SL-858-SA5-SB-0.0-0.5 19 29 39
18, SL-861-SA5-SB-0.0-0.5 20 30 40
Notes:

30037E4W.wpd



LDC #:__30037E4 VALIDATION FINDINGS WORKSHEET Page: - of&

PB/ICB/CCB QUALIFIED SAMPLES Reviewer,_ C7—
METHOD: Trace metals (EPA SW 864 Method 6010B/6020/7000) Soil preparation factor applied:__100x Reason: B 2nd Reviewer:__é_;;,
Sample Concentration units, unless otherwise noted: _mg/K Associated Samples: Al Soil

Maximum]| Maximu Maximuml Action

PB? PB? ICB/CCB? Level
(ma/Ka) {uail ) {uaft )
Mo " 3.7 1.85 0.81 0.17 0.18 0.25 0.21 0.26 0.29 0.35

Sample Concentration units, unless otherwise noted:__mg/L Associated Samples: __ All Water

I Action

&

Analyte]] Maximumj| Maximum|| Maximum
PB? PB? ICB/CCB® Level
{maiKaq) gt ) {ugil)
Mo 3.0 0.015 0.0084

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet. These sample results were
qualified as not detected, "U".

Note :  a- The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.
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LDC #: 30037E4 VALIDATION FINDINGS WORKSHEET

Field Blanks
METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mag/L Associated sample units:__mag/Kg Reason: F

\

L
Page:._ of
Reviewer. CNM—"

2nd Reviewer:_{~__-

Sampling date:___ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:___All Solil
|Analyte| Blank ID Sample Identification
FB-041113 | Action 3 4 5 6 9 10 1 12
(SDG: Limit
PH029)
0.0036 1.8
Mo " 0.0036 1.8 0.81 0.17 0.18 0.25 0.21 0.26 0.29 0.35
Sampling date:_ 6/5/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples: 3-5,7, 8
IAnaIytel Blank ID Sample [dentification
EB1-060513 | Action 3 4 5
(SDG: Limit
PH047)
Ba 0.00045 0.225
Cd 0.00036 0.18
Mo 0.0084 42 0.81 0.17 0.18
Sampling date:__ 6/5/13 Soil factor applied 100x

Field blank type: (circle one) Field Blank / Rinsate / Other:

Associated Samples:

6, 9-12

Analyte Blank ID Sample Identification
EB2-060513 | Action | 11 12
(SDG: Limit
PH047)
0.00048 0.24 0.21 0.22

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".
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Attachment |

Sample ID Cross Reference and Data Review Level
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
06-Jun-2013  TB-060613 7085555 TB 5030B 8015M mn
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5 7085556 N 3050B 6010C 1l
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5 7085556 N 3050B 6020A |
06-Jun-2013 SL-871-SA5A-SB-0.0-0.5 7085556 N 3546 8015M 1
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5 7085556 N 3546 8270D SIM HI
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5 7085556 N METHOD 1613B I
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5 7085556 N METHOD 7471B il
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MS 7085557 MS 3050B 6010C n
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MS 7085557 MS 3050B 6020A Nt
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MS 7085557 MS 3546 8015M i
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MS 7085557 MS 3546 8270D SIM i
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MS 7085557 MS METHOD 1613B Ml
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MS 7085557 MS METHOD 7471B IH
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MSD 7085558 MSD 3050B 6010C i
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MSD 7085558 MSD 3050B 6020A i
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MSD 7085558 MSD 3546 8015M i
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MSD 7085558 MSD 3546 8270D SIM |
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MSD 7085558 MSD METHOD 1613B i
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5MSD 7085558 MSD METHOD 7471B n
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5DUP 7085559 DUP 3050B 6010C I
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5DUP 7085559 DUP 3050B 6020A 1
06-Jun-2013  SL-871-SA5A-SB-0.0-0.5DUP 7085559 DUP METHOD 7471B mn
06-Jun-2013  SL-1271-SA5A-SB-0.0-0.5 7085560 FD 3050B 6010C i
06-Jun-2013  SL-1271-SA5A-SB-0.0-0.5 7085560 FD 30508 6020A 1]
06-Jun-2013 SL-1271-SA5A-SB-0.0-0.5 7085560 FD 3546 8015M Hi
06-Jun-2013  SL-1271-SA5A-SB-0.0-0.5 7085560 FD 3546 8270D SIM IH

/il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
06-Jun-2013  SL-1271-SA5A-SB-0.0-0.5 7085560 FD METHOD 1613B 1
06-Jun-2013  SL-1271-SA5A-SB-0.0-0.5 7085560 FD METHOD 7471B I
06-Jun-2013  SL-872-SA5A-SB-0.0-0.5 7085561 N 3050B 6010C i
06-Jun-2013  SL-872-SA5A-SB-0.0-0.5 7085561 N 3050B 6020A mn
06-Jun-2013  SL-872-SA5A-SB-0.0-0.5 7085561 N 3546 8015M Hi
06-Jun-2013  SL-872-SA5A-SB-0.0-0.5 7085561 N 3546 8270D SIM I
06-Jun-2013  SL-872-SA5A-SB-0.0-0.5 7085561 N METHOD 1613B i
06-Jun-2013  SL-872-SA5A-SB-0.0-0.5 7085561 N METHOD 7471B 1]
06-Jun-2013  SL-872-SA5A-SB-2.5-3.5 7085562 N 3050B 6010C i}
06-Jun-2013  SL-872-SA5A-SB-2.5-3.5 7085562 N 3050B 6020A ]
06-Jun-2013  SL-872-SA5A-SB-2.5-3.5 7085562 N 3546 8015M i
06-Jun-2013 SL-872-SA5A-SB-2.5-3.5 7085562 N 3546 8270D SIM i
06-Jun-2013  SL-872-SA5A-SB-2.5-3.5 7085562 N 5035A 8015M L}
06-Jun-2013 SL-872-SA5A-SB-2.5-3.5 7085562 N METHOD 1613B I
06-Jun-2013  SL-872-SA5A-SB-2.5-3.5 7085562 N METHOD 7471B i
06-Jun-2013 SL-873-SA5A-SB-0.0-0.5 7085563 N 3050B 6010C i
06-Jun-2013  SL-873-SA5A-SB-0.0-0.5 7085563 N 3050B 6020A i
06-Jun-2013  SL-873-SA5A-SB-0.0-0.5 7085563 N 3546 8015M H
06-Jun-2013  SL-873-SA5A-SB-0.0-0.5 7085563 N 3546 8270D SIM |}
06-Jun-2013  SL-873-SA5A-SB-0.0-0.5 7085563 N METHOD 1613B i
06-Jun-2013 SL-873-SA5A-SB-0.0-0.5 7085563 N METHOD 7471B I
06-Jun-2013 SL-862-SA5A-8B-0.0-0.5 7085564 N 3050B 6010C n
06-Jun-2013  SL-862-SA5A-SB-0.0-0.5 7085564 N 3050B 6020A I
06-Jun-2013  SL-862-SA5A-SB-0.0-0.5 7085564 N 3546 8015M n
06-Jun-2013  SL-862-SA5A-SB-0.0-0.5 7085564 N 3546 8270D SIM 1
06-Jun-2013  SL-862-SA5A-SB-0.0-0.5 7085564 N METHOD 1613B 1

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
06-Jun-2013  SL-862-SA5A-SB-0.0-0.5 7085564 N METHOD 7471B n
06-Jun-2013  SL-862-SA5A-SB-4.5-5.5 7085565 N 3050B 6010C mn
06-Jun-2013  SL-862-SA5A-SB-4.5-5.5 7085565 N 30508 |6020A m
06-Jun-2013  SL-862-SA5A-SB-4.5-5.5 7085565 N 3546 8015M 1
06-Jun-2013  SL-862-SA5A-SB-4.5-5.5 7085565 N 3546 8270D SIM ]
06-Jun-2013  SL-862-SA5A-SB-4.5-5.5 7085565 N 5035A 8015M 1
06-Jun-2013  SL-862-SA5A-SB-4.5-5.5 7085565 N METHOD 1613B i
06-Jun-2013  SL-862-SA5A-SB-4.5-5.5 7085565 N METHOD 7471B n
il = EPA Level 3 Data Review N = Normal Sample TB = Trip Blank MS = Matrix Spike

IV = EPA Level 4 Data Validation ~ FD = Field Duplicate

FB = Field Blank

MSD = Matrix Spike Duplicate
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Attachment Il

Overall Data Qualification Summary
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Data Qualifier Summary

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 : ¢QAPP Name: CDM_SSFL_130705_Lan

Matrix: ‘ SO

Sample ID:SL-1271-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:45:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte e Result | Qual | DL | Type | RL | Type | Units | Qual |  Code
ANTIMONY 4.01 U 0.502 { MDL 4.01 PQL | mg/Kg uJ Q
BERYLLIUM 0.647 J 0.0672 | MDL 1.00 PQL | mg/Kg J z
BORON 3.27 J 0.833 | MDL 10.0 PQL | mg/Kg J z
COPPER 11.8 ' 0.181 MDL 2.01 PQL | mg/Kg J A
MOLYBDENUM 0.472 J 0.171 | MDL 2.01 PQL | mg/Kg u B,F,F
SODIUM 71.2 J 16.8 MDL 100 PQL | mg/Kg J z
TIN 2.74 J 0.221 MDL 10.0 PQL | mg/Kg U B
Zirconium 2.93 J 0.833 | MDL 5.02 PQL mg/Kg J z
Sample ID:SL-862-SA5A-SB-0.0-0.5 Collected: 6/6/2013 3:05:00 PM Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte |_Result , , | Units | code
ANTIMONY MDL 4.06 PQL | mg/Kg uJ Q
BERYLLIUM 0.647 J 0.0680 | MDL 1.01 PQL | mg/Kg J Z
BORON 3.23 J 0.842 | MDL 10.1 PQL | mg/Kg J z
CADMIUM 0.0365 J 0.0335 | MDL 1.01 PQL | mg/Kg u F
COPPER 13.5 0.183 | MDL 2.03 PQL | mg/Kg J A
MOLYBDENUM 0.424 J 0.172 | MDL 2.03 PQL | mg/Kg U B, F
SODIUM 70.4 J 16.9 MDL 101 PQL | mg/Kg J z
TIN 3.07 J 0.223 | MDL 10.1 PQL | mg/Kg u
Zirconium 2.70 J 0.842 MDL 5.07 PQL mg/Kg J
Sample ID:SL-862-SA5A-SB-4.5-5.5 Collected: 6/6/2013 3:40:00 PM Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Anal te Result Qual L DL i T RL T) Umts Qual Code
ANTIMONY ’ ‘ 4.11 .U 0.514 | MDL 4.11 PQL | mg/Kg uJ Q

BERYLLIUM 0.613 J 0.0689 | MDL 1.03 PQL | mg/Kg J

BORON 1.90 J 0.853 | MDL 10.3 PQL | mg/Kg J z
COPPER 5.61 0.185 | MDL 2.06 PQL | mg/Kg J A
SODIUM 95.0 J 17.2 MDL 103 PQL | mg/Kg J z
TIN 2.87 J 0.226 | MDL 10.3 PQL | mg/Kg U B
Zirconium 2.26 J 0.853 | MDL 5.14 PQL mg/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Data Qualifier Summary

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 eQAPP Name: CDM_SSFL_130705_Lan

Sample ID:SL-871-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:30:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab RL Review Reason
Result | Qual | DL Qual Code
4.00 0.499 4.00 PQL | mg/Kg
BERYLLIUM 0.644 J 0.0669 | MDL | 0.999 PQL | mg/Kg J z
BORON 478 J 0.829 | MDL 9.99 PQL | mg/Kg J b4
COPPER 11.9 0.180 | MDL 2.00 PQL | mg/Kg J A
MOLYBDENUM 0.707 J 0.170 | MDL 2.00 PQL | mg/Kg u B,F,F
SODIUM 71.7 J 16.7 MDL 99.9 PQL | mg/Kg J 4
TIN 2.83 J 0.220 | MDL 9.99 PQL | mg/Kg u B
Zirconium 2.94 J 0.829 MDL 4.99 PQL mg/Kg J z
Sample ID:SL.-872-SA5A-SB-0.0-0.5 Collected: 6/6/2013 12:55:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Result | Qual RL Units | Qual |  Code
4.00 U 4.00 mg/Kg uJ Q
BERYLLIUM 0.675 J 0.0671 | MDL 1.00 PQL | mg/Kg J z
BORON 482 J 0.831 MDL 10.0 PQL | mg/Kg J z
COPPER 12.4 , 0.180 | MDL 2.00 PQL | mg/Kg J A
MOLYBDENUM 0.525 J 0.170 | MDL 2.00 PQL | mg/Kg u B,F,F
SODIUM 70.7 J 16.7 MDL 100 PQL | mg/Kg J z
TIN 2.88 J 0.220 | MDL 10.0 PQL | mg/Kg u B
Zirconium 2.80 J 0.831 MDL 5.00 PQL mg/Kg J z
Sample ID:S1.-872-SA5A-SB-2.5-3.5 Collected: 6/6/2013 1:20:00 PM  Analysis Type: RES/TOT Dilution: 1
Data
Lab Review Reason
ANTIMONY
BERYLLIUM
BORON
COPPER
MOLYBDENUM
TIN
Zirconium

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Data Qualifier Summary

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 eQAPP Name: CDM_SSFL_130705_Lan
Meth

v Matrix: ‘ SO

Sample ID:SL.-873-SA5A-SB-0.0-0.5 Collected: 6/6/2013 2:15:00 PM  Analysis Type: RES/TOT Dilution: 1
Data
Lab Review Reason
Result Qual Code
mg/Kg
BERYLLIUM 0.821 J 0.0735 | MDL 1.10 PQL | mg/Kg J z
COPPER 7.92 0.197 | MDL 2.19 PQL | mg/Kg J A L
MOLYBDENUM 0.579 J 0.186 | MDL 219 PQL | mg/Kg u B,F,F
TIN 3.30 J 0.241 MDL 11.0 PQL | mg/Kg U B
Zirconium 4.62 J 0.910 { MDL 5.48 PQL mg/Kg J Z

Sample ID:SL-1271-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:45:00 Analysis Type: REAITOT Dilution: 2

lyte
SELENIUM
Sample ID:SL-1271-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:45:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab RL Review Reason

_ _ Result | Qi DL ; its | Qual | Co
SILVER 0.0470 J 0.0201 | MDL 0.201 PQL mg/Kg J Zz
STRONTIUM : 19.7 0.0341 | MDL 0.401 PQL mg/Kg J QEA
THALLIUM 0.290 0.0301 | MDL 0.201 PQL mg/Kg J Q
Sample ID:SL-862-SA5A-SB-0.0-0.5 Collected: 6/6/2013 3:05:00 PM Analysis Type: REA/TOT Dilution: 2

Data
Review

Lab Lab

Sampie ID:SL-862-SA5A-SB-0.0-0.5 Collected: 6/6/2013 3:05:00 PM Analysis Type: RES/TOT Dilution: 2

Data
Review Reason

SILVER

STRONTIUM 253 0.0345 ] MDL 0.406 PQL | mg/Kg J QEA

* denotes a non-reportable result
Project Name and Number: 1204-602-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Data Qualifier Summary

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 ¢QAPP Name: CDM_SSFL_130705_Lan

Matrix: SO

Collected: 6/6/2013 3:05:00 PM  Analysis Type: RES/TOT Dilution: 2

Data
Review

Collected: 6/6/2013 3:40:00 PM  Analysis Type: RES/TOT Dilution: 2

Data
Lab Review Reason
,,,,,,, Result | DL | nits | Qual | _ Code
20.3 0.0350 | MDL 0.411 mg/Kg J Q,EA
THALLIUM 0.282 0.0308 | MDL 0.206 PQL | mg/Kg J Q
Sample ID:SL-871-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:30:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab Review Reason
Anal e 0 Result VHQuaI Code

SELENIUM
Sample ID:SL-871-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:30:00 Analysis Type: RESITOT Dilution: 2
Lab Lab DL Reason
A R RL | Type | Uni
SILVER 0.0441 J 0.0200 [ mMDL 0.200 PQL mg/Kg J Z
STRONTIUM 23.5 0.0340 | MDL 0.400 PQL mg/Kg J QEA
THALLIUM 0.308 0.0300 | MDL 0.200 PQL mg/Kg J Q
Sample ID:SL-872-SA5A-SB-0.0-0.5 Collected: 6/6/2013 12:55:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte N Result Qual DL | T RL T Units | Qual Code
SELENIUM 0.213 J 0.100 MDL 0.400 PQL mg/Kg J Z
Sample ID:SL-872-SA5A-SB-0.0-0.5 Collected: 6/6/2013 12:55:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual | Code
SILVER 0.0781 J 0.0200 | MDL 0.200 PQL mg/Kg J Z
STRONTIUM 35.9 0.0340 [ MDL 0.400 PQL mg/Kg J Q,EA
THALLIUM 0.395 0.0300 ] MDL 0.200 PQL mg/Kg J Q

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Data Qualifier Summary

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: SO

Sample ID:SL-872-SA5A-SB-2.5-3.5 Collected: 6/6/2013 1:20:00 PM  Analysis Type: REA/TOT Dilution: 2

Data
Review

Lab
Result

Sample ID:SL-872-SA5A-SB-2.5-3.5 Collected: 6/6/2013 1:20:00 PM  Analysis Type: RES/TOT Dilution: 2
Data

Lab Review Reason
Analyte Result )L _R Qual | _ Code
SILVER 0.0593 J 0.0206 | MDL 0.206 PQL mg/Kg J V4
STRONTIUM 27.6 0.0350 | MDL 0.412 PQL mg/Kg J Q,EA
THALLIUM 0.371 : 0.0309 | MDL 0.206 PQL mg/Kg J Q
Sample ID:SL-873-SA5A-SB-0.0-0.5 Collected: 6/6/2013 2:15:00 PM  Analysis Type: RESITOT Dilution: 2

Data
Lab Lab DL RL Review Reason
Result | Qual e | e | Units | Qual |  Code

STRONTIUM 21.9 0.0373 | MDL 0.439 PQL mg/Kg
THALLIUM 0.248 ‘ 0.0329 | MDL 0.219 PQL mg/Kg J Q

Matrix: . SO
Sample ID:SL-873-SA5A-SB-0.0-0.5 Collected: 6/6/2013 2:15:00 PM  Analysis Type: RESITOT Dilution: 1
Data
Lab Review Reason
_Result | Code |

J mg/Kg J z

Sample ID:SL.-1271-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:45:00 Analysis Type: RES Dilution: 1

Data
Lab Lab DL RL Review Reason
Result | - Qual DL Type RL T Units | Qual Code

TR

1,2,3,4,6,7,8-HPCDD ng/Kg
1,2,3,4,6,7,8-HPCDF 222 JB 0.0181 | MDL 5.00 PQL ng/Kg J Z,FD

Anal e

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/1/2013 4:25:10 PM ADR version 1.7.0.207 Page 5 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Fllename PrepPH050 v eQAPP Name: CDM_SSFL_130705_Lan
Matrix: SO
Sample ID:SL-1271-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Result Qual Type | RL Qual
1,2,3,4,7,8,9-HPCDF 0.186 JB 0.0276 | MDL 5.00 PQL
1,2,3,4,7,8-HxCDD 0.150 Ja 0.0329 | MDL 5.00 PQL ng/Kg J
1,2,3,4,7,8-HXCDF 0.114 JBQ 0.0240 | MDL 5.00 PQL ng/Kg uJ
1,2,3,6,7,8-HXCDD 0.420 JB 0.0353 | MDL 5.00 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.241 JB 0.0221 | MDL 5.00 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDD 0.523 JB 0.0332 | MDL 5.00 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.312 JB 0.0253 | MDL 5.00 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.138 JBQ 0.0385| MDL 5.00 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.171 JB 0.0217 | MDL 5.00 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.150 JB 0.0224 | MDL 5.00 PQL ng/Kg J Z,FD
2,3,4,7,8-PECDF 0.128 JB 0.0195| MDL 5.00 PQL ng/Kg uJ B, FD
2,3,7,8-TCDF 0.0807 S J 0.02909 ] MDL 1.00 PQL ng/Kg J Z,FD
OoCDD 109 B 0.0282 | MDL 10.0 PQL ng/Kg J FD
OCDF 7.71 JB 0.0298 | MDL 10.0 PQL ng/Kg J Z,FD
Sample ID:S1.-862-SA5A-SB-0.0-0.5 Collected: 6/6/2013 3:05:00 PM  Analysis Type: RES Dilution: 1
Data
Lab DL RL Review Reason
Qual T RL

1,é,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HxCDD
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDF
1,2,3,7,8-PECDD
1,2,3,7,8-PECDF
2,3,4,6,7,8-HXCDF
2,3,4,7,8-PECDF
2,3,7,8-TCDD
2,3,7,8-TCDF

el Cleae || ]a || e e
NINTBINININININ|N]IN

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/1/2013 4:25:10 PM ADR version 1.7.0.207 Page 6 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PHOS0 Laboratory: LL
EDD Filename: PrepPH050_v1 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: SO
Sample ID:SL-862-SA5A-SB-4.5-5.5 Collected: 6/6/2013 3:40:00 PM Analysis Type: RES Dilution: 1
Data

DL Reason

Code

Lab Lab

R

,3,4,6,7,8-HPCDD 1.58 JB

0.0317| MDL | 5.07 | PQL | ng/Kg

1,2 J Z
1,2,3,4,6,7,8-HPCDF 0.228 " JB 0.0130 | MDL 5.07 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0901 JBQ 0.0152 | MDL 5.07 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.181 JQ 0.0277 | MDL 5.07 PQL ng/Kg J 4
1,2,3,4,7,8-HXCDF 0.231 JB 0.0174 ] MDL 5.07 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.168 JBQ 0.0297 | MDL 5.07 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.222 JBQ 0.0159 | MDL 5.07 PQL ng/Kg J V4
1,2,3,7,8,9-HXCDD 0.212 JBQ 0.0288 | MDL 5.07 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.132 - JBQ 0.0175 | MDL 5.07 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.416 JBQ 0.0505| MDL 5.07 PQL ng/Kg J VA
1,2,3,7,8-PECDF 0.492 JB 0.0293 | MDL 5.07 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.159 JB 0.0150 | MDL 5.07 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.328 JB 0.0262 | MDL 5.07 PQL ng/Kg J z
2,3,7,8-TCDD 0.0519 JQ 0.0422 ] MDL 1.01 PQL ng/Kg J z
2,3,7,8-TCDF 0.121 JQ 0.0352 | MDL 1.01 PQL ng/Kg J z
OCDF 0.373 . JBQ 0.0258 | MDL 10.1 PQL ng/Kg U B
Sample ID:SL-871-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

égal te Result Qual DL Type RL Type Unlts Qual Code

1,2,3,4,6,7,8-HPCDD JB ng/Kg Z,FD
1,2,3,4,6,7,8-HPCDF 0.466 JB 00115 MDL | 509 | PQL | ng/Kg J Z,FD
1,2,3,4,7,8,9-HPCDF 0.0863 JB |00167| MDL | 509 | PQL | ng/Kg uJ B, FD
1,2,3,4,7,8-HxCDD 00394 | Ja [00233| MDL | 509 | PaL | ng/Kg J Z,FD
1,2,3,4,7,8-HXCDF 0.0619 JB  |00124| MDL | 509 | PQL | ng/Kg | UJ B,FD
1,2,3,6,7,8-HXCDD 0.259 JBQ |0.0244| MDL | 509 | PQL | ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0582 JB  |00124| MDL | 509 | PQL | ng/Kg uJ B, FD
1,2,3,7,8,9-HXCDD 0.310 JBQ |0.0250| MDL | 509 | PQL | ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.317 JB |00146| MDL | 509 | PaL | ng/Kg U B
1,2,3,7,8-PECDD 0.122 JB  |00203| MDL | 509 | PQL | ng/Kg u B
1,2,3,7,8-PECDF 0109 | ~JBQ |0.0139| MDL | 509 | PQL | ng/Kg u B
2,3,4,6,7,8-HXCDF 0.0689 JBQ |0.0113| MDL | 509 | PQL | ng/Kg uJ B, FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/1/2013 4:25:10 PM ADR version 1.7.0.207 Page 7 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: SO

Sample ID:SL-871-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:30:00 Analysis Type: RES Dilution: 1

: Data
Lab Lab DL RL Review Reason

A alyte Result Qual ] RL Type Code
2,3,4,7,8-PECDF 0.0537 JBQ 0.0133 | MDL 5.09 PQL ng/Kg uJ B, FD
2,3,7,8-TCDF 1.02 U 0.0191 | MDL 1.02 PQL ng/Kg uJ FD
OCDD 19.8 B 0.0218 | MDL 10.2 PQL ng/Kg J Q,FD
OCDF 1.54 JB 0.0221 | MDL 10.2 PQL ng/Kg J Z,FD
Sample ID:S1.-872-SA5A-SB-0.0-0.5 Collected: 6/6/2013 12:55:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte _ Result ng% DL TW e RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDD 0.108 JBQ 0.0154 1 MDL 5.09 PQL ng/Kg U
1,2,3,4,6,7,8-HPCDF 0.0572 JB 0.00629( MDL 5.09 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0635 JB 0.0108 | MDL 5.09 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0270 JQ 0.0146 | MDL 5.09 PQL ng/Kg J 4
1,2,3,4,7,8-HXCDF 0.0505 . JBQ 0.0125| MDL 5.09 PQL ng/Kg ] B
1,2,3,6,7,8-HXCDD 0.116 JBQ 0.0157 | MDL 5.09 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0496 JBQ 0.0118 | MDL 5.09 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.202 JB 0.0163 | MDL 5.09 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.295 JB 0.0155 1 MDL 5.09 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0626 JBQ 0.0225 | MDL 5.09 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.145 JBQ 0.0189 | MDL 5.09 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0403 JBQ 0.0112 | MDL 5.09 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.125 JBQ 0.0177 | MDL 5.09 PQL ng/Kg U B
2,3,7,8-TCDD 0.0305 JQ 0.0207 | MDL 1.02 PQL ng/Kg J z
OCDD 1.31 JB 0.0225 ( MDL 10.2 PQL ng/Kg U B
OCDF 0.119 JBQ 0.0233 | MDL 10.2 PQL ng/Kg U B
Sample ID:SL-872-SA5A-SB-2.5-3.5 Collected: 6/6/12013 1:20:00 PM  Analysis Type: RES Dilution: 1

Data

Lab Lab Review Reason
ﬁna
1,2,3,4,6,7,8-HPCDD 0.0128 U
1,2,3,4,6,7,8-HPCDF 0.0757 JB 0.00573| MDL 5.16 PQL ng/Kg U
1,2,3,4,7,8,9-HPCDF 0.0228 JBQ [0.00838] MDL 5.16 PQL ng/Kg U
1,2,3,4,7,8-HxCDD 0.0838 Ja 0.0166 | MDL 5.16 PQL ng/Kg J

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/1/2013 4:25:10 PM ADR version 1.7.0.207 Page 8 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 eQAPP Name: CDM_SSFL_130705_Lan
Matrix: SO
Sample ID:SL-872-SA5A-SB-2.5-3.5 Collected: 6/6/2013 1:20:00 PM  Analysis Type: RES Dilution: 1
Data
Lab RL Review Reason
1,2,3,4,7,8-HXCDF 0.107 JBQ 0.0122 | MDL 5.16 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0848 JBQ 0.0175| MDL 5.16 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.122 “JBQ 0.0121 | MDL 5.16 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.135 JBQ 0.0169 | MDL 5.16 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.128 JBQ 0.0135} MDL 5.16 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.105 JBQ 0.0217 | MDL 5.16 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.227 JBQ 0.0163 | MDL 5.16 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0757 JB 0.0107 | MDL 5.16 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.149 JB 0.0150 | MDL 5.16 PQL ng/Kg U B
2,3,7,8-TCDD 0.0345 ood 0.0200; MDL 1.03 PQL ng/Kg J 4
2,3,7,8-TCDF 0.0446 JQ 0.0148 | MDL 1.03 PQL ng/Kg J Z
OCDD 0.584 JB 0.0224 1 MDL 10.3 PQL ng/Kg U B
OCDF 0.130 JB 0.0217 | MDL 10.3 PQL ng/Kg U B
Sample ID:SL-873-SA5A-SB-0.0-0.5 Collected: 6/6/2013 2:15:00 PM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Iyt Qual T T nits | Qual Code

1,2,3,4,6,7,8-HPCDD . ‘ 0.0265 U B
1,2,3,4,6,7,8-HPCDF 0.139 JB 0.00941| MDL 543 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0309 JBQ 0.0156 | MDL 5.43 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0360 JBQ 0.0282 | MDL 5.43 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0348 JBQ 0.0130 | MDL 5.43 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.296 JB 0.0295 | MDL 5.43 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.142 JBQ 0.0117 | MDL 5.43 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.508 - JB 0.0282 | MDL 5.43 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.109 JB 0.0159 | MDL 5.43 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.0949 JBQ 0.0427 | MDL 543 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0367 JBQ 0.0126 | MDL 5.43 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0430 JBQ 0.0227 | MDL 5.43 PQL ng/Kg u B
2,3,7,8-TCDD 0.0719 JBQ 0.0342 | MDL 1.09 PQL ng/Kg U B
2,3,7,8-TCDF 0.0308 JBQ 0.0275 | MDL 1.09 PQL ng/Kg U B
OCDD 5.94 - JB 0.0310 { MDL 10.9 PQL ng/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Data Qualifier Summary

Lab Reporting Batch ID: PH050 Laboratory: LL

EDD Filename: PrepPH050_v1

¢QAPP Name: CDM_SSFL_130705_L.an

Dilution: 1

Data

Review

Sample ID:SL.-871-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:30:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
{-\qnal e Result _ NQual | DL Type RL | Type | Units | Qual Code
EFH (C21-C30) 7.2 2.1 MDL 5.1 PQL mg/Kg J QQQ
EFH (C30-C40) 15 4.1 MDL 10 PQL mg/Kg J Q,QQ
Sample ID:SL-872-SA5A-SB-0.0-0.5 Collected: 6/6/2013 12:55:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Qual Code

EFH (C15-C20)

Sample ID:SL-873-SA5A-SB-0.0-0.5

Collected: 6/6/2013 2:15:00 PM

Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL | Type | Units | Qual Codg
EFH (C15-C20) 2.3 J 2.2 MDL 55 PQL | mg/Kg J z
EFH (C30-C40) 10 J 4.4 MDL 11 PQL mg/Kg J Z

Matrix:

SO

Collected: 6/6/2013 10:45:00

Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Data
Lab Lab DL RL Review Reason
Qual RL Code
CHRYSENE 0.80 J 0.34 MDL 1.7 PQL ug/Kg J Z, FD
Di-n-octylphthalate 100 6.0 MDL 18 PQL ug/Kg J FD
FLUORANTHENE 0.81 J 0.67 MDL 1.7 PQL ug/Kg J Z FD

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/1/2013 4:25:10 PM

ADR version 1.7.0.207

Page 10 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 ¢QAPP Name: CDM_SSFL_130705_Lan

8270D SIM Matrix: SO

Sample ID:SL.-862-SA5A-SB-0.0-0.5 Collected: 6/6/2013 3:05:00 PM Analysis Type: RES-BASE/NEUTRAL Dilution: 10
Data
Lab Lab DL RL Review Reason

Qual

Anal te

_Code

Result |

BENZO(B)FLUORANTHENE 6.7 17 ug/Kg
CHRYSENE 13 J 3.3 MDL 17 PQL ug/Kg J z
FLUORANTHENE 12 J 6.7 MDL 17 PQL ug/Kg J z
PYRENE 1 J 6.7 MDL 17 PQL ug/Kg J z
Sample ID:S1.-871-SA5A-SB-0.0-0.5 Collected: 6/6/2013 10:30:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 14
Data

Lab Lab DL RL Review Reason

Analyte Result | Qual | DL | Type | RL | Type | Units | Qual | Code

T

BENZO(B)FLUORANTHENE 1.7 u 0.68 MDL 17 k PQL ug/Kg uJ
CHRYSENE 1.7 u 0.34 MDL 1.7 PQL ug/Kg uw FD
Diethylphthalate 18 U 6.1 MDL 18 PQL ug/Kg uJ Q
Di-n-octylphthalate 46 6.1 MDL 18 PQL ug/Kg J Q,Q,QFD
FLUORANTHENE 1.7 u 0.68 MDL 1.7 PQL ug/Kg uJ FD
Sample ID:SL-872-SA5A-SB-2.5-3.5 Collected: 6/6/2013 1:20:00 PM  Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab DL Review Reason

Cod

PHENANTHRENE

Sample ID:SL-873-SA5A-SB-0.0-0.5 Collected: 6/6/2013 2:15:00 PM Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Di-n-octylphthalate 7.5 J 6.6 MDL 20 PQL

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/1/2013 4:25:10 PM ADR version 1.7.0.207 Page 11 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 ¢QAPP Name: CDM_SSFL_130705_Lan

Reason Code Legend

Reason Code Description

# Professional Judgment

Professional Judgment

Calibration Blank Contamination

Method Blank Contamination

Laboratory Duplicate Precision

mijmijlw]|w]|>

Matrix Spike Precision

F Equipment Blank Contamination

F Field Blank Contamination

FD Field Duplicate Precision

Laboratory Duplicate Precision -

Matrix Spike Lower Estimation

Matrix Spike Lower Rejection

Matrix Spike Precision

Matrix Spike Upper Estimation

O ol ol Nl ol s

Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/1/2013 4:25:10 PM ADR version 1.7.0.207 Page 12 of 12
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(including Manual Review Outliers)
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Quality Control
Outhier Reports

PHO30



Method Blank Outlier Report

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 eQAPP Name: CDM_SSFL_130705_Lan

e o v o

Method Blank Associated
Sample ID Analysis Date Samples
[6/1812013 1,2,3,4,6,7,8-HPCDD 0.0445 ng/Kg SL-1271-SABA-SB-0.0-0.5
1,2,3,4,6,7,8-HPCDF 0.0586 ng/Kg SL-862-SA5A-SB-4.5-5.5
1,2,3,4,7,8,9-HPCDF 0.0448 ng/Kg SL-871-SA5A-SB-0.0-0.5
1,2,3,4,7,8-HXCDF 0.0411 ng/Kg SL-872-SA5A-5B-0.0-0.5
1,2,3,6,7,8-HXCDD 0.0389 ng/Kg SL-872-SA5A-SB-2.5-3.5
1,2,3,6,7,8-HXCDF 0.0374 ng/Kg
1,2,3,7,8,9-HXCDD 0.0490 ng/Kg
1,2,3,7,8,9-HXCDF 0.0753 ng/Kg
1,2,3,7,8-PECDD 0.0542 ng/Kg
1,2,3,7,8-PECDF 0.0711 ng/Kg
2,3,4,6,7,8-HXCDF 0.0261 ng/Kg
2,3,4,7,8-PECDF 0.0370 ng/Kg
ocDD 0.385 ng/Kg
OCDF 0.124 ng/Kg
BLK1680B370247 6/20/2013 2:47:00 AM 1,2,3,4,6,7,8-HPCDD 0.0960 ng/Kg SL-862-SA5A-SB-0.0-0.5
1,2,3,4,6,7,8-HPCDF 0.0640 ng/Kg S1.-873-SA5A-SB-0.0-0.5
1,2,3/4,7,8,9-HPCDF 0.0329 ng/Kg
1,2,3,4,7,8-HxCDD 0.0884 ng/Kg
1,2,3.4,7,8-HXCDF 0.131 ng/Kg
1,2,3,6,7,8-HXCDD 0.0822 ng/Kg
1,2,3,6,7,8-HXCDF 0.122 ng/Kg
1,2,3,7,8,9-HXCDD 0.0979 ng/Kg
1,2,3,7,8,.9-HXCDF 0.136 ng/Kg
1,2,3,7,8-PECDD 0.148 ng/Kg
1,2,3,7,8-PECDF 0.209 ng/Kg
2,3,4,6,7,8-HXCDF 0.0987 ng/Kg
2,3,4,7,8-PECDF 0.232 ng/Kg
2,3,7,8-TCDD 0.0457 ng/Kg
2,3,7,8-TCDF 0.0331 ng/Kg
ocDD 0.435 na/Kg
OCDF 0.129 ng/Kg
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID Result Final Result
SL-1271-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.186 ng/Kg 0.186U ng/Kg
SL-1271-5A5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.114 ng/Kg 0.114U ng/Kg
SL-1271-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.312 ng/Kg 0.312U ng/Kg
SL-1271-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.138 ng/Kg 0.138U ng/Kg
SL-1271-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.171 ng/Kg 0.171U ng/Kg
SL-1271-SA5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.128 ng/Kg 0.128U ng/Kg
SL-862-SA5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.937 ng/Kg 0.937U ng/Kg
SL-862-SA5A-SB-4.5-5.5(RES) 1,2,3,4,6,7,8-HPCDF 0.228 ng/Kg 0.228U ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
8/1/2013 4:16:11 PM ADR version 1.7.0.207 Page 1 of 4



Method Blank Outlier Report

Lab Reporting Batch ID: PH0O50 Laboratory: LL

e¢QAPP Name: CDM_SSFL_130705_Lan

EDD Filename: PrepPH050_v1

Method Blank
Sample ID

Analysis Date

Associated
Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

ample ID

SL-862-SA5A-5B-4.5-5.5(RES)

Analyte
1,2,3.4,7,8,9-HPCDF

Reported
Result

0.0901 ng/Kg

Modified
Final Result

0.0901U ng/Kg

SL-862-SA5A-SB-4.5-5.5(RES) 1,2,3,6,7,8-HXCDD 0.168 ng/Kg 0.168U ng/Kg
SL-862-SA5A-5B-4.5-5.5(RES) 1,2,3,7,8,9-HXCDD 0.212 ng/Kg 0.212U ng/Kg
SL-862-SA5A-8B-4.5-5.5(RES) 1,2,3,7,8,9-HXCDF 0.132 ng/Kg 0.132U ng/Kg
SL-862-SA5A-SB-4.5-5.5(RES) OCDF 0.373 ng/Kg 0.373U ng/Kg

SL-871-SA5A-8B-0.0-0.5(RES)

1,2,3,4,7,8,9-HPCDF

0.0863 ng/Kg

0.0863U ng/Kg

SL-871-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0619 ng/Kg 0.0619U ng/Kg
SL-871-SA5A-SB-0.0-0.5(RES) 1,2,3,8,7,8-HXCDF 0.0582 ng/Kg 0.0582U ng/Kg
SL-871-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.317 ngiKg 0.317U ng/Kg
SL-871-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.122 ng/Kg 0.122U ng/Kg
SL-871-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.109 ng/Kg 0.109U ng/Kg

SL-871-SA5A-SB-0.0-0.5(RES)

2,3,4,6,7,8-HXCDF

0.0689 ng/Kg

0.0689U ng/Kg

SL-871-SA5A-SB-0.0-0.5(RES)

2,3,4,7,8-PECDF

0.0537 ng/Kg

0.0537U ng/Kg

SL-872-SA5A-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDD 0.108 ng/Kg 0.108U ng/Kg
SL-872-5A5A-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.0572 ngikg 0.0572U ngikg
SL-872-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0635 ng/kg 0.0635U ng/Kg

SL-872-SA5A-5B-0.0-0.5(RES)

1,2,3,4,7,8-HXCDF

0.0505 ng/Kg

0.0505U ng/Kg

SL-872-SA5A-8B-0.0-0.5(RES)

1,2,3,6,7,8-HXCDD

0.116 ng/Kg

0.116U ng/Kg

SL-872-SA5A-SB-0.0-0.5(RES)

1,2,3,6,7,8-HXCDF

0.0496 ng/Kg

0.0496U ng/Kg

SL-872-SA5A-SB-0.0-0.5(RES)

1,2,3,7,8,9-HXCDD

0.202 ng/Kg

0.202U ng/Kg

SL-872-SA5A-5B-0.0-0.5(RES)

1,2,.3,7,8,9-HXCDF

0.295 ng/Kg

0.295U ng/Kg

SL-872-SA5A-SB-0.0-0.5(RES)

1,2,3,7,8-PECDD

0.0626 ng/Kg

0.0626U ng/Kg

SL-872-SA5A-SB-0.0-0.5(RES)

1,2,3,7,8-PECDF

0.145 ng/Kg

0.145U ng/Kg

SL-872-SA5A-SB-0.0-0.5(RES)

2,3,4,6,7,8-HXCDF

0.0403 ng/Kg

0.0403U ng/Kg

SL-872-SA5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.125 ng/Kg 0.125U ng/Kg
SL-872-SA5A-5B-0.0-0.5(RES) oCcDD 1.31 ng/Kg 1.31U ng/Kg
SL-872-SA5A-SB-0.0-0.5(RES) OCDF 0.119 ng/Kg 0.119U ng/Kg

SL-872-SA5A-SB-2.5-3.5(RES)

1,2,3,4,6,7,8-HPCDD

0.0826 ng/Kg

0.0826U ng/Kg

SL-872-SA5A-5B-2.5-3.5(RES)

1,2,3,4,6,7,8-HPCDF

0.0757 ng/Kg

0.0757U ng/Kg

SL-872-SA5A-SB-2.5-3.5(RES)

1,2,3,4,7,8,9-HPCDF

0.0228 ng/Kg

0.0228U ng/Kg

SL.-872-SA5A-SB-2.5-3.5(RES)

1,2,3,4,7,8-HXCDF

0.107 ng/Kg

0.107U ng/Kg

SL-872-SA5A-S$B-2.5-3.5(RES)

1,2,3,6,7,8-HXCDD

0.0848 ng/Kg

0.0848U ng/Kg

SL-872-SA5A-SB-2.5-3.5(RES)

1,2,3,6,7,8-HXCDF

0.122 ng/Kg

0.122U ng/Kg

SL-872-SA5A-SB-2.5-3.5(RES)

1,2,3,7,8,9-HXCDD

0.135 ng/Kg

0.135U ng/Kg
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Method Blank Outlier Report

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 ¢QAPP Name: CDM_SSFL_130705_Lan

Associated
Samples

Method Blank
Sample ID

Result

Analysis Date

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample I ] - Analyte L L Result Final Result
:SL-872-SA5A-SB-2.5—3.5(REé) — 1'213’7'8’9_HXCDF7» — == ng /Kg — e
SL-872-SA5A-SB-2.5-3.5(RES) 1,2,3,7,8-PECDD 0.105 ng/Kg 0.105U ng/Kg
SL-872-SA5A-SB-2.5-3.5(RES) 1,2,3,7,8-PECDF 0.227 ng/Kg 0.227U ng/Kg
SL-872-SA5A-SB-2.5-3.5(RES) 2,3,4,6,7,8-HXCDF 0.0757 ng/Kg 0.0757U ng/Kg
SL-872-SA5A-SB-2.5-3.5(RES) 2,3,4,7,8-PECDF 0.149 ng/Kg 0.149U ng/Kg
SL-872-SA5A-SB-2.5-3.5(RES) oCcDD 0.584 ng/kg 0.584U ng/Kg
SL-872-SA5A-SB-2.5-3.5(RES) OCDF 0.130 ng/Kg 0.130U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDD 0.401 ng/Kg 0.401U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.139 ng/Kg 0.139U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0309 ng/Kg 0.0309U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0360 ng/Kg 0.0360U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0348 ng/Kg 0.0348U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.296 ng/Kg 0.296U ngrKg
SL-873-SA5A-SB-0.0-0.5(RES) 1,.2,3,6,7,8-HXCDF 0.142 ng/Kg 0.142U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.109 ng/Kg 0.109U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0949 ng/Kg 0.0949U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0367 ng/Kg 0.0367U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0430 ng/Kg 0.0430U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) 2,3,7,8-TCDD 0.0719 ng/Kg 0.0719U ng/Kg
SL-873-SA5A-8B-0.0-0.5(RES) 2,3,7,8-TCDF 0.0308 ng/Kg 0.0308U ng/Kg
SL-873-SA5A-SB-0.0-0.5(RES) OCDF 0.552 ng/Kg 0.552U ng/Kg

[Method Blank Associated

Sample ID Analysis Date Analyte Result Samples

P16437AB220226 6/17/2013 2:26:00 AM ALUMINUM 8.46 mg/Kg SL-1271-SA5A-8B-0.0-0.5
CALCIUM 9.77 mg/Kg SL-862-SA5A-SB-0.0-0.5
PHOSPHORUS 1.17 mg/Kg SL-862-SA5A-SB-4.5-5.5
TIN 1.48 mg/Kg SL-871-SA5A-SB-0.0-0.5
ZINC 1.92 mg/Kg SL-872-SA5A-SB-0.0-0.5

SL-872-SA5A-8B-2.5-3.5
SL-873-SA5A-SB-0.0-0.5

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Method Blank Outlier Report

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 ¢QAPP Name: CDM_SSFL_130705_Lan

Associated
Result | Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
R R mg/Kg — 274umg/ =
SL-862-SA5A-SB-0.0-0.5(RES/TOT) TIN 3.07 mg/Kg 3.07U mg/Kg
SL-862-SA5A-SB-4.5-5.5(RES/TOT) TIN 2.87 mg/Kg 2.87U mg/Kg
SL-871-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.83 mg/Kg 2.83U mg/Kg
SL-872-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.88 mg/Kg 2.88U mg/Kg
SL-872-SA5A-SB-2.5-3.5(RES/TOT) TIN 3.05 mg/Kg 3.05U mg/Kg
SL-873-SA5A-SB-0.0-0.5(RES/TOT) TIN 3.30 mg/Kg 3.30U mg/Kg

Method Blank Associated
Sample ID Analysis Date Result Samples

P16437AB221115A 6/17/2013 11:15:00 AM STRONTIUM 0.0566 mg/Kg SL-1271-SA5A-SB-0.0-0.
SL-862-SA5A-SB-0.0-0.5
SL-862-SA5A-SB-4.5-5.5
SL-871-SA5A-5B-0.0-0.5
SL-872-SA5A-5B-0.0-0.5
SL-872-SA5A-SB-2.5-3.5
SL-873-8SA5A-8B-0.0-0.5

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Equipment Rinsate Blank Outlier Report

Lab Reporting Batch ID: PH050
EDD Filename: PrepPH050_v1

Laboratory: LL

eQAPP Name: CDM_SSFL_130705_Lan

Equipment Blank
Sample ID

EB1-060513(REA4/TOT)

Collected Date Analyte

Result

0.00045 mg/L
0.00036 mg/L
0.0084 mg/L

Associated
Samples

SL-1271-SA5A-5B-0.0-0.5
SL-871-SA5A-SB-0.0-0.5
SL-872-SA5A-SB-0.0-0.5
SL-872-SA5A-8B-2.5-3.5
SL.-873-SA5A-SB-0.0-0.5

EB2-060513(REA4/TOT)

6/5/2013 3:00:00 PM BARIUM
CADMIUM
MOLYBDENUM

6/5/2013 3:30:00 PM CADMIUM

0.00048 mg/L

SL-862-SA5A-5B-0.0-0.5
SL-862-SA5A-5B-4.5-5.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-1271-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.472 mg/Kg 0.472U mg/Kg
SL-862-SA5A-SB-0.0-0.5(RES/TOT) CADMIUM 0.0365 mg/Kg 0.0365U mg/Kg
SL-871-SA5A-8B-0.0-0.5(RES/TOT) MOLYBDENUM 0.707 mg/Kg 0.707U mg/Kg
SL-872-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.525 mg/Kg 0.525U mg/Kg
SL-872-SA5A-SB-2.5-3.5(RES/TOT) MOLYBDENUM 0.528 mg/Kg 0.528U mg/Kg
SL-873-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.579 mg/Kg 0.579U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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LLab Reporting Batch ID: PH050
EDD Filename: PrepPH050_v1

Field Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_130705_Lan

Field Blank
Sample ID

Collected Date Analyte

FB-041113(REA2/TOT)  |4/11/20133:00:00PM  [COPPER
MOLYBDENUM

Result

0.0036 mg/L
0.0036 mg/L

Associated
Samples

SL-1271-SA5A-SB-0.0-0.5
SL-862-SA5A-SB-0.0-0.5
SL-862-SA5A-SB-4.5-5.5
SL-871-SA5A-SB-0.0-0.5
SL-872-SA5A-SB-0.0-0.5
SL-872-SA5A-8B-2.5-3.5
SL-873-SA5A-SB-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
yte Result Final Result
SL-1271-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.472 mg/Kg 0.472U mg/Kg
SL-862-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.424 mg/Kg 0.424U mg/Kg
SL-871-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.707 mg/Kg 0.707U mg/Kg
SL-872-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.525 mg/Kg 0.525U mg/Kg
SL-872-SA5A-SB-2.5-3.5(RES/TOT) MOLYBDENUM 0.528 mg/Kg 0.528U mg/Kg
SL-873-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.579 mg/Kg 0.579U mg/Kg
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH050
EDD Filename: PrepPH050 v1

‘Method: 8015M
SO

Laboratory: LL

¢QAPP Name: CDM_SSFL_130705_Lan

SL-871-SA5A -SB-0.0-0.5MSD
(SL-871-SA5A -SB-0.0-0.5)

QC Sample ID
(Associated MS | MSD %R RPD Affected
_ : Compound %R | %R Limits | (Limits) Compounds
SL-871-SA5A-SB-0.0-0.5MS  |EFH (C15-C20) 130 171 | 49.00-123.00 | 28 (20.00) |EFH (C15-C20)
SL-871-SASA -SB-0.0-0.5MSD J (all detects)
(SL-871-SASA -SB-0.0-0.5)
SL-871-SA5A -SB-0.0-0.5MS  |EFH (C30-C40) -32 276 | 49.00-123.00 | 75(20.00) |EFH (C30-C40) J(all detects)
SL-871-SA5A -SB-0.0-0.5MSD
(SL-871-SA5A -SB-0.0-0.5) R(all non-detects)
SL-871-SA5A -SB-0.0-0.5MS  |EFH (C21-C30) 23 182 | 49.00-123.00 | 59 (20.00) |EFH (C21-C30)

J(all detects)
UJ(all non-detects)

SL-871-SA5A -SB-0.0-0.5MSD
(SL-871-SA5A -SB-0.0-0.5)

QC Sample ID

(Associated MS | MSD %R RPD Affected
____Samples) |  Compound | %R | %R | Limits | (Limits) Compounds
SL-871-SA5A-SB-0.0-0.5MS  [OCDD 207 221 | 40.00-135.00 - oCDD

J(all detects)

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples, Compound %R %R _| Limits (Limits) Compounds Flag

SL-871-SA5A-SB-0.0-0.5MS  |Di-n-octylphthalate 229 -8 [52.00-162.00 | 98 (30.00) |Di-n-octylphthalate Jall detects)
SL-871-SA5A -SB-0.0-0.5MSD

(SL-871-SA5A -8B-0.0-0.5) R(all non-detects)
SL-871-SA5A -SB-0.0-0.5MS  |Diethylphthalate 62 - 76.00-127.00 - Diethylphthalate J(all detects)
(SL-871-SA5A -SB-0.0-0.5) Ud(all non-detects)

SL-862-SA5A -SB-4.5-5.5
SL.-871-SA5A-$B-0.0-0.5
S1.-872-SA5A -SB-0.0-0.5
SL-872-SA5A -8B-2.5-3.5
SL-873-SA5A-8B-0.0-0.5)

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R %R Limits (Limits) Compounds

SL-871-SA5A .SB-0.0-0.5MS  |ALUMINUM 1575 | 1333 |75.00-125.00 - ALUMINUM
{Tom . 0-125.00 y ALCIUM
SL-871-SASA-SB-0.0-05Msp | CALCIUM 133 75.00-125. ¢
(ToT) MAGNESIUM 216 144 | 75.00-125.00 - MAGNESIUM
(SL-1271-SA5A-8B-0.0-0.5 POTASSIUM 135 126 | 75.00-125.00 - POTASSIUM
SL-862-SA5A -5B-0.0-0.5 TITANIUM 321 280 |75.00-125.00 - TITANIUM

No Qual, >4x
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Matrix Spike/Matrix Spike Duplicate Outlier Report
Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 eQAPP Name: CDM_SSFL_130705_Lan
iien : .

5

Matrix: SO

QC Sample ID
(Associated
Samples,
SL-871-SA5A -SB-0.0-0.5MS
(TOT)
SL-871-SA5A -SB-0.0-0.5MSD
(ToT)
(SL-1271-SA5A -SB-0.0-0.5

SL-862-SA5A -SB-0.0-0.5
SL-862-SA5A -SB-4.5-5.5
SL-871-SA5A-SB-0.0-0.5
SL-872-SA5A -SB-0.0-0.5
SL-872-SA5A-SB-2.5-3.5
SL-873-SA5A -SB-0.0-0.5)

%R RPD Affected
|_Limits | (Limits) Compounds Flag |
75.00-125.00 ' —

IRON

No Qual, >4x

SL-871-SA5A -SB-0.0-0.5MS ANTIMONY 61 61 75.00-125.00 - ANTIMONY
(TOT) _ _ _
SL-871-SA5A -SB-0.0-0.5MSD PHOSPHORUS 72 75.00-125.00 PHOSPHORUS

(ToT)
(SL-1271-SA5A -§B-0.0-0.5 J(al detects)

SL-862-SA5A -SB-0.0-0.5 UJ(all non-detects)
SL-862-SASA-SB-4.5-5.5
SL-871-SASA -SB-0.0-0.5
SL-872-SA5A-SB-0.0-0.5 P,

SL-872-SA5A-SB-2.5-3.5 No Qual, >4x
SL-873-SA5A -5B-0.0-0.5)

‘Method: 6020A

ix: - S0

QC Sample ID
(Associated MS | MSD %R RPD Affected
| M§§r‘q‘ples) ] Compound ] %R %R Limits kw(Limits) Cmynds
SL-871-SA5A-SB-0.0-0.5MS  |STRONTIUM - 153 | 75.00-125.00 - STRONTIUM
(ToT) g R
SL.871-SASA -SB-0.0-0.5MSD | THALLIUM 138 137 | 75.00-125.00 THALLIUM
(TOT)

(SL-1271-SA5A-SB-0.0-0.5
SL.-862-SA5A -SB-0.0-0.5

SL-862-SA5A -SB-4.5-5.5 J(all detects)
SL-871-SASA-SB-0.0-0.5
SL-872-SA5A-SB-0.0-0.5
SL-872-SA5A -SB-2.5-3.5
SL-873-SA5A -SB-0.0-0.5)
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Lab Duplicate Outlier Report

Lab Reporting Batch ID: PH050

EDD Filename: PrepPH050_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

TOT)

SL-862-SA5A-SB-0.0-0.5
SL-862-SA5A-5SB-4.5-5.5
SL-871-SA5A-SB-0.0-0.5
SL-872-SA5A-SB-0.0-0.5
SL-872-SA5A-SB-2.5-3.5
SL-873-SA5A-SB-0.0-0.5)

SL-871-SA5A-SB-0.0-0.5DUP |

(SL-1271-SA5A-SB-0.0-0.5

MOLYBDENUM

QC Sample ID
(Associated Sample eQAPP
Sample ID) Analyte

RPD

Flag

No Qual,
OK by Difference

ix: SO

SL-871-SA5A-SB-0.0-0.5DUP |

SELENIUM

RPD

QC Sample ID
(Associated Sample eQAPP
Sample ID) Analyte RPD

TOT)
75 20.00
(SL-1271-SASA-SB-0.0-0.5 SILVER ol st
SL-862-SA5A-SB-0.0-0.5 STRONTIUM 28 20.00
) T THALLIUM 28 20.00 UJ(all non-detects)
SL-862-SA5A-SB-4.5-5.5

SL-871-SA5A-SB-0.0-0.5
SL-872-SA5A-SB-0.0-0.5
SL-872-SA5A-SB-2.5-3.5
SL.-873-SA5A-SB-0.0-0.5)

Se, Ag, Tl,
No Qual,
OK by Difference
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Field Duplicate RPD Report

Lab Reporting Batch 1D: PH050 Laboratory: LL
EDD Filename: PrepPH050 v1 eQAPP Name: CDM_SSFL_130705_Lan

Concentration (%)

SL-871-SA5A-SB-0.0- | SL-1271-SA5A-SB-0.0-| Sample | eQAPP
Analyte 0.5 0.5 RPD RPD Flag

1.3 73 No Qualifiers Applled

Concentration (ng/Kg)
SL-871-SA5A-SB-0.0- | SL-1271-SA5A-SB-0.0-| Sample | eQAPP
Analyte 0.5 0.5 RPD
1,2,3,6,7,8-HXCDD 0.259 0.420 a7 50.00
1,2,3,7,8,9-HXCDF 0.317 0.312 2 50.00
1,2,3,7,8-PECDD 0.122 0.138 12 50.00 | No Qualifiers Applied
1,2,3,7,8-PECDF 0.109 0.171 44 50.00
TEQ WHO 2005 - EDLx0.0 0.194 0.353 58 50.00
1,2,3,4,6,7,8-HPCDD ' 1.67 7.78 129 50.00
1,2,3,4,6,7,8-HPCDF 0.466 2.22 131 50.00
1,2,3,4,7,8,9-HPCDF 0.0863 0.186 73 50.00
1,2,3,4,7,8-HxCDD 0.0394 0.150 117 50.00
1,2,3,4,7,8-HXCDF 0.0619 0.114 59 50.00
1,2,3,6,7,8-HXCDF 0.0582 0.241 122 50.00 J(all detects)
1,2,3,7,8,9-HXCDD 0.310 0.523 51 50.00 | UJ(all non-detects)
2,3,4,6,7,8-HXCDF 0.0689 0.150 74 50.00
2,3,4,7,8-PECDF 0.0537 0.128 82 50.00
2,3,7,8-TCDF 1.02U 0.0807 200 50.00
0CDD 19.8 109 139 50.00
OCDF 1.54 7.71 133 50.00

Project Name and Number: 1204-002-001-AL. - SSFL Area [V Phase 3 Subarea 5A
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH050 Laboratory: LL

EDD Filename: PrepPH050_v1 eQAPP Name: CDM_SSFL_130705_L.an
Method: 6010C . . .
SO

Concentration (mg/Kg)
SL-871-SA5A-SB-0.0- | SL-1271-SA5A-$B-0.0-| Sample | eQAPP
Analyte 0.5 (TOT) 0.5 (TOT) _ﬂ__ —Flgg___*
ALUMINUM 15000 14700 2 50.00
ARSENIC 5.07 5.15 2 50.00
BARIUM 108 104 4 50.00
BERYLLIUM 0.644 0.647 0 50.00
BORON 4,78 3.27 38 50.00
CALCIUM 2490 2080 18 50.00
CHROMIUM 227 21.9 4 50.00
COBALT 5.64 5.56 1 50.00
COPPER 11.9 11.8 1 50.00
IRON 19500 19300 1 50.00
LEAD 8.56 5.19 49 50.00
LITHIUM 23.8 23.9 0 50.00 N ,
) No Qualifiers Applied
MAGNESIUM 4520 4410 2 50.00
MANGANESE 330 315 5 50.00
MOLYBDENUM 0.707 0.472 40 50.00
NICKEL 156.2 14.6 4 50.00
PHOSPHORUS 441 366 19 50.00
POTASSIUM 4040 3590 12 50.00
SODIUM 71.7 71.2 1 50.00
TIN 2.83 2.74 3 50.00
TITANIUM 1210 1140 6 50.00
VANADIUM 38.3 37.6 2 50.00
ZINC 64.4 59.2 8 50.00
Zirconium 2.94 2.93 0 50.00

Concentration (mg/Kg)

SL-871-SA5A-SB-0.0- | SL-1271-SA5A-SB-0.0-| Sample | eQAPP
0.5 (TOT)

50.00

SELENIUM
ILVER 50.00
SILV No Qualifiers Applied
STRONTIUM 50.00
THALLIUM 50.00

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 QAPP N : CDM_SSFL_130705_Lan
Method: 8015 = bl

Concentration (mg/Kg)

SL-871-SA5A-SB-0.0- | SL-1271-SA5A-SB-0.0-| Sample | eQAPP

0.5 0.5 RPD RPD Flag

EFH (C21-C30) 7.2 6.2 15 50.00
EFH (C30-C40) 15 15 0 50.00

No Qualifiers Applied

Concentration (ug/Kg)

SL-871-SA5A-SB-0.0- | SL-1271-SA5A-SB-0.0-| Sample | eQAPP
Analyte 0.5 0.5 RPD RPD Flag

B R D S5

BENZO(B)FLUORANTHENE 1.7U 0.71 200 50.00
CHRYSENE 1.7U 0.80 200 50.00 J(alt detects)

Di-n-octylphthalate 46 100 74 50.00 UJ(all non-detects)
FLUORANTHENE 1.7V 0.81 200 50.00

SO

Concentration (pH unit)

SL-871-SA5A-SB-0.0- | SL-1271-SA5A-SB-0.0-
0.5 0.5

Flag

Analyte

No Qualifiers Applie

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Reporting Limit Outliers

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 e¢QAPP Name: CDM_SSFL_130705_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1271-SA5A-SB-0.0-0.5 11,2,3,4,6,7,8-HPCDF JB 2.22 5.00 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.186 5.00 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.150 5.00 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.114 5.00 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.420 5.00 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.241 5.00 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.523 5.00 PQL ng/Kg
J (all detects)
1,2,3,7,8,9-HXCDF JB 0.312 5.00 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.138 5.00 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.171 5.00 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.150 5.00 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.128 5.00 PQL ng/Kg
2,3,7,8-TCDF J 0.0807 1.00 PQL ng/Kg
OCDF JB 7.71 10.0 PQL ng/Kg
SL-862-SA5A-SB-0.0-0.5 1,2,3,4,7,8,9-HPCDF JB 0.820 4.96 PQL ng/Kg
1,2,3,4,7,8-HxCDD ‘ JB 2.24 4.96 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 1.03 4.96 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.868 4.96 PQL ng/Kg
1,2,3,7,8-PECDD JB 1.35 4.96 PQL ng/Kg
J (all detects)
1,2,3,7,8-PECDF JB 1.25 4.96 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.934 4.96 PQL ng/Kg
2,3,4,7, 8-PECDF JBQ 0.937 4.96 PQL ng/Kg
2,3,7,8-TCDD JBQ 0.261 0.991 PQL ng/Kg
2,3,7,8-TCDF JB 0.948 0.991 PQL ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Reporting Limit Outliers

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 eQAPP Name: CDM_SSFL_130705_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-862-SA5A-SB-4.5-5.5 1,2,3,4,6,7,8-HPCDD JB 1.58 5.07 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.228 5.07 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0901 5.07 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.181 5.07 PQL ng/Kg
1,2,3,4,7,8-HXCDF ' JB 0.231 5.07 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.168 5.07 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.222 5.07 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.212 5.07 PQL ng/Kg
J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.132 5.07 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.416 5.07 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.492 5.07 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.159 5.07 PQL | ng/Kg
2,3,4,7,8-PECDF . JB 0.328 5.07 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0519 1.01 PQL ng/Kg
2,3,7,8-TCDF Ja 0.121 1.01 PQL ng/Kg
OCDF JBQ 0.373 101 PQL ng/Kg
SL-871-SA5A-$B-0.0-0.5  |1,2,3,4,6,7,8-HPCDD JB 1.67 5.09 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.466 5.09 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0863 5.09 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0394 5.09 PQL ng/Kg
1,2,3,4,7,8-HXCDF ‘ JB 0.0619 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.259 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0582 5.09 PQL ng/Kg
J (all detects)
1,2,3,7,8,9-HXCDD JBQ 0.310 5.09 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.317 5.09 PQL ng/Kg
1,2,3,7,8-PECDD JB 0.122 5.09 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.109 5.09 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0689 5.09 PQL ng/Kg
2,3,4,7,8-PECDF _ JBQ 0.0537 5.09 PQL ng/Kg
OCDF JB 1.54 10.2 PQL ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Reporting Limit Outliers

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 ' eQAPP Name: CDM_SSFL_130705_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-872-SA5A-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JBQ 0.108 5.09 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF . JB 0.0572 5.09 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0635 5.09 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0270 5.09 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0505 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.116 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0496 5.09 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.202 5.09 PQL ng/Kg
J (all detects)
1,2,3,7,8,9-HXCDF JB 0.295 5.09 PQL ng/Kg
1,2,3,7,8-PECDD ' JBQ 0.0626 5.09 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.145 5.09 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0403 5.09 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.125 5.09 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0305 1.02 PQL ng/Kg
OCDD JB 1.31 10.2 PQL ng/Kg
OCDF JBQ 0.119 - 10.2 PQL ng/Kg
SL-872-SA5A-SB-2.5-3.5 1,2,3,4,6,7,8-HPCDD JBQ 0.0826 5.16 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0757 5.16 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0228 5.16 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.0838 5.16 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.107 5.16 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0848 5.16 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.122 5.16 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.135 5.16 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.128 5.16 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.105 5.16 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.227 5.16 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0757 5.16 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.149 5.16 PQL ng/Kg
2,3,7,8-TCDD J 0.0345 1.03 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0446 1.03 PQL ng/Kg
OCDD JB 0.584 10.3 PQL ng/Kg
OCDF JB 0.130 10.3 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH050 Laboratory: LL
EDD Filename: PrepPH050_v1 eQAPP Name: CDM_SSFL_130705_Lan

: Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-873-SA5A-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JB 0.401 5.43 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.139 5.43 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0309 5.43 PQL ng/Kg
1,2,3,4,7,8-HXxCDD JBQ 0.0360 5.43 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0348 5.43 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.296 5.43 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.142 5.43 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.508 5.43 PQL ng/Kg
J (all detects)
1,2,3,7,8,9-HXCDF JB 0.109 5.43 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.0949 5.43 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0367 5.43 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0430 5.43 PQL ng/Kg
2,3,7,8-TCDD JBQ 0.0719 1.09 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0308 1.09 PQL ng/Kg
OCDD JB 5.94 10.9 PQL ng/Kg
OCDF ' JBQ | 0552 10.9 PQL | ng/Kg

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1271-SA5A-SB-0.0-0.5 |BERYLLIUM J 0.647 1.00 PQL mg/Kg
BORON J 3.27 10.0 PQL mg/Kg
MOLYBDENUM J 0.472 2.01 PQL mg/Kg
J (all detects)
SODIUM J 71.2 100 PQL | mg/Kg
TIN J 2.74 10.0 PQL | mg/Kg
Zirconium J 2.93 5.02 PQL mg/Kg
SL-862-SA5A-SB-0.0-0.5 BERYLLIUM J 0.647 1.01 PQL mg/Kg
BORON J 3.23 10.1 PQL | mg/Kg
CADMIUM J 0.0365 1.01 PQL mg/Kg
MOLYBDENUM J 0.424 2.03 PQL mg/Kg J (all detects)
SODIUM J 70.4 101 PQL mg/Kg
TIN J 3.07 10.1 PQL | mg/Kg
Zirconium J 2.70 5.07 PQL | mg/Kg
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Lab Reporting Batch ID: PH050

EDD Filename: PrepPH050_v1

Reporting Limit Outliers

Laboratory: LL

eQAPP Name: CDM_SSFL_130705_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-862-SA5A-SB-4.5-5.5 BERYLLIUM J 0.613 1.03 PQL | mg/Kg
BORON J 1.90 10.3 PQL | mg/Kg
SODIUM J 95.0 103 PQL | mg/Kg J (all detects)
TIN J 2.87 10.3 PQL | mg/Kg
Zirconium J 2.26 5.14 PQL | mg/Kg
SL-871-SA5A-SB-0.0-0.5 BERYLLIUM J 0.644 0.999 PQL | mg/Kg
BORON J 478 9.99 PQL | mg/Kg
MOLYBDENUM J 0.707 2.00 PQL | mg/Kg
J (all detects)
SODIUM J 71.7 99.9 PQL | mg/Kg
TIN J 2.83 9.99 PQL | mg/Kg
Zirconium J 2.94 4.99 PQL | mg/Kg
SL-872-SA5A-SB-0.0-0.5 BERYLLIUM J 0.675 1.00 PQL | mg/Kg
BORON J 4.82 10.0 PQL | mg/Kg
MOLYBDENUM J 0.525 2.00 PQL | mg/Kg
J (all detects)
SODIUM J 70.7 100 PQL | mg/Kg
TIN J 2.88 10.0 PQL | mg/Kg
Zirconium J 2.80 5.00 PQL mg/Kg
SL-872-SA5A-SB-2.5-3.5 BERYLLIUM J 0.860 1.03 PQL | mg/Kg
BORON J 4.78 10.3 PQL | mg/Kg
MOLYBDENUM J 0.528 2.06 PQL | mg/Kg J (all detects)
TIN J 3.05 10.3 PQL | mg/Kg
Zirconium J 3.98 5.15 PQL mg/Kg
SL-873-SA5A-SB-0.0-0.5 BERYLLIUM J 0.821 1.10 PQL | mg/Kg
MOLYBDENUM J 0.579 2.19 PQL | mg/Kg
J (all detects)
TIN J 3.30 11.0 PQL | mg/Kg
Zirconium J 4.62 5.48 PQL | mg/Kg

SO
Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1271-SA5A-SB-0.0-0.5 |SELENIUM J 0.140 0.401 PQL mg/Kg
J (all detects)
SILVER J 0.0470 0.201 PQL mg/Kg
SL-862-SA5A-SB-0.0-0.5 SELENIUM J 0.210 0.406 PQL mg/Kg
J (all detects)
SILVER J 0.113 0.203 PQL mg/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH050
EDD Filename: PrepPH050_v1

Laboratory: LL

¢QAPP Name: CDM_SSFL_130705_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-871-SA5A-SB-0.0-0.5 SELENIUM J 0.152 0.400 PQL mg/Kg
J (all detects)
SILVER J 0.0441 0.200 PQL mg/Kg
SL-872-SA5A-SB-0.0-0.5 SELENIUM J 0.213 0.400 PQL mg/Kg
J (all detects)
SILVER J 0.0781 0.200 PQL mg/Kg
SL-872-SA5A-SB-2.5-3.5 SELENIUM J 0.207 0.412 PQL mg/Kg
J (all detects)
SILVER J 0.0593 0.206 PQL | mg/Kg
SL-873-SA5A-SB-0.0-0.5 SILVER J 0.0523 0.219 PQL mg/Kg J (all detects)

SO

Lab Reporting! RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-873-SA5A-SB-0.0-0.5 MERCURY J 0.0150 0.0178 PQL mg/Kg J (all detects)

SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-872-SA5A-SB-0.0-0.5 EFH (C15-C20) J 22 5.2 PQL mg/Kg J (all detects)
SL-873-SA5A-SB-0.0-0.5  |EFH (C15-C20) J 23 5.5 PQL | mg/Kg
J (all detects)
EFH (C30-C40) J 10 11 PQL | mg/Kg

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1271-SA5A-SB-0.0-0.5 BENZO(B)FLUORANTHENE J 0.71 1.7 PQL ug/Kg
CHRYSENE J 0.80 1.7 PQL ug/Kg J (all detects)
FLUORANTHENE J 0.81 1.7 PQL ug/Kg
SL-862-SA5A-SB-0.0-0.5 |BENZO(B)FLUORANTHENE J 12 17 PQL ug/Kg
CHRYSENE J 13 17 PQL ug/Kg
J (all detects)
FLUORANTHENE J 12 17 PQL ug/Kg
PYRENE J 11 17 PQL ug/Kg
SL-872-SA5A-SB-2.5-3.5 PHENANTHRENE J 0.84 1.8 PQL ug/Kg J (all detects)
SL-873-SA5A-SB-0.0-0.5 Di-n-octylphthalate J 7.5 20 PQL ug/Kg J (all detects)
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LDC #__30037F4 VALIDATION COMPLETENESS WORKSHEET pate 775/

SDG #:___PHO050 ADR Page:_\of |
Laboratory:_Eurofins Lancaster Laboratories Reviewer:_ (1
2nd Reviewer:

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area. Comments
I.__| Technical holding times — _|Sampling dates: 6 / é/ [K%
Il._| ICP/MS Tune - |
lll. | Calibration ’“
IV. | Blanks 8 \’\/

V. | ICP Interference Check Sample (ICS) Analysis

VI | Matrix Spike Analysis I | MS } 9
vil. | Duplicate Sample Analysis S v | O e

VIIl. | Laboratory Control Sampies (LCS) l\pf l C/ Q
IX. [ Internal Standard (ICP-MS) N
X. | Furnace Atomic Absorption QC N
XI. | ICP Serial Dilution bw
XIl. | Sample Result Verification N
Xlil. | Overall Assessment of Data N
XIV. | Field Duplicates — 7/)
xv_| Field Blanks SV 65 ED\ -OLOSVX\ (o) FRETR-0HII
Note: A = Acceptable ND = No compounds detected6 a/ODéo Bu’?ca/ C P\—}O’Z_CD
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: <o i \
1 | SL-871-SA5A-SB-0.0-0.5 11 21 31
2 | SL-1271-SA5A-SB-0.0-0.5 12 22 32
3 | SL-872-SA5A-S§B-0.0-0.5 13 23 33
4 | SL-872-SA5A-SB-2.5-3.5 14 24 34
5 | SL-873-SA5A-SB-0.0-0.5 15 25 35
6 | SL-862-SA5A-SB-0.0-0.5 16 26 36
7 | SL-862-SA5A-SB-4.5-56.5 17 27 37
8 | SL-871-SA5A-SB-0.0-0.5MS 18 28 38
9 | SL-871-SA5A-SB-0.0-0.5MSD 19 29 39
10 | SL-871-SA5A-SB-0.0-0.5DUP 20 30 40
Notes:
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LDC #:_ 30037F4 VALIDATION FINDINGS WORKSHEET Page: \ of]_

PB/ICB/CCB QUALIFIED SAMPLES Reviewer:
METHOD: Trace metais (EPA SW 864 Method 6010B/6020/7000) Soil preparation factor applied:__100x Reason: B 2nd Reviewer:
Sample Concentration units, unless otherwise noted: _mg/Kg Associated Samples: _ All

Maximum|| Maximu Maximumj| Action 1 2 3 4 5 6
PB? PB? ICB/CCB?| Level
(ma/Ka) {(ual) (ugll)
Mo " 1.8 " 0.9 0.71 0.47 0.53 0.53 0.58 0.42

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet. These sample results were
qualified as not detected, "U".
Note:  a- The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.

30037F4.wpd



LDC #: 30037F4

METHOD: Trace Metals (EPA SW846 6010B/7000)

VALIDATION FINDINGS WORKSHEET

Field Blanks

Page:\__of _L

Reviewer:

2nd Reviewer:

Blank units:__mg/L Associated sample units:__mg/Kg Reason: F
Sampling date:___ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples.__All Soil
Analyte | Blank ID Sample Identification
Action 1 2 3 4 5
Limit
1.8
1.8 0.71 0.47 0.53 0.53 0.58 0.42
Sampling date:__ 6/5/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other; Associated Samples._ 1-5
IAnaIyteI Blank ID Sample ldentification
EB1-060513 | Action 1 2 3 4 5
(SDG: Limit
PH047)
Ba 0.00045 0.225
cd " 0.00036 0.18
Mo " 0.0084 4.2 0.71 0.47 0.53 0.53 0.58
Sampling date:__ 6/5/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:__ 6,7

Analyte I Blank ID

Sample Identification

EB2-060513 | Action 6
(SDG: Limit
PH047)
0.00048 0.24 0.037

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:

Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

30037F4eb.wpd
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&% eurofins |
e [ Lancaster
i lLaboratories

Background Lab Sample ID: 7085556BKG

\“\/\ﬂ

QUALITY ASSURANCE SUMMARY

FORM 5A (MS/MSD)

MATRIX SPIKE/MATRIX SPIKE DUPLICATE

SDG No.:
Matrix:

Matrix Spike Lab Sample ID: 7085557MS

PHO50
SOIL

Level

(low/med) : Low

Matrix Spike Duplicate Lab Sample ID: 7085558MSD

Batch Id(s): P16437A, P16438B
BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit

Mass Result [C Result [c Result Added Added |units| $R [0l srR [o|RreD|0Q $R RPD | M

: 198w AT EBBHEDOY P 533 UL 8l s rou UMK 383 3 20|p
Antimony 0 U 29.4505 48.5437 48.5437|MG/KG 0 75-125 20|P
Arsenic 4 19.2845 14.5631 14.5631[MG/KG 1 75~125 20|p
Rarium 105 302.9990 194.1748 194.1748|MG/KG 1 75-125 20|p
Beryllium 0 B 5.4893 4.8544 4.8544[MG/KG 0 75-125 20|p
Boron 4 B 190.3000 194.1748 194.1748|MG/KG 0 75-125 20|p
Cadmium . 8544|MG/KG 1 75-125 20|p
- It 3B HE38 81D METRE] 2 20[p
“IChromium 22 19 4175 19.4175|MG/KG 2 75-125 20|p
Cobalt 5 48.5437 48.5437MG/KG 1 75~-125 20|p
Copper 24.2718 MG/KG 0 75-125 20|p
# & ; GIRE|S 5 20|p

14. 5631 . MG/KG 1 75-125 20/

Lithium 97 0874 97.0874MG/KG 1 75-125 20P
o Mciepnieiy stk MO 893 8T Al d T4 8 NEKG 3 20|p
Manganese 321.0214 377.0796 48.5437 48.5437MG/KG 5 20p
Mercury 0.0099|U 0.1661 0.1652 0.1631[MG/KG 3 65—-135 20|CcV
Molybdenum 0.6874|B 185.4621 194.1748 194.1748|MG/KG 0 75 -125 20|P
Nickel 14.7330 61.9835 48.5437 48.5437|MG/KG 0 75-125 20|P
Ehe k 5 20|P
Pota g OB SBIMETKE[® 2 20P
Selenium 78 0.1480 1.9417 1.9417|MG/KG 5 |.75-125 20[MS
Silver 107 0.0429 10.9146 9.7087 9.7087MG/KG 8 75-125 20[MS
69.7282 1015.3039 970.8738 970.8738|MG/KG 1 75-125 20|p

St Bl s bl O MG 7 75-125 20[MS
Thad S5 i . 0. 3883 3| MG/ F 0 75-125 20|MS
Tin 2.7485 353.4854 352 388.3495 0 75-125 2Q|p
o [BEEERTGR BRI S HLB G e BSOS 0[RE e I B slsvE a0 087 A e il 3 20|p
Vanadium 37.2087 88.7563 48.5437 48.5437 2 75-125 20|P
Zinc 62.6039 111.3233 48.5437 48.5437|MG/KG 2 75-125 20|p
Zirconium 2.8602{B 91.9252 97.0874 97.0874|MG/KG 1 75 -125 20|p

Note: Results shown are reported on an as-received basis.
METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV = Cold Vapor U= Below MDL, B= Below LOQ
MS = ICP Mass Spectrometry AF = Cold Vapor Atomic Fluorescence FLAGS:
N = Matrix Spike 00S, * = Duplicate 0O0S

PHO50- Page 1487 of 1665




&% eurofins

QUALITY ASSURANCE SUMMARY

[(S) - (D)

> LOQ for values < 5x LOQ).

Lancaster FORM 6
DUPLICATES
SDG No.: PHO50
Matrix: SOIL Level (low/med): LOW
Background Lab Sample ID: 7085556BKG Duplicate Lab Sample ID: 7085559DUP
Batch ID(s): P16437A, P16438B
Concentration Units: MG/KG
Control
Analyte Mass Limit Samples (S) C Duplicate (D) C RPD QM
Aluminum 14574.4981 14345,9990 2 P
Antimony 0.4854(U 0.4854(U p
Arsenic 3.9 4.9301 5.2718 7 p
Barium 105.0825 105.7427 1 P
Beryllium 0.6262(B 0.6243|B 0 P
Boron 4.6417|B 3.8097|B 20 p
Cadmium 0.0320{U 0.0320(U p
Calcium 2415.8961 2303.7990 5 p
Chromium 22.0398 22.3320 1 P
Cobalt 5.4796 5.8602 7 p
Copper 11.5583 11.6049 0 P
Iron 18959.5825 19265.7883 2 P
Lead 2.9 8.3175 8.5680 3 P
Lithium 23.1515 23.1777 0 P
Magnesium 4393.5466 4397.7243 0 P
Manganese 321.0214 333.5932 4 P
Mercury 0.0099(U 0.0096(U cv
wiiMelybe N 050! e P
Nickel 14.7330 14.8301 1 P
Phosphorus 428.7262 415.0835 3 P
Potassium 3930.7311 3914.4709 0 P
< 2°) MS
(Sirve MS
Sodium p
Strontium * |MS
o PTHAY A i [ MS
Tin 0 P
Titanium 1173.5136 1141.2301 3 P
Vanadium 37.2087 37.5670 1 P
Zinc 62.6039 62.3456 0 p
Zirconium 2.86021B 3.4524|B 19 P
NOTE: An asterisk (*) in column indicates poor duplicate precision (RPD > 20% OR

The data are considered to be wvalid because the laboratory control sample is
within the control limits.

Note:

Results shown are reported on an as-received basis.

See the Laboratory Control Sample.

METHODS :
P =

MS =

Ccv

AF

Cold Vapor

I

Cold Vapor Atomic Fluoresc

ICP Atomic Emission Spectrometer
ICP Mass Spectrometry

U= Below MDL
= Below LOQ

CONCENTRATION QUALIFIERS:

B
ELAGS:
e’?lt'QSO Page 1439&(); Bﬁl@éicate Out of Spec




$% eurofins QUALITY ASSURANCE SUMMARY

Lancaster

Laboratories FORM 9
SERIAL DILUTIONS
SDG No.: PHO50
Matrix: SOIL Level LOW
(low/med) :
Background Lab Sample ID: 7085556BKG Serial Dilution Lab Sample ID: 7085556L
Batch ID(s): P16437A
Concentration Units: UG/L
Initial Sample Serial Dilution
Analyte Mass Result (I) C Result (S) C| % Diff. |Q|M
Aluminum 150117.3300 160474.5000 7 P
Antimony 5.0000|U 25.0000[U P
Arsenic 50.7800 48.3000|B 5 P
Barium 1082.3500 1137.1000 5 p
Beryllium 6.4500|B 7.5000(B 16 p
Boron 47.8100|B 45.5000{B p
Cadmium 0.3300|U 1.6500|U P
Calcium 24883.7300 25952.7500 4 P
Chromium 227.0100 244.8000 8 P
Cobalt 56.4400 60.0000 6 P
e {E8ppe 12:9::0800 )= F 2I50( TP
Iron 195283.7000 212073.4000 9] |P
Lead 85.6700 82.0500|B 4 P
Lithium 238.4600 251.6500 6| |P
Magnesium 45253.5300 47563.7000 5 p
Manganese 3306.5200 3497.2500 6 p
Molybdenum 7.0800(B 21.4500|B 203 P
Nickel 151.7500 164.9500 9] |P
Phosphorus 4415.8800 4504.2000 2 p
Potassium 40486.5300 41645.1500 3 p
Selenium 78 0.7622|B 2.5000|U 100§ |[MS
Silver 107 0.2209|B 0.5000[U 100{ [MS
Sodium
wiStrontum : Loy
Thallium 203 2.0880|B 35| [MS
Tin B 31.0000|B 10 P
Titanium 12812.6000 6 p
Vanadium 403.4500 5 p
Zinc 665.1000 3 P
Zirconium B 51.8000|B 76 P
NOTE: An E column Q indicates the presence of a chemical or physical
interference in the matrix when the % difference is greater than 10%. This
applies only when (I) is greater than or equal to 50x MDL for ICP, 100x MDL
for ICP-MS (6020), 50x MDL for ICP-MS (200.8), or 25x MDL for GFAA.
METHODS : CONCENTRATION QUALIFIERS:

P = ICP Atomic Emission Spectrometer

MS =

ICP Mass Spectrometry

PHO50

Page

U= Below MDL
B= Below LOQ

FLAGS:

E =

Matrix Effects exist as proven by
1492 of fR@%al Dilution or Spiked Dilution




Attachment |

Sample ID Cross Reference and Data Review Level
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
07-Jun-2013  SL-845-SA5A-SB-0.0-0.5 7086820 N METHOD 16138 I
07-Jun-2013  SL-846-SA5A-SB-0.0-0.5 7086821 N 3050B 6010C n
07-Jun-2013  SL-846-SA5A-SB-0.0-0.5 7086821 N 3050B 6020A m
07-Jun-2013  SL-846-SA5A-SB-0.0-0.5 7086821 N 3546 8015M i
07-Jun-2013  SL-846-SA5A-SB-0.0-0.5 7086821 N 3546 8270D SIM i
07-Jun-2013  SL-846-SA5A-SB-0.0-0.5 7086821 N METHOD 1613B I
07-Jun-2013 SL-846-SA5A-SB-0.0-0.5 7086821 N METHOD 7471B i
07-Jun-2013  SL-847-SA5A-SB-0.0-0.5 7086822 N 3050B 6010C i
07-Jun-2013 SL-847-SA5A-SB-0.0-0.5 7086822 N 30508 6020A 1]
07-Jun-2013  SL-847-SA5A-SB-0.0-0.5 7086822 N 3546 8015M I
07-Jun-2013  SL-847-SA5A-SB-0.0-0.5 7086822 N 3546 8270D SIM I
07-Jun-2013 SL-847-SA5A-SB-0.0-0.5 7086822 N METHOD 1613B mn
07-Jun-2013  SL-847-SA5A-SB-0.0-0.5 7086822 N METHOD 7471B Ll
07-Jun-2013  SL-848-SA5A-SB-0.0-0.5 7086823 N 3050B 6010C 1
07-Jun-2013  SL-848-SA5A-SB-0.0-0.5 7086822'3 N 30508 6020A 1l
07-Jun-2013  SL-848-SA5A-SB-0.0-0.5 7086823 N 3546 8015M mn
07-Jun-2013 SL-848-SA5A-SB-0.0-0.5 7086823 N 3546 8270D SIM 1]
07-Jun-2013  SL-848-SA5A-SB-0.0-0.5 7086823 N METHOD 1613B i
07-Jun-2013  SL-848-SA5A-SB-0.0-0.5 7086823 N METHOD 7471B i
07-Jun-2013  SL-827-SA5A-SB-0.0-0.5 7086819 N 3050B 6010C n
07-Jun-2013  SL-827-SA5A-SB-0.0-0.5 7086819 N 3050B 6020A mn
07-Jun-2013 SL-827-SA5A-SB-0.0-0.5 7086819 N 3546 8015M i
07-Jun-2013  SL-827-SA5A-SB-0.0-0.5 7086819 N 3546 8270D SIM 1]
07-Jun-2013  SL-827-SA5A-SB-0.0-0.5 7086819 N METHOD 16138 I
07-Jun-2013  SL-827-SA5A-SB-0.0-0.5 7086819 N METHOD 7471B i
07-Jun-2013  SL-827-SA5A-SB-0.0-0.5MSD P086819M260414 MSD 3546 8270D SIM l

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 1 of 2



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
07-Jun-2013  SL-827-SA5A-SB-0.0-0.5MS P086819R260343 MS 3546 8270D SIM [}

Il = EPA Level 3 Data Review N = Normal Sample TB = Trip Blank MS = Matrix Spike

IV = EPA Level 4 Data Validation =~ FD = Field Duplicate ~ FB = Field Blank MSD = Matrix Spike Duplicate p 2 6f2
age



Attachment i

Overall Data Qualification Summary
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Lab Reporting Batch ID: PH051
EDD Filename: PrepPH051_v1

METALS

Data Qualifier Summary

¢QAPP Name: CDM_SS

Laboratory: LL

FL_130705_Lan

6010C Matrix: SO
Sample ID:SL-827-SA5A-SB-0.0-0.5 Collected: 6/7/2013 11:45:00 Analysis Type: RESITOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual Code
ANTIMONY 0.602 J 0.501 MDL 4.01 PQL | mg/Kg J 4 |
ARSENIC 3.85 0.331 MDL 4.01 PQL | mg/Kg J z
BERYLLIUM 0.590 J 0.0671| MDL 1.00 PQL | mg/Kg J z
BORON 7.68 J 0.832 | MDL 10.0 PQL | mg/Kg J z
CADMIUM 0.544 J 0.0331 | MDL 1.00 PQL mg/Kg J Zz
MOLYBDENUM 0.508 J 0.170 MDL 2.00 PQL mg/Kg U B,F,F
SODIUM 74.7 J 16.7 MDL 100 PQL mg/Kg J z
TIN 2,76 J 0.220 MDL 10.0 PQL mg/Kg u B
Zirconium 3.49 J 0.832 MDL 5.01 PQL mg/Kg J z
Sample ID:SL-846-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:15:00 AM  Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 0.697 J 0.519 | MDL 4.15 PQL | mg/Kg J
BERYLLIUM 0.761 0.0696 | MDL 1.04 PQL | mg/Kg J z
BORON 7.96 J 0.862 | MDL 10.4 PQL | mg/Kg J z
CADMIUM 0.548 J 0.0343 | MDL 1.04 PQL | mg/Kg J z
MOLYBDENUM 0.560 J 0.177 MDL 2.08 PQL mg/Kg U B,F,F
SODIUM 85.5 J 17.3 MDL 104 PQL mg/Kg J z
TIN 2.96 J 0.228 MDL | 104 PQL mg/Kg U B
Zirconium 3.71 J 0.862 MDL 5.19 PQL mg/Kg J Y4
Sample ID:SL-847-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:45:00 AM  Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Result | Qual | DL | Type | RL | Type | Units | Qual Code
ANTIMONY 0.814 J 0.488 MDL 3.91 PQL mg/Kg J V4
BERYLLIUM 0.678 0.0654 | MDL 0.977 PQL mg/Kg J z
BORON 8.16 -J 0.811 MDL 9.77 PQL | mg/Kg J z
CADMIUM 0.609 J 0.0322 | MDL 0.977 PQL mg/Kg J z
MOLYBDENUM 0.559 J 0.166 | MDL 1.95 PQL | mg/Kg U B,F,F
SODIUM 76.3 J 16.3 MDL 97.7 PQL | mg/Kg J z
TIN 2.85 J 0.215 | MDL 9.77 PQL | mg/Kg u B
Zirconium 3.90 J 0.811 MDL 4.88 PQL mg/Kg J z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/2/2013 7:51:15 AM

ADR version 1.7.0.207
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Data Qualifier Summary

Lab Reporting Batch ID: PH051 Laboratory: LL
EDD Filename: PrepPH051_v1 ¢QAPP Name: CDM_SSFL_130705_Lan

Matrix: SO

Sample ID:SL-848-SA5A-SB-0.0-0.5 Collected: 6/7/2013 10:15:00 Analysis Type: RES/TOT Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte , _ 1 Result | Qual | DL | Type | RL | Type | Units | Qual | Code
ANTIMONY 0.681 J 0.493 | MDL 3.95 PQL | mg/Kg J ’ M z I
BERYLLIUM 0.674 J 0.0661| MDL | 0.987 PQL | mg/Kg J z
BORON 8.23 J 0.819 | MDL 9.87 PQL | mg/Kg J z
CADMIUM 0.628 J 0.0326} MDL | 0.987 PQL | mg/Kg J z
MOLYBDENUM 0.545 J 0.168 | MDL 1.97 PQL | mg/Kg u B, F,F
SODIUM 84.6 J 16.5 MDL 98.7 PQL | mg/Kg J z
TIN 2.82 J 0.217 | MDL 9.87 PQL | mg/Kg U B
Zirconium 3.57 J 0.819 MDL 4.93 PQL mg/Kg J z

Matrix: SO
Sample ID:SL-827-SA5A-SB-0.0-0.5 Collected: 6/7/2013 11:45:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte - | _Result | Qual | DL | Type | RL | Type | Units | Qual _Code |
SILVER 00590 | J Joo200| moL | 0200 | PaL _[ e z
Sample ID:SL-846-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:15:00 AM  Analysis Type: REA/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte — : | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
SELENIUM 0.164 J |o104| mpL | 0415 | PaL
Sample ID:S|.-846-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:15:00 AM  Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte , | _Result | Qual | DL | Type | RL | Type | Units | Qual | Code
SILVER 00467 | J Joo208| mMDL [ 0208 | PQL [mokg| U z
Sample ID:SL-847-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:45:00 AM  Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte : — Result | Qual | DL | Type | RL | Type | Units | Qual | Code
SELENIUM 0428 | J [ooo77| mDL | 039t | PQL [mgKg| z

* denotes a non-reportable resuit
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/2/2013 7:51:15 AM ADR version 1.7.0.207 Page 2 of 8



Data Qualifier Summary

Lab Reporting Batch ID: PH051 Laboratory: LL
EDD Filename: PrepPH051_v1 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: SO

Sample ID:SL-847-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:45:00 AM  Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review
Analyte , | Result | Qual | DL | Type | RL | Type | Units | Qual | _
SILVER 0.0371 | J \o.o195| MDL ] 0.195| PQL ]mg/Kg J
Sample ID:SL-848-SA5A-SB-0.0-0.5 Collected: 6/7/2013 10:15:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte | Result Qual DL | Type RL | Type | Units | Qual | Code
SELENIUM 0128 | |o.0987| MDL | 0.395 | PQL | mg/Kg J z
Sample ID:SL-848-SA5A-SB-0.0-0.5 Collected: 6/7/2013 10:15:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
SILVER 00515 | J Jooter| mpL [ 0197 | PaL [makg| 4 | z

Matrix: SO

Sample ID:SL-827-SA5A-SB-0.0-0.5 Collected: 6/7/2013 11:45:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual | Code
MERCURY 0.0144 J Jooose| moL [o.ote5] PaL | mgkg | z
Sample ID:S1.-846-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:15:00 AM  Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte - _— Result | Qual | DL | Type | RL | Type | Units | Qual | Code
MERCURY 0.0112 J 0.0101 MDL 0.0168 PQL mg/Kg J Z
Sample ID:SL-847-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:45:00 AM  Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte , ‘ Result | Qual | DL | Type | RL | Type | Units | Qual | Code
MERCURY 00109 | J [oooes| mDL |00163| PaL [mgkg| 4 | z
Sample ID:SL-848-SA5A-SB-0.0-0.5 Collected: 6/7/2013 10:15:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review
Analyte Resylt _Qual DL Type RL Type | Units

mg/Kg

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/2/2013 7:51:15 AM ADR version 1.7.0.207 Page 30f8



Data Qualifier Summary

Lab Reporting Batch ID: PH051 Laboratory: LL
EDD Filename: PrepPH051_v1 eQAPP Name: CDM_SSFL_130705_La

DT

o

Matrix: SO
Sample ID:SL-827-SA5A-SB-0.0-0.5 Collected: 6/7/2013 11:45:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte — | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDF 1.89 T JB 0.0172 | MDL 4.88 PQL ng/Kg‘)’ J - 4 o
1,2,3,4,7,8,9-HPCDF 0.155 JB 0.0275| MDL 4.88 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.230 JB 0.0329 | MDL 4.88 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.160 JBQ | 0.0219] MDL 488 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.535 JB 0.0338 | MDL 4.88 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.183 JB 0.0180 | MDL 4.88 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.535 JB 0.0342 | MDL 4.88 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.203 JB 0.0253 | MDL 4.88 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.106 JBQ | 0.0353| MDL 4.88 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.298 JB 0.0231 | MDL 4.88 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.191 JBQ | 0.0196| MDL 4.88 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.221 JB 0.0214| MDL 4.88 PQL ng/Kg u B
2,3,7,8-TCDF 0.181 JBQ |0.0427| MDL | 0.975 PQL ng/Kg J z
OCDF 6.08 JB 0.0273 | MDL 9.75 PQL ng/Kg J z
Sample ID:SL-845-SA5A-SB-0.0-0.5 Collected: 6/7/2013 8:40:00 AM Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code |
1,2,3,4,7,8,9-HPCDF 0.969 JB 0.0241 | MDL 4.98 PQL ng/Kg J
1,2,3,4,7,8-HxCDD 0.560 J 0.0341 | MDL 4.98 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.415 JB 0.0242 | MDL 4.98 POL ng/Kg J z
1,2,3,6,7,8-HXCDD 1.23 JB 0.0361 | MDL 4.98 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.847 JB 0.0216 | MDL 4.98 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 1.38 JB 0.0360 | MDL 4.98 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.287 JB 0.0251 | MDL 4.98 PQL ng/Kg u B
1,2,3,7,8-PECDD 0.406 JB 0.0371| MDL 4,98 PQoL ng/Kg J z
1,2,3,7,8-PECDF 0.415 JBQ | 0.0225| MDL 4.98 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.467 JB 0.0211| MDL 4.98 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.420 JBQ 0.0201 | MDL 4.98 PQL ng/Kg J Z
2,3,7,8-TCDD 0.0607 Ja 0.0245| MDL | 0.996 PQL ng/Kg J z
2,3,7,8-TCDF 0.143 J 0.0333 | MDL 0.996 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/2/2013 7:51:15 AM ADR version 1.7.0.207 Page 4 of 8



Data Qualifier Summary

Lab Reporting Batch ID: PH051 Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

T

T

v

Matrix: SO

Sample ID:SL-846-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:15:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDF 4.94 JB 0.0227 ( MDL 5.02 PQL ’ ng/Kg J Tz
1,2,3,4,7,8,9-HPCDF 0.502 JB 0.0256 | MDL 5.02 PQL ng/Kg J Z
1,2,3,4,7,8-HxCDD 0.403 J 0.0480 | MDL 5.02 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.394 JB 0.0276 | MDL 5.02 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.926 JB 0.0517 | MDL 5.02 PQL ng/Kg J Z
1.2,3,6,7,8-HXCDF 0.268 JB 0.0254 | MDL 5.02 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 1.10 JB 0.0490! MDL 5.02 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDF 0.345 JB 0.0291 ] MDL 5.02 PQL ng/Kg ] B
1,2,3,7,8-PECDD 0.298 JB 0.0399 | MDL 5.02 PQL ng/Kg J z
1,2,3,7,8-PECDF 0.447 JB 0.0305  MDL 5.02 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.305 JB 0.0252 | MDL 5.02 PQL ng/Kg J z
2,3,4,7, 8-PECDF 0.372 JB 0.0275 | MDL 5.02 PQL ng/Kg J Z
2,3,7,8-TCDD 0.0505 J 0.0345| MDL 1.00 PQL ng/Kg J z
2,3,7,8-TCDF 0.181 J 0.0485| MDL 1.00 PQL ng/Kg J Y4
Sample ID:SL-847-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:45:00 AM  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte e Result | Qual | DL | Type | RL | Type | Units | Qual | Code
1,2,3,4,6,7,8-HPCDD 0.2086 JBQ 0.0186 ( MDL 4.85 PQL ng/Kg U
1,2,3,4,6,7,8-HPCDF 0.0806 JB 0.0139 MDL 4.85 PQL ng/Kg V) B
1,2,3,4,7,8,9-HPCDF 0.0465 JB 0.00976( MDL 4.85 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.0180 JQ | 00158| MDL | 4.85 PQL | ng/Kg J z
1,2,3,4,7,8-HXCDF 0.0583 JBQ | 0.0147| MDL | 4.85 PQL | ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0926 JB 0.0171| MDL | 4.85 PQL | ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0642 JB 0.0147 | MDL | 4.85 PQL | ng/Kg U B
1,2,3,7,8,9-HXCDD 0.181 JB 0.0152 | MDL | 4.85 PQL | ng/Kg U B
1,2,3,7,8,9-HXCDF 0.146 JB  |0.00986| MDL | 4.85 PQL | ng/Kg U B
1,2,3,7,8-PECDD 0.0575 JBQ 0.0251 MDL 4.85 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0698 JBQ [0.0149| MDL | 485 PQL | ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0242 JB 0.00875( MDL 4.85 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0462 JBQ 0.0139 | MDL 4.85 PQL ng/Kg U B
2,3,7,8-TCDD 0.0294 JQ 0.0214 | MDL 0.971 PQL ng/Kg J Z
2,3,7,8-TCDF 0.0286 JQ 0.0162 | MDL 0.971 PQL ng/Kg J V4
OCbD 1.87 JB 0.0193 | MDL 9.71 PQL ng/Kg u B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL. - SSFL Area IV Phase 3 Subarea 5A

8/2/2013 7:51:15 AM ADR version 1.7.0.207 Page 5 of 8



Lab Reporting Batch ID: PH051
EDD Filename: PrepPH051_v1
Method Category:

Sample ID:SL-847-SA5A-SB-0.0-0.5

Matrix:

Collected: 6/7/2013 9:45:00 AM

Data Qualifier Summary

Laboratory: LL

SO

Analysis Type: RES

eQAPP Name: CDM_SSFL_130705_Lan

Dilution: 1

Data
Lab Lab DL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual | Code
OCDF 0.184 JB |o00190] MDL | 971 o
Sample ID:SL-848-SA5A-SB-0.0-0.5 Collected: 6/7/2013 10:15:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte _Result | Qual | DL | Type | RL | Type | Units | Qual | Cod
1k,k2,3,4,6,k7,8-HPCDF 2.48 JB 0.0229 | MDL 4.84 PQL ng/Kg J Y4
1,2,3,4,7,8,9-HPCDF 0.248 JB 0.0168 | MDL 4.84 PQL ng/Kg V4
1,2,3,4,7,8-HxCDD 0.256 J 0.0313 | MDL 4.84 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.404 JB 0.0246 | MDL 4.84 PQL ng/Kg J z
1,2,3,6,7,8-HXCDD 0.709 JB 0.0327 | MDL 4.84 PQL ng/Kg J V4
1,2,3,6,7,8-HXCDF 0.227 JB 0.0251 { MDL 4.84 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.787 JB 0.0304 | MDL 4.84 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.315 JBQ 0.0175| MDL 4.84 PQL ng/Kg ] B
1,2,3,7,8-PECDD 0.214 JBQ 0.0304 | MDL 4.84 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.339 JB 0.0228 | MDL 4.84 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.207 JB 0.0158 | MDL 4.84 PQL ng/Kg J Z
2,3,4,7,8-PECDF 0.133 JBQ 0.0206 | MDL 4.84 PQL ng/Kg U B
2,3,7,8-TCDF 0.185 J 0.0331 | MDL 0.968 PQL ng/Kg J V4
OCDF 8.72 JB 0.0197 | MDL 9.68 PQL ng/Kg J Z

8270D SIM

Matrix:

SO

Sample ID:SL-827-SA5A-S$B-0.0-0.5

Collected: 6/7/2013 11:45:00

Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual | DL | Type | RL | Type | Units | Qual | Code
BENZO(B)FLUORANTHENE 1.5 J 0.67 MDL 1.7 PQL ug/Kg J z
BENZO(E)PYRENE 17 u 34 MDL 17 PQL ug/Kg w Q
BIS(2-ETHYLHEXYL)PHTHALATE 7.1 J 6.1 MDL 18 PQL ug/Kg J z
Diethylphthalate 18 U 6.1 MDL 18 PQL ug/Kg uJ Q
Di-n-octylphthalate 28 6.1 MDL 18 PQL ug/Kg J Q
FLUORANTHENE 1.5 J 0.67 MDL 1.7 PQOL ug/Kg J z
FLUORENE 0.75 J 0.67 MDL 1.7 PQL ug/Kg J z
NAPHTHALENE 0.69 J 0.67 MDL 1.7 PQL ug/Kg u F

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/2/2013 7:51:15 AM

ADR version 1.7.0.207
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Data Qualifier Summary
Lab Reporting Batch ID: PH051 Laboratory: LL
EDD Filename: PrepPH051_v1 eQAPP Name: CDM_SSFL_130705_Lan

8270D SIM Matrix: SO

Sample ID:S1.-827-SA5A-SB-0.0-0.5 Collected: 6/7/12013 11:45:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 14
Data
Lab Lab DL RL Review Reason
Analyte I | Result | Qual | DL | Type | RL | Type | Units | Qual |  Code
PHENANTHRENE 1.2 J 0.67 MDL 1.7 PQL ug/Kg J
PYRENE 1.3 J 0.67 MDL 1.7 PQL ug/Kg J Z
Sample ID:SL-846-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:15:00 AM  Analysis Type: RES-BASE/NEUTRAL
Data
Lab Lab DL RL Review
Analyte , I | Result | Qual | DL | Type | RL | Type | Units | Qual |
CHRYSENE 0.75 J 0.34 MDL 1.7 PQL ug/Kg J
DIBENZO(A,H)ANTHRACENE 0.71 J 0.69 MDL 1.7 PQL ug/Kg J
Sample ID:SL-847-SA5A-SB-0.0-0.5 Collected: 6/7/2013 9:45:00 AM  Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte — : Result | Qual | DL | Type | RL | Ty, Qual |

BENZO(B)FLUORANTHENE 0.84 J 0.67 MDL 1.7 PQL ug/Kg J

CHRYSENE 1.4 J 0.33 MDL 1.7 PQL ug/Kg J
Di-n-octylphthalate 13 J 6.0 MDL 18 PQL ug/Kg J
FLUORANTHENE 1.3 J 0.67 MDL 1.7 PQL ug/Kg J
PHENANTHRENE 0.83 J 0.67 MDL 1.7 PQL ug/Kg J

PYRENE 1.2 J 0.67 MDL 1.7 PQL ug/Kg J

Sample ID:SL-848-SA5A-SB-0.0-0.5 Collected: 6/7/2013 10:15:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Data
Lab Lab DL RL Review Reason

BENZO(A)PYRENE 0.87 J 0.66 MDL 1.7 PQL ug/Kg J Z
BENZO(G,H,)PERYLENE 0.88 J 0.66 MDL 1.7 PQL ug/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/2/2013 7:51:15 AM ADR version 1.7.0.207 Page 7 of 8



Data Qualifier Summary
Lab Reporting Batch ID: PH051 Laboratory: LL
EDD Filename: PrepPH051_v1 eQAPP Name: CDM_SSFL_130705_Lan
Reason Code Legend

Reason Code Description
B ~ Calibration Blank Contamination
B Method Blank Contamination

F Equipment Blank Contamination
F Field Blank Contamination

Matrix Spike Lower Estimation

Matrix Spike Upper Estimation

NIl O] ©

Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/2/2013 7:51:15 AM ADR version 1.7.0.207 Page 8 of 8
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Method Blank Outlier Report

Lab Reporting Batch ID: PH051
EDD Filename: PrepPH051_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

Method Blank

1.2,3,4,6,7,8-HPCDF
1,2,3,4,7,8,9-HPCDF

0.0640 ng/Kg
0.0329 ng/Kg

1,2,3,4,7,8-HxCDD 0.0884 ng/Kg
1,2,3,4,7,8-HXCDF 0.131 ng/Kg
1,2,3,6,7,8-HXCDD 0.0822 ng/Kg
1,2,3,6,7,8-HXCDF 0.122 ng/Kg
1,2,3,7,8,9-HXCDD 0.0979 ng/Kg
1,2,3,7,8,9-HXCDF 0.136 ng/Kg
1,2,3,7,8-PECDD 0.148 ng/Kg
1,2,3,7,8-PECDF 0.209 ng/Kg
2,3,4,6,7,8-HXCDF 0.0987 ng/Kg
2,3,4,7,8-PECDF 0.232 ng/Kg
2,3,7,8-TCDD 0.0457 ng/Kg
2,3,7,8-TCDF 0.0331 ng/Kg
OCDhD 0.435 ng/Kg
OCDF 0.128 ng/Kg

Associated

Sample ID Analysis Date Analyte Result Samples
BLK1650B371148 6/18/2013 11:48:00 AM 1,2,3,4,6,7,8-HPCDD 0.0445 ng/Kg SL-845-SA5A-SB-0.0-0.5

1,2,3,4,6,7,8-HPCDF 0.0586 ng/Kg SL-846-SA5A-SB-0.0-0.5

1,2,3,4,7,8 9-HPCDF 0.0448 ng/Kg SL-847-SA5A-8B-0.0-0.5

1,2,3,4,7,8-HXCDF 0.0411 ng/Kg SL-848-SA5A-SB-0.0-0.5

1,2,3,6,7,8-HXCDD 0.0389 ng/Kg

1,2,3,6,7,8-HXCDF 0.0374 ng/Kg

1,2,3,7,8,9-HXCDD 0.0490 ng/Kg

1,2,3,7,8,9-HXCDF 0.0753 ng/Kg

1,2,3,7,8-PECDD 0.0542 ng/Kg

1,2,3,7,8-PECDF 0.0711 ng/Kg

2,3,4,6,7,8-HXCDF 0.0261 ng/Kg

2,3,4,7,8-PECDF 0.0370 ng/Kg

OCDD 0.385 ng/Kg

OCDF 0.124 ng/Kg
BLK1680B370247 6/20/2013 2:47:00 AM 1,2,3,4,6,7,8-HPCDD 0.0960 ng/Kg SL-827-SA5A-SB-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-827-SA5A-5B-0.0-0.5(RES) 12.3.4.7.8.9-HPCDF " 0.155 ng/Kg 0.155U ng/Kg
SL-827-SABA-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.230 ng/Kg 0.230U ng/Kg
SL-827-SA5A-5B-0.0-0.5(RES) 1,2,3,4.7 8 HXCDF 0.160 ng/kg 0.160U ng/Kg
SL-827-SA5A-SB-0.0-0.5(RES) 1,2,3,6.7,8-HXCDF 0.183 ng/kg 0.183U ng/Kg
SL-827-SAA-5B-0.0-0.5(RES) 1,2,3.7.8,9-HXCDF 0.203 ng/Kg 0.203U ngiKg
SL-827-SA5A-SB-0.0-0.5(RES) 1,2,3.7,8-PECDD 0.106 ng/Kg 0.106U ng/Kg
SL-827-SABA-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.298 ng/kg 0.298U ng/Kg
SL-827-SA5A-SB-0.0.0.5(RES) 2,3,4,6,7,8-HXCDF 0.191 ngikg 0.191U ng/Kg
SL-827-SA5A-SB-0.0-0 5(RES) 2,3,4,7,8-PECDF 0.221 ngikg 0.221U ngiKg
SL-845-SABA-5B-0.0-0.5(RES) 1.2,3,7,8.9-HXCDF 0.287 ng/Kg 0.287U ng/kg
SL-846-SABA-SB-0.0-0.5(RES) 1,2,3.7,8 9-HXCDF 0.345 ng/Kg 0.345U ng/Kg
SL-847-SA5A-SB-0.0-0.5(RES) 1.2,3,4,6,7.8-HPCOD 0.206 ng/Kg 0.206U ng/Kg
SL-847-SABA-SB-0.0-0.5(RES) 1.2,3,4,6,7,8-HPCOF 0.0806 ng/Kg 0.0806U ng/Kg
SL-847-SAA-5B-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCOF 0.0485 ng/Kg 0.0465U ng/Kg
SL-847-SA5A-5B-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0583 ng/Kg 0.0583U ng/Kg
SL-847-SA5A-SB-0.0-0.5(RES) 1.2,3,6,7,8-HXCOD 0.0926 ngiKg 0.0926U ng/Kg
SL-847-SABA-SB-0.0-0.5(RES) 1.2,3,6.7,8-HXCDF 0.0642 ng/Kg 0.0642U ng/kg
SL-847-SA5A-SB-0.0-0.5(RES) 1,2,3,7.8.9-HXCDD 0.181 ng/Kg 0.181U ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
ADR version 1.7.0.207

8/2/2013 7:43:42 AM

Page 1 of 2




Lab Reporting Batch ID: PH051
EDD Filename: PrepPH051_v1

Method Blank Outlier Report

Laboratory: LL
e¢QAPP Name: CDM_SSFL_130705_Lan

Method Blank
Sample ID

Analysis Date

Associated

Analyte

Result

Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result b Flnal Result
SL-847-SABA-SB-0.0-0.5(RES) T1.2,3,7.8,9-HXCDF oMBngka | 01460 na/Kg
SL-847-SABA-SB-0.0-0.5(RES) 12,3.7,8-PECDD 0.0575 ng/Kg 0.0575U ngikg
SL-847-SABA-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0698 ng/Kg 0.0698U ng/Kg
SL-847-SA5A-SB-0.0-0.5(RES) 2,3,4,6.7,8-HXCDF 0.0242 ng/Kg 0.0242U ngiKg
SL-847-SA5A-5B-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0462 ng/Kg 0.0462U ngikg
SL-847-SABA-SB-0.0-0.5(RES) ocoD 1.87 ngikg 1.87U ng/kg
SL-847-SA5A-SB-0.0-0.5(RES) OCDF 0.184 ng/Kg 0.184U ng/kg
SL-848-SA5A-5B-0.0-0.5(RES) 1.2,3,7,8,9-HXCDF 0.315 ng/Kg 0.315U ng/Kg
SL-848-SABA-SB-0.0-0.5(RES) 1.2,3,7,.8-PECDD 0.214 ngiKg 0.214U ng/Kg
SL-848-SABA-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.339 ng/Kg 0.339U ng/Kg
SL-848-SABA-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.133 ng/Kg 0.133U ng/Kg

Method: ~ 6010C

Method Blank Associated
Sample ID AnaIyS|s Date Analyte Result Samples
P16037AB221 648 6/11/2013 4:4800 PM _ CALCIUM 1 mg/Kg SL-627-5A5A-SB-0.0-05
PHOSPHORUS 1.14 mg/Kg SL-846-SA5A-SB-0.0-0.5
TIN 1.50 mg/Kg SL-847-SA5A-SB-0.0-0.5
SL-848-SA5A-SB-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result ] Final Result
—————— S(RESITOT) ———— —— = mg/Kg —— 276U,mg/Kg
SL-846-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.96 mg/Kg 2.96U mg/Kg
SL-847-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.85 mg/Kg 2.85U mg/Kg
SL-848-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.82 mg/Kg 2.82U mg/Kg

Wethod:  6020A

Method Blank Associated
Sample ID AnaIyS|s Date Analyte Result Samples
P16037AB221759A 61112013 5:59:00 PV STRONTIUM 0.0780 mg/Kg SL.827-SA5A-5B-0.0-0.5

SL-846-SA5A-SB-0.0-0.5
SL-847-SA5A-SB-0.0-0.5
SL-848-SA5A-SB-0.0-0.5

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/2/2013 7:43:42 AM ADR version 1.7.0.207 Page 2 of 2



Field Blank Outlier Report

Lab Reporting Batch ID: PH051 Laboratory: LL
EDD Filename: PrepPH051_v1 : eQAPP Name: CDM_SSFL_130705_Lan
Method:  8270D SIM
SO

Field Blank Associated
Sample ID Collected Date Analyte Result Sampl

FB-041113(RES) 4/11/2013 3:00:00 PM 2-METHYLNAPHTHALENE 0.024 ug/L

SL-827 .0-0.
BIS{2-ETHYLHEXYL)PHTHALATE 0.082 ug/L SL-845-SA5A-SB-0.0-0.5
Diethyiphthalate 0.18 ug/L SL-846-SA5A-SB-0.0-0.5
Hexachloro-1,3-Butadiene 0.17 ug/L SL-847-SA5A-SB-0.0-0.5
NAPHTHALENE 0.17 ug/L SL-848-SA5A-SB-0.0-0.5
XYLENES, TOTAL 0.019 ug/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-827-SABA-SB-0.0-0.5(RES) NAPHTHALENE - T 06%ugKg | 17UugKg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
8/2/2013 7:40:41 AM ADR version 1.7.0.207 Page 1 of 1



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH051

Laboratory: LL
eQAPP Name: CDNM_SSFL_130705_Lan

(SL-827-SA5A-5B-0.0-0.5)

Matrix: SO

QC Sample ID

(Associated MS | MSD %R RPD Affected

Samples) Compound %R | %R | Limits | (Limits) Compounds Flag

SL-827-SA5A-SB-0.0-0.5MS Di-n-octylphthalate 209 306 |52.00-162.00 Di-n-octylphthalate
SL-827-SA5A-SB-0.0-0.5MSD J (all detects)
(SL-827-SA5A-5B-0.0-0.5)
SL-827-SA5A-SB-0.0-0.5MS  |BENZO(E)PYRENE - 69 |70.00-130.00 - BENZO(E)PYRENE Jall detects)
SL-827-SA5A-SB-0.0-0.5MSD | Diethylphthalate 67 71 | 76.00-127.00 - Diethylphthalate UJ(all non-detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/2/2013 7:40:20 AM

ADR versi

on 1.7.0.207

Page 1 of 1



Reporting Limit Outliers

Lab Reporting Batch ID: PH051 Laboratory: LL
EDD Filename: PrepPH051_v1 eQAPP Name: CDM_SSFL_130705_Lan
‘Method: 1613B
Matrix: SO
Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-827-SA5A-SB-0.0-0.5  |1,2,3,4,6,7,8-HPCDF JB 1.89 4.88 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.155 4.88 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.230 4.88 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.160 4.88 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.535 4.88 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.183 4.88 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.535 4.88 PQL | ng/Kg J (all detect
1,2,3,7,8,9-HXCDF JB 0.203 4.88 PQL | ng/Kg (all detects)
1,2,3,7,8-PECDD JBQ 0.106 4.88 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.298 4.88 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.191 4.88 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.221 4.88 PQL | ng/Kg
2,3,7,8-TCDF JBQ 0.181 0.975 PQL | ng/Kg
OCDF JB 6.08 9.75 PQL | ng/Kg
SL-845-SA5A-SB-0.0-0.5  |1,2,3,4,7,8,9-HPCDF JB 0.969 4.98 PQL | ng/Kg
1,2,3,4,7,8-HxCDD J 0.560 4.98 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.415 4.98 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 1.23 498 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.847 4,98 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 1.38 4.98 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB 0.287 4,98 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.406 4.98 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ 0.415 4.98 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.467 4.98 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ 0.420 4.98 PQL | ng/Kg
2,3,7,8-TCDD JQ 0.0807 0.996 PQL | ng/Kg
2,3,7,8-TCDF J 0.143 0.996 PQL | ng/Kg
SL-846-SA5A-SB-0.0-0.5  [1,2,3,4,6,7,8-HPCDF JB 4.94 5.02 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.502 5.02 PQL | ng/Kg
1,2,3,4,7,8-HxCDD J 0.403 5.02 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.394 5.02 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.926 5.02 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.268 5.02 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 1.10 5.02 PQL | ng/Kg
1.2.3.7.8.9-HXCDF JB | 0345 5.02 PQL | ng/Kg | ° (@lldetects)
1,2,3,7,8-PECDD JB 0.298 5.02 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.447 5.02 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.305 5.02 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.372 5.02 PQL | ng/Kg
2,3,7,8-TCDD J 0.0505 1.00 PQL | ng/Kg
2,3,7,8-TCDF J 0.181 1.00 PQL | ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Reporting Limit Outliers

Lab Reporting Batch ID: PH051 Laboratory: LL
EDD Filename: PrepPH051_v1 ¢QAPP Name: CDM_SSFL_130705_Lan

Lab Reportingi RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-847-SA5A-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDD JBQ 0.206 4.85 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0806 4.85 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0465 4.85 PQL ng/Kg
1,2,3,4,7,8-HxCDD Ja 0.0180 4.85 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0583 4.85 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.0926 4.85 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0642 4.85 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.181 4.85 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.146 4.85 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.0575 4.85 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0698 4.85 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0242 4.85 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.0462 4.85 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0294 0.971 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0286 0.971 PQL ng/Kg
OCcbD JB 1.87 9.71 PQL ng/Kg
OCDF JB 0.184 9.71 PQL ng/Kg
SL-848-SA5A-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 2.48 4.84 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.248 4.84 PQL ng/Kg
1,2,3,4,7,8-HxCDD J 0.256 4.84 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.404 4.84 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.709 4.84 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.227 4.84 PQL ng/Kg
1,2,3,7,8,9-HXCDD Js 0.787 4.84 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.315 4.84 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.214 4.84 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.339 4.84 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JB 0.207 4.84 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.133 4.84 PQL ng/Kg
2,3,7,8-TCDF J 0.185 0.968 PQL ng/Kg
OCDF JB 8.72 9.68 PQL ng/Kg

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-827-SA5A-SB-0.0-0.5 ANTIMONY J 0.602 4.01 PQL mg/Kg

ARSENIC J 3.85 4.01 PQL mg/Kg

BERYLLIUM J 0.590 1.00 PQL mg/Kg

BORON J 7.68 10.0 PQL mg/Kg

CADMIUM J 0.544 1.00 PQL mg/Kg J (all detects)

MOLYBDENUM J 0.508 2.00 PQL mg/Kg

SODIUM J 74.7 100 PQL mg/Kg

TIN J 2.76 10.0 PQL mg/Kg

Zirconium J 3.49 5.01 PQL mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Lab Reporting Batch ID: PH051

EDD Filename: PrepPH051_v1

Reporting Limit Outliers

Laboratory: LL

eQAPP Name: CDM_SSFL_130705_Lan

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-846-SA5A-SB-0.005 |ANTIMONY J 0.697 4.15 PQL | mg/Kg

BERYLLIUM J 0.761 1.04 PQL | mg/Kg

BORON J 7.96 10.4 PQL | mg/Kg

CADMIUM J 0.548 1.04 PQL | mg/Kg

MOLYBDENUM J 0.560 2.08 PQL |mgiKg| (@lldetects)

SODIUM J 85.5 104 PQL | mg/Kg

TIN J 2.96 10.4 PQL | mg/Kg

Zirconium J 3.7 5.19 PQL | mg/Kg
SL-847-SA5A-SB-0.005 |ANTIMONY J 0.814 3.91 PQL | mg/Kg

BERYLLIUM J 0.678 0.977 PQL | mg/Kg

BORON J 8.16 9.77 POL | mg/Kg

CADMIUM J 0.609 0.977 PQL | mg/Kg

MOLYBDENUM J 0.559 1.95 PQL |mgikg| o (@lldetects)

SODIUM J 76.3 97.7 PQL | mg/Kg

TIN J 2.85 9.77 PQL | mg/Kg

Zirconium J 3.90 4.88 PQL mg/Kg
SL-848-SABA-SB-0.005 _ |ANTIMONY J 0.681 3.95 PQL | mg/Kg

BERYLLIUM J 0.674 0.987 PQL | mg/Kg

BORON J 8.23 9.87 PQL | mg/Kg

CADMIUM J 0.628 0.987 PQL | mg/Kg

MOLYBDENUM J 0.545 1.97 PQL |mgiKg| Y (@lldetects)

SODIUM J 84.6 98.7 PQL | mg/Kg

TIN J 2.82 9.87 PQL | mg/Kg

Zirconium J 3.57 4.93 PQL mg/Kg
'Method: 602 :
Matrix: SO

Lab Reporting)| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-827-SABA-SB-0.0-05  [SILVER J | oose0 | o0.200 PQL |mg/Kg| J (all detects)
SL-846-SA5A-SB-0.005  |SELENIUM J 0.164 0.415 PQL | mg/Kg

SILVER J | 00467 0.208 PQL |mg/Kg| o (@lldetects)
SL-847-SA5A-SB-0.0-05 |SELENIUM J 0.128 0.391 PQL | ma/Kg

SILVER J | 00371 0.195 PQL |mgikg| (@lldetects)
SL-848-SA5A-SB-0.005 |SELENIUM ) 0.128 0.395 PQL | mg/Kg

SILVER J | oosi5 | o197 PQL |mgikg| Y (@lldetects)

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-827-SA5A-SB-0.0-05 |MERCURY J | 00144 | 00165 | PQL |mokKg| J (alldetects)
SL-846-SA5A-SB-0.0-0.5 |MERCURY J 0.0112 0.0168 PQL | mg/Kg J (all detects)
SL-847-SA5A-SB-0.0-0.5 MERCURY J 0.0109 0.0163 PQL mg/Kg J (all detects)
SL-848-SABA-SB-0.0-0.5 |MERCURY J 0.0153 0.0166 PQL | mg/Kg J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
ADR version 1.7.0.207
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Reporting Limit Outliers

Lab Reporting Batch ID: PH051 Laboratory: LL
EDD Filename: PrepPH051_v1 eQAPP Name: CDM_SSFL_130705_Lan
Method: 8270 SIM°
Matrix: SO
Lab Reportingl RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-827-SA5A-S$B-0.0-0.5  |BENZO(B)FLUORANTHENE J 15 1.7 PQL | ug/Kg

BIS(2-ETHYLHEXYL)PHTHALATE J 7.1 18 PQL | ug/Kg

FLUORANTHENE J 1.5 1.7 PQL | ug/Kg

FLUORENE J 0.75 1.7 PQL | ug/Kg J (all detects)

NAPHTHALENE J 0.69 1.7 PQL | ug/Kg

PHENANTHRENE J 1.2 1.7 PQL | ug/Kg

PYRENE J 1.3 1.7 PQL | ug/Kg
SL-848-SA5A-SB-0.0-0.5  |CHRYSENE J 0.75 1.7 PQL | ug/Kg J (all detects)

DIBENZO(A,H)ANTHRACENE J 0.71 1.7 PQL | ug/Kg
SL-847-SA5A-SB-0.0-0.5  |BENZO(B)FLUORANTHENE J 0.84 1.7 PQL | ug/Kg

CHRYSENE J 1.4 1.7 PQL | ug/Kg

Di-n-octylphthalate J 13 18 PQL ug/Kg

FLUORANTHENE J 13 17 PQL | uglKg | ¢ (8lldetects)

PHENANTHRENE J 0.83 1.7 PQL | ug/Kg

PYRENE J 1.2 1.7 PQL | ug/Kg
SL-848-SA5A-SB-0.0-0.5  |BENZO(A)PYRENE J 0.87 1.7 PQL | ug/Kg J (all detects)

BENZO(G,H,I)PERYLENE J 0.88 1.7 PQL | ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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LDG #__30037G4 VALIDATION COMPLETENESS WORKSHEET pate._7 [}

SDG #.___PH051 ADR Page:_\ of |
Laboratory:_Eurofins Lancaster Laboratories Reviewer:
2nd Reviewer: Sé

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
l. Technical holding times —" Sampling dates: @ /7/\/7)
Il. | ICP/MS Tune “
I1l. | Calibration _
V. |Blanks QA
V. | ICP Interference Check Sample (ICS) Analysis ,
VI. | Matrix Spike Analysis N 03
VII. | Duplicate Sample Analysis N CS
VIIl. | Laboratory Control Samples (LCS) Dpf (_/C/S
IX. | Internal Standard (ICP-MS) N
X. | Furnace Atomic Absorption QC N
XI. | ICP Serial Dilution /\[
XIl. §| Sample Result Verification N
Xlll. | Overall Assessment of Data N
—

XIV. | Field Duplicates

Y

XV | Field Blanks

E5 - 0609 ER=F3 oD

RTOH 7 )
Note: A = Acceptable ND = No compounds detected C D = Duplicate (, e \‘}'Ulq
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank

Validated Samples: Ly \\

1 | SL-827-SA5A-SB-0.0-0.5 11 21 31
2 | SL-846-SA5A-SB-0.0-0.5 12 22 32
3 | SL-847-SA5A-SB-0.0-0.5 13 23 33
4 | SL-848-SA5A-SB-0.0-0.5 14 24 : 34
5 15 25 35
6 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40
Notes:

30037G4W.wpd



\
LDC #:_ 30037G4 VALIDATION FINDINGS WORKSHEET Page:\ of
PB/ICB/CCB QUALIFIED SAMPLES Reviewer:

METHOD: Trace metals (EPA SW 864 Method 6010B/6020/7000) Soil preparation factor applied:___100x Reason: B 2nd Reviewer:_ {———
Sample Concentration units, unless otherwise noted:_ mg/Kg Associated Samples:__ All

Maximum) I Action

ICB/CCB?® Level
(mal/Kq) {uagll )
Mo " " 3.6 1.8 0.51 0.56 0.56 0.54

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet. These sample results were
qualified as not detected, "U".
Note:  a-The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.
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LDC #:_30037G4 VALIDATION FINDINGS WORKSHEET
Field Blanks

METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__ma/L Associated sample units:__ma/Kg Reason: F

Sampling date:__ 4/11/13 Soil factor applied 100x

Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:___All
Analyte| Blank ID Sample Identification

Reviewer:

2nd Reviewer:

| FB-041113 | Action 1 2 3 4

(SDG: Limit
PH029)
0.0036 1.8
| Mo 0.0036 1.8 0.51 0.56 0.56 0.54
Sampling date:___ 6/5/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples.___ All
|Anal tel Blank ID Sample Identification
EB1-060513 | Action 1 2 3 4
(SDG: Limit
PH047)
0.00045 0.225
Cd 0.00036 0.18
" Mo 0.0084 4.2 0.51 0.56 0.56 0.54

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

30037G4eb.wpd
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Attachment |

Sample ID Cross Reference and Data Review Level

30037Cov_SSFL.wpd



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
10-Jun-2013  SL-773-SA5A-SB-0.0-0.5 7088251 N 3050B 6010C n
10-Jun-2013 SL-773-SA5A-SB-0.0-0.5 7088251 N 3050B 6020A 1]
10-Jun-2013  SL-773-SA5A-SB-0.0-0.5 7088251 N 3546 8015M n
10-Jun-2013  SL-773-SA5A-S§B-0.0-0.5 7088251 N 3546 8081B m
10-Jun-2013 SL-773-SA5A-SB-0.0-0.5 7088251 N 3546 8270D SIM ]
10-Jun-2013  SL-773-SA5A-SB-0.0-0.5 7088251 N METHOD 1613B ]
10-Jun-2013  SL-773-SA5A-SB-0.0-0.5 7088251 N METHOD 7471B i
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5 7088252 N 3050B 6010C n
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5 7088252 N 3050B 6020A 1"
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5 7088252 N 3546 8015M I}
10-Jun-2013  SL-774-SA5A-$B-0.0-0.5 7088252 N 3546 8081B n
10-Jun-2013 SL-774-SA5A-SB-0.0-0.5 7088252 N 3546 8270D SIM 1
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5 7088252 N METHOD 1613B in
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5 7088252 N METHOD 7471B n
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5MS 7088253 MS 3050B 6010C i
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5MS 7088253 MS 3050B 6020A m
10-Jun-2013 SL-774-SA5A-SB-0.0-0.5MS 7088253 MS 3546 8015M i
10-Jun-2013 SL-774-SA5A-SB-0.0-0.5MS 7088253 MS 3546 8081B 1!
10-Jun-2013 SL-774-SA5A-SB-0.0-0.5MS 7088253 MS 3546 8270D SIM Hi
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5MS 7088253 MS METHOD 1613B 1
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5MS 7088253 MS METHOD 7471B 1
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5MSD 7088254 MSD 3050B 6010C 11
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5MSD 7088254 MSD 30508 6020A 1]l
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5MSD 7088254 MSD 3546 8015M n
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5MSD 7088254 MSD 3546 8081B i
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5MSD 7088254 MSD 3546 8270D SIM ]

il = EPA Level 3 Data Review N = Normal Sample

1V = EPA Level 4 Data Validation

FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Coliected Field Sample ID Lab Sample ID Type Method Method Level
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5MSD 7088254 MSD METHOD 1613B i
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5MSD 7088254 MSD METHOD 7471B I}
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5DUP 7088255 DUP 3050B 6010C 11
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5DUP 7088255 DUP 3050B 6020A n
10-Jun-2013  SL-774-SA5A-SB-0.0-0.5DUP 7088255 DUP METHOD 7471B Ll
10-Jun-2013  SL-1174-SA5A-SB-0.0-0.5 7088256 FD 3050B 6010C i
10-Jun-2013  SL-1174-SA5A-SB-0.0-0.5 7088256 FD 30508 6020A I
10-Jun-2013  SL-1174-SA5A-SB-0.0-0.5 7088256 FD 3546 8015M I
10-Jun-2013  SL-1174-SA5A-SB-0.0-0.5 7088256 FD 3546 8081B LI
10-Jun-2013  SL-1174-SA5A-SB-0.0-0.5 7088256 FD 3546 8270D SIM Hl
10-Jun-2013  SL-1174-SA5A-SB-0.0-0.5 7088256 FD METHOD 1613B i
10-Jun-2013  SL-1174-SA5A-SB-0.0-0.5 7088256 FD METHOD 7471B Hi
10-Jun-2013  SL-776-SA5A-SB-0.0-0.5 7088257 N 3050B 6010C I
10-Jun-2013  SL-776-SA5A-SB-0.0-0.5 7088257 N 3050B 6020A i
10-Jun-2013  SL-776-SA5A-SB-0.0-0.5 7088257 N 3546 8015M il
10-Jun-2013  SL-776-SA5A-SB-0.0-0.5 7088257 N 3546 8081B n
10-Jun-2013  SL-776-SA5A-SB-0.0-0.5 7088257 N 3546 8270D SIM i
10-Jun-2013  SL-776-SA5A-SB-0.0-0.5 7088257 N METHOD 1613B L
10-Jun-2013  SL-776-SA5A-SB-0.0-0.5 7088257 N METHOD 7471B mn
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0 7088258 N 3050B 6010C i
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0 7088258 N 3050B 6020A I
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0 7088258 N 3546 8015M il
10-Jun-2013  SL-776-SA5A-5B-6.0-7.0 7088258 N 3546 8081B i
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0 7088258 N 3546 8270D SIM I
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0 7088258 N METHOD 1613B 1t
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0 7088258 N METHOD 7471B I}

il = EPA Level 3 Data Review
|V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Samplie ID Lab Sample ID Type Method Method Level
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0MS 7088259 MS 3050B 6010C L
10-Jun-2013  SL-776-SA5A-5B-6.0-7.0MS 7088259 MS 3050B 6020A n
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0MS 7088259 MS 3546 8015M il
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0MS 7088259 MS 3546 8081B 1]
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0MS 7088259 MS 3546 8270D SIM mn
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0MS 7088259 MS METHOD 1613B i
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0MS 7088259 MS METHOD 7471B i
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0MSD 7088260 MSD 3050B 6010C i
10-Jun-2013 SL-776-SA5A-SB-6.0-7.0MSD 7088260 MSD 3050B 6020A Hi
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0MSD 7088260 MSD 3546 8015M L
10-Jun-2013  SL-776-SA5A-5B-6.0-7.0MSD 7088260 MSD 3546 8081B i
10-Jun-2013 SL-776-SA5A-SB-6.0-7.0MSD 7088260 MSD 3546 8270D SIM i
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0MSD 7088260 MSD METHOD 1613B 1]
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0MSD 7088260 MSD METHOD 7471B I
10-Jun-2013 SL-776-SA5A-SB-6.0-7.0DUP 7088261 DUP 30508 6010C Ll
10-Jun-2013  SL-776-SA5A-SB-6.0-7.0DUP 7088261 DUP 30508 6020A il
10-Jun-2013 SL-776-SA5A-SB-6.0-7.0DUP 7088261 DUP METHOD 7471B 1
10-Jun-2013  SL-1176-SA5A-SB-6.0-7.0 7088262 FD 3050B 6010C mn
10-Jun-2013  SL-1176-SA5A-SB-6.0-7.0 7088262 FD 3050B 6020A n
10-Jun-2013  SL-1176-SA5A-SB-6.0-7.0 7088262 FD 3546 8015M 1}
10-Jun-2013  SL-1176-SA5A-SB-6.0-7.0 7088262 FD 3546 8081B L
10-Jun-2013  SL-1176-SA5A-SB-6.0-7.0 7088262 FD 3546 8270D SIM i
10-Jun-2013  SL-1176-SA5A-SB-6.0-7.0 7088262 FD METHOD 1613B I
10-Jun-2013  SL-1176-SA5A-SB-6.0-7.0 7088262 FD METHOD 7471B 1

il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Attachment Il

Overall Data Qualification Summary

30037Cov_SSFL.wpd



Data Qualifier Summary

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PrepPH052 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: SO
Sample ID:SL-1174-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:10:00  Analysis Type: REA/TOT Dilution: 5
Data
Lab Lab DL RL Review Reason
Analyte ; Result Qual DL ’ Type RL ’Type Units | Qual ; Code
COPPER 103 | u Josaa| moL | 103 ]| PaL [mgkg| us ] QE
Sample ID:SL-1174-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:10:00  Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Resuit | Qual DL Type RL Type : Units ; “’Qua[ , ”C’ode
ANTIMONY 411 U 0.513 MDL 4.1 PQL mg/Kg ”UJ’ ’ k Q ’
ARSENIC 3.81 J 0.339 MDL 4.11 PQL mg/Kg J z
BERYLLIUM 0.641 J 0.0688 | MDL 1.03 PQL mg/Kg J z
BORON 4.55 J 0.852 MDL 10.3 PQL mg/Kg J 4
CADMIUM 0.561 J 0.0339| MDL 1.03 PQL mg/Kg J V4
MOLYBDENUM 0.860 J 0.175 MDL 2.05 PQL mg/Kg uJ B,FD, F
POTASSIUM 3340 13.9 MDL 103 PQL mg/Kg J Q
SODIUM 85.0 J 171 MDL 103 PQL mg/Kg J V4
TIN 2.87 J 0.226 MDL 10.3 PQL mg/Kg U B
Zirconium 1.28 J 0.852 MDL 5.13 PQL mg/Kg J Z,FD
Sample ID:SL-1176-SA5A-SB-6.0-7.0 Collected: 6/10/2013 11:40:00  Analysis Type: REA2/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code _
ANTIMONY 0.846 J 0.525 MDL 4.20 PQL mg/Kg J Z,Q
BERYLLIUM 0.671 J 0.0703 | MDL 1.05 PQL mg/Kg J z
BORON 2.23 J 0.871 MDL 10.5 PQL mg/Kg J Zz
CALCIUM 1630 4.22 MDL 21.0 PQL mg/Kg J Q
MOLYBDENUM 0.331 J 0.178 MDL 2.10 PQL mg/Kg U F
POTASSIUM 1830 14.2 MDL 105 PQL mg/Kg J Q
TIN 3.14 J 0.231 | MDL 10.5 PQL | mg/Kg u B
Zirconium 3.14 J 0.871 MDL 5.25 PQL mg/Kg J z
Sample ID:SL-773-SA5A-SB-0.0-0.5 Collected: 6/10/2013 8:35:00 Analysis Type: REAITOT Dilution: 10
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type ’Units Qual ‘ ;qu’e’ -
COPPER 19.9 | u | 180 | mpL l 199 | PaL | mgikg | u | QE

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 9:52:33 AM ADR version 1.7.0.207 Page 1 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PrepPH052 eQAPP Name: CDM_SSFL_130705_Lan

=

Matrix: SO
Sample ID:SL-773-SA5A-SB-0.0-0.5 Collected: 6/10/2013 8:35:00 Analysis Type: RES/TOT Dilution: 14
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
ANTIMONY 3.99 U 0.499 MDL 3.99 PQL mg/Kg ud ’ ’
ARSENIC 3.84 J 0.329 MDL 3.99 PQL mg/Kg J 4
BERYLLIUM 0.675 J 0.0668 | MDL 0.997 PQL mg/Kg J z
BORON 4.57 J 0.828 MDL 9.97 PQL mg/Kg J z
CADMIUM 0.529 J 0.0329 | MDL 0.997 PQL mg/Kg J z
MOLYBDENUM 1.05 J 0.170 MDL 1.99 PQL mg/Kg V] B,F
POTASSIUM 2180 13.5 MDL 99.7 PQL mg/Kg J
TIN 2.85 J 0.219 MDL 9.97 PQL mg/Kg ]
Zirconium 2.35 J 0.828 MDL 4.99 PQL mg/Kg J
Sample ID:SL-774-SA5A-SB-0.0-0.5 Collected: 6/10/2013 9:55:00 Analysis Type: REAITOT Dilution: 10
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units |_Qual Code
COPPER 200 | u [ 180 [ moL | 200 | PaL [mokg| us |  aE
Sample ID:SL-774-SA5A-SB-0.0-0.5 Collected: 6/10/2013 9:55:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual | Code _
ANTIMONY 4.00 U 0.500 MDL 4.00 PQL mg/Kg UJ Q
BERYLLIUM 0.812 J 0.0670 | MDL 1.00 PQL mg/Kg J z
BORON 4.9 J 0.830 MDL 10.0 PQL mg/Kg J 4
CADMIUM 0.511 J 0.0330 | MDL 1.00 PQL mg/Kg J z
MOLYBDENUM 1.62 J 0.170 MDL 2.00 PQL mg/Kg SN] B,FD, F
POTASSIUM 2170 13.5 MDL 100 PQL mg/Kg J Q
SODIUM 99.1 J 16.7 MDL 100 PQL mg/Kg J z
TIN 3.09 J 0.220 MDL 10.0 PQL mg/Kg U B
Zirconium 2.25 J 0.830 MDL 5.00 PQL mg/Kg J Z, FD
Sample ID:SL-776-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:45:00  Analysis Type: REA/TOT Dilution: 5
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual ; Code
COPPER 104 | U ]ogos | moL | 101 | PaL [mokg| w |  QE

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 9:52:33 AM ADR version 1.7.0.207 Page 2 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PrepPH052 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: SO
Sample ID:SL-776-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:45:00  Analysis Type: RES/TOT Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte Result Qual | DL Type | RL Type | Units | Qual _Code _
ANTIMONY 4.03 U 0.504 MDL 4.03 PQL mg/Kg ud Q ’
BERYLLIUM 0.580 J 0.0675| MDL 1.01 PQL mg/Kg J z
BORON 4.26 J 0.836 MDL 10.1 PQL mg/Kg J 4
CADMIUM 0.508 J 0.0332| MDL 1.01 PQL mg/Kg J Z
MOLYBDENUM 0.619 J 0.171 MDL 2.01 PQL mg/Kg U B, F
POTASSIUM 2710 13.6 MDL 101 PQL mg/Kg J
TIN 2.61 J 0.222 MDL 10.1 PQL mg/Kg U B
Zirconium 1.48 J 0.836 MDL 5.04 PQL mg/Kg J
Sample ID:SL-776-SA5A-SB-6.0-7.0 Collected: 6/10/2013 11:30:00  Analysis Type: REA2/TOT Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte , Result Qual DL Type | RL Type | Units | Qual | que :
ANTIMONY 0.735 k J 0.521 MDL 417 PQL mg/Kg J ’ Z,Q
BERYLLIUM 0.716 J 0.0698 | MDL 1.04 PQL mg/Kg J Z
BORON 2.53 J 0.865 MDL 10.4 PQL mg/Kg J z
CALCIUM 1620 4.19 MDL 20.8 PQL mg/Kg J Q
MOLYBDENUM 0.339 J 0.177 MDL 2.08 PQL mg/Kg U F
POTASSIUM 1520 141 MDL 104 PQL mg/Kg J Q
TIN 3.12 J 0.229 MDL 10.4 PQL mg/Kg U B
Zirconium 3.14 J 0.865 MDL 5.21 PQL mg/Kg J z

Matrix: SO

Sample ID:SL-1174-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:10:00  Analysis Type: REA/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
\Analyte Result Qualr DL Type RL Type | Units | Qual 1 Code
SELENIUM o197 | J | 0103 | moL | 0411 | PaL | mgikg | b | zaE
Sample ID:SL.-1174-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:10:00  Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL ; Type RkL Type Units ; Qual Code
SILVER 0.0459 J 0.0205| MDL 0.205 PQL mg/Kg J Z QE
STRONTIUM 24.3 0.0349 | MDL 0.411 PQL mg/Kg J QE
THALLIUM 0.277 0.0308 | MDL 0.205 PQL mg/Kg J QE

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 9:52:33 AM ADR version 1.7.0.207 Page 3 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PrepPH052 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: SO
Sample ID:SL-1176-SA5A-SB-6.0-7.0 Collected: 6/10/2013 11:40:00  Analysis Type: REA2/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
SILVER 0210 | U | 00210 moL | 0210 | PaL | mgikg [ ws ] FD
Sample ID:SL.-773-SA5A-SB-0.0-0.5 Collected: 6/10/2013 8:35:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units | Qual Code
SELENIUM 0186 | J | 00097 | mpL | 0399 | PaL | maikg B | zaE
Sample ID:SL-773-SA5A-SB-0.0-0.5 Collected: 6/10/2013 8:35:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
SILVER 0.0674 J 0.0199 | MDL 0.199 PQL mg/Kg J Z,QE
STRONTIUM 20.5 0.0339 | MDL 0.399 PQL mg/Kg J QE
THALLIUM 0.321 0.0299 [ MDL 0.199 PQL mg/Kg J QE
Sample ID:SL-774-SA5A-SB-0.0-0.5 Collected: 6/10/2013 9:55:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units _Qual kCode ,
SELENIUM 016 | [ 0.100 | MDL | 0400 | PaL | moKg | \ ZQE
Sample ID:SL-774-SA5A-SB-0.0-0.5 Collected: 6/10/2013 9:55:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result ; Qual DL Type RL Type Units , Qualyr ,Code _
SILVER 0.0444 J 0.0200 | MDL 0.200 PQL mg/Kg J Z,QE
STRONTIUM 22.6 0.0340| MDL 0.400 PQL mg/Kg J QE
THALLIUM 0.261 0.0300| MDL 0.200 PQL mg/Kg J QE
Sample ID:SLL-776-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:45:00  Analysis Type: REA/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units Qqal Code _
SELENIUM 0195 | J [oto1| mpL [o403 | PaL [mgkg| 4 | zZQE
Sample ID:SL-776-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:45:00  Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual _ que
SILVER 0.0256 J 0.0201 MDL 0.201 PQL mg/Kg J Z,Q,E
STRONTIUM 243 0.0342{ MDL 0.403 PQL mg/Kg J QE

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 9:52:33 AM ADR version 1.7.0.207 Page 4 of 12



Data Qualifier Summary
Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PrepPH052 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: SO
Sample ID:SL-776-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:45:00  Analysis Type: RESITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
THALLIUM 0302 | \o.osoz] moL | 0201 | PaL |mg/Kg| J | QE
Sample ID:SL-776-SA5A-SB-6.0-7.0 Collected: 6/10/2013 11:30:00  Analysis Type: REA2/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
SILVER 0.0319 | J .0.0208| MDL | 0.208 | PQL |mg/Kg| J | Z,FD

Matrix: SO
Sample ID:SL-1174-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:10:00  Analysis Type: RES/TOT Dilution: 14
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL | Type | Units | Qual | Code
MERCURY 00114 | 4 [ooto3| mDL |o0172] PaL [mokg | z
Sample ID:SL-774-SA5A-SB-0.0-0.5 Collected: 6/10/2013 9:55:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL ’Type Units ; Qual Code
MERCURY 00125 | J ‘o.ooggl MDL |o.o164| PQL |mg/Kg| J | z

Matrix: =~ SO

Sample ID:SL-1174-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:10:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte Result Qual DL Type RL | Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDD 0.690 JB 0.0258 | MDL 5.15 PQL ng/Kg J Z,FD
1,2,3,4,6,7,8-HPCDF 0.156 JB 0.00921| MDL 5.15 PQL ng/Kg uJ B, FD
1,2,3,4,7,8,9-HPCDF 0.0515 JBQ 0.0127 | MDL 5.15 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HxCDD 0.0762 JBQ 0.0231} MDL 5.156 PQL ng/Kg (UN] B, FD
1,2,3,4,7,8-HXCDF 0.0823 JB 0.0127{ MDL 5.15 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.197 JB 0.0243 | MDL 5.15 PQL ng/Kg uJ B, FD
1,2,3,6,7,8-HXCDF 0.116 JBQ 0.0116 } MDL 5.15 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.319 JBQ 0.0226 { MDL 5.15 PQL ng/Kg uJ B, FD
1,2,3,7,8,9-HXCDF 0.202 JBQ 0.0139 | MDL 5.15 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 9:52:33 AM ADR version 1.7.0.207 Page 5 of 12



Lab Reporting Batch ID: PH052

Data Qualifier Summary

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

T

Matrix: SO
Sample ID:SL-1174-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:10:00  Analysis Type: RES Dilution: 1
Data :
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
1,2,3,7,8-PECDD 0.225 JBQ 0.0310 | MDL 5.15 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.214 JBQ 0.0175 | MDL 5.15 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0798 JB 0.0125 MDL 5.15 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.109 JBQ 0.0172| MDL 5.15 PQL ng/Kg U B
2,3,7,8-TCDD 0.0501 JBQ 0.0242 | MDL 1.03 PQL ng/Kg uJ B, FD
2,3,7,8-TCDF 0.0391 JBQ 0.0214 | MDL 1.03 PQL ng/Kg U B
OCDD 7.33 JB 0.0268 | MDL 10.3 PQL ng/Kg J Z,FD
OCDF 0.314 JB 0.0261 | MDL 10.3 PQL ng/Kg uJ B,FD
Sample ID:SL-1176-SA5A-SB-6.0-7.0 Collected: 6/10/2013 11:40:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units | Qual Code )
1,2,3,4,6,7,8-HPCDD 0.137 JB 0.0294 [ MDL 5.35 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.0478 JBQ 0.0107 | MDL 5.35 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0450 JBQ 0.0144 | MDL 5.35 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HxCDD 0.0598 J 0.0199 | MDL 5.35 PQL ng/Kg J Z,FD
1,2,3,4,7, 8-HXCDF 0.0443 JB 0.0108 | MDL 5.35 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0413 JBQ 0.0211{ MDL 5.35 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0273 JBQ [0.00995( MDL 5.35 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0640 JBQ 0.0210( MDL 5.35 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0568 JB 0.0117 } MDL 5.35 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0460 JBQ 0.0309 | MDL 5.35 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0593 JBQ 0.0178 { MDL 5.35 PQL ng/Kg udJ B, FD
2,3,4,6,7,8-HXCDF 0.0446 JBQ [0.00984| MDL | 5.35 PQL | ng/Kg U B
2,3,4,7,8-PECDF 0.0561 JB 0.0164 | MDL 5.35 PQL ng/Kg uJ B, FD
2,3,7,8-TCDF 0.0313 JQ 0.0192 | MDL 1.07 PQL ng/Kg J Z,FD
OCDD 0.649 JB 0.0356 | MDL 10.7 PQL ng/Kg B
OCDF 0.107 JB 0.0325| MDL 10.7 PQL ng/Kg U B
Sample ID:SL-773-SA5A-SB-0.0-0.5 Collected: 6/10/2013 8:35:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL T’ype, RL ’ sze Units | Qual Code
1,2,3,4,7,8,9-HPCDF 0.660 JB 0.0277 | MDL 5.03 PQL ng/Kg J z
1,2,3,4,7,8-HxCDD 0.897 JB 0.0418 | MDL 5.03 PQL ng/Kg J Z
1,2,3,4,7,8-HXCDF 0.629 JB 0.0243 | MDL 5.03 PQL ng/Kg U B

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
ADR version 1.7.0.207

8/8/2013 9:52:33 AM

Page 6 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PrepPH052 eQAPP Name: CDM_SSFL_130705_Lan

Me
Matrix: SO
Sample ID:SL-773-SA5A-SB-0.0-0.5 Collected: 6/10/2013 8:35:00 Analysis Type: RES Dilution: 14
Data
Lab Lab DL RL Review Reason
Analyte Result Qual _ DL Type _RL Type | Units | Qual Code
1,2,3,6,7,8-HXCDD 2.37 JB 0.0443 | MDL 5.03 PQL ng/Kg J ’ V4 ‘
1,2,3,6,7,8-HXCDF 0.413 JB 0.0230 | MDL 5.03 PQL ng/Kg B
1,2,3,7,8,9-HXCDD 1.85 JB 0.0395 | MDL 5.03 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.613 JB 0.0437 | MDL 5.03 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.335 JB 0.0270 { MDL 5.03 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.454 JB 0.0245 | MDL 5.03 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.311 JB 0.0255{ MDL 5.03 PQL ng/Kg U B
2,3,7,8-TCDD 0.0534 JBQ 0.0301 | MDL 1.01 PQL ng/Kg U B
2,3,7,8-TCDF 0.208 JB 0.0456 | MDL 1.01 PQL ng/Kg J z
Sample ID:SL-774-SA5A-SB-0.0-0.5 Collected: 6/10/2013 9:55:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL | Type | Units | Qual | _ Code _
1,2,3,4,6,7,8-HPCDD 5.55 B 0.0305| MDL 5.09 PQL ng/Kg J FD
1,2,3,4,6,7,8-HPCDF 0.762 JB 0.0104 | MDL 5.09 PQL ng/Kg J Z,FD
1,2,3,4,7,8,9-HPCDF 0.0922 JBQ 0.0157 | MDL 5.09 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HxCDD 0.131 JBQ 0.0256 | MDL 5.09 PQL ng/Kg uJ B, FD
1,2,3,4,7,8-HXCDF 0.117 JBQ 0.0151{ MDL 5.09 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.453 JB 0.0268 ( MDL 5.09 PQL ng/Kg J Z,FD
1,2,3,6,7,8-HXCDF 0.109 JBQ 0.0133 | MDL 5.09 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.548 JB 0.0252 | MDL 5.09 PQL ng/Kg J Z,FD
1,2,3,7,8,9-HXCDF 0.284 JB 0.0166 | MDL 5.09 PQL ng/Kg ] B
1,2,3,7,8-PECDD 0.142 JBQ 0.0293 | MDL 5.09 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.171 JB 0.0177 | MDL 5.09 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0807 JBQ 0.0141 | MDL 5.09 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0936 JBQ 0.0166 | MDL 5.09 PQL ng/Kg U B
2,3,7,8-TCDD 1.02 U 0.0253 | MDL 1.02 PQL ng/Kg uJ FD
2,3,7,8-TCDF 0.0306 JBQ 0.0230| MDL 1.02 PQL ng/Kg U B
OCDD 64.9 B 0.0268 | MDL 10.2 PQL ng/Kg J Q,QFD
OCDF 2,08 JB 0.0277 | MDL 10.2 PQL ng/Kg J Z,FD
Sample ID:SL-776-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:45:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDF 144 | a8 Joons| moL | 497 | PaL [ngkg | 4 ] z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 9:52:33 AM ADR version 1.7.0.207 Page 7 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PrepPH052 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: SO
Sample ID:SL-776-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:45:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual _Code
1,2,3,4,7,8,9-HPCDF 0.128 JBQ 0.0169 | MDL 4,97 PQL ﬁg/Kg U B
1,2,3,4,7,8-HxCDD 0.268 JB 0.0277 { MDL 4.97 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.226 JB 0.0182 | MDL 4.97 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.847 JB 0.0302 | MDL 4.97 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.231 JB 0.0174 MDL 4.97 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 1.12 JB 0.0293 | MDL 497 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.249 JB 0.0208 | MDL 4.97 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.376 JB 0.0296 | MDL 4.97 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.370 JB 0.0199 | MDL 4.97 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.204 JBQ 0.0171 | MDL 4.97 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.273 JB 0.0188 | MDL 4.97 PQL ng/Kg U B
2,3,7,8-TCDD 0.103 JBQ 0.0222 | MDL 0.994 PQL ng/Kg U B
2,3,7,8-TCDF 0.0858 JB 0.0275| MDL 0.994 PQL ng/Kg U B
OCDF 3.16 JB 0.0243 | MDL 9.94 PQL ng/Kg J 4
Sample ID:SL-776-SA5A-SB-6.0-7.0 Collected: 6/10/2013 11:30:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte |__Result Qual DL Type ‘RL Type ’ Units | Qual (;qda
1,2,3,4,6,7,8-HPCDD 0.0947 JB 0.0216 | MDL 5.34 PQL ng/Kg u B
1,2,3,4,6,7,8-HPCDF 0.0482 JB 0.00590{ MDL 5.34 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0203 JB  [0.00901| MDL | 5.34 PQL | ng/Kg uJ B, FD
1,2,3,4,7,8-HxCDD 5.34 U 0.0174 | MDL 5.34 PQL | ng/Kg uJ FD
1,2,3,4,7,8-HXCDF 0.0481 JBQ |0.00955| MDL | 5.34 PQL | ng/Kg U B
1,2,3,6,7,8-HXCDD 0.0456 JBQ 0.0185| MDL 5.34 PQL ng/Kg u B
1,2,3,6,7,8-HXCDF 0.0260 JBQ [0.00815{ MDL 5.34 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.0464 JBQ 0.0179 | MDL 5.34 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0405 JBQ 0.0111| MDL 5.34 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.0362 JBQ 0.0310 ( MDL 5.34 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.0239 JBQ 0.0185 | MDL 5.34 PQL ng/Kg uJ B, FD
2,3,4,6,7,8-HXCDF 0.0315 JBQ [0.00901| MDL 5.34 PQL ng/Kg U B
2,3,4,7,8-PECDF 5.34 u 0.0176 | MDL | 5.34 PQL | ng/Kg uJ FD
2,3,7,8-TCDF 1.07 U 0.0240 | MDL 1.07 PQL ng/Kg uJ FD
OCDD 0.441 JB 0.0261 | MDL 10.7 PQL ng/Kg U B
OCDF 0.131 JB 0.0290 | MDL 10.7 PQL ng/Kg U

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 9:52:33 AM ADR version 1.7.0.207 Page 8 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH052
E

Sample ID:SL-1174-SA5A-SB-0.0-0.5

Matrix:

SO

Laboratory: LL

¢QAPP Name: CDM_SSFL_130705 Lan

Collected: 6/10/2013 10:10:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
EFH (C21-C30) 44 J 2.1 MDL 5.2 PQL | mg/Kg J z
EFH (C30-C40) 12 42 MDL 10 PQL | mg/Kg J FD
Sample ID:SL-774-SA5A-SB-0.0-0.5 Collected: 6/10/2013 9:55:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual | Code
EFH (C21-C30) 3.0 J 2.0 MDL 5.1 PQL | mg/Kg J Z,Q,Q
EFH (C30-C40) 6.8 J 4.1 MDL 10 PQL | mg/Kg J Z,Q,Q,FD
Sample ID:SL-776-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:45:00  Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units | Qual Code
EFH (C21-C30) 30 | 4 [ 20 [ wmoL| 51 | PaL [mekg| J | z

Sample ID:SL-773-SA5A-SB-0.0-0.5

" Matrix:

Collected: 6/10/2013 8:35:00

SO

Analysis Type: RES-BASE/NEUTRAL Dilution: 1

Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units | Qual Code
4,4-DDT 1.2 J 0.36 { MDL 1.7 PQL | ug/Kg J Z
ENDRIN ALDEHYDE 0.49 J 0.34 MDL 1.7 PQL ug/Kg J Z
Sample ID:SL-776-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:45:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
4,4'-DDE 0.52 J 0.33 MDL 1.7 PQL ug/Kg J Z
4,4'-DDT 0.82 J 0.35 MDL 1.7 PQL ug/Kg J Z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 9:52:33 AM

ADR version 1.7.0.207
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Data Qualifier Summary

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PrepPHO05 ¢QAPP Name: CDM_SSFL_130705_Lan
8270D SIM Matrix: SO
Sample ID:SL-1174-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:10:00  Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units | Qual Code
CHRYSENE 0.61 J 0.35 MDL 1.7 PQL ug/Kg J Z,FD
Di-n-octylphthalate 54 6.2 MDL 19 PQL ug/Kg J FD
Sample ID:SL-1176-SA5A-SB-6.0-7.0 Collected: 6/10/2013 11:40:00  Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
BENZO(A)PYRENE 1.8 U 0.72 MDL 1’.8 PQL ug/Kg k UJ T FD ’
CHRYSENE 0.50 J 0.36 MDL 1.8 PQL ug/Kg J 4
Sample ID:SL-773-SA5A-SB-0.0-0.5 Collected: 6/10/2013 8:35:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
1-METHYLNAPHTHALENE 0.69 J 0.67 MDL 1.7 PQL ug/Kg J
2-METHYLNAPHTHALENE 0.97 J 0.67 MDL 1.7 PQL ug/Kg J z
ANTHRACENE 0.92 J 0.34 MDL 1.7 PQL ug/Kg J VA
BENZO(E)PYRENE 5.2 J 3.4 MDL 17 PQL ug/Kg J Z
BIS(2-ETHYLHEXYL)PHTHALATE 6.3 J 6.0 MDL 18 PQL ug/Kg J z
DIBENZO(A,H)ANTHRACENE 0.88 J 0.67 MDL 1.7 PQL ug/Kg J Z
NAPHTHALENE 1.2 J 0.67 MDL 1.7 PQL ug/Kg J z
Sample ID:SL-774-SA5A-SB-0.0-0.5 Collected: 6/10/2013 9:55:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type | RL Type | Units | Qual Code
BENZO(A)PYRENE 17 U 0.68 MDL 1.7 PQL ug/Kg uJ L
CHRYSENE 17 U 0.34 MDL 1.7 PQL ug/Kg uJ FD
Di-n-octylphthalate 190 6.1 MDL 18 PQL ug/Kg J FD
Sample ID:SL.-776-SA5A-SB-0.0-0.5 Collected: 6/10/2013 10:45:00  Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte ‘ Result | Qual DL Type RL Type | Units Qual_| Code _
BENZO(B)FLUORANTHENE 1.1 J 0.67 MDL 1.7 PQL ug/Kg J
CHRYSENE 1.5 J 0.33 MDL 1.7 PQL ug/Kg J z
FLUORANTHENE 14 J 0.67 MDL 1.7 PQL ug/Kg J VA
PHENANTHRENE 1.1 J 0.67 MDL 1.7 PQL ug/Kg J z
PYRENE 1.1 J 0.67 MDL 1.7 PQL ug/Kg J V4

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 9:52:33 AM ADR version 1.7.0.207 Page 10 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PrepPH052 eQAPP Name: CDM_SSFL_130705_Lan

8270D SIM Matrix: SO

Sample ID:SL-776-SA5A-SB-6.0-7.0 Collected: 6/10/2013 11:30:00  Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte Result Qual | DL Type RL Type | Units | Qual Code
BENZO(A)PYRENE 0.79 J 0.71 MDL 1.8 PQL ug/Kg J Z FD
Butylbenzylphthalate 19 U 6.4 MDL 19 PQL ug/Kg uJ Q
CHRYSENE 0.66 J 0.36 MDL 1.8 PQL ug/Kg J Z,Q
Diethylphthalate 19 U 6.4 MDL 19 PQL ug/Kg uJ Q

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 9:52:33 AM ADR version 1.7.0.207 Page 11 of 12



Data Qualifier Summary

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PrepPH052 eQAPP Name: CDM_SSFL_130705_Lan

Reason Code Legend

Reason Code Description

B Calibration Blank Contamination

B Method Blank Contamination

E Laboratory Duplicate Precision

E Matrix Spike Precision

F Field Blank Contamination

FD Field Duplicate Precision

L Laboratory Control Spike Lower Estimation
L Laboratory Control Spike Upper Estimation

Laboratory Duplicate Precision

Matrix Spike Lower Estimation

Matrix Spike Lower Rejection

Matrix Spike Precision

Matrix Spike Upper Estimation

Surrogate/Tracer Recovery Upper Estimation

NJ ool o]l o)l of O

Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 9:52:33 AM ADR version 1.7.0.207 Page 12 of 12



Enclosure |
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Quality Control
Outlier Reports

PHO52



Lab Reporting Batch ID: PH052
EDD Filename: PH052_v1

Method Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_130705_Lan

Result

1.2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDD
1,2,3,7,8,9-HXCDF
1,2,3,7,8-PECDD
1.2,3,7,8-PECDF
2,3,4,6,7,8-HXCDF
2,3,4,7,8-PECDF
ocDD

OCDF

Method Blank Associated
Sample ID Analysis Date Analyte Samples
BLK1680B370247 6/20/2013 2:47:00 AM 1,2,3,4,6,7,8-HPCDD 0.0960 ng/Kg SL-1174-SA5A-SB-0.0-0.5
1,2,3,4,6,7,8-HPCDF 0.0640 ng/Kg SL-773-SA5A-SB-0.0-0.5
1,2,3,4,7,8,9-HPCDF 0.0329 ng/Kg SL-774-SA5A-SB-0.0-0.5
1,2,3,4,7,8-HxCDD 0.0884 ng/Kg SL-776-SA5A-SB-0.0-0.5
1,2,3,4,7,8-HXCDF 0.131 ng/Kg
1,2,3,6,7,8-HXCDD 0.0822 ng/Kg
1,2,3,6,7,8-HXCDF 0.122 ng/Kg
1,2,3,7,8,9-HXCDD 0.0979 ng/Kg
1,2,3,7,8,9-HXCDF 0.136 ng/Kg
1,2,3,7,8-PECDD 0.148 ng/Kg
1,2,3,7,8-PECDF 0.209 ng/Kg
2,3,4,6,7,8-HXCDF 0.0987 ng/Kg
2,3,4,7,8-PECDF 0.232 ng/Kg
2,3,7,8-TCDD 0.0457 ng/Kg
2,3,7,8-TCDF 0.0331 ng/Kg
OCDD 0.435 ng/Kg
OCDF 0.129 ng/Kg
BLK1680B370529 6/21/2013 5:29:00 AM 1,2,3,4,6,7,8-HPCDD 0.0749 ng/Kg SL-1176-SA5A-SB-6.0-7.0
1,2,3,4,6,7,8-HPCDF 0.0373 ng/Kg SL-776-SA5A-SB-6.0-7.0
1,2,3,4,7,8.9-HPCDF 0.0515 ng/Kg
1,2,3,4,7,8-HXCDF 0.0403 ng/Kg
1,2,3,6,7,8-HXCDD 0.0405 ng/Kg

0.0283 ng/Kg
0.0408 ng/Kg
0.0318 ng/Kg
0.0730 ng/Kg
0.0666 ng/Kg
0.0413 ng/Kg
0.0469 ng/Kg
0.399 ng/Kg
0.0900 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-1174-SABA-SB-0.0-0.5(RES) T1.23.4.6.7.8-HPCDF T 0.156 ngiKg ] oWg_—T
SL-1174-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0515 ng/Kg 0.0515U ng/Kg
SL-1174-SA5A-$B-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.0762 ng/Kg 0.0762U ng/Kg
SL-1174-SASA-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0823 ng/Kg 0.0823U ng/Kg
SL-1174-SA5A-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.197 ng/Kg 0.197U ng/Kg
SL-1174-SA5A-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.116 ng/Kg 0.116U ng/Kg
SL-1174-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.319 ng/Kg 0.319U ng/Kg
SL-1174-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.202 ng/Kg 0.202U ng/Kg
SL-1174-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.225 ng/Kg 0.225U ng/Kg
SL-1174-SA5A-$B-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.214 ng/Kg 0.214U ng/Kg
SL-1174-SASA-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0798 ng/Kg 0.0798U ng/Kg
SL-1174-SA5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.108 ng/Kg 0.109U ng/Kg
SL-1174-SA5A-SB-0.0-0.5(RES) 2,3,7,8-TCDD 0.0501 ng/Kg 0.0501U ng/Kg
SL-1174-SA5A-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0391 ng/Kg 0.0391U ng/Kg
SL-1174-SA5A-SB-0.0-0.5(RES) OCDF 0.314 ng/Kg 0.314U ng/Kg
SL-1176-SASA-SB-6.0-7.0(RES) 1,2,3,4,6,7,8-HPCDD 0.137 ng/Kg 0.137U ng/Kg
SL-1176-SA5A-SB-6.0-7.0(RES) 1,2,3,4,6,7,8-HPCDF 0.0478 ng/Kg 0.0478U ng/Kg
SL-1176-SABA-SB-6.0-7.0(RES) 1,2,3,4,7,8,9-HPCDF 0.0450 ng/Kg 0.0450U ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/7/2013 6:59:41 AM

ADR version 1.7.0.207

Page 1 of 4



Method Blank Outlier Report

Lab Reporting Batch ID: PH052

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
The following samples and their listed target analytes were qualified due to contamination reported in this blank
Reported Modified
Sample ID Analyte Result Final Result
SL-1176-SA5A-SB-6.0-7.0(RES) 123478HXCOF 70,0443 ngikg T0.0443U ngiKg
8L-1176-SA5A-SB-6.0-7.0(RES) 1,2,3,6,7,8-HXCDD 0.0413 ng/Kg 0.0413U ng/Kg
SL-1176-SASA-SB-6.0-7.0(RES) 1,2,3,6,7,8-HXCDF 0.0273 ng/Kg 0.0273U ng/Kg
SL-1176-SA5A-SB-6.0-7.0(RES) 1,2,3,7,8,9-HXCDD 0.0640 ng/Kg 0.0640U ng/Kg
SL-1176-SA5A-SB-6.0-7.0(RES) 1,2,3,7,8,9-HXCDF 0.0568 ng/Kg 0.0568U ng/Kg
SL-1176-SA5A-SB-6.0-7.0(RES) 1,2,3,7,8-PECDD 0.0460 ngiKg 0.0460U ngiKg
SL-1176-SA5A-SB-6.0-7.0(RES) 1,2,3,7,8-PECDF 0.0593 ng/Kg 0.0593U ng/Kg
SL-1176-SA5A-SB-6.0-7.0(RES) 2,3,4,6,7,8-HXCDF 0.0446 ng/Kg 0.0446U ng/Kg
SL-1176-SA5A-SB-6.0-7.0(RES) 2,3,4,7,8-PECDF 0.0561 ng/Kg 0.0561U ngiKg
SL-1176-SASA-SB-6.0-7.0(RES) oCcDD 0.649 ng/Kg 0.649U ng/Kg
SL-1176-SASA-SB-6.0-7.0(RES) OCDF 0.107 ng/Kg 0.107U ngiKg
8L-773-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.629 ng/Kg 0.629U ngiKg
SL-773-SA5A-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCOF 0.413 ng/Kg 0.413U ngiKg
SL-773-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.613 ng/Kg 0.613U ng/Kg
SL-773-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.335 ng/Kg 0.335U ngiKg
SL-773-SA5A-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.454 ng/Kg 0.454U ngiKg
SL-773-SA5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.311 ngiKg 0.311U ng/Kg
SL-773-SA5A-SB-0.0-0.5(RES) 2,3,7,8-TCDD 0.0534 ng/Kg 0.0534U ng/Kg
SL-774-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0922 ng/Kg 0.0922U ng/Kg
SL-774-SASA-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.131 ng/Kg 0.131U ngikg
SL-774-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.117 ng/iKg 0.117U ngiKg
SL-774-SA5A-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.109 ngiKg 0.109U ng/Kg
SL-774-SASA-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.284 ng/Kg 0.284U ng/Kg
SL-774-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.142 ng/Kg 0.142U ng/Kg
SL-774-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.171 ng/Kg 0.171U ng/Kg
SL-774-SA5A-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0807 ng/Kg 0.0807U ngiKg
SL-774-SASA-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0936 ng/Kg 0.0936U ng/Kg
SL-774-SA5A-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0306 ng/Kg 0.0306U ng/Kg
SL-776-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.128 ng/Kg 0.128U ng/Kg
SL-776-SASA-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.268 ng/Kg 0.268U ng/Kg
SL-776-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.226 ng/Kg 0.226U ng/Kg
SL-776-SA5A-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.231 ng/Kg 0.231U ngiKg
SL-776-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDF 0.249 ng/Kg 0.249U ngiKg
SL-776-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.376 ng/Kg 0.376U ng/Kg
SL-776-SASA-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.370 ng/Kg 0.370U ng/Kg
SL-776-SA5A-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.204 ng/Kg 0.204U ngiKg
SL-776-SA5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.273 ng/Kg 0.273U ng/Kg
SL-776-SA5A-SB-0.0-0.5(RES) 2,3,7,8-TCDD 0.103 ng/Kg 0.103U ng/Kg
SL-776-SA5A-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0858 ng/Kg 0.0858U ng/Kg
SL-776-SASA-SB-6.0-7.0(RES) 1,2,3,4,6,7,8-HPCDD 0.0947 ng/Kg 0.0947U ngiKg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Lab Reporting Batch ID: PH052
EDD Filename: PH052_v1

“1613B

Method Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_130705_Lan

Method Blank
Sample ID

Analyte

AnaIyS|s Date

Result

The foIIowmg samples and their listed target analytes were qualified due to contamination reported in this blank

Associated
Samples

Reported Modified
Sample ID Analyte Result Final Result
SL-776-SABA-SB-6.0-7.0(RES) 1,2.3.4.6,7.8-HPCDF 0.0482 ng/Kg T0.04820 ngikg
SL-776-SABA-SB-6.0-7.0(RES) 1,2.3.4,7.8.9-HPCDF 0.0203 ng/Kg 0.0203U ng/Kg

SL-776-SA5A-SB-6.0-7.0(RES)

1,2,3,4,7,8-HXCDF

0.0481 ng/Kg

0.0481U ng/Kg

SL-776-SA5A-SB-6.0-7.0(RES)

1,2,3,6,7,8-HXCDD

0.0456 ng/Kg

0.0456U ng/Kg

SL-776-SA5A-SB-6.0-7.0(RES) 1,2,3,6,7,8-HXCDF 0.0260 ng/Kg 0.0260U ng/Kg
SL-776-SA5A-SB-6.0-7.0(RES) 1,2,37,8,9-HXCDD 0.0464 ngiKg 0.0464U ng/Kg
SL-776-SABA-SB-6.0-7.0(RES) 1,2,3,7,8,9-HXCOF 0.0405 ng/Kg 0.0405U ng/Kg
SL-776-SA5A-SB-6.0-7.0(RES) 1,2,3,7,8-PECDD 0.0362 ng/Kg 0.0362U ng/kg
SL-776-SA5A-SB-6.0-7.0(RES) 1,2,3,7,8-PECDF 0.0239 ng/Kg 0.0239U ngiKg
SL-776-SA5A-5B-6.0-7.0(RES) 2,3,4,6,7,8-HXCDF 0.0315 ngiKg 0.0315U ng/Kg
SL-776-SA5A-SB-6.0-7.0(RES) oCcDD 0.441 ng/Kg 0.441U ng/Kg
SL-776-SA5A-SB-6.0-7.0(RES) OCDF 0.131 ng/Kg 0.131U ng/kg

6010C

Method Blank Associated

Sample ID AnaIyS|s Date Analyte Result Samples

P16437DB221956 611812013 7:56:00 PM CALCIUM 500 mg/Kg SL-1174-SA5A-56-0.0-05 _
PHOSPHORUS 1.15 mg/Kg SL-773-SA5A-SB-0.0-0.5
TIN 1.37 mg/Kg SL-774-SA5A-5B-0.0-0.5

SL-776-SA5A-SB-0.0-0.5

P16737AB221426 6/18/2013 2:26:00 PM PHOSPHORUS 1.25 mg/Kg SL-1176-SA5A-SB-6.0-7.0

TIN 1.37 mg/Kg SL-776-SA5A-SB-6.0-7.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Fmal Result
SL-1174-SABA-SB-0.0-0.5(RESTTOT) N 2,87 mglKg 287UmgkKg
SL-1176-SA5A-SB-6.0-7.0(REA2/TOT) TIN 3.14 mg/Kg 3.14U mg/Kg
SL-773-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.85 mg/Kg 2.85U mg/Kg
SL-774-SA5A-SB-0.0-0.5(RES/TOT) TIN 3.09 mg/Kg 3.09U mg/Kg
SL-776-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.61 mg/Kg 2.61U mg/Kg
SL-776-SA5A-SB-6.0-7.0(REA2/TOT) TIN 3.12 mg/Kg 3.12U mg/Kg

6020A

Method Blank Associated
Sample ID Analysxs Date Analyte Result Samples
P16437DB220652A 611912013 6:32:00 AM STRONTIUM 0.0351 mg/Kg SL1174-SASA-SB-0.0-05

SL-773-SA5A-SB-0.0-0.5
SL-774-SA5A-SB-0.0-0.5
SL-776-SA5A-SB-0.0-0.5

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Method Blank Outlier Report

Lab Reporting Batch ID: PH052

Laboratory: LL
EDD Filename: PH052_v1

eQAPP Name: CDM_SSFL_130705_Lan

Method:  6020A

Matrix: SO
Method Blank Associated
Sample ID Analysis Date Analyte Result Samples

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/7/2013 6:59:41 AM ADR version 1.7.0.207 Page 4 of 4



Lab Reporting Batch ID: PH052
EDD Filename: PH052_v1

Field Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_130705_Lan

0.0036 mg/L

Field Blank Associated

Sample ID Collected Date Analyte Result B Samples

FB-041113(REA2) 4/11/2013 3:00:00 PM COPPER 0.0036 mg/L SL-1174-SA5A-$B-0.0-0.5
MOLYBDENUM

SL-1176-SA5A-SB-6.0-7.0
SL-773-SA5A-SB-0.0-0.5
SL-774-SA5A-SB-0.0-0.5
SL-776-SA5A-SB-0.0-0.5
SL-776-SA5A-SB-6.0-7.0

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-1174-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM T0860mgKg |  0860UmgiKg
SL-1176-SA5A-SB-6.0-7.0(REA2/TOT) MOLYBDENUM 0.331 mg/Kg 0.331U mg/Kg
SL-773-SA5A-SB-0.0-0.6(RES/TOT) MOLYBDENUM 1.05 mg/Kg 1.05U mg/Kg
SL-774-SABA-SB-0.0-0.5(RES/TOT) MOLYBDENUM 1,62 mg/Kg 1.62U mg/Kg
SL-776-SABA-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.619 mg/Kg 0.619U mg/Kg
SL-776-SA5A-SB-6.0-7.0(REA2/TOT) MOLYBDENUM 0.339 mg/Kg 0.339U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/7/2013 7:11:53 AM
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Surrogate Outlier Report

Lab Reporting Batch ID: PH052

Laboratory: LL

EDD Filename: PH052_v1 eQAPP Name: CDM_SSFL_130705_Lan
Method: 8081B
Matrix: SO .
Sample ID Sample % Recovery Affected
(Analysis Type) Surrogate % Recovery Limits Compounds Flag
SL-776-SA5A-SB- |DECACHLOROBIPHENYL 122 20.00-120.00 All Target Analytes J (all detects)
6.0-7.0

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
8/2/2013 9:34:39 AM ADR version 1.7.0.207 Page 1 of 1



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH052
EDD Filename: PH052_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

26 (20.00)

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R %R Limits (Limits) Compounds Flag

SL-774-SA5A -SB-0.0-0.5MS  |EFH (C12-C14) - - | 49.00-123.00 | 24 (20.00) |EFH (C12-C14)

SL-774-SA5A -SB-0.0-0.5MSD  |EFH (C15-C20) - 178 | 49.00-123.00 | 47 (20.00) |EFH (C15-C20)

(SL-774-SA5A -SB-0.0-0.5) EFH (C21-C30) 146 340 |[49.00-123.00 | 62(20.00) |EFH (C21-C30) J (all detects)
EFH (C30-C40) 161 483 | 49.00-123.00 | 71(20.00) |EFH (C30-C40)
EFH (C8-C11) - - | 49.00-123.00 EFH (C8-C11)

SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R _| %R Limits | (Limits) | _ Compounds Flag
SL-776-SA5A -SB-6.0-7.0MSD [METHOXYCHLOR - 231 | 34.00-168.00 | 67 (50.00) |METHOXYCHLOR

(SL-776-SA5A -§B-6.0-7.0)

J(all detects)

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R %R Limits | (Limits) Compounds Flag
SL-776-SA5A -SB-6.0-7.0MSD |EFH (C15-C20) - 174 | 49.00-123.00 | 49(20.00) |EFH (C15-C20) No Qual
(SL-776-SA5A -SB-6.0-7.0) EFH (C21-C30) - 1702 | 49.00-123.00 | 176 (20.00) |EFH (C21-C30) D.|°t d”g't
EFH (C30-C40) - 4133 | 49.00-123.00 | 191 (20.00) |EFH (C30-C40) fluted Ou

SL-774-SA5A -SB-0.0-0.5MSD
(SL-774-SA5A -SB-0.0-0.5)

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples)’ Compound %R nE %R Limits | (Limits) Compounds _Flag
SL-774-SA5A-SB-0.0-0.5MS  |OCDD 183 - |40.00-135.00 | 68(20.00) |OCDD

J(all detects)

SL -776-SA5A -SB-0.0-0.5)

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R %R Limits (Limits) Compounds Flag
SL-774-SA5A -SB-0.0-0.5MS  [ALUMINUM 2568 | 2305 |75.00-125.00 - ALUMINUM
(TOT) CALCIUM 144 135 | 75.00-125.00 - CALCIUM
SL-774-SA5A -SB-0.0-0.5MSD  |IRON 930 510 | 75.00-125.00 - IRON J(all detects)
(TOT) MAGNESIUM 179 144 | 75.00-125.00 - MAGNESIUM )
(SL-1174-SA5A -SB-0.0-0.5 MANGANESE 131 129 | 75.00-125.00 - MANGANESE Al, Ca, Fe, Mg, Mn, Ti,
SL -773-SA5A -SB-0.0-0.5 POTASSIUM 142 136 | 75.00-125.00 POTASSIUM No Qual, >4x
SL -774-SA5A -SB-0.0-0.5 TITANIUM 361 310 | 75.00-125.00 - TITANIUM

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
ADR version 1.7.0.207
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH052
EDD Filename: PH052_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

‘Method:
Matrix: SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
_____Samples) | Compound _ %R | %R | Limits | (Limits) | __Compounds Flag
SL-774-SABA-SB-0.0-0.5MS _ |ANTIMONY 59 59 | 75.00-125.00 = |ANTIMONY
(ToT) COPPER 34 51 | 75.00-125.00 | 40(20.00) |COPPER
SL-774-SASA -SB-0.0-0.5MSD
(ToT)

(SL-1174-SA5A -SB-0.0-0.5
SL -773-SA5A -$B-0.0-0.5
SL -774-SA5A-SB-0.0-0.5
SL -776-SAS5A -SB-0.0-0.5)

J(all detects)
UJ(all non-detects)

Method: 6020A

Matrix: SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) ___Compound _ %R %R Limits | (Limits) Compounds Flag
SL-774-SA5A -5B-0.0-0.5MS  |SILVER 152 - 75.00-125.00 | 30 (20.00) |SILVER
(ToT) STRONTIUM 300 - | 75.00-125.00 | 37(20.00) [STRONTIUM
SL-774-SAS5A -SB-0.0-0.5MSD | THALLIUM 181 - |75.00-125.00 | 28(20.00) |THALLIUM
(TOT) J(all detects)
(SL-1174-SA5A -SB-0.0-0.5 UJ(all non-detects)
SL -773-SA5A-SB-0.0-0.5
SL -774-SA5A -SB-0.0-0.5
SL -776-SA5A -SB-0.0-0.5)
SL-774-SA5A-SB-0.0-0.5MS  |SELENIUM 147 - [75.00-125.00 | 33(20.00) |SELENIUM

(Tom

SL-774-SA5A -SB-0.0-0.5MSD
(ToT)

(SL-1174-SA5A -SB-0.0-0.5
SL -773-SABA-5B-0.0-0.5

SL -774-SA5A-SB-0.0-0.5

SL -776-SA5A -SB-0.0-0.5)

J(all detects)
UJ(all non-detects)

‘Method: 8270D SIM

Matrix: SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R %R Limits | (Limits) Compounds Flag
SL-776-SA5A-SB-6.0-7.0MSD  |BIS(2-ETHYLHEXYL)PHTHALAT - - |=9.00-167.00 | 31(30.00) |BIS(2-ETHYLHEXYL)PHTHALA
(SL-776-SASA -SB-6.0-7.0) CHRYSENE - - |29.00-148.00 | 48 (30.00) |CHRYSENE J(all detects)
DIBENZO(A,H)ANTHRACENE - - 134.00-125.00 | 35(30.00) |DIBENZO(AH)ANTHRACENE
Di-n-octylphthalate - - |52.00-162.00 | 57 (30.00) |Di-n-octylphthalate
SL-776-SA5A-SB-6.0-7.0MS  |Butylbenzylphthalate 51 - |59.00-153.00 | 65(30.00) [Butylbenzylphthalate J(all dotects
SL-776-SA5A -SB-6.0-7.0MSD [Diethyiphthalate 65 - | 76.00-127.00 - Diethylphthalate ( cts)

(SL-776-SA5A -SB-6.0-7.0)

UJ(all non-detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PH052_v1 eQAPP Name: CDM_SSFL_130705_Lan
‘Method: 6010C
Matrix: SO

QC Sample ID

(Associated MS | MSD %R RPD Affected

Samples) , Compound %R | %R Limits | (Limits) Compounds Flag

SL-776-SA5A -SB-6.0-7.0MS  [ALUMINUM 1829 | 1645 [75.00-125.00 - ALUMINUM Jall detect
(ToT) CALCIUM - 130 | 75.00-125.00 - CALCIUM (all detects)
SL-776-SA5A -SB-6.0-7.0MSD |MAGNESIUM 241 165 | 75.00-125.00 - MAGNESIUM Al M. Ti
(Tom POTASSIUM 139 130 | 75.00-125.00 - POTASSIUM No 'ngi' ax
(SL-1176-SA5A -SB-6.0-7.0 TITANIUM 262 267 | 75.00-125.00 - TITANIUM '
SL -776-SASA -SB-6.0-7.0)
SL-776-SA5A -SB-6.0-7.0MS  |IRON 3374 | -244 [75.00-125.00 - IRON
{ToT)
SL-776-SA5A -SB-6.0-7.0MSD Fe,
(TOT) No Qual, >4x
(SL-1176-SABA -SB-6.0-7.0
SL -776-SA5A -SB-6.0-7.0)
SL-776-SA5A -SB-6.0-7.0MS  |ANTIMONY 66 64 | 75.00-125.00 - ANTIMONY
(ToT)
SL-776-SA5A -SB-6.0-7.0MSD Jall detects)
(ToT UJ(all non-detects)
(SL-1176-SA5A-SB-6.0-7.0
SL -776-SA5A -SB-6.0-7.0)

8270D SIM
SO
QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) ____Compound %R | %R | Limits | (Limits) | __ Compounds | __ Flag |
SL-774-SA5A-SB-0.0-0.5MS | Di-n-octylphthalate 74 -424 | 52.00-162.00 | 115 (30.00) |Di-n-octylphthalate No Qual. >4x
SL-774-SA5A -SB-0.0-0.5MSD '
(SL-774-SASA -SB-0.0-0.5)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Lab Duplicate Outlier Report

Lab Reporting Batch ID: PH052

Method:™ 601

EDD Filename: PH052_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

SO
QC Sample ID
(Associated Sample eQAPP
Sample ID) Analyte RPD RPD Flag
SL-774-SA5A-SB-0.0-0.5DUP _ |MOLYBDENUM 45 20.00 T
TOT) Zirconium 24 20.00
(SL-1174-SA5A-SB-0.0-0.5 No Qual,

SL -773-SA5A-SB-0.0-0.5
SL -774-SA5A-SB-0.0-0.5
SL -776-SA5A -SB-0.0-0.5)

OK by Difference

S0

SL -773-SA5A-SB-0.0-0.5
SL -774-SA5A-SB-0.0-0.5

QC Sample ID
(Associated Sample eQAPP
Sample ID) Analyte RPD RPD Flag
SL-774-SA5A-SB-0.0-0.5DUP SELENIUM 30 20.00
TOT) SILVER 42 20.00
(SL-1174-SA5A-SB-0.0-0.5 THALLIUM 23 20.00 No Qual,

OK by Difference

SL -776-SA5A -SB-0.0-0.5)

QC Sample ID
(Associated Sample eQAPP
Sample ID) Analyte RPD RPD Flag
SL-776-SA5A-SB-6.0-7.0DUP MOLYBDENUM 33 20.00
TOT) No Qual,
(SL-1176-SA5A-SB-6.0-7.0 OK by Difference

SL-776-SA5A-5B-6.0-7.0)

SL-776-SA5A-5B-6.0-7.0)

SO
QC Sample ID
(Associated Sample eQAPP
Sample ID) Analyte RPD RPD Flag
SL-776-SA5A-SB-6.0-7.0DUP _ |MERCURY - 200 | 2000 T
TOT) No Qual,
SL-1176-SA5A-SB-6.0-7.0 OK by Difference

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Lab Control Spike/Lab Control Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH052
EDD Filename: PH052_v1

Matrix: SO

Laboratory: LL

eQAPP Name: CDM_SSFL_130705_Lan

QC Sample ID

(Associated LCS [LCSD %R RPD Affected

Samples) Compound | %R | %R | Limits | (Limits)| __Compounds _Flag
P31653AQ241734A METHOXYCHLOR 126 59.00-125.00 METHOXYCHLOR

(SL-1176-SA5A-5B-6.0-7.0
SL-776-SA5A-SB-6.0-7.0)

J (all detects)

QC Sample ID
(Associated LCS |LCSD %R RPD Affected
Samples) Compound %R | %R | Limits | (Limits) Compounds __Flag
P1LCLCSQ260341 BENZO(A)PYRENE 74 - |76.00-117.00 - BENZO(A)PYRENE J(all detects)
(SL-774-SA5A-SB-0.0-0.5) UJ(all non-detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
ADR version 1.7.0.207
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Lab Reporting Batch ID: PH052

Field Duplicate RPD Report

Laboratory: LL
eQAPP Name: CDM_SSFL 130705 Lan

Concentration (%)
SL-774-SA5A-SB-0.0- SL-1174-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 0.5 RPD RPD Flag
MOISTURE | 2.0 l 45 [ 77 ‘ No Qualifiers Applied
Concentration (%)
SL-776-SA5A-SB-6.0- SL-1176-SA5A-SB-6.0- Sample eQAPP
Analyte 7.0 7.0 RPD RPD Flag
MOISTURE | 6.8 i 7.5 | 10

’ No Qualifiers Applied

Concentration (ng/Kg)
SL-774-SA5A-SB-0.0- SL-1174-SA5A.SB-0.0- Sample eQAPP
Analyte 0.5 0.5 RPD RPD Flag
1,2,3,4,7,8-HXCDF 0.117 0.0823 35 50.00
1,2,3,6,7,8-HXCDF 0.109 0.116 6 50.00
1,2,3,7,8,9-HXCDF 0.284 0.202 34 50.00
1,2,3,7,8-PECDD 0.142 0.225 45 50.00 X .
1.2,3.7.8-PECDF 0.171 0.214 22 50.00 | No Qualifiers Applied
2,3,4,6,7,8-HXCDF 0.0807 0.0798 1 50.00
2,3,4,7,8-PECDF 0.0936 0.109 15 50.00
2,3,7,8-TCDF 0.0306 0.0391 24 50.00
1,2,3,4,6,7,8-HPCDD 5.55 0.690 156 50.00
1,2,3,4,6,7,8-HPCDF 0.762 0.156 132 50.00
1,2,3,4,7,8,9-HPCDF 0.0922 0.0515 57 50.00
1,2,3,4,7,8-HxCDD 0.131 0.0762 53 50.00
1,2,3,6,7,8-HXCDD 0.453 0.197 79 50.00 J(all detects)
1,2,3,7,8,9-HXCDD 0.548 0.319 53 50.00 UJ(all non-detects)
2,3,7,8-TCDD 1.02U 0.0501 200 50.00
OCDD 64.9 7.33 159 50.00
OCDF 2.08 0.314 148 50.00
Concentration (ng/Kg)
SL-776-SA5A-SB-6.0- SL-1176-SA5A-SB-6.0- Sample eQAPP
Analyte 7.0 7.0 RPD RPD Flag
1,2,3,4,6,7,8-HPCDD 0.0947 0.137 37 50.00
1,2,3,4,6,7,8-HPCDF 0.0482 0.0478 1 50.00
1,2,3,4,7,8-HXCDF 0.0481 0.0443 8 50.00
1,2,3,6,7,8-HXCDD 0.0456 0.0413 10 50.00
1,2,3,6,7,8-HXCDF 0.0260 0.0273 5 50.00
1,2,3,7,8,9-HXCDD 0.0464 0.0640 32 50.00 No Qualifiers Applied
1,2,3,7,8,9-HXCDF 0.0405 0.0568 34 50.00
1,2,3,7,8-PECDD 0.0362 0.0460 24 50.00
2,3,4,6,7,8-HXCDF 0.0315 0.0446 34 50.00
OCDD 0.441 0.649 38 50.00
OCDF 0.131 0.107 20 50.00
1,2,3,4,7,8,9-HPCDF 0.0203 0.0450 76 50.00
1,2,3,4,7,8-HxCDD 534U 0.0598 200 50.00
1,2,3,7,8-PECDF 0.0239 0.0593 85 50.00 J(all detects)
2,3,4,7,8-PECDF 5.34U 0.0561 200 50.00 UJ(all non-detects)
2,3,7,8-TCDF 1.07U 0.0313 200 50.00
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH052 Laboratory: LL
ED Filename: PH052_v1 eQAPP Name: CDM_SSFL_130705 Lan

Concentration (mg/Kg)

SL-774-SA5A-SB-0.0- SL-1174-SA5A-SB-0.0- Sample eQAPP

Analyte 0.5 (TOT) 0.5 (TOT) RPD RPD Flag
ALUMINUM 23300 17600 28 50.00
ARSENIC 4.42 3.81 15 50.00
BARIUM 108 105 3 50.00
BERYLLIUM 0.812 0.641 24 50.00
BORON 4.91 4.55 8 50.00
CADMIUM 0.511 0.561 9 50.00
CALCIUM 1800 1710 5 50.00
CHROMIUM 22.1 196 12 50.00
COBALT 6.52 6.18 5 50.00
IRON 22100 20200 9 50.00
LEAD 6.50 6.83 5 50.00 . .
LITHIUM 226 19.2 16 50,00 | No Qualifiers Applied
MAGNESIUM 3820 3640 5 50.00
MANGANESE 275 346 23 50.00
NICKEL 14.2 13.0 9 50.00
PHOSPHORUS 217 259 18 50.00
POTASSIUM 2170 3340 42 50.00
SODIUM 99.1 85.0 15 50.00
TIN 3.09 2.87 7 50.00
TITANIUM 1310 1310 0 50.00
VANADIUM 413 36.4 13 50.00
ZINC 42.4 45.4 7 50.00
MOLYBDENUM 162 0.860 61 50.00 J(all detects)
Zirconium 2.25 1.28 55 50.00

Concentration (mg/Kg)
SL-776-SA5A-SB-6.0- SL-1176-SA5A-SB-6.0- Sample eQAPP

Analyte 7.0 (TOT) 7.0 (TOT) RPD RPD Flag
ALUMINUM 18400 18600 1 50.00
ANTIMONY 0.735 0.846 14 50.00
ARSENIC 6.93 6.23 11 50.00
BARIUM 58.2 53.1 9 50.00
BERYLLIUM 0.716 0.671 6 50.00
BORON 2.53 2,23 13 50.00
CALCIUM 1620 1630 1 50.00
CHROMIUM 211 21.2 0 50.00
COBALT 3.30 5.01 41 50.00
COPPER 8.65 9.37 8 50.00
IRON 23400 24000 3 50.00
LEAD 6.39 7.02 9 50.00
LITHIUM 22.9 23.5 3 50.00 No Qualifiers Applied
MAGNESIUM 4560 4690 3 50.00
MANGANESE 130 171 27 50.00
MOLYBDENUM 0.339 0.331 2 50.00
NICKEL 8.79 9.26 5 50.00
PHOSPHORUS 115 94.3 20 50.00
POTASSIUM 1520 1830 19 50.00
SODIUM 895 854 5 50.00
TIN 3.12 3.14 1 50.00
TITANIUM 1090 1150 5 50.00
VANADIUM 37.8 374 1 50.00
ZINC 41.8 44.8 7 50.00
Zirconium 3.14 3.14 0 50.00

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH052 Laboratory: LL
vi eQAPP Name: CDM_SSFL_130705 Lan

Concentration (mg/Kg)
SL-774-SA5A-SB-0.0- SL-1174-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 (TOT) 0.5 (TOT) RPD RPD Flag
SELENIUM 0.156 0.197 23 5000 |
SILVER 0.0444 0.0459 3 50.00 No Qualifiers Appli
STRONTIUM 226 24.3 7 50.00 o Qualifiers Applied
THALLIUM 0.261 0.277 6 50.00

Concentration (mg/Kg)
SL-776-SA5A-SB-6.0- | SL-1176-SA5A-SB-6.0- Sample | eQAPP

Analyte 7.0 (TOT) 7.0 (TOT) RPD RPD Flag
STRONTIUM 18.8 17.0 10 50.00 |. .
THALLIUM 0.263 0.288 9 50.00 | No Qualifiers Applied
SILVER 0.0319 0210 U 200 50.00 J(all detects)

UJ(all non-detects)

Concentration (mg/Kg)

SL-774-SA5A-SB-0.0- SL-1174-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 (TOT) 0.5 (TOT) RPD RPD Flag

MERCURY 0.0125 ‘ 0.0114 9 50.00 | No Qualifiers Applied

Concentration (mg/Kg)
SL-774-SA5A-SB-0.0- | SL-1174-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 0.5 RPD RPD Flag
EFH (C21-C30) 3.0 4.4 38 50.00 No Qualifiers Applied
EFH (C30-C40) 6.8 12 55 50.00 J(all detects)

Method: 8270D SIM=
Matrix: SO

Concentration (ug/Kg)
SL-774-SA5A-SB-0.0- SL-1174-SA5A-SB-0.0- Sample eQAPP

Analyte 0.5 0.5 RPD RPD Flag
CHRYSENE ] 17U 0.61 200 50.00 J(all detects)
Di-n-octylphthalate 190 54 111 50.00 UJ(all non-detects)

Concentration (ug/Kg)
SL-776-SA5A-SB-6.0- | SL-1176-SA5A-SB-6.0- Sample eQAPP

Analyte 7.0 7.0 RPD RPD Flag
CHRYSENE 0.66 0.50 28 50.00 No Qualifiers Applied
BENZO(A)PYRENE 0.79 18U 200 50.00 J(all detects)

UJ(all non-detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH052 Laboratory: LL
D Filename: PH052 v1 eQAPP Name: CDM_SSFL 130705 Lan

Concentration (pH unit)

SL-774-SA5A-SB-0.0- | SL-1174-SA5A-SB-0.0- Sample | eQAPP
Analyte 0.5 0.5 RPD RPD Flag

= ‘ e | ——— ‘ = l—soﬁdd"' —

Concentration (pH unit)

SL-776-SA5A-SB-6.0- | SL-1176-SA5A-SB-6.0- Sample eQAPP
Analyte 7.0 7.0 RPD RPD Flag

PH | 786 | T 842 | 7 \ 50.00 | No Qualifiers Applied _

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Reporting Limit Outliers

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PH052_v1 eQAPP Name: CDM_SSFL_130705_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1174-SA5A-SB-0.0-05 |1,2,3,4,6,7,8-HPCDD JB | 0690 515 PQL | ng/Kg
1.2,3.4,6.7.8-HPCDF JB | 0156 515 PQL | ng/Kg
1.2,3.4,7.8.9-HPCDF JBQ | 0.0515 515 PQL | ng/Kg
1.2,3.4.7,8-HxCDD JBQ | 00762 5.15 PQL | ng/Kg
1.2,3.4,7,8-HXCDF JB | 00823 5.15 PQL | ng/Kg
1.2,3.6,7,8-HXCDD B | 0197 5.15 PaL | ng/Kg
1.2,3.6,7.8-HXCDF JBQ | 0116 5.15 PQL | ng/Kg
1.2,3.7.8,9-HXCDD JBQ | 0.319 5.15 PQL | ngiKg
1.2.3.7,8,9-HXCDF JBQ | 0202 5.15 PQL | ng/Kg | J (all detects)
1.2,3.7.8-PECDD JBQ | 0225 5.15 PQL | ng/Kg
1.2.3.7.8-PECDF JBQ | 0214 5.15 PQL | ng/Kg
2,3.4,6.7,8-HXCDF JB | 00798 5.15 PQL | ng/Kg
2.3.4,7.8-PECDF JBQ | 0.109 5.15 PQL | ng/Kg
2,3.7.8-TCDD JBQ | 0.0501 1.03 PQL | ng/Kg
2.3.7,8-TCDF JBQ | 0.0391 1.03 PQL | ng/Kg
oCDD JB 7.33 10.3 PQL | ng/Kg
OCDF JB | 0314 10.3 PQL | ng/Kg
SL-1176-SA5A-SB-6.0-7.0 |1,2,3,4:6,7,8-HPCDD JB | 0137 535 PQL | ng/Kg
1.2,3.4.6.7.8-HPCDF JBQ | 0.0478 5.35 PQL | ng/Kg
1.2,3.4,7.8.9-HPCDF JBQ | 0.0450 5.35 PaL | ng/Kg
1.2.3.4,7,8-HxCDD J | 00598 5.35 PQL | ngiKg
1.2.3,4.7,8-HXCDF JB | 00443 5.35 PQL | ng/Kg
1.2,3.6,7,8-HXCDD JBQ | 00413 5.35 PQL | ng/Kg
1.2.3,6.7.8-HXCDF JBQ | 00273 5.35 PQL | ng/Kg
1.2,3.7.8,9-HXCDD JBQ | 0.0640 5.35 PaL | ng/Kg
1.2.3.7.8,9-HXCDF JB | 0.0568 5.35 PQL | ngiKg | °(alldetects)
1.2,3.7.8-PECDD JBQ | 0.0460 5.35 PQL | ng/Kg
1.2.3.7.8-PECDF JBQ | 0.0593 5.35 PaL | ng/Kg
2.3.4.6.7,8-HXCDF JBQ | 0.0446 5.35 POL | ng/Kg
2.3.4,7.8.PECDF JB | 00561 5.35 PQL | ng/Kg
2,3.7.8-TCDF Ja | 00313 1.07 PQL | ng/Kg
ocoD B | 0649 10.7 PQL | ng/Kg
OCDF B | 0107 10.7 PQL | ng/Kg
SL-773-SA5A-SB-0.00.5  |1,2,3,4.7,8,9-HPCDF JB | 0660 5.03 PQL | ng/Kg
1.2,3.4,7,8-HXCDD B | o897 5.03 PaL | ng/Kg
1.2,3.4,7.8-HXCDF B | 0629 5.03 PQL | ng/Kg
1.2,3.6,7.8-HXCDD JB 2.37 5.03 PQL | ng/Kg
1.2.3.6.7,8-HXCDF B | 0413 5.03 POL | ng/Kg
1.2,3.7.8.9-HXCDD JB 1.85 5.03 PQL | ng/Kg
1.2.3.7,8-PECDD JB | 0613 5.03 PQL |ngiKg | °(@Ndetects)
1.2,3.7,8-PECDF B | 0335 5.03 PQL | ng/Kg
2.3.4.6.7,8-HXCDF JB | 0454 5.03 PQL | ng/Kg
2,3.4,7.8-PECDF B | 0311 5.03 PQL | ng/Kg
2,3.7.8-TCDD JBQ | 0.0534 1.01 PQL | ng/Kg
2.3.7.8-TCDF JB | 0.208 1.01 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PH052_v1 eQAPP Name: CDM_SSFL_130705_Lan
"Met,
Matrix: SO
Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-774-SA5A-SB-0.0-0.5  |1,2,3,4,6,7,8-HPCDF JB 0.762 5.09 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ | 0.0922 5.09 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JBQ 0.131 5.09 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.117 5.09 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.453 5.09 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.109 5.09 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 0.548 5.09 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JB 0.284 5.09 PQL | ng/Kg
1,2,3,7,8-PECDD JBQ 0.142 5.09 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.171 5.09 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0807 5.09 PQL | ng/Kg
2,3,4,7,8-PECDF JBQ | 0.0936 5.09 PQL | ng/Kg
2,3,7,8-TCDF JBQ | 0.0306 1.02 PQL | ng/Kg
OCDF JB 2.08 10.2 PQL | ng/Kg
SL-776-SA5A-SB-0.0-0.5  {1,2,3,4,6,7,8-HPCDF JB 1.44 497 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.128 4.97 PQL | ng/Kg
1,2,3,4,7,8-HxCDD JB 0.268 4.97 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JB 0.226 4.97 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JB 0.847 4.97 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JB 0.231 4.97 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JB 1.12 4,97 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB 0.249 497 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.376 4,97 PQL | ng/Kg
1,2,3,7,8-PECDF JB 0.370 4.97 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.204 4.97 PQL | ng/Kg
2,3,4,7,8-PECDF JB 0.273 4,97 PQL | ng/Kg
2,3,7,8-TCDD JBQ 0.103 0.994 PQL | ng/Kg
2,3,7,8-TCDF JB 0.0858 0.994 PQL | ng/Kg
OCDF JB 3.16 9.94 PQL | ng/Kg
SL-776-SA5A-SB-6.0-7.0  {1,2,3,4,6,7,8-HPCDD JB 0.0947 5.34 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.0482 5.34 PQL | ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0203 5.34 PQL | ng/Kg
1,2,3,4,7,8-HXCDF JBQ | 0.0481 5.34 PQL | ng/Kg
1,2,3,6,7,8-HXCDD JBQ | 0.0456 5.34 PQL | ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0260 5.34 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ | 0.0464 5.34 PQL | ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ | 0.0405 5.34 PQL | ng/Kg
1,2,3,7,8-PECDD JBQ | 0.0362 5.34 PQL | ng/Kg
1,2,3,7,8-PECDF JBQ | 0.0239 5.34 PQL | ng/Kg
2,3,4,6,7,8-HXCDF JBQ | 0.0315 5.34 PQL | ng/Kg
OCDD JB 0.441 10.7 PQL | ng/Kg
OCDF JB 0.131 10.7 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH052
EDD Filename: PH052_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1174-SA5A-SB-0.0-0.5 |JARSENIC J 3.81 4.11 PQL mg/Kg

BERYLLIUM J 0.641 1.03 PQL mg/Kg

BORON J 4.55 10.3 PQL mg/Kg

CADMIUM J 0.561 1.03 PQL mg/Kg J (all detects)

MOLYBDENUM J 0.860 2.05 PQL mg/Kg

SODIUM J 85.0 103 PQL | mag/Kg

TIN J 2.87 10.3 PQL mg/Kg

Zirconium J 1.28 5.13 PQL mg/Kg
SL-1176-SA5A-SB-6.0-7.0 |ANTIMONY J 0.846 4.20 PQL mg/Kg

BERYLLIUM J 0.671 1.05 PQL mg/Kg

BORON J 2.23 10.5 PQL mg/Kg J (all detects)

MOLYBDENUM J 0.331 210 PQL mg/Kg

TIN J 3.14 10.5 PQL mg/Kg

Zirconium J 3.14 5.25 PQL mg/Kg
SL-773-SA5A-SB-0.0-0.5 ARSENIC J 3.84 3.99 PQL mg/Kg

BERYLLIUM J 0.675 0.997 PQL mg/Kg

BORON J 4.57 9.97 PQL mg/Kg

CADMIUM J 0.529 0.997 PQL | mg/Kg J (all detects)

MOLYBDENUM J 1.05 1.99 PQL mg/Kg

TIN J 2.85 9.97 PQL mg/Kg

Zirconium J 2.35 4.99 PQL | mg/Kg
SL-774-SA5A-SB-0.0-0.5 BERYLLIUM J 0.812 1.00 PQL mg/Kg

BORON J 4.91 10.0 PQL mg/Kg

CADMIUM J 0.511 1.00 PQL mg/Kg

MOLYBDENUM J 1.62 2.00 PQL mg/Kg J (all detects)

SODIUM J 99.1 100 PQL mg/Kg

TIN J 3.09 10.0 PQL mg/Kg

Zirconium J 2.25 5.00 PQL mg/Kg
SL-776-SA5A-SB-0.0-0.5 BERYLLIUM J 0.580 1.01 PQL mg/Kg

BORON J 4.26 101 PQL mg/Kg

CADMIUM J 0.508 1.01 PQL mg/Ki

MOLYBDENUM J 0.619 2.01 PQL mg/Kg J (all detects)

TIN J 2.61 10.1 PQL mg/Kg

Zirconium J 1.48 5.04 PQL mg/Kg
SL-776-SA5A-SB-6.0-7.0 ANTIMONY J 0.735 417 PQL mg/Kg

BERYLLIUM J 0.716 1.04 PQL mg/Kg

BORON J 2.53 10.4 PQL mg/Kg

MOLYBDENUM J 0.339 2.08 PQL |mgiKg| J(@lldetects)

TIN J 3.12 10.4 PQL | mg/Kg

Zirconium J 3.14 5.21 PQL | mg/Kg

Lab Reporting] RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1174-SABA-SB-0.0.0.5 |SELENIUM J 0.197 0.411 PQL | mg/Kg
SILVER J | oo459 | 0205 PQL |mgiKg| J(@lldetects)
SL-773-SABA-SB-0.005 |SELENIUM J 0.186 0.399 PQL | mg/Kg
SILVER J | oos74 | o0.199 PQL |mgiKg| J (@lldetects)
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Reporting Limit Outliers

Lab Reporting Batch ID: PH052
EDD Filename: PH052_v1

Laboratory: LL
¢QAPP Name: CDM_SSFL_130705_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-774-SA5A-SB-0.0-05  |SELENIUM J 0.156 0.400 POL [mog| | 1 ereet
SILVER J 0.0444 0.200 PQL | mg/Kg (alt detects)
SL-776-SABA-SB-0.0-05  |SELENIUM J 0.195 0.403 PQL | mg/Kg
SILVER J | 00256 | 0201 PQL |mgiKg| Y (@ltdetects)
SL-776-SA5A-SB-6.0-7.0  |SILVER J | 00319 | o0.208 PQL |[mg/Kg| J (all detects)

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1174-SA5A-SB-0.0-0.5 |MERCURY J 0.0114 0.0172 PQL mg/Kg J (all detects)
SL-774-SA5A-SB-0.0-0.5  |MERCURY J 0.0125 0.0164 PQL | mg/Kg J (all detects)

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1174-SA5A-8B-0.0-0.5 [EFH (C21-C30) J 4.4 52 PQL | mg/Kg J (all detects)
SL-774-SA5A-SB-0.0-0.5  |EFH (C21-C30) J 3.0 5.1 PQL | mg/Kg
EFH (C30-C40) J 6.8 10 PQL |mgikg| ¢ (@lldetects)
SL-776-SA5A-SB-0.0-0.5  |EFH (C21-C30) J 3.0 5.1 PQL | mg/Kg J (all detects)

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-773-SABA-SB-0.0-0.5  |4,4-DDT J 12 17 PQL | ug/Kg
ENDRIN ALDEHYDE J 0.49 1.7 PQL |ug/Kg | Y (@lldetects)
SL-776-SA5A-SB-0.0-0.5  |4,4-DDE J 0.52 17 PQL | ug/Kg
4.4-DDT J 0.82 17 PQL | ugiKg | (alldetects)

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1174-SA5A-SB-0.0-0.5 |CHRYSENE J 0.61 1.7 PQL | ug/Kg J (all detects)
SL-1176-SA5A-SB-6.0-7.0 |CHRYSENE J 0.50 1.8 PQL | ug/Kg J (all detects)
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Reporting Limit Outliers

Lab Reporting Batch ID: PH052 Laboratory: LL
EDD Filename: PH052_v1 eQAPP Name: CDM_SSFL_130705_Lan

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-773-SA5A-SB-0.0-0.5 1-METHYLNAPHTHALENE J 0.69 17 PQL ug/Kg
2-METHYLNAPHTHALENE J 0.97 1.7 PQL ug/Kg
ANTHRACENE J 0.92 1.7 PQL ug/Kg
BENZO(E)PYRENE J 5.2 17 PQL ug/Kg J (all detects)
BIS(2-ETHYLHEXYL)PHTHALATE J 6.3 18 PQL ug/Kg
DIBENZO(A,H)ANTHRACENE J 0.88 1.7 PQL ug/Kg
NAPHTHALENE J 1.2 1.7 PQL ug/Kg
SL-776-SA5A-SB-0.0-0.5 BENZO(B)FLUORANTHENE J 1.1 1.7 PQL ug/Kg
CHRYSENE J 1.5 1.7 PQL ug/Kg
FLUORANTHENE J 1.4 1.7 PQL | ug/Kg J (all detects)
PHENANTHRENE J 1.1 1.7 PQL | ug/Kg
PYRENE J 1.1 1.7 PQL ug/Kg
SL-776-SA5A-SB-6.0-7.0 BENZO(A)PYRENE J 0.79 1.8 PQL ug/Kg J (all detects)
CHRYSENE J 0.66 1.8 PQL ug/Kg
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LDC #__30037H4 VALIDATION COMPLETENESS WORKSHEET pate:2(25/13

SDG #.__PH052 ADR Page:\ of |
Laboratory: Eurofins Lancaster L.aboratories Reviewer: (A
2nd Reviewer.___{~~

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments

1. Technical holding times — Sampling dates:

Il. | ICP/MS Tune

Ill. | Calibration

IV. | Blanks

V. | ICP Interference Check Sample (ICS) Analysis

V1. | Matrix Spike Analysis ék\/

VIl. | Duplicate Sample Analysis %

wo/
Y [LCS
N
N
N
W/

VIII. | Laboratory Control Samples (LCS)

IX. | Internal Standard (ICP-MS)

X. | Furnace Atomic Absorption QC

XI. | ICP Serial Dilution

XIl. | Sample Result Verification

Xlll. | Overall Assessment of Data
XIV. | Field Duplicates N
XV_| Field Blanks S EQ CR-OO6IIVVD T8I
Note: A = Acceptable ND = No compounds detected CQ&O[??Buplicate (/ ()VTOZC[)
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: @ < \
\
1 | SL-773-SA5A-SB-0.0-0.5 11 |SL-776-SA5A-SB-6.0-7.0MSD | 21 31
2 | SL-774-SA5A-SB-0.0-0.5 12 |SL-776-SA5A-SB-6.0-7.0DUP | 22 32
3 | SL-1174-SA5A-SB-0.0-0.5 13 23 33
4 | SL-776-SA5A-SB-0.0-0.5 14 24 34
5 | SL-776-SA5A-SB-6.0-7.0 15 25 35
6 | SL-1176-SA5A-SB-6.0-7.0 16 26 36
7 | SL-774-SA5A-SB-0.0-0.56MS 17 27 37
8 | SL-774-SA5A-SB-0.0-0.5MSD 18 ‘ 28 38
9 | SL-774-SA5A-SB-0.0-0.5DUP 19 29 39
10 | SL-776-SA5A-SB-6.0-7.0MS 20 30 40
Notes:

30037H4W.wpd



LDC #:__30037G4 VALIDATION FINDINGS WORKSHEET Page:k of\
PB/ICB/CCB QUALIFIED SAMPLES Reviewer: 1]

METHOD: Trace metals (EPA SW 864 Method 6010B/6020/7000) Soil preparation factor applied:___100x Reason: B 2nd Reviewer:_{ ~
Sample Concentration units, unless otherwise noted:__mg/Kg Associated Samples:_ 1-4

Maximum)
ICB/CCB®
(ma/Kaq) (gl ) {(ug/ly |

Mo " 57 " 2.85 1.1 1.6 0.86 0.62

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet. These sample results were
qualified as not detected, "U".
Note : a - The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.

30037H4.wpd



LDC #: 30037H4

METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mg/L Associated sample units:___mg/Kg

Field Blanks

VALIDATION FINDINGS WORKSHEET

Reason: F

Page:_LofL_

Reviewer:
2nd Reviewer:_{~__

Sampling date:__ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:__ All
Analxtel Blank ID Sample Identification
| FB-041113 | Action 1 2 3 4 5 6
| (sbG: Limit
PH029)
0.0036 1.8
0.0036 1.8 1.1 1.6 0.86 0.62 0.34 0.33
Sampling date:___ 6/12/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:__ All

IAnaIytel Blank ID

Sample Identification

EB1-061213 | Action |No Qualifiers
(SDG: Limit
PH055)
Ba 0.00037 0.185

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

30037H4eb.wpd



i Lancaster
i Laboratories

Wl 154

Background Lab Sample ID: 7088252BKG

QUALITY ASSURANCE SUMMARY

FORM 5A (MS/MSD)

MATRIX SPIKE/MATRIX SPIKE DUPLICATE

SDG No.:
Matrix:

Matrix Spike Lab Sample ID: 7088253MS

PHO52
SOIL

Level
(low/med) :

LOW

Matrix Spike Duplicate Lab Sample ID: 7088254MSD

Batch Id(s): P16437D, P16438D
BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit
Rnalyte [Mass Result C Result [c Result | c Added lunits| ®R [Q| %R [Q]|RPD|Q $R RPD | M
B e e 20 i 2T 9LBH AT AT Gl 96084 mnn 19,6, OTSL METKE #7206 8 a9 805 2 20/p
{Antimony 29.1196 28. 8225 ] " 49.0196|MG/KG 59N 59| N 1 75-125 20|P
Arsenic 18.2510 17.7961 14.7059|MG/KG 95 92 3 75-125 20|P
Barium 105.7657 301.8676 296.8931 196 196.0784[|MG/KG 100 97 2 75-125 20|p
Beryllium 0.7961|B 5.7471 5.7451 4.9020[MG/KG 101 101 0 75-125 20|p
Boron 4.8108|B 195.5716 194.068¢| 196 196.0784[|MG/KG 97 97 1 75-125 20|P
Cadmium 0.5010|B 5.0843 5.1000 4.9020|MG/KG 93 94 0 75-125 20|P
| G U 3804 23288618 90T 39211569|M B 3 2 20|p
“Ichromium 21.6137 43.2725 42.4627 19 MG/KG 110 106 2 75-125 20|p
Cobalt .1843 52.3667 49 0 75-125 20|P
12. 3824 40|*| 75-125 20|P
2 20|P
20 2480 1 75-125 20|p
Lithium 4833 119.971¢ 0 75-125 20|P
; ) 10 2 20|P
Y 0 20|P
Mercury 0.1635 2 65-135 20|CcvV
Molybdenum 1.5882|B 188.0216 188.6127 0 75-125 20|P
Nickel 13.9451 61.7980 61.2961 1 75-125 20|p
Phosphorus 212.4029 308.8402 307.4775 0 75-125 20|P
Potassium 2128.2284 3520.9637 3460.5451 N 2 75-125 20|p
Selenium 78 0.1526|B 3.0412 2.1863 33[*| 75-125 20[MS
Silver 107 0.0435 11.0039 30|*| 75-125 20|MS
Sodium 97.0892 1049.7951 0 75-125 20|P
Strontium 88 22.1961 31.3922 371*| 75-125 20|MS
Thallium 203 0.2561 0.7253 28/*| 75-125 20MSs
Tin 3.0304 353.9441 0 75-125 20|p
= |Pdbandum:- 5 3085 8725 o 158K 6647|% | i 0l 392|MG Ak 3 20|p
Vanadium 40.4637 92.8422 0196MG/KG 1 75-125 20jP
Zinc 41.5676 90.1461 89.7157 .0196|MG/KG 99 98 0 75-125 20|P
Zirconium 2.2039/B 94.5804 92.9931 .0392|MG/KG 94 93 2 75-125 20|p
Note: Results shown are reported on an as—received basis.
METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV = Cold Vapor U= Below MDL, B= Below LOQ
MS = ICP Mass Spectrometry AF = Cold Vapor Atomic Fluorescence FLAGS:

PHQO52 Page 2217 0f 2564

N = Matrix Spike 00S,

* = Duplicate 00S

=




& eurofins | Loncaster QUALITY ASSURANCE SUMMARY
| Laboratories FORM 5A (MS/MSD)

‘ MATRIX SPIKE/MATRIX SPIKE DUPLICATE

(6 , SDG No.: PHO52

€ u—/ 5J \ ‘5/6/}@/ \ Matrix: SOIL Level

Low

(low/med) :

Background Lab Sample ID: 7088258BKG Matrix Spike Lab Sample ID: 7088259MS Matrix Spike Duplicate Lab Sample ID: 7088260MSD
Batch Id(s): P16737A, P16738A

BKG Sample MS Sample MSD Sample MS Spike | MSD Spike MS MSD Control Limit
Analyte [Mass Result C Result C Result C Added Added Units| $R Jo| % Q|RPD|Q 3R RPD | M
AL DU o a7 08 524 206 5.9 AT b 20302.. 4951 19T A8 11945 14 8| MB/KE| i TR 2 20|p
Antimony 0.6854|B 32.9563 31.9786 48.5437 48.5437|MG/KG 66N 64| N 3 75-125 20|p
Arsenic 6.4631 19.9359 19.6408 14.5631 14.5631|MG/KG 93 90 1 75-125 20|p
Barium 54.2680 240.7971 242.5223 194.1748 194.1748|MG/KG 96 97 1 75-125 20|p
Beryllium 0.6670|B 5.5233 5.5107 4.8544 4.8544[MG/KG 100 100 0 75-125 20|P
Boron 2.3544|B 184.6602 186.5738 194.1748 194.1748|MG/KG 94 95 1 75-125 20|P
Cadmium 0.0320|U 3.9320 3.9971 4.8544 4.8544[MG/KG 81 82 2 75-125 20|P
lealcium - o -..1505.947§ 1985.9019| - 2010.1301 388.3495 388.3495|MG/KG 124| - 130[N| = 1 75-125 20|P
Chromium 19.6874 39.9621 39.5000 19.4175 19.4175|MG/KG 104 102 1 75-125 20|p
Cobalt 3.0718 47.6291 47.5893 48.5437 48.5437|MG/KG 92 92 0 75-125 20|P
Copper 8.0660 32.2835 32.2505 24.2718 24 .2718|MG/KG 100 100 0 75-125 20|P
e Bponesta sl o e 218250 BRTZPHET T 57049 235888689 v+ 97 0874 974 08 74[MG/KG|+ 3374 24} 15 20p
Lead 5.9553 .5495 18.6301 14.5631 14.5631{MG/KG 93 ) 87 5 75-125 20|p
Lithium 21.3641 .3194 116.9466 97.0874 97.0874|MG/KG 99 98 0 75-125 20|p
Manganese 121.4369 178.4058 169.6922 48.5437 48.5437|MG/KG 117 99 5 75-125 20|p
Mercury 0.0099U 0.1756 0.1794 0.1621 0.1640|MG/KG 108 109 2| | 65-135 20|cv
Molybdenum 0.3155B 177.1000 177.4796 194.1748 194.1748|MG/KG 91 91 0 75-125 20|P
Nickel 8.1951 53.5097 53.5427 48.5437 48.5437|MG/KG 93 93 0 75-125 20|p
Phosphorus 106.7544 207.1990 190.3417 97.0874 97.0874|MG/KG 103 86 8 75-125 20|p
Potassium ] 1416.8971 2765.3883 2683.0058 970.8738 970.8738[MG/KG| 139N 130[N| # 3 75-125 20|p
Selenium 78 0.0974HU 1.9276 1.8050 1.9417 1.9417|MG/KG 99 93 7 75-125 20|MS
Silver 107 0.0297|B 9.8524 9.8369 9.7087 9.7087|MG/KG 101 101 0 75-125 20|MS
Sodium ) 834.1223 1781.4078 1747.9942 970.8738 970.8738|MG/KG 98 94 2 75-125 20|p
Strontium 88 17.5359 24.7573 24.3495 7.7670 7.7670|MG/KG 93 88 2 75-125 20JMS
Thallium 203 0.2450 0.5771 0.5918 0.3883 0.3883|MG/KG 86 89 3 75-125 20JMS
Tin 2.9058/B 337.3680 336.8291 388.3495 388.3495MG/KG 86 86 0 75-125 20|p
a {Titanium, fn 0 101305898 110680738 T T2 B4 Bl e 07408 T4 ' 874G 54, 0 20|p
Vanadium 35.2291 90.0738 84.9903 48.5437 48.5437IMG/KG 113 103 6 75-125 2Q|p
Zinc 38.9961 87.5738 85.9544 48.5437 48.5437MG/KG 100 97 2 75-125 20|p
Zirconium 2.9243|B 97.7573 96.8592 97.0874 97.0874|MG/KG 98 97 1 75~-125 20|p
Note: Results shown are reported on an as-received basis.
METHODS : CONCENTRATION QUALIFIERS:
P = ICP Atomic Emission Spectrometer CV = Cold Vapor U= Below MDL, B= Below LOQ
MS = ICP Mass Spectrometry AF = Cold Vapor Atomic Fluorescence FLAGS:
DLINE? Pane 2212 Af 2ERA N = Matrix Spike 00S, * = Duplicate 00S
—Uos—+Fage«£1o-0t-£o064
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s eu rofins Lancaster
Laboratories

Background Lab Sample ID:

7088252BKG

QUALITY ASSURANCE SUMMARY

FORM 6
DUPLICATES

SDG No.: PHO52
Matrix: SOIL

Duplicate Lab Sample ID:

Level (low/med):

LOW

7088255DUP

Batch ID(s): P16437D,
Concentration Units:
Control
Analyte Mass Limit Samples (S) C Duplicate (D) C RPD M
Aluminum 22882.4627 23083.1304 1 P
Antimony -0.8216|B -0.8049|B -2 P
Arsenic 4.3314 4.7206 9 P
Barium 105.7657 104.0020 2 P
Beryllium 0.7961|B 0.7892|B 1 P
Boron 4.8108|B 4.8794|B 1 p
Cadmium 0.5010|B 0.4539|B 10 p
Calcium 1762.3804 1695.3118 4 p
Chromium 21.6137 21.4814 1 P
Cobalt 6.3892 6.5314 2 P
1Copp 2T 10264 (B =34 P
Iron 21653.4471 21497.1206 1 p
Lead 6.3667 6.3412 0 P
Lithium 22.1049 21.9735 1 P
Magnesium 3740.6373 3661.3578 2 P
Manganese 269.9873 276.8569 3 p
Mercury 0.0122}B 0.0122(B 0 Ccv
«[Modiybdenumsifs: 5882, 029 B 45 P
Nickel 2 p
Phosphorus 1 P
Potassium 2 P
S ] : 30 MS
STTvens Y 42 MS
Sodium 2 P
Strontium 14 MS
o Tl it 23 MS
Tin 0 p
Titanium 1285.8725 1282.8441 0 P
Vanadium 40.5892 0 p
Zinc 40.2755 3 p
*| Zdreoniim: 2 8039:B [P
NOTE : An asterisk in column "Q" indicates poor duplicate precision (RPD > 20% OR
1(8) = (D) > LOQ for wvalues < 5x LOQ).
The data are considered to be wvalid because the laboratory control sample is

within the control limits.

(ao00C CHE.

-3

Note: Results shown are reported on an as-received basis.

See the Laboratory Control Sample.

METHODS :

P = ICP Atomic Emission Spectrometer

MS = ICP Mass Spectrometry

cv
AF

Cold Vapor

Cold Vapor Atomic Fluoresc

JPHO52 Page

CONCENTRATION QUALIFIERS:

U= Below MDL
B= Below LOQ

Eﬁéﬁfaﬁ%ﬁ@&icate Out of Spec




&% eurofins

Lancaster

QUALITY ASSURANCE SUMMARY

Laboratories FORM 6
DUPLICATES
SDG No.: PHOS52
Matrix: SOIL Level (low/med): LOW
Background Lab Sample ID: 7088258BKG Duplicate Lab Sample ID: 7088261DUP
Batch ID(s): Pl6737A, PLl6738A
Concentration Units: MG/KG
Control
Analyte Mass Limit Samples (S) C Duplicate (D) C RPD Q| M
Aluminum 17107.4524 17431.8379 2 p
Antimony 0.6854(B 0.6214|B 10 P
Arsenic 3.9 6.4631 6.0388 7 P
Barium 54.2680 52.3301 4 p
Beryllium 0.6670(B 0.6689(B 0 P
Boron 2.3544(B 2.0311|B 15 P
Cadmium -0.4010(B -0.4359|B -8 p
Calcium 1505.9476 1508.3990 0 p
Chromium 19.6874 19.5010 1 P
Cobalt 1.0 3.0718 2.9845 3 P
Copper 1.9 8.0660 8.1019 0 p
Iron 21825.8272 22106.4379 1 P
Lead 2.9 5.9553 5.7748 3 P
Lithium 21.3641 22.1699 4 P
Magnesium 4249,2437 4315.2544 2 P
Manganese 121.4369 125.0864 3 p
Mo g@uisiane s i fhisisi - 09.9: e 00 Cv
Nickel p
Phosphorus P
Potassium P
Selenium 78 0.097110 0.0971|U MS
Silver 107 0.0297|B 0.0286(B 4 MS
Sodium 834.1223 842.2107 1 p
Strontium 88 17.5359 16.0291 S MS
Thallium 203 0.2 0.2450 0.2328 5 MS
Tin 2.9058(B 2.8777|B 1 p
Titanium 1013.5893 1029.0874 2 p
Vanadium 35.2291 34.8971 1 P
Zinc 38.9961 39.5495 1 P
Zirconium 2.9243(B 2.8883|B 1 p
NOTE : An asterisk (*) in column indicates poor duplicate precision (RPD > 20% OR
| (8) = (D)] > LOQ for values < 5x LOQ).
The data are considered to be valid because the laboratory control sample is

within the control limits.

Note:

Results shown are reported on an as-received basis.

See the Laboratory Control Sample.

METHODS:
P =
MS =
Ccv
AF

1l

ICP Atomic Emission Spectrometer
ICP Mass Spectrometry

Cold Vapor

Cold Vapor Atomic Fluoresc

LHO52 Page

2953

U=

CONCENTRATION QUALIFIERS:
Below MDL
= Below LOQ

Qigﬁééicate Out of Spec




~Attachment |

Sample ID Cross Reference and Data Review Level
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
10-Jun-2013  TB-061013 7088263 8 5030B 8015M i
10-Jun-2013  SL-776-SA5A-6.0-7.0 7088264 N 5035A 8015M i
10-Jun-2013  SL-776-SA5A-6.0-7.0MS 7088265 MS 5035A 8015M I
10-Jun-2013  SL-776-SA5A-6.0-7.0MSD 7088266 MSD 5035A 8015M I
10-Jun-2013  SL-1176-SA5A-6.0-7.0 7088267 FD 5035A 8015M il
10-Jun-2013  SL-779-SA5A-0.0-0.5 7088269 N 3050B 6010C I
10-Jun-2013  SL-779-SA5A-0.0-0.5 7088269 N 3050B 6020A i
10-Jun-2013  SL-779-SA5A-0.0-0.5 7088269 N 3546 8015M ili
10-Jun-2013  SL-779-SA5A-0.0-0.5 7088269 N 3546 8081B v
10-Jun-2013  SL-779-SA5A-0.0-0.5 7088269 N 3546 8270D SIM HI
10-Jun-2013  SL-779-SA5A-0.0-0.5 7088269 N METHOD 1613B i
10-Jun-2013  SL-779-SA5A-0.0-0.5 7088269 N METHOD 7471B Hi
10-Jun-2013  SL-779-SA5A-0.0-0.5MSD P088269M260919 MSD 3546 8270D SIM I
10-Jun-2013  SL-779-SA5A-0.0-0.5MS P088269R260847 MS 3546 8270D SIM It
10-Jun-2013  SL-777-SA5A-0.0-0.5 7088268 N 30508 6010C in
10-Jun-2013  SL-777-SA5A-0.0-0.5 7088268 N 3050B 6020A mn
10-Jun-2013  SL-777-SA5A-0.0-0.5 7088268 N 3546 8015M n
10-Jun-2013  SL-777-SA5A-0.0-0.5 7088268 N 3546 8081B v
10-Jun-2013  SL-777-SA5A-0.0-0.5 7088268 N 3546 8270D SIM 1
10-Jun-2013  SL-777-SA5A-0.0-0.5 7088268 N METHOD 16138 mn
10-Jun-2013  SL-777-SA5A-0.0-0.5 7088268 N METHOD 7471B i

lll = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike
MSD = Matrix Spike Duplicate

Page 1 of 1



~ Attachment I

Overall Data Qualification Summary
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Data Qualifier Summary

Lab Reporting Batch ID: PH053 Laboratory: LL
EDD Filename: PH053_v1 eQAPP Name: CDM_SSFL_130705_Lan

SO
Sample ID:SL-777-SA5A-0.0-0.5 Collected: 6/10/2013 2:45:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte , Result Qual | DL Type | RL Type | Units | Qual Code
ANTIMONY 0.703 J 0.504 MDL 4.03 PQL mglkg kJ Z,Q -
BERYLLIUM 0.567 J 0.0676 | MDL 1.01 PQL mg/Kg J z
BORON 3.67 J 0.837 MDL 10.1 PQL mg/Kg J z
CALCIUM 2000 4.05 MDL 20.2 PQL mg/Kg J Q
MOLYBDENUM 0.566 J 0.171 MDL 2.02 PQL mg/Kg u F
POTASSIUM 3310 13.6 MDL 101 PQL mg/Kg J Q
SODIUM 83.5 J 16.8 MDL 101 PQL mg/Kg J Z
TIN 2.69 J 0.222 MDL 10.1 PQL mg/Kg ] B
Zirconium 2.90 J 0.837 MDL 5.04 PQL mg/Kg J z
Sample ID:SL-779-SA5A-0.0-0.5 Collected: 6/10/2013 2:00:00 Analysis Type: RES/TOT Dilution: 1
. Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type | RL Type | Units | Qual _ deem ;
ANTIMONY 0.773 J 0.504 MDL 4.03 PQL mg/Kg k J ’ Z,Q
BERYLLIUM 0.662 J 0.0676 | MDL 1.01 PQL mg/Kg J 4
BORON 3.45 J 0.837 MDL 10.1 PQL mg/Kg J Z
CALCIUM 2240 4.05 MDL 20.2 PQL mg/Kg J Q
MOLYBDENUM 0.572 J 0.171 MDL 2.02 PQL mg/Kg u F
POTASSIUM 3590 13.6 MDL 101 PQL mg/Kg J Q
SODIUM 84.1 J 16.8 MDL 101 PQL mg/Kg J z
TIN 2.79 J 0.222 MDL 10.1 PQL mg/Kg U B
Zirconium 3.55 J 0.837 MDL 5.04 PQL mg/Kg J z

Mafri}(: SO‘

Sample ID:SL-777-SA5A-0.0-0.5 Collected: 6/10/2013 2:45:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
SELENIUM 0.156 | J | 0.101 | MDL ] 0.403 | PQL mg/Kg| J ] z
Sample ID:SL-777-SA5A-0.0-0.5 Collected: 6/10/2013 2:45:00 Analysis Type: RESITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL | Type RL Type | Units Qual Code
SILVER 00485 | | 00202 mpL | 0202 | PaL | mgikg | 4] z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/5/2013 12:06:49 PM ADR version 1.7.0.207 Page 1 of 5



Data Qualifier Summary

Lab Reporting Batch ID: PH053 Laboratory: LL
EDD Filename: PH053_v1 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: SO

Sample ID:SL-779-SA5A-0.0-0.5 Collected: 6/10/2013 2:00:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result ‘ Qual ] DL kType RL Type | Units | Qual Code
SELENIUM 0120 |y |od01 | moL | 0403 | PaL |[mgkg| 4 | z
Sample ID:SLL-779-SA5A-0.0-0.5 Collected: 6/10/2013 2:00:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
SILVER 0.0339 J Jooz2| moL o202 | PaL [makg| v ] z

Matrix: SO

Sample ID:SL-777-SA5A-0.0-0.5 Collected: 6/10/2013 2:45:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte v Result Qual DL Type , RL | Type | Units Qu’al Code
1,2,3,4,6,7,8-HPCDF 1.03 JB 0.0145 | MDL 5.09 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.130 JB 0.0191 | MDL 5.09 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.166 Ja 0.035t1 | MDL 5.09 PQL ng/Kg J z
1,2,3,4,7,8-HXCDF 0.134 JB 0.0197 | MDL 5.09 PQL ng/Kg u B
1,2,3,6,7,8-HXCDD 0.639 JB 0.0357 | MDL 5.09 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.142 JB 0.0190 | MDL 5.09 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.800 JB 0.0335| MDL 5.09 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.366 JB 0.0225| MDL 5.09 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.192 JBQ 0.0376 | MDL 5.09 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.266 JB 0.0219 | MDL 5.09 PQL ng/Kg u B
2,3,4,6,7,8-HXCDF 0.108 JB 0.0189 | MDL 5.09 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.207 JB 0.0210 | MDL 5.09 PQL ng/Kg u B
2,3,7,8-TCDD 0.0432 JQ 0.0249 | MDL 1.02 PQL ng/Kg J z
2,3,7,8-TCDF 0.101 J 0.0331 | MDL 1.02 PQL ng/Kg J z
OCDF 2.49 JB 0.0265 | MDL 10.2 PQL ng/Kg J z
Sample ID:SL-779-SA5A-0.0-0.5 Collected: 6/10/2013 2:00:00 Analysis Type: RES Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte ; ; Result’ Qual DL ’ Type RL 1 TypVe’ k”U’n’its ; Qualr _ ,Code __
1,2,3,4,6,7,8-HPCDF 0.740 JB 0.00957| MDL 4.91 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.0702 JB 0.0142 | MDL 4.91 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.140 Ja 0.0301 | MDL 4.91 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/5/2013 12:06:49 PM ADR version 1.7.0.207 Page 2 of 5



Data Qualifier Summary

Lab Reporting Batch ID: PH053 Laboratory: LL
EDD Filename: PH053_v1 eQAPP Name: CDM_SSFL_130705_Lan

Sample ID:SL-779-SA5A-0.0-0.5 Collected: 6/10/2013 2:00:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

A’nalyte ; Result kQuaI ’ DL Type RL Type | Units | Qual Code
1,2,3,4,7,8-HXCDF 0.104 JBQ 0.0147 | MDL 4.91 PQL ng/Kg U - B k
1,2,3,6,7,8-HXCDD 0.369 JB 0.0315 | MDL 4.91 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.0664 JB 0.0133 | MDL 4.91 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.560 JB 0.0303 | MDL 4.91 PQL ng/Kg J Z
1,2,3,7,8,9-HXCDF 0.227 JBQ 0.0172 | MDL 4.91 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.114 JB 0.0322 | MDL 4.91 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.166 JB 0.0179 | MDL 4.91 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0628 JB 0.0132 | MDL 491 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0556 JB 0.0175 MDL 4.91 PQL ng/Kg U B
2,3,7,8-TCDD 0.0246 J 0.02251 MDL 0.982 PQL ng/Kg J Z
2,3,7,8-TCDF 0.0369 JQ 0.0249 | MDL 0.982 PQL ng/Kg J z
OCDF 2.05 JB 0.0264 | MDL 9.82 PQL ng/Kg J Zz

Matrix: SO

Sample ID:SL-1176-SA5A-6.0-7.0 Collected: 6/10/2013 11:40:00  Analysis Type: RES Dilution: 23.81
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type | RL Type | Units | Qual Code
GASOLINE RANGE ORGANICS (C5-C12) 04 | v [ o2 |woL| 10 | PaL |mekg| 4 | zFD
Sample ID:SL-776-SA5A-6.0-7.0 Collected: 6/10/2013 11:30:00  Analysis Type: RES Dilution: 23.15
Data
Lab Lab DL RL Review Reason
Analyte Result Qual | DL Type RL Type | Units Qual |  Code
GASOLINE RANGE ORGANICS (C5-C12) 1 | u | o2 |wm | 1 | Pa | moKg | UJ | FD

8270D SIM Matrix: = SO
Sample ID:SL-777-SA5A-0.0-0.5 Collected: 6/10/2013 2:45:00 Analysis Type: RES-BASE/NEUTRAL Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL HType Units | Qual kCokde’ ;
ACENAPHTHENE 16 | 4 Joes|moL| 17 | Pa kg | J | z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/5/2013 12:06:49 PM ADR version 1.7.0.207 Page 3 of 5



Data Qualifier Summary
Lab Reporting Batch ID: PH053 Laboratory: LL
EDD Filename: PH053_v1 eQAPP Name: CDM_SSFL_130705_Lan
Met] 0 V .

8270D SIM Matrix: SO

Sample ID:SL-779-SA5A-0.0-0.5 Collected: 6/10/2013 2:00:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte Result Qual DL | Type | RL | Type Units | Qual Code
1-METHYLNAPHTHALENE 1.7 T U k 0.68 ’l’V’lDL 1.7 PQL ug/Kg uJ Q
ACENAPHTHENE 1.7 U 0.68 MDL 1.7 PQL ug/Kg uJ Q
ACENAPHTHYLENE 1.7 U 0.34 MDL 1.7 PQL ug/Kg uJ Q
ANTHRACENE 1.7 U 0.34 MDL 1.7 PQL ug/Kg uJ Q
BENZO(B)FLUORANTHENE 25 0.68 | MDL 1.7 PQL | ug/Kg J Q
BENZO(E)PYRENE 17 U 3.4 | MDL 17 PQL | ug/Kg uJ Q
BENZO(K)FLUORANTHENE 1.7 U 0.68 MDL 1.7 PQL ug/Kg uJ Q
BIS(2-ETHYLHEXYL)PHTHALATE 12 J 6.1 MDL 18 PQL ug/Kg J Z,Q,Q
Butylbenzylphthalate 18 U 6.1 MDL 18 PQL ug/Kg uJ Q
CHRYSENE 1.1 J 0.34 MDL 1.7 PQL ug/Kg J Z,Q
Diethylphthalate 18 U 6.1 MDL 18 PQL ug/Kg uJ Q
Dimethylphthalate 18 U 6.1 MDL 18 PQL ug/Kg uJ Q
Di-n-butylphthalate 18 U 6.1 MDL 18 PQL ug/Kg uJ Q
Di-n-octylphthalate 22 6.1 MDL 18 PQL ug/Kg J QQQ
FLUORANTHENE 2.2 0.68 MDL 1.7 PQL ug/Kg J Q Q
FLUORENE 17 U 0.68 | MDL 1.7 PQL | ug/Kg uJ Q
NAPHTHALENE 0.81 J 0.68 MDL 1.7 PQL ug/Kg uJ Q,F
N-NITROSODIMETHYLAMINE 1.7 U 0.68 MDL 1.7 PQL ug/Kg uJ Q
PHENANTHRENE 1.3 J 0.68 MDL 1.7 PQL ug/Kg J Z,Q
PYRENE 1.8 0.68 | MDL 17 PQL | ug/Kg J Q

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/5/2013 12:06:49 PM ADR version 1.7.0.207 Page 4 of 5



Data Qualifier Summary

Lab Reporting Batch ID: PH053 Laboratory: LL
EDD Filename: PH053_v1 eQAPP Name: CDM_SSFL_130705_Lan
Reason Code Legend

Reason Code ~ Description N

B Method Blahk Contaminatioh k

E Matrix Spike Precision

F Field Blank Contamination

FD Field Duplicate Precision

L Laboratory Control Spike Upper Estimation
Q Matrix Spike Lower Estimation

Q Matrix Spike Precision

Q Matrix Spike Upper Estimation

S Surrogate/Tracer Recovery Lower Estimation
VA Reporting Limit Trace Value

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/5/2013 12:06:49 PM ADR version 1.7.0.207 Page 5 of 5



Enclosure |

Level lll ADR Outliers
(including Manual Review Outliers)

30037Cov_SSFL.wpd



Quality Control
Outlier Reports

PHOS53



Method Blank Outlier Report

Lab Reporting Batch ID: PH053
EDD Filename: PH053_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

1,2,3,4,6,7,8-HPCDF
1,2,3,4,7,8,9-HPCDF
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDD
1,2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDD
1,2,3,7,8,9-HXCDF

0.0373 ng/Kg
0.0515 ng/Kg
0.0403 ng/Kg
0.0405 ng/Kg
0.0283 ng/Kg
0.0408 ng/Kg
0.0318 ng/Kg

1,2,3,7,8-PECDD 0.0730 ng/Kg
1,2,3,7,8-PECDF 0.0666 ng/Kg
2,3,4,6,7,8-HXCDF 0.0413 ng/Kg
2,3,4,7,8-PECDF 0.0469 ng/Kg
oCDD 0.399 na/Kg
OCDF 0.0900 ng/Kg

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
BLK1680B370529 6/21/2013 5:29:00 AM 1,2,3,4,6,7,8-HPCDD 0.0749 ng/Kg SL-777-SA5A-0.0-0.5

SL-779-SA5A-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-777-SA5A-0.0-0.5(RES) 12.34.7.89-HPCDF 0.130 ng/Kg 0.130U ng/Kg
SL-777-SA5A-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.134 ng/Kg 0.134U ng/Kg
SL-777-SA5A-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.192 ng/Kg 0.192U ng/Kg
SL-777-8A5A-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.266 ng/Kg 0.266U ng/Kg
SL-777-SA5A-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.108 ng/Kg 0.108U ng/Kg
SL-777-SA5A-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.207 ng/Kg 0.207U ng/Kg
SL-779-SA5A-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.0702 ng/Kg 0.0702U ng/Kg
SL-779-SA5A-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.104 ng/Kg 0.104U ng/Kg
SL-779-SA5A-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0664 ng/Kg 0.0664U ng/Kg
SL-779-SA5A-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.114 ng/Kg 0.114U ng/Kg
SL-779-SA5A-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.166 ng/Kg 0.166U ng/Kg
SL-779-SA5A-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0628 ng/Kg 0.0628U ng/Kg
SL-779-SA5A-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0556 ng/Kg 0.0556U ng/Kg

Method Blank Associated

Sample ID Analysis Date Analyte Result Samples

P16737AB221426 6/18/2013 2:26:00 PM PHOSPHORUS 1.25 mg/Kg SL-777-SA5A-0.0-0.5
TIN 1.37 mg/Kg SL-779-SA5A-0,0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-777-SA5A-0.0-0.5(RES/TOT) TIN 2.69 mg/Kg 2.69U mg/Kg
SL-779-SA5A-0.0-0.5(RES/TOT) TIN 2.79 mg/Kg 2.79U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/56/2013 11:17:21 AM

ADR version 1.7.0.207
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Lab Reporting Batch ID: PH053
EDD Filename: PH053_v1

Field Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_130705_Lan

Field Blank Associated

Sample ID Collected Date Analyte Result Samples

FB-041113(REA2) 4/11/2013 3:00:00 PM COPPER 0.0036 mg/L SL-1176-SA5A-6.0-7.0
MOLYBDENUM 0.0036 mg/L SL-776-SA5A-6.0-7.0

SL.-777-SA5A-0.0-0.5
SL-779-SA5A-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-777-SA5A-0.0-0.5(RES/TOT) MOLYBDENUM 0.566 mg/Kg 0.566U mg/Kg
SL-779-SA5A-0.0-0.5(RES/TOT) MOLYBDENUM 0.572 mg/Kg 0.572U mg/Kg

Field Blank Associated
Sample ID Collected Date Analyte Result Samples
FB-041113(RES) 4/11/2013 3:00:00 PM 1-METHYLNAPHTHALENE 0.019 ug/L SL-1176-SA5A-6.0-7.0
2-METHYLNAPHTHALENE 0.024 ug/L SL-776-SA5A-6.0-7.0
BIS(2-ETHYLHEXYL)PHTHALATE 0.082 ug/L SL-777-SA5A-0.0-0.5
Diethylphthalate 0.18 ug/L. SL-779-SA5A-0.0-0.5
Di-n-butylphthalate 0.17 ug/L
NAPHTHALENE 0.17 ug/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-779-SA5A-0.0-0.5(RES) NAPHTHALENE 0.81 ug/Kg 1.7U ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/5/2013 12:04:07 PM ADR version 1.7.0.207

Page 1 of 1



Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH053
EDD Filename: PH053_v1

Laboratory: LL
€QAPP Name: CDM_SSFL_130705_Lan

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R | %R | Limits | (Limits) Compounds Flag

SL-779-SA5A-0.0-0.5MSD 2-METHYLNAPHTHALENE - - 28.00-144.00 | 43 (30.00) |2-METHYLNAPHTHALENE

(SL-779-SA5A-0.0-0.5) BENZO(A)ANTHRACENE - - 32.00-135.00 | 41 (30.00) |BENZO(A)ANTHRACENE
BENZO{A)PYRENE - - 36.00-138.00 | 41 (30.00) |BENZO(A)PYRENE
BENZO(B)FLUORANTHENE - - 26.00-142.00 | 32 (30.00) |BENZO(B)FLUORANTHENE
BENZO(G,H,))PERYLENE - - 33.00-141.00 | 41 (30.00) {BENZO(G,H,|)PERYLENE
CHRYSENE - - 29.00-148.00 | 42 (30.00) |CHRYSENE J (all detects)
DIBENZO(A,HJANTHRACENE - - 34.00-125.00 | 43 (30.00) |DIBENZO(A H)ANTHRACENE
INDENO(1,2,3-CD)PYRENE - - 17.00-136.00 | 44 (30.00) [INDENO(1,2,3-CD)PYRENE
NAPHTHALENE - - 31.00-148.00 | 42 (30.00) |NAPHTHALENE
PHENANTHRENE - - 29.00-142.00 | 43 (30.00) |PHENANTHRENE
PYRENE - - 26.00-143.00 | 41 (30.00) |PYRENE

SL-779-SA5A-0.0-0.5MS 1-METHYLNAPHTHALENE - 39 |50.00-131.00 | 42 (30.00) {1-METHYLNAPHTHALENE

SL-779-SA5A-0.0-0.5MSD ACENAPHTHENE - 38 48.00-127.00 | 41 (30.00) |[ACENAPHTHENE

(SL-779-SA5A-0.0-0.5) ACENAPHTHYLENE - 44 | 49.00-121.00 | 41 (30.00) |ACENAPHTHYLENE
ANTHRACENE - 41 52.00-126.00 | 45 (30.00) |ANTHRACENE
BENZO(E)PYRENE 62 41 70.00-130.00 | 41 (30.00) |BENZO(E)PYRENE
BENZO(K)FLUORANTHENE - 40 | 47.00-129.00 | 47 (30.00) |BENZO(K)FLUORANTHENE
BIS(2-ETHYLHEXYL)PHTHALAT - 28 |39.00-167.00 | 40 (30.00) |BIS(2-ETHYLHEXYL)PHTHALA J(all detects)
Butylbenzylphthalate - 49 59.00-153.00 | 39 (30.00) (Butylbenzylphthalate UJ(all non-detects)
Diethylphthalate 63 42 |76.00-127.00 | 39 (30.00) |Diethylphthalate
Dimethylphthalate 58 38 62.00-136.00 | 42 (30.00) |Dimethylphthalate
Di-n-butylphthalate - 46 62.00-154.00 | 42 (30.00) |Di-n-butyiphthalate
Di-n-octylphthalate 427 51 | 52.00-162.00 | 124 (30.00) | Di-n-octylphthalate
FLUORANTHENE - 33 47.00-135.00 | 40 (30.00) [FLUORANTHENE
FLUORENE - 38 | 50.00-129.00 | 42 (30.00) |FLUORENE
N-NITROSODIMETHYLAMINE - 36 |48.00-113.00 | 47 (30.00) [N-NITROSODIMETHYLAMINE

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
ADR version 1.7.0.207

8/5/2013 11:09:59 AM
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Lab Control Spike/Lab Control Spike Duplicate Outlier Report

L.ab Reporting Batch ID: PH053
EDD Filename: PH053_v1

‘Method: 8081B

Laboratory: LL
¢QAPP Name: CDM_SSFL_130705_Lan

Matrix: SO

QC Sample ID
(Associated
Samples)

Compound

LCS |LCSD %R RPD

Affected
Compounds

Flag

P31653AQ241734A
(SL-777-SA5A-0.0-0.5
SL-779-SA5A-0.0-0.5)

METHOXYCHLOR

%R | %R Limits | (Limits)
126 - |59.00-125.00 -

METHOXYCHLOR

J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea SA

8/5/2013 11:10:05 AM

ADR version 1.7.0.207
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH053 Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

Concentration (%)

Sample | eQAPP
Analyte SL-776-SA5A-6.0-7.0 | SL-1176-SA5A-6.0-7.0 RPD RPD Flag

MOISTURE 57 I 5.5 4 No Qualifiers Applied

Concentration (mg/Kg)

Sample | eQAPP
Analyte SL-776-SA5A-6.0-7.0 | SL-1176-SA5A-6.0-7.0 RPD RPD Flag

GASOLINE RANGE ORGANICS (C5-C12) 1U 0.4 200 50.00 J(all detects)
UJ(all non-detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
8/5/2013 11:10:57 AM ADR version 1.7.0.207 Page 1 of 1



Reporting Limit Outliers

Lab Reporting Batch ID: PH053
EDD Filename: PH053_v1

Laboratory: LL
€QAPP Name: CDM_SSFL_130705_Lan

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-777-SA5A-0.0-0.5 1.2,3,4,6,7,8-HPCDF JB 1.03 5.09 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.130 5.09 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.166 5.09 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.134 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.639 5.09 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.142 5.09 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.800 5.09 PQL | ng/Kg
1,2,3,7,8,9-HXCDF JB 0.366 5.09 PQL | ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.192 5.09 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.266 5.09 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.108 5.09 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.207 5.09 PQL ng/Kg
2,3,7,8-TCDD JQ 0.0432 1.02 PQL ng/Kg
2,3,7,8-TCDF J 0.101 1.02 PQL ng/Kg
OCDF JB 2.49 10.2 PQL ng/Kg
SL-779-SA5A-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 0.740 4.91 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JB 0.0702 4.91 PQL ng/Kg
1,2,3,4,7,8-HxCDD JQ 0.140 4.91 PQL | ng/Kg
1.2,3,4,7,8-HXCDF JBQ 0.104 4.91 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.369 4.91 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.0664 4.91 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.560 4.91 PQL ng/Kg
1,2,3,7,8,9-HXCDF JBQ 0.227 4.91 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JB 0.114 4.91 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.166 4.91 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.0628 4.91 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0556 4.91 PQL ng/Kg
2,3,7,8-TCDD J 0.0246 0.982 PQL ng/Kg
2,3,7,8-TCDF JQ 0.0369 0.982 PQL ng/Kg
OCDF JB 2.05 9.82 PQL | ng/Kg

SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-777-SA5A-0.0-0.5 ANTIMONY J 0.703 4.03 PQL | mg/Kg
BERYLLIUM J 0.567 1.01 PQL | mg/Kg
BORON J 3.67 101 PQL mg/Kg
MOLYBDENUM J 0.566 2.02 PQL mg/Kg J (all detects)
SODIUM J 83.5 101 PQL | mg/Kg
TIN J 2.69 10.1 PQL | mg/Kg
Zirconium J 2.90 5.04 PQL mg/Kg
SL-779-SA5A-0.0-0.5 ANTIMONY J 0.773 4.03 PQL | mg/Kg
BERYLLIUM J 0.662 1.01 PQL | mg/Kg
BORON J 3.45 10.1 PQL | mg/Kg
MOLYBDENUM J 0.572 2.02 PQL mg/Kg J (all detects)
SODIUM J 84.1 101 PQL | mg/Kg
TIN J 2.79 10.1 PQL | mg/Kg
Zirconium J 3.55 5.04 PQL mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
8/5/2013 11:11:24 AM
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Reporting Limit Outliers

Lab Reporting Batch ID: PH053 Laboratory: LL
EDD Filename: PH053_v1 eQAPP Name: CDM_SSFL_130705_Lan

SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-777-SA5A-0.0-0.5 SELENIUM J | 0156 0403 [ PAL [maKg| | i setect
SILVER J | 00485 | 0202 | PaL |mgiKg (all detects)
SL-779-SA5A-0.0-0.5 SELENIUM J | 0120 0403 | PQL |mgkg| oo
SILVER J | 00339 | 0202 | PaL |mgiKg (all detects)

Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1176-SA5A-6.0-7.0 GASOLINE RANGE ORGANICS (C5-C12) | J 0.4 10 | PaL |mgiKg| J(alldetects)

SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-777-SA5A-0.0-0.5 ACENAPHTHENE J 1.6 1.7 PQL | ug/Kg J (all detects)
SL-779-SA5A-0.0-0.5 BIS(2-ETHYLHEXYL)PHTHALATE J 12 18 PQL | ug/Kg

CHRYSENE J 1.1 1.7 PQL | ug/Kg

NAPHTHALENE J 0.81 17 PQL | ugiKg | (@lldetects)

PHENANTHRENE J 1.3 17 PQL | ug/Kg

Project Name and Number: 1204-002-001-AL. - SSFL Area IV Phase 3 Subarea 5A
8/5/2013 11:11:24 AM ADR version 1.7.0.207 Page 2 of 2



LDC #.__ 3003714 VALIDATION COMPLETENESS WORKSHEET Date: 7/25/!3

SDG #__PHO053 ADR Page: ™ of }
Laboratory:_Eurofins Lancaster Laboratories Reviewer;_ (JL—
2nd Reviewer.__ |_—

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments.
Sampling dates: e/10/1>

I. | Technical holding times

. ICP/MS Tune

1ll. | Calibration

IV. | Blanks

V. | ICP Interference Check Sample (ICS) Analysis

V1. | Matrix Spike Analysis

oD (Ggn ©HOS(5L-T7 65505660 7.0))

O
LCS

VIl. | Duplicate Sample Analysis

Vill. | Laboratory Control Samples (LCS)

IX. | Internal Standard (ICP-MS)

X. Furnace Atomic Absorption QC

XI. | ICP Serial Dilution

XIl. | Sample Result Verification

XlI. | Overall Assessment of Data

ARNSE
\zz@zz&&i \‘

XIV. | Field Duplicates

xv_| Field Blanks SW e ERQ) -0b 'y R0

Note: A = Acceptable ND = No compounds detected CQHOSD'—'S Quplicate C P HOZQ)
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: < \
\
1 | SL-777-SA5A-5B-0.0-0.5 11 21 31
2 | SL-779-SA5A-SB-0.0-0.5 12 22 32
3 13 23 33
4 14 24 34
5 16 25 35
6 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40
Notes:

3003714W.wpd



LDC #: 3003714

METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mg/L Associated sample units:___mg/Kg

VALIDATION FINDINGS WORKSHEET

Field Blanks

Reason: F

\ o
Page: f
Reviewer:—(‘?o\

2nd Reviewer:

Sampling date:_ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:___ All
|Analﬂe| Blank ID Sample ldentification
Action 1 2
Limit
Cu 0.0036 1.8
Mo 0.0036 1.8 0.57 0.57
Sampling date:__ 6/12/13 Soil factor applied 100x

Field blank type: (circle one) Field Blank / Rinsate / Other:

| Analyte | Blank ID

Associated Samples: ___All

Sample Identification

EB1-061213 | Action |No Qualifiers
(SDG: Limit
PHO055)
Ba 0.00037 0.185

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

3003714eb.wpd
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LDC Report# 3003713a

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: June 10, 2013

LDC Report Date: August 8, 2013

Matrix: Soil

Parameters: Chlorinated Pesticides
Validation Level: Level IV

Laboratory: Eurofins

Sample Delivery Group (SDG): PHO053
Sample Identification

SL-777-SA5A-SB-0.0-0.5
SL-779-SA5A-SB-0.0-0.5

VALOGIN\CDM\SSFLI3003713A_CD4.DOC 1



Introduction
This data review covers 2 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8081A for
Chlorinated Pesticides.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDMVSSFL\30037I3A_CD4.DOC 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

II. GC/ECD Instrument Performance Check

Instrument performance was acceptable unless noted otherwise under initial calibration
and continuing calibration sections.

Ill. Initial Calibration

Initial calibration of single compounds was performed for the primary (quantitation)
column and confirmation column as required by this method.

The percent relative standard deviations (%RSD) were less than or equal to 20.0% for
all compounds.

Retention time windows were evaluated and considered technically acceptable.
IV. Continuing Calibration
Continuing calibration was performed at required frequencies.

The percent differences (%D) of calibration factors in continuing standard mixtures were
within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits.

The individual 4,4'-DDT and Endrin breakdowns (%BD) were less than or equal to
15.0%.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No chlorinated pesticide
contaminants were found in the method blanks.

Sample EB1-061213 (from SDG PHO055) was identified as an equipment blank. No
chlorinated pesticide contaminants were found.

Sample FB-041113 (from SDG PH029) was identified as a field blank. No chlorinated
pesticide contaminants were found.

VALOGIN\CDM\SSFL\3003713A_CD4.DOC 3



VL. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VII. Matrix Spike/Matrix Spike Duplicates

The laboratory has indicated that there were no matrix spike (MS) and matrix spike
duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VIII. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits with the following exceptions:

Associated
LCS ID Compound %R (Limits) Samples Flag AorP
LCS03165 Methoxychlor 126 (59-125) | All samples in SDG J (all detects) P
PHO53

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Florisil Cartridge Check

Florisil cleanup was not required and therefore not performed in this SDG.
Xl. GPC Calibration

GPC cleanup was not required and therefore not performed in this SDG.
XIl. Target Compound Identification

All target compound identifications were within validation criteria.

XIll. Compound Quantitation

All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PHO053 All compounds reported below the RL. J (all detects) A

VALOGIN\CDM\SSFLA3003713A_CD4.DOC 4



XIV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XV. Field Duplicates

No field duplicates were identified in this SDG.

VALOGIN\CDM\SSFL\30037I3A_CD4.DOC 5



Santa Susana Field Laboratory

Chlorinated Pesticides - Data Qualification Summary - SDG PH053

SL-779-SA5A-SB-0.0-0.5

below the RL.

SDG Sample Compound Flag AorP Reason (Code)
PHO053 SL-777-SA5A-SB-0.0-0.5 | Methoxychior J (all detects) P Laboratory control
SL-779-SA5A-SB-0.0-0.5 samples (%R) (L)
PHO053 SL-777-SA5A-SB-0.0-0.5 | All compounds reported J (all detects) A Compound quantitation

@

Santa Susana Field Laboratory
Chiorinated Pesticides - Laboratory Blank Data Qualification Summary - SDG

PHO053

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Chlorinated Pesticides - Field Blank Data Qualification Summary - SDG PH053

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFLA3003713A_CD4.DOC




LDC #__ 30037I3a VALIDATION COMPLETENESS WORKSHEET Date: 7[ w3

SDG# RHE37 PHOSD Level IV Page:_{ of /
Laboratory:_Eurofins Lancaster Laboratories Reviewer: 7

2nd Reviewer:; %\
METHOD: GC Chlorinated Pesticides (EPA SW846 Method 8081A)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I. | Technical holding times JAY Sampling dates: b h ﬂl\‘9
1. GC/ECD Instrument Performance Check A
IIf. | Initial calibration A D/a P’&P £ 20
IV. | Continuing calibration/ICV A VeV [ N £ 2
V. | Blanks A
VI. | Surrogate spikes A
VIi. | Matrix spike/Matrix spike duplicates N L«[ I:evﬂT S o | e 0/
VIII. | Laboratory control samples S/ WD !
IX. | Regional quality assurance and quality control N
X. _| Florisil cartridge check N
Xl. | GPC Calibration N
Xll. | Target compound identification A
Xlll. | Compound quantitation/RL/LOQ/LODs A
XIV. | Overall assessment of data .A
XV. | Field duplicates f\)
XVI. | Field blanks M | ew = BB — 061212 N 3podft PHOSY]
Note: A = Acceptable ND = No compounds detected ‘D= Duplicate > M/
N = Not provided/applicable R =Rinsate TB = Trip blank FB- 8 - CM“ \3 {gp@ﬁ:
SW = See worksheet FB = Field blank EB = Equipment blank \OHOZ
Validated Samples: “o L
7 | sL777-5A5A-5B-0.0-0.5 11| PRLIKOBILY 21 31
2 | SL-779-SA5A-SB-0.0-0.5 12 22 32
3 13 23 33
4 14 24 34
5 15 25 35
6 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40
Notes:
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LDC#__ 0BT I Do VALIDATION FINDINGS CHECKLIST Page:__of l

Reviewer.___ FF7

2nd Reviewer: 4

Method: Pesticides/PCBs (EPA SW 846 Method 8081A/8082)

Validation Area Yes | No | NA Findings/Comments

All technical holding times were met.

Cooler temperature criteria was met.

Was the instrument performance found to be acceptable?

Did the laboratory perform a 5 point calibration prior to sample analysis?

Was a linear fit used for evaluation? If yes, were all percent relative standard
deviations (%RSD) < 20%7?

Was a curve fit used for evaluation? If Yes, what was the acceptance criteria
used?

Did the initial calibration meet the curve fit acceptance criteria? -

Were the RT windows properly established? —

Were the required standard concentrations analyzed in the initial calibration?

What type of continuing calibration calculation was performed? %D or —
%R

Were Evaluation mix standards analyzed prior to the initial calibration and sample 1
analysis?

Were endrin and 4,4'-DDT breakdowns < 15% for individual breakdown in the
Evaluation mix standards?

/
Was a continuing calibration analyzed daily? ]
/

Were all percent differences (%D) < 20%7?

Were all the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG?

/‘
Was a method blank analyzed for each matrix and concentration? —

Were extract cleanup blanks analyzed with every batch requiring clean-up? —

Was there contamination in the method blanks or clean-up blanks? If yes, please
see the Blanks validation completeness worksheet. -

Were all surrogate %R within the QC limits?

a reanalysis performed to confirm %R?

If the percent recovery (%R) of one or more surrogates was outside QC limits, was A
/

If any %R was less than 10 percent, was a reanalysis performed to confirm %R?

PEST-SWrev1.wpd version 2.0



LDC#_ 300 XI5~ VALIDATION FINDINGS CHECKLIST

Page:_2of %
Reviewer: £7

2nd Reviewer: %

Validation Area

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Yes

NA

\

Findings/Comments

Was a MS/MSD analyzed every 20 samples of each matrix?

\

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?

Were performance evaluation (PE) samples performed?

ANAAY

Were the performance evaluation (PE) samples within the acceptance limits?

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions,
dry weight factors, and clean-up activities applicable to level IV validation?

System performance was found to be acceptable.
Overall assessment of data was found to be acceptable.

Field duplicate pairs were identified in this SDG.

Target compounds were detected in the field duplicates.

Field blanks were identified in this SDG.

Target compounds were detected in the field blanks.

PEST-SWrev1.wpd version 2.0



METHOD: Pesticide/PCBs (EPASW 846 Method 8081/8082)

VALIDATION FINDINGS WORKSHEET

A. alpha-BHC L. Dieldrin Q. Endrin ketone Y. Aroclor-1242 GG.
B. beta-BHC J. 4,4'-DDE R. Endrin aldehyde Z. Aroclor-1248 HH.
C. delta-BHC K. Endrin S. alpha-Chlordane AA. Aroclor-1254 I
D. gamma-BHC L. Endosuifan il T. gamma-Chlordane BB. Aroclor-1260 JJ.
E. Heptachlor M. 4,4°-DDD U. Toxaphene CC. DB 608 KK.
F. Aldrin N. Endosulfan sulfate V. Aroclor-1016 DD. DB 1701 LL.
G. Heptachlor epoxide 0. 4,4-DDT W. Aroclor-1221 EE. MM.
H. Endosulfan 1 P. Methoxychlor X. Aroclor-1232 FF. NN.

Notes:

C:\docs\Work\Pesticides\COMPLST-3S.wpd




LDC# 30037 T3 VALIDATION FINDINGS WORKSHEET Page:6f /_
Laboratory Control Samples (LCS) Reviewer [/

/ 2nd Reviewer._ <
METHOD: _  GC __ HPLC

@i e see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
_Z N/A Were a laboratory control samples (LCS) and laboratory control sample duplicate (LCSD) analyzed for each matrix in this SDG?
YéN N/A Were the LCS percent recoveries (%R) and relative percent differences (RPD) within the QC limits?

evel IV/D Only
Y N N/A Was an LCS analyzed every 20 samples for each matrix or whenever a sample extraction was performed?

LCS LCSD
# LCS/LCSD ID Compound %R (Limits) %R (Limits) RPD (Limits) Associated Samples Qualifications
1502l S P 1280 (S-px ( ) ( ) Al A /Pax (L )

( ) ( ) ( )

( ) ( ) (

( ) ( )

e |~ |~ |~ ]|~ |~ |~~~ |~~~} ] =~ |~ |-
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(
(
(
(
(
(
(
(
(
(
{

—~t~f~]~]~}~|~]~ K~~~} ~}~1~ |~~~ I~~~
— |~ |~~~ |~~~ |~~~ I~~~ |~
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LDC# SPC 37 T 3a_

VALIDATION FINDINGS WORKSHEET Page:iof_’_/_
Initial Calibration Calculation Verification Reviewer:_ fF7
2nd Reviewer: é
METHOD: GC___~__HPLC
The calibration factors (CF) and relative standard deviation (%RSD) were recalculated using the following calculations:
CF=A/IC Where: A = Area of compound
Average CF = sum of the CF/number of standards C = Concentration of compound
%RSD =100 * (S/X) S = Standard deviation of calibration factors
. X = Mean of calibration factors
Reparted Recalculated il Reported || Reported Racalculated
Calibration CF 400 cry JoY
# Standard ID Date Compound ( lD/ é?d) { |g__2/std) CF (initial) CF (intial) %RSD %RSD
1 |weAL 1> |cndosulian oede”.» |l wedAa-> || oyguiz.| | joudsa-) 3.9¢9 379
3
R e/ me Hoxgy chlor 123%9.2C [ 12%3- R oz . 49| 1lboz.49 $-9989 <987
AN LA \ x990 || sxqdo.] || s > || 2eo%d-3 .76 | 2-7¢ ]
% e 488 || 280K | 2bssy. 12 | 265w )2 4043 TR

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.
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LDC#_ 83O 377 3a VALIDATION FINDINGS WORKSHEET Page:__ 76f 7

Continuing Calibration Results Verification Reviewer._ /~/

2nd Reviewer: é ?

METHOD: GC HPLC

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration CF were recalculated for the compounds identified
below using the following calculation:

% Difference = 100 * (ave. CF -CF)/ave.CF Where: ave. CF = initial calibration average CF
CF = continuing calibration CF
A = Area of compound
C = Concentration of compound

Reported Recalculated Reported Recalculated
Standard Calibration
4 1D Date Compound Average CF(lcal)/ CCV CF/ Conc. CF/ Conc. %D %D
Conc. CCV ccv
1 Lo vy fen Ana /73-:‘ qv/;zef A
/ = 7

2

3

4

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of
the recaiculated results.
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LDC# 300277 3

VALIDATION FINDINGS WORKSHEET
Surrogate Results Verification

METHOD: GC Pesticides (EPA SW 846 Method 8081)

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

% Recovery: SF/SS * 100

Sample ID: H /

Where:

SF = Surrogate Found
SS = Surrogate Spiked

Page: / of ~
Reviewer: EZ
2nd reviewer: e

Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
] Reported Recalculated
Temx RTIX erLf2 L0-/ 9. o927 2% 90 @
och P15 aLp / /0-2 1-025/7 /70 o, 5,
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated




oc#_ 360377 3%

VALIDATION FINDINGS WORKSHEET
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification

METHOD: GC Pesticides (EPA SW 846 method 8081)

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the

compounds identified below using the following calculation:

%Recovery = 100 * (SSC - SC)/SA

Where

RPD =(({SSCLCS - SSCLCSD} * 2) / (SSCLCS + SSCLCSD))*100

Les ©3)6 §

SSC = Spiked sample concentration
SA = Spike added
LCS = Laboratory Control Sample

SC = Sample concentration

page:_“of 7~

Reviewer.__ / 2

2nd Reviewer: é

LCSD = Laboratory Control Sample duplicate

LCS/LCSD samples:
Spike Sample Spike Sample LCS LLCSD LCS/L.CSD
Adde Conc Concentratjon
Compound ( 4z kﬁ) { LU / @ (u 7 (=] Percent Recovery Percent Recovery RPD
-4 7 7 "4 ~
LLCS LCSD — LCS L.CSD Reported Recalc. Reported Recalc. %/Recalc.
Gamma-BHC 3. g pB ] 3.37 AMA 97 79
0 /
4,.4-DDT 204 L 4 9.2/ J /39 /29 N B

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported

results do not agree within 10.0% of the recalculated resulits.
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Lpc#  SPE3 7T 34 VALIDATION FINDINGS WORKSHEET Page:_ 7of 7

Sample Calculation Verification Reviewer: /<7

2nd Reviewer: @

METHOD: GC Pesticides (EPA SW 846 Method 8081)

Y_N A/A Were all reported results recalculated and verified for all level IV samples?
Y _N/N/A Were all recalculated resuits for detected target compounds within 10% of the reported results?
Concentration= (A)(Fv)(Df) Example:
(RF)(Vs or Ws)(%S/100)
Sample ID. Compound Name ")W

A= Area or height of the compound to be measured

Fv=_Final Volume of extract

Df= Dilution Factor

RF= Average response factor of the compound Concentration =
In the initial calibration

Vs=Initial volume of the sample

Ws= Initial weight of the sample

%S= Percent Solid

Reported . Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications

( ) { )

Comments:

SAMPCALew.wpd



Attachment |

Sample ID Cross Reference and Data Review Level
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
14-Jun-2013  TB-061413 7094795 B 5030B 8015M v
14-Jun-2013  SL-850-SA5A-SB-0.0-0.5 7094786 N 3050B 6010C v
14-Jun-2013  SL-850-SA5A-SB-0.0-0.5 7094786 N 30508 6020A v
14-Jun-2013  SL-850-SA5A-SB-0.0-0.5 7094786 N 3546 8015M v
14-Jun-2013  SL-850-SA5A-SB-0.0-0.5 7094786 N 3546 8270D SIM v
14-Jun-2013  SL-850-SA5A-SB-0.0-0.5 7094786 N METHOD 1613B v
14-Jun-2013  SL-850-SA5A-SB-0.0-0.5 7094786 N METHOD 74718 v
14-Jun-2013  SL-869-SA5A-SB-0.0-0.5 7094787 N 3050B 6010C v
14-Jun-2013  SL-869-SA5A-SB-0.0-0.5 7094787 N 3050B 6020A v
14-Jun-2013  SL-869-SA5A-SB-0.0-0.5 7094787 N 3546 8015M v
14-Jun-2013  SL-869-SA5A-SB-0.0-0.5 7094787 N 3546 8270D SIM v
14-Jun-2013  SL-869-SA5A-SB-0.0-0.5 7094787 N METHOD 1613B \%
14-Jun-2013  SL-869-SA5A-5B-0.0-0.5 7094787 N METHOD 7471B I\
14-Jun-2013  SL-870-SA5A-SB-0.0-0.5 7094788 N 3050B 6010C \Y
14-Jun-2013 SL-870-SA5A-SB-0.0-0.5 7094788 N 30508 6020A v
14-Jun-2013  SL-870-SA5A-SB-0.0-0.5 7094788 N 3546 8015M v
14-Jun-2013 SL-870-SA5A-SB-0.0-0.5 7094788 N 3546 8270D SIM v
14-Jun-2013  SL-870-SA5A-SB-0.0-0.5 7094788 N METHOD 1613B v
14-Jun-2013  SL-870-SA5A-SB-0.0-0.5 7094788 N METHOD 7471B v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5 7094789 N 3050B 6010C v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5 7094789 N 3050B 6020A v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5 7094789 N 3546 8015M v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5 7094789 N 3546 8082A v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5 7094789 N 3546 8270D SiM v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5 7094789 N METHOD 1613B v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5 7094789 N METHOD 7471B \Y

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

T8 = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 1 of 3



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MS 7094790 MS 3050B 6010C v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MS 7094790 MS 3050B 6020A v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MS 7094790 MS 3546 8015M v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MS 7094790 MS 3546 8082A v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MS 7094790 MS 3546 8270D SIM v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MS 7094790 MS METHOD 1613B v
14-Jun-2013  SL-852-SA5A-5B-0.0-0.5MS 7094790 MS METHOD 7471B v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MSD 7094791 MSD 3050B 6010C v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MSD 7094791 MSD 3050B 6020A v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MSD 7094791 MSD 3546 8015M v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.56MSD 7094791 MSD 3546 8082A v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MSD 7094791 MSD 3546 8270D SIM v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MSD 7094791 MSD METHOD 1613B \Y
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5MSD 7094791 MSD METHOD 7471B \Y)
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5DUP 7094792 DUP 3050B 6010C Y
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5DUP 7094792 DUP 3050B 6020A v
14-Jun-2013  SL-852-SA5A-SB-0.0-0.5DUP 7094792 DUP METHOD 7471B v
14-Jun-2013  SL-1252-SA5A-SB-0.0-0.5 7094793 FD 3050B 6010C v
14-Jun-2013  SL-1252-SA5A-SB-0.0-0.5 7094793 FD 3050B 6020A v
14-Jun-2013  SL-1252-SA5A-SB-0.0-0.5 7094793 FD 3546 8015M v
14-Jun-2013  SL-1252-SA5A-SB-0.0-0.5 7094793 FD 3546 8082A v
14-Jun-2013  SL-1252-SA5A-SB-0.0-0.5 7094793 FD 3546 8270D SIM \Y)
14-Jun-2013  SL-1252-SA5A-SB-0.0-0.5 7094793 FD METHOD 1613B v
14-Jun-2013  SL-1252-SA5A-SB-0.0-0.5 7094793 FD METHOD 7471B v
14-Jun-2013  SL-852-SA5A-SB-4.5-5.5 7094794 N 3050B 6010C v
14-Jun-2013  SL-852-SA5A-SB-4.5-5.5 7094794 N 3050B 6020A v

/il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
14-Jun-2013  SL-852-SA5A-SB-4.5-5.5 7094794 N 3546 8015M v
14-Jun-2013  SL-852-SA5A-SB-4.5-5.5 7094794 N 3546 8082A v
14-Jun-2013  SL-852-SA5A-SB-4.5-5.5 7094794 N 3546 8270D SIM v
14-Jun-2013  SL-852-SA5A-SB-4.5-5.5 7094794 N 5035A 8015M v
14-Jun-2013  SL-852-SA5A-SB-4.5-5.5 7094794 N METHOD 1613B v
14-Jun-2013  SL-852-SA5A-SB-4.5-5.5 7094794 N METHOD 7471B v

Il = EPA Level 3 Data Review N = Normal Sample
IV = EPA Level 4 Data Validation =~ FD = Field Duplicate

7B = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Attachment I

Overall Data Qualification Summary

30037Cov_SSFL.wpd



Data Qualifier Summary

Lab Reporting Batch ID: PH057
EDD Filename: PrepPH057

Laboratory: LL
e¢QAPP Name: CDM_SSFL_130705_Lan

Matrix: - SO

Sample ID: SL-1252-SA5A-SB-0.0-0.5 Collected: 6/14/2013 1:10:00 Analysis Type: RES/TOT Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual Code _
ALUMINUM 16000 6.98 MDL 38.7 PQL mg/Kg J E A
ANTIMONY 3.87 U 0.717 MDL 3.87 PQL mg/Kg UJ Q
ARSENIC 2.86 0.678 MDL 3.87 PQL mg/Kg J Z,Q
BARIUM 107 0.0320 MDL 0.969 PQL mg/Kg J QA
BERYLLIUM 0.591 J 0.0649 MDL 0.969 PQL mg/Kg J z
BORON 4.03 0.814 MDL 9.69 PQL mg/Kg J Z,Q
CADMIUM 0.969 U 0.0736 MDL 0.969 PQL mg/Kg uJ Q
CALCIUM 2560 3.24 MDL 19.4 PQL mg/Kg J E A
CHROMIUM 224 0.155 MDL 2.91 PQL mg/Kg J QA
COBALT 5.64 0.0959 MDL 0.969 PQL mg/Kg J Q
COPPER 11.0 0.281 MDL 1.94 PQL mg/Kg J Q
IRON 21800 3.51 MDL 38.7 PQL mg/Kg J E.A
LEAD 8.94 0.484 MDL 2.91 PQL mg/Kg J Q
LITHIUM 21.8 0.33 MDL 3.9 PQL mg/Kg J Q EA
MAGNESIUM 4390 1.62 MDL 9.69 PQL mg/Kg J E,A
MANGANESE 337 0.0804 MDL 0.969 PQL mg/Kg J A
MOLYBDENUM 0.454 J 0.165 MDL 1.94 PQL mg/Kg uJ Q,FD,B,F
NICKEL 13.4 0.126 MDL 1.94 PQL mg/Kg J Q
PHOSPHORUS 423 2.80 MDL 9.69 PQL mg/Kg J Q
POTASSIUM 3890 8.08 MDL 96.9 PQL mg/Kg J Q,EA
SODIUM 825 J 16.2 MDL 96.9 PQL mg/Kg Z,QE
TIN 2.68 J 0.213 MDL 9.69 PQL mg/Kg uJ Q. B
TITANIUM 1160 0.165 MDL 0.969 PQL mg/Kg J A
VANADIUM 38.5 0.126 MDL 0.969 PQL mg/Kg J QA
ZINC 60.4 0.194 | MDL 3.87 PQL | mg/Kg J Q
Zirconium 0.997 J 0.814 MDL 4.84 PQL mg/Kg J Z,QE
Sample ID: SL-850-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:05:00 Analysis Type: RESI/TOT Dilution: 1

Data

Lab Lab DL RL Review Reason
\WAnalyte Result Qual DL Type RL ‘Type Units Qual Code
ALUMINUM 17000 7.12 MDL 39.5 PQL mg/Kg J E.A
ANTIMONY 3.95 U 0.731 MDL 3.95 PQL mg/Kg uJ Q
ARSENIC 2.68 0.691 MDL 3.95 PQL mg/Kg J Z,Q
BARIUM 96.5 0.0326 MDL 0.988 PQL mg/Kg J QA

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 10:33:49 AM

ADR version 1.7.0.207

Page 1 of 14




Data Qualifier Summary

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PrepPH057 eQAPP Name: CDM_SSFL_130705_Lan

Matri'x: ‘ SO

Sample ID: SL-850-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:05:00 Analysis Type: RESITOT Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Qual Code ’
BERYLLIUM 0.648 J 0.0662 MDL 0.988 ’ PQL mg/Kg J 4
BORON 4.22 J 0.830 MDL 9.88 PQL mg/Kg J Z,Q
CADMIUM 0.988 ] 0.0751 MDL 0.988 PQL mg/Kg uJ Q
CALCIUM 2180 3.30 MDL 19.8 PQL mg/Kg J E,A
CHROMIUM 23.0 0.158 MDL 2.96 PQL mg/Kg J QA
COBALT 5.52 0.0978 MDL 0.988 PQL mg/Kg J Q
COPPER 8.80 0.286 MDL 1.98 PQL mg/Kg J Q
IRON 21000 3.58 MDL 39.5 PQL mg/Kg J E A
LEAD 6.55 0.494 | MDL 2.96 PQL | mg/Kg J Q
LITHIUM 22.5 0.34 MDL 4.0 PQL mg/Kg J QEA
MAGNESIUM 4280 1.65 MDL 9.88 PQL mg/Kg J E,A
MANGANESE 310 0.0820 MDL 0.988 PQL mg/Kg J A
MOLYBDENUM 0.513 J 0.168 MDL 1.98 PQL mg/Kg ud Q,B,F
NICKEL 12.8 0.128 MDL 1.98 PQL mg/Kg J Q
PHOSPHORUS 230 2.85 MDL 9.88 PQL mg/Kg J Q
POTASSIUM 2460 8.24 MDL 98.8 PQL mg/Kg J QE A
SODIUM 156 16.5 MDL 98.8 PQL mg/Kg J QE
TIN 2.47 J 0.217 MDL 9.88 PQL mg/Kg uJ Q,B
TITANIUM 1190 0.168 MDL 0.988 PQL mg/Kg J A
VANADIUM 39.2 0.128 MDL 0.988 PQL mg/Kg J QA
ZINC 52.6 0.198 MDL 3.95 PQL mg/Kg J Q
Zirconium 1.70 J 0.830 MDL 4.94 PQL mg/Kg J Z,QE
Sample ID: SL-852-SA5A-SB-0.0-0.5 Collected: 6/14/2013 12:50:00 Analysis Type: RESITOT Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Qual Code
ALUMINUM 14200 7.19 MDL 39.9 PQL mg/Kg Jk E,A
ANTIMONY 3.99 u 0.738 MDL 3.99 PQL mg/Kg uJ Q
ARSENIC 1.99 J 0.698 MDL 3.99 PQL mg/Kg J Z,Q
BARIUM 89.2 0.0329 MDL 0.997 PQL mg/Kg J QA
BERYLLIUM . 0.487 J 0.0668 MDL 0.997 PQL mg/Kg J z
BORON 4.14 J 0.837 MDL 9.97 PQL mg/Kg J Z,Q
CADMIUM 0.997 u 0.0758 MDL 0.997 PQL mg/Kg uJ Q
CALCIUM 2240 3.33 MDL 19.9 PQL mg/Kg J E A

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 10:33:49 AM ADR version 1.7.0.207 Page 2 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH057
EDD Filename: PrepPH057

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

Sample ID: SL-852-SA5A-SB-0.0-0.5 Collected: 6/14/2013 12:50:00 Analysis Type: RES/TOT Dilution: 1
Data

Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type Units ’ Qual Code
CHROMIUM 19.0 0.159 MDL 2.99 PQL mg/Kg J QA
COBALT 4.41 0.0987 MDL 0.997 PQL mg/Kg J Q
COPPER 9.27 0.289 MDL 1.99 PQL mg/Kg J Q
IRON 18000 3.61 MDL 39.9 PQL mg/Kg J E,A
LEAD 7.29 0.498 MDL 2.99 PQL mg/Kg J Q
LITHIUM 19.6 0.34 MDL 4.0 PQL myg/Kg J QEA
MAGNESIUM 3800 1.66 MDL 9.97 PQL mg/Kg J E A
MANGANESE 275 0.0827 MDL 0.997 PQL mg/Kg J A
MOLYBDENUM 0.782 J 0.169 MDL 1.99 PQL mg/Kg uJ Q,FD,B, F
NICKEL 1.1 0.130 MDL 1.99 PQL mg/Kg J Q
PHOSPHORUS 337 2.88 MDL 9.97 PQL mg/Kg J Q
POTASSIUM 3510 8.31 MDL 99.7 PQL mg/Kg J QEA
SODIUM 75.7 J 16.6 MDL 99.7 PQL mg/Kg J Z,QE
TIN 2.35 J 0.219 MDL 9.97 PQL mg/Kg uJ Q,B
TITANIUM 1100 0.169 MDL 0.997 PQL mg/Kg J A
VANADIUM 31.2 0.130 MDL 0.997 PQL mg/Kg J QA
ZINC 49.7 0.199 MDL 3.99 PQL mg/Kg J Q
Zirconium 1.42 J 0.837 MDL 4.98 PQL mg/Kg J Z,QE
Sample ID: SL-852-SA5A-SB-4.5-5.5 Collected: 6/14/2013 1:25:00 Analysis Type: RES/TOT Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual Co‘de‘ _
ALUMINUM 20400 7.74 MDL 43.0 PQL ‘ mg/Kg J E,A
ANTIMONY 4.30 U 0.795 MDL 4.30 PQL mg/Kg uJ Q
ARSENIC 3.64 J 0.752 MDL 4.30 PQL mg/Kg J Z,Q
BARIUM 93.5 0.0354 MDL 1.07 PQL mg/Kg J QA
BERYLLIUM 0.727 J 0.0719 MDL 1.07 PQL mg/Kg J z
BORON 3.38 0.902 MDL 10.7 PQL mg/Kg J Z,Q
CADMIUM 1.07 U 0.0816 MDL 1.07 PQL mg/Kg uJ Q
CALCIUM 2310 3.59 MDL 215 PQL mg/Kg J E,A
CHROMIUM 254 0.172 MDL 3.22 PQL mg/Kg J QA
COBALT 6.67 0.106 MDL 1.07 PQL mg/Kg J Q
COPPER 9.72 0.311 MDL 2.15 PQL mg/Kg J Q
IRON 24400 3.89 MDL 43.0 PQL mg/Kg J E,A

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL. Area iV Phase 3 Subarea 5A

8/8/2013 10:33:49 AM

ADR version 1.7.0.207

Page 3 of 14




Data Qualifier Summary

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PrepPH057 eQAPP Name: CDM_SSFL_130705_Lan
SO
Sample ID: SL.-852-SA5A-SB-4.5-5.5 Collected: 6/14/2013 1:25:00 Analysis Type: RESITOT Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual | Code
LEAD 7.62 0.537 MDL 3.22 PQL mg/Kg J Q
LITHIUM 271 0.37 MDL 4.3 PQL mg/Kg J Q,E A
MAGNESIUM 4680 1.79 MDL 10.7 PQL myg/Kg J E A
MANGANESE 362 0.0891 MDL 1.07 PQL mg/Kg J A
MOLYBDENUM 0.489 J 0.183 MDL ‘2,15 PQL mg/Kg uJ Q,B,F
NICKEL 13.9 0.140 MDL 2.15 PQL mg/Kg J Q
PHOSPHORUS 213 3.10 MDL 10.7 PQL mg/Kg J Q
POTASSIUM 2210 8.96 MDL 107 PQL mg/Kg J QEA
SODIUM 103 J 17.9 MDL 107 PQL mg/Kg J Z,QE
TIN 2.61 J 0.236 MDL 10.7 PQL mg/Kg UJ Q,B
TITANIUM 1230 0.183 MDL 1.07 PQL mg/Kg J A
VANADIUM 42.9 0.140 MDBL 1.07 PQL mg/Kg J QA
ZINC 50.9 0.215 MDL 4.30 PQL mg/Kg J Q
Zirconium 1.46 J 0.902 MDL 5.37 PQL mg/Kg J Z,QE
Sample ID: SL-869-SA5A-SB-0.0-0.5 Coliected: 6/14/2013 9:55:00 Analysis Type: RESITOT Dilution: 1

Data

Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units | Qual Code
ALUMINUM 16300 717 MDL 39.8 PQL mg/Kg J E A
ANTIMONY 3.98 U 0.736 MDL 3.98 PQL mg/Kg uJ Q
ARSENIC 2.96 J 0.696 MDL 3.98 PQL mg/Kg J Z,Q
BARIUM 95.9 0.0328 MDL 0.995 PQL mg/Kg J QA
BERYLLIUM 0.581 J 0.0666 MDL 0.995 PQL mg/Kg J z
BORON 3.62 J 0.836 MDL 9.95 PQL mg/Kg J Z,Q
CADMIUM 0.995 U 0.0756 MDL 0.995 PQL mg/Kg uJ Q
CALCIUM 2090 3.32 MDL 19.9 PQL mg/Kg J E A
CHROMIUM 24.3 0.159 MDL 2.98 PQL mg/Kg J QA
COBALT 5.91 0.0985 MDL 0.995 PQL mg/Kg J Q
COPPER 11.5 0.288 MDL 1.99 PQL mg/Kg J Q
IRON 22500 3.60 MDL 39.8 PQL mg/Kg J E,A
LEAD 6.68 0.497 MDL 2.98 PQL mg/Kg J Q
LITHIUM 24.5 0.34 MDL 4.0 PQL mg/Kg J Q EA
MAGNESIUM 4750 1.66 MDL 9.95 PQL mg/Kg J E A
MANGANESE 300 0.0826 MDL 0.995 PQL mg/Kg J A

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area [V Phase 3 Subarea 5A

8/8/2013 10:33:49 AM ADR version 1.7.0.207 Page 4 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH0O57 Laboratory: LL
EDD Filename: PrepPHO057 eQAPP Name: CDM_SSFL_130705_Lan
Matrix: SO
Sample ID: SL.-869-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:55:00 Analysis Type: RES/TOT Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte Result Qual | DL | Type | RL Type | Units Qual __Code
MOLYBDENUM 0.492 J 0.169 MDL 1.99 PQL mg/Kg [UN] ’ Q B, F
NICKEL 15.1 0.129 MDL 1.99 PQL mg/Kg J Q
PHOSPHORUS 394 2.87 MDL 9.95 PQL mg/Kg J Q
POTASSIUM 3660 8.30 MDL 99.5 PQL mg/Kg J QEA
SODIUM 80.5 J 16.6 MDL 99.5 PQL mg/Kg J Z,Q,E
TIN 2.53 J 0.219 MDL 9.95 PQL mg/Kg uJ Q,B
TITANIUM 1210 0.169 MDL 0.995 PQL mg/Kg J A
VANADIUM 38.8 0.129 MDL 0.995 PQL mg/Kg J QA
ZINC 60.1 0.199 MDL 3.98 PQL mg/Kg J Q
Zirconium 1.40 J 0.836 MDL 497 PQL mg/Kg J Z,QE
Sample ID: SL-870-SA5A-SB-0.0-0.5 Collected: 6/14/2013 10:40:00 Analysis Type: RES/TOT Dilution: 1

Data

Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual Code
ALUMINUM 14100 7.13 MDL 39.5 PQL mg/Kg - J ’ E, A
ANTIMONY 3.95 ] 0.732 MDL 3.95 PQL my/Kg uJ Q
ARSENIC 2.20 J 0.692 MDL 3.95 PQL mg/Kg J Z,Q
BARIUM 93.4 0.0326 MDL 0.989 PQL mg/Kg J QA
BERYLLIUM 0.501 J 0.0662 MDL 0.989 PQL mg/Kg J z
BORON 3.86 J 0.830 MDL 9.89 PQL mg/Kg J Z,Q
CADMIUM 0.989 U 0.0751 MDL 0.989 PQL mg/Kg uJ Q
CALCIUM 2200 3.30 MDL 19.8 PQL mg/Kg J E,A
CHROMIUM 19.9 0.158 MDL 2.97 PQL mg/Kg J QA
COBALT 4.73 0.0979 MDL 0.989 PQL mg/Kg J -Q
COPPER 9.33 0.287 MDL 1.98 PQL mg/Kg J Q
IRON 19400 3.58 MDL 39.5 PQL mg/Kg J E,A
LEAD 8.41 0.494 MDL 2.97 PQL mg/Kg J Q
LITHIUM 21.6 0.34 MDL 4.0 PQL mg/Kg J QEA
MAGNESIUM 4110 1.65 MDL 9.89 PQL mg/Kg J E,A
MANGANESE 3086 0.0821 MDL 0.989 PQL mg/Kg J A
MOLYBDENUM 0.448 J 0.168 MDL 1.98 PQL mg/Kg A Q,B,F
NICKEL 1.5 0.129 MDL 1.98 PQL mg/Kg J Q
PHOSPHORUS 396 2.86 MDL 9.89 PQL mg/Kg J Q
POTASSIUM 3770 8.25 MDL 98.9 PQL mg/Kg J QEA

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 10:33:49 AM ADR version 1.7.0.207 Page 5 of 14



Data Qualifier Summary

LLab Reporting Batch ID: PH057

Laboratory: LL
eQAPP Name: CDM_SSFL_130705 Lan

R

SO
Sample ID:SL.-870-SA5A-SB-0.0-0.5 Collected: 6/14/2013 10:40:00  Analysis Type: RES/TOT Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL ; Type Units | Qual Code”
SODIUM 81.5 J ’16.5 MDL 98.9 PQL mg/Kg J Z, ’Q, E
TIN 2.41 J 0.218 MDL 9.89 PQL mg/Kg uJ Q,B
TITANIUM 1170 0.168 MDL 0.989 PQL mg/Kg J A
VANADIUM 333 0.129 MDL 0.989 PQL mg/Kg J QA
ZINC 57.3 0.198 MDL 3.95 PQL mg/Kg J Q
Zirconium 0.901 J 0.830 MDL 4.94 PQL mg/Kg J Z,QE

Matrix: - SO
Sample ID:SL-1252-SA5A-SB-0.0-0.5 Collected: 6/14/2013 1:10:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL Type RL | Type | Units | Qual | Code
SELENIUM 0170 | J Jooseo| MpL | 0387 | PaL |mgikg| J | z
Sample ID:SL-1252-SA5A-SB-0.0-0.5 Collected: 6/14/2013 1:10:00 Analysis Type: RES/ITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units Qual ; que
SILVER 0.0607 J 0.0252 | MDL 0.194 PQL mg/Kg uJ Q,F
STRONTIUM 29.9 0.0504 | MDL 0.387 PQL mg/Kg J Q
Sample ID:SL-850-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:05:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual ’DL Type RL Type, Unit§ ’ Qual | Ckodey _
SELENIUM 0134 | J Joosss| mpL [ 0395 | PaL |mgig| z
Sample ID:S1.-850-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:05:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units Qqal Code ‘
SILVER 0.0417 J 0.0257 | MDL 0.198 PQL mg/Kg J Z,Q
STRONTIUM 259 0.0514 | MDL 0.395 PQL mg/Kg J Q

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
ADR version 1.7.0.207

8/8/2013 12:56:39 PM

Page 6 of 14




Lab Reporting Batch ID: PH057
EDD Filename: PrepPHO057

Matrix:

Data Qualifier Summary

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

SO
Sample ID:SL-852-SA5A-SB-0.0-0.5 Collected: 6/14/2013 12:50:00  Analysis Type: REA/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte ‘ Result Qual DL Type RL Type | Units | Qual Code
SELENIUM 0164 | | 0.0097 | mpL | 0399 | PaL | makg [ | z
Sample ID:S1.-852-SA5A-SB-0.0-0.5 Collected: 6/14/2013 12:50:00  Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
\Analyte Result | Qual DL Type RL Type | Units | Qual Code
SILVER 0.0583 J 0.0259 { MDL 0.199 PQL mg/Kg uJ Q,F
STRONTIUM 25.3 0.0518 | MDL 0.399 PQL mg/Kg J Q
Sample ID:SL-852-SA5A-SB-4.5-5.5 Collected: 6/14/2013 1:25:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
SELENIUM 0133 | 4 Jot07| moL [ o430 | PaL [mgkg| U ] z
Sample ID:SL-852-SA5A-SB-4.5-5.5 Collected: 6/14/2013 1:25:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
\Analyte Result _Qual _DL Type RL Type Units Qqa[ Code
SILVER 0.0492 J 0.0279 1 MDL 0.215 PQL mg/Kg uJ QF
STRONTIUM 26.4 0.0558 [ MDL 0.430 PQL mg/Kg J Q
Sample ID:SL-869-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:55:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Aknalyte Result Qual | DL _Type RL Type | Units ngl ’ Code ;
SELENIUM 0.147 J |o0995| moL | 0.398 | PaL [ moikg | z
Sample ID:SL-869-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:55:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _Result | Qual | DL | Type | RL Type Uni’tsy | ,Quarl A ’ que
SILVER 0.0361 J 0.0259 | MDL 0.199 PQL mg/Kg J Z,Q
STRONTIUM 20.8 0.0517 [ MDL 0.398 PQL mg/Kg J Q
Sample ID:SL-870-SA5A-SB-0.0-0.5 Collected: 6/14/12013 10:40:00  Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL ‘ Type RL Type ’ Units | ’Q”ual , ,Code ;
SELENIUM o154 | J | 0.0989 | wpL | 0395 | PaL [mokg| 4 | z

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 12:56:39 PM

ADR version 1.7.0.207

Page 7 of 14




Data Qualifier Summary

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PrepPH057 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: 8O
Sample ID:SL-870-SA5A-SB-0.0-0.5 Collected: 6/14/2013 10:40:00  Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL | Typek RL Type | Units | Qual Code
SILVER 0.0600 J 0.0257 | MDL 0.198 PQL mg/Kg J Z,Q
STRONTIUM 20.9 0.0514 | MDL 0.395 PQL mg/Kg J Q

Matrix:. SO

Sample ID:SL-1252-SA5A-SB-0.0-0.5 Collected: 6/14/2013 1:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result kQuaI DL Type RL Type | Units | Qual Code
1,2,3,4,6,7,8-HPCDF 0.891 JB 0.0228 | MDL 4.97 PQL ng/Kg 4
1,2,3,4,7,8,9-HPCDF 0.134 JB 0.0375 | MDL 4.97 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.139 JB 0.0513 | MDL 4.97 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.131 JB 0.0407 | MDL 497 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.447 JB 0.0558 { MDL 4.97 PQL ng/Kg J Z
1,2,3,6,7,8-HXCDF 0.196 JBQ 0.0353 | MDL 4.97 PQL ng/Kg J z
1,2,3,7,8,9-HXCDD 0.514 JBQ 0.0538 § MDL 4.97 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.279 JBQ 0.0464 | MDL 4.97 PQL ng/Kg J V4
1,2,3,7,8-PECDD 0.187 JBQ 0.0604 | MDL 4.97 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.300 JBQ 0.0413 | MDL 4.97 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.182 JB 0.0337 | MDL 4.97 PQL ng/Kg J 4
2,3,4,7,8-PECDF 0.149 JBQ 0.0396 | MDL 4.97 PQL ng/Kg U B
2,3,7,8-TCDF 0.0575 JBQ 0.0540 | MDL 0.995 PQL ng/Kg uJ B, FD
OCDF 2.05 JB 0.0566 | MDL 9.95 PQL ng/Kg J Z,FD
Sample ID:SL-850-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason

Analyte Result Qual DL‘ ’ T’ype‘ RL Type ’Un’its Qual | Code
1,2,3,4,6,7,8-HPCDF 1.63 JB 0.0342 | MDL 5.02 PQL ng/Kg J VA
1,2,3,4,7,8,9-HPCDF 0.190 JB 0.0449 | MDL 5.02 PQL ng/Kg u B
1,2,3,4,7,8-HxCDD 0.152 JBQ 0.0487 | MDL 5.02 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.0916 JB 0.0276 | MDL 5.02 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.296 JB 0.0502 | MDL 5.02 PQL ng/Kg J V4
1,2,3,6,7,8-HXCDF 0.130 JB 0.0249 | MDL 5.02 PQL ng/Kg U B
1,2,3,7,8,9-HXCDD 0.365 JB 0.0468 | MDL 5.02 PQL ng/Kg J z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 12:56:39 PM ADR version 1.7.0.207 Page 8 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PrepPH057 eQAPP Name: CDM_SSFL_130705_Lan
Matrix: SO
Sample ID: SL-850-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:05:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual Code
1,2,3,7,8,9-HXCDF 0.141 JBQ 0.0310 MDL 5.02 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.0798 JBQ 0.0505 MDL 5.02 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0846 JBQ 0.0308 MDL 5.02 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0875 JB 0.0249 MDL 5.02 PQL ng/Kg U B
2,3,4,7,8-PECDF 0.0683 JBQ 0.0294 MDL 5.02 PQL ng/Kg u B
OCDF 7.65 JB 0.0504 MDL 10.0 PQL ng/Kg J z
Sample ID: SL-852-SA5A-$B-0.0-0.5 Collected: 6/14/2013 12:50:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Qual Code ’
1,2,3,4,6,7,8-HPCDD 8.64 B 0.0453 MDL 4.99 PQLk ng/Kg J Q,Q
1,2,3,4,6,7,8-HPCDF 1.25 JB 0.0168 MDL 4.99 PQL ng/Kg J 4
1,2,3,4,7,8,9-HPCDF 0.121 JB 0.0242 MDL 4.99 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.141 JBQ 0.0472 MDL 4.99 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.105 JBQ 0.0297 MDL 4.99 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.539 JB 0.0515 MDL 4.99 PQL ng/Kg J z
1,2,3,6,7,8-HXCDF 0.117 JBQ 0.0282 MDL 4.99 PQL ng/Kg U B
1.2,3,7,8,9-HXCDD 0.581 JB 0.0497 MDL 4.99 PQL ng/Kg J 4
1,2,3,7,8,9-HXCDF 0.260 JBQ 0.0317 MDL 4.99 PQL ng/Kg J Z
1,2,3,7,8-PECDD 0.123 JBQ 0.0512 MDL 4.99 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.355 JBQ 0.0315 MDL 4.99 PQL ng/Kg J z
2,3,4,6,7,8-HXCDF 0.144 JBQ 0.0277 MDL 4.99 PQL ng/Kg J z
2,3,4,7,8-PECDF 0.209 JBQ 0.0306 MDL 4.99 PQL ng/Kg U B
2,3,7,8-TCDF 0.137 JB 0.0471 MDL 0.998 PQL ng/Kg uJ B, FD
OCDD 131 B 0.0425 MDL 9.98 PQL ng/Kg J Q,Q
OCDF 3.64 JB 0.0377 MDL 9.98 PQL ng/Kg J Z,FD
Sample ID: SL-852-SA5A-SB-4.5-5.5 Collected: 6/14/12013 1:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual ‘ Code
1,2,3.4,6,7,8-HPCDD 0.737 JBQ 0.0403 MDL 5.40 PQL ng/Kg J Z
1,2,3,4,6,7,8-HPCDF 0.143 JB 0.0119 MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0340 JBQ 0.0180 MDL 5.40 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0581 JB 0.0267 MDL 5.40 PQL ng/Kg u B
1,2,3,4,7,8-HXCDF 0.0481 JBQ 0.0145 MDL 5.40 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 10:33:49 AM ADR version 1.7.0.207 Page 9 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PrepPH057 eQAPP Name: CDM_SSFL_130705_Lan
SO
Sample ID: SL-852-SA5A-SB-4.5-5.5 Collected: 6/14/2013 1:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units Qual Code
1,2,3,6,7,8-HXCDD 0.0916 JBQ 0.0291 MDL 5.40 PQL ng/Kg ‘ B ‘
1,2,3,6,7,8-HXCDF 0.0579 JBQ 0.0136 MDL 5.40 PQL ng/Kg ] B
1,2,3,7,8,9-HXCDD 0.0984 JBQ 0.0288 MDL 5.40 PQL ng/Kg U B
1,2,3,7,8,9-HXCDF 0.0453 JBQ 0.0159 MDL 5.40 PQL ng/Kg U B
1,2,3,7,8-PECDD 0.130 JBQ 0.0426 MDL 5.40 PQL ng/Kg u B
1,2,3,7,8-PECDF 0.123 J8 0.0255 MDL 5.40 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0438 JBQ 0.0112 MDL 5.40 PQL ng/Kg u B
2,3,4,7,8-PECDF 0.0843 JB 0.0254 MDL 5.40 PQL ng/Kg u B
2,3,7,8-TCDF 0.0310 JBQ 0.0300 MDL 1.08 PQL ng/Kg U B
OCDD 10.6 JB 0.0479 MDL 10.8 PQL ng/Kg J Z
OCDF 0.182 JBQ 0.0551 MDL 10.8 PQL ng/Kg U B
Sample ID: SL-863-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:55:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units Qual ’Code’
1,2,3,4,6,7,8-HPCDD 0.356 JBQ 0.0379 MDL 4.94 PQL ng/Kg U B
1,2,3,4,6,7,8-HPCDF 0.102 JB 0.0117 MDL 4.94 PQL ng/Kg U B
1,2,3,4,7,8,9-HPCDF 0.0313 JBQ 0.0168 MDL 494 PQL ng/Kg U B
1,2,3,4,7,8-HxCDD 0.0382 JB 0.0379 MDL 4.94 PQL ng/Kg U B
1,2,3,6,7,8-HXCDD 0.148 JBQ 0.0397 MDL 4.94 PQL ng/Kg U B
1,2,3,6,7,8-HXCDF 0.0523 JBQ 0.0153 MDL 4.94 PQL ng/Kg u B
1,2,3,7,8,9-HXCDD 0.224 JBQ 0.0364 MDL 4.94 PQL ng/Kg u B
1,2,3,7,8,9-HXCDF 0.207 JBQ 0.0174 MDL 4.94 PQL ng/Kg J z
1,2,3,7,8-PECDD 0.0618 JBQ 0.0464 MDL 4.94 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.0957 JBQ 0.0281 MDL 4,94 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.0494 JBQ 0.0139 MDL 4.94 PQL ng/Kg U B
OCDD 4.42 JB 0.0472 MDL 9.89 PQL ng/Kg J z
OCDF ’ 0.167 JBQ 0.0445 MDL 9.89 PQL ng/Kg U B
Sample ID: SL-870-SA5A-SB-0.0-0.5 Collected: 6/14/2013 10:40:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Qual ; Code
1,2,3,4,6,7,8-HPCDF 1.52 JB 0.0264 MDL 5.08 PQL ng/Kg J z
1,2,3,4,7,8,9-HPCDF 0.165 JB 0.0370 MDL 5.08 PQL ng/Kg U B
1,2,3,4,7,8-HXCDF 0.102 JB 0.0301 MDL 5.08 PQL ng/Kg U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 10:33:49 AM ADR version 1.7.0.207 Page 10 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PrepPH057 eQAPP Name: CDM_SSFL_130705_Lan

v Matrix: SO

Sample ID: SL-870-SA5A-SB-0.0-0.5 Collected: 6/14/2013 10:40:00 Analysis Type: RES Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Qual Code
1,2,3,6,7,8-HXCDD 0.568 JB 0.0603 MDL 5.08 PQL ng/Kg J ’ - z ‘
1,2,3,6,7,8-HXCDF 0.179 JB 0.0277 MDL 5.08 PQL ng/Kg ] B
1,2,3,7,8,9-HXCDD 0.653 JB 0.0603 MDL 5.08 PQL ng/Kg J z
1,2,3,7,8,9-HXCDF 0.253 JB 0.0345 MDL 5.08 PQL ng/Kg J 4
1,2,3,7,8-PECDD 0.170 JBQ 0.0522 MDL 5.08 PQL ng/Kg U B
1,2,3,7,8-PECDF 0.248 JB 0.0323 MDL 5.08 PQL ng/Kg U B
2,3,4,6,7,8-HXCDF 0.169 JB 0.0280 MDL 5.08 PQL ng/Kg J 4
2,3,4,7,8-PECDF 0.160 JBQ 0.0324 MDL 5.08 PQL ng/Kg U B
2,3,7,8-TCDF 0.0604 JBQ 0.0372 MDL 1.02 PQL ng/Kg U B
OCDF 5.52 JB 0.0500 MDL 10.2 PQL ng/Kg J z

Métrix: SO

Sample ID: SL-852-SA5A-SB-0.0-0.5 Collected: 6/14/2013 12:50:00 Analysis Type: RES Ditution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Qual Code
EFH (C21-C30) 81 | ‘ 2.0 | MDL \ 5.0 | PQL [ mg/Kg ] J ‘ Q,Q

SO

Sample ID: SL-1252-SA5A-SB-0.0-0.5 Collected: 6/14/2013 1:10:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type | RL Type | Units Qual Code
Aroclor 5442 33 | u | 10 [wmo | 33 | paL | ugikg | w ] c
Sample ID: SL-852-SA5A-SB-0.0-0.5 Collected: 6/14/2013 12:50:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units | Qual Code
Aroclor 5442 3 | u | 10 [mot ]| 3 [ ea ugkg | w ] c

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 10:33:49 AM ADR version 1.7.0.207 Page 11 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PrepPH057 eQAPP Name: CDM_SSFL_130705_Lan
Matrix: SO
Sample ID: SL-1252-SA5A-SB-0.0-0.5 Collected: 6/14/2013 1:10:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Resuit | Qual DL | Type RL Type | Units Qual _Code
BENZO(A)ANTHRACENE 17 U 0.66 MDL 1.7 PQL ug/Kg uJ T FD ‘
BENZO(A)PYRENE 0.78 J 0.66 MDL 1.7 PQL ug/Kg J Z,FD
BENZO(G,H,I}PERYLENE 1.7 U 0.66 MDL 1.7 PQL ug/Kg uJ FD
BENZO(K)FLUORANTHENE 0.74 J 0.66 MDL 1.7 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 1 J 5.9 MDL 18 PQL ug/Kg J z
Butylbenzylphthalate 6.2 J 5.9 MDL 18 PQL ug/Kg J Z,FD
CHRYSENE 1.0 J 0.33 MDL 1.7 PQL ug/Kg J Z,FD
FLUORANTHENE 1.2 J 0.66 MDL 1.7 PQL ug/Kg J Z,FD
INDENO(1,2,3-CD)PYRENE 1.7 U 0.66 MDL 1.7 PQL ug/Kg uJ FD
PHENANTHRENE 0.67 J 0.66 MDL 1.7 PQL ug/Kg J Z,FD
PYRENE 1.1 J 0.66 MDL 1.7 PQL ug/Kg J Z,FD
Sample ID: SL-850-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:05:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type | Units Qual Code
BIS(2-ETHYLHEXYL)PHTHALATE 7.9 J 6.0 MDL 18 PQL ug/Kg J z k
Di-n-octylphthalate 8.9 J 6.0 MDL 18 PQL ug/Kg J z
Sample ID: SL-852-SA5A-SB-0.0-0.5 Collected: 6/14/2013 12:50:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte ‘ Result Qual DL Type RL Type | Units Qual ; Code’
BENZO(A)ANTHRACENE 1.2 J 0.66 MDL 1.7 PQL ug/Kg J Z FD
BENZO(A)PYRENE 1.4 J 0.66 MDL 1.7 PQL ug/Kg J Z,FD
BENZO(G,H,I)PERYLENE 0.72 J 0.66 MDL 1.7 PQL ug/Kg J Z,FD
BENZO(K)FLUORANTHENE 1.0 J 0.66 MDL 1.7 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 7.1 J 5.9 MDL 18 PQL ug/Kg u F
Butylbenzylphthalate 18 u 5.9 MDL 18 PQL ug/Kg uJ FD
CHRYSENE 2.4 0.33 MDL 1.7 PQL ug/Kg J FD
FLUORANTHENE 3.1 0.66 MDL 1.7 PQL ug/Kg J FD
INDENO(1,2,3-CD)PYRENE 0.80 J 0.66 MDL 1.7 PQL ug/Kg J Z,FD
PHENANTHRENE 1.8 0.66 MDL 1.7 PQL ug/Kg J FD
PYRENE 26 0.66 MDL 1.7 PQL ug/Kg J FD

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 10:33:49 AM ADR version 1.7.0.207 Page 12 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PrepPH057 eQAPP Name: CDM_SSFL._130705_Lan
8270D SIM Matrix:- SO
Sample ID: SL-852-SA5A-SB-4.5-5.5 Collected: 6/14/2013 1:25:00 Analysis Type: RES Dilution: 1
Data
Lab Lab DL RL Review Reason
\Analyte Result Qual DL Type RL Type | Units Qual Code
1-METHYLNAPHTHALENE 1.2 J 0.72 MDL 1.8 PQL ug/Kg J Z
2-METHYLNAPHTHALENE 0.74 J 0.72 MDL 1.8 PQL ug/Kg J 4
BIS(2-ETHYLHEXYL)PHTHALATE 16 J 6.5 MDL 19 PQL ug/Kg J Z
Sample ID: SL-869-SA5A-SB-0.0-0.5 Collected: 6/14/2013 9:55:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Qual Code
BENZO(B)FLUORANTHENE 0.70 J 0.67 MDL 1.7 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 7.3 J 6.0 MDL 18 PQL ug/Kg J z
Sample ID: SL-870-SA5A-SB-0.0-0.5 Collected: 6/14/2013 10:40:00 Analysis Type: RES-BASE/NEUTRAL  Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL Type Units Qual ; Code
BENZO(B)FLUORANTHENE 1.5 J 0.67 MDL 1.7 PQL ug/Kg J z
BIS(2-ETHYLHEXYL)PHTHALATE 6.5 J 6.0 MDL 18 PQL ug/Kg J z
CHRYSENE 0.74 J 0.33 MDL 1.7 PQL ug/Kg J z
Di-n-octylphthalate 16 J 6.0 MDL 18 PQL ug/Kg J z
FLUORANTHENE 0.78 J 0.67 MDL 1.7 PQL ug/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 10:33:49 AM ADR version 1.7.0.207 Page 13 of 14



Data Qualifier Summary

Lab Reporting Batch ID: PH057

EDD Filename: PrepPH057

Reason Code

Reason Code Legend

Description

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

“# Professional Judgment

A ICP Serial Dilution

B Calibration Blank Contamination

B Method Blank Contamination

C Continuing Calibration Verification Percent Difference Lower Estimation
E Laboratory Duplicate Precision

E Matrix Spike Precision

F Equipment Blank Contamination

F Field Blank Contamination

FD Field Duplicate Precision

Q Laboratory Duplicate Precision

Q Matrix Spike Lower Estimation

Q Matrix Spike Lower Rejection

Q Matrix Spike Precision

Q Matrix Spike Upper Estimation

S Surrogate/Tracer Recovery Upper Estimation
z Reporting Limit Trace Value

* denotes a non-reportable result

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
ADR version 1.7.0.207

8/8/2013 10:33:49 AM

Page 14 of 14
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Quality Control
Outhier Reports

PHOS57



Method Blank Outlier Report

Lab Reporting Batch ID: PH057
EDD Filename: PH057_v1

Method: 1613B

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

Method Blank Associated
Sample ID Analysis Date Analyte Result Samples
BLK1750B371330 6/26/2013 1:30:00 PM 1,2,3,4,6,7,8-HPCDD 0.0996 ng/Kg SL-1252-SA5A-8B-0.0-0.5
1,2,3,4,6,7,8-HPCDF 0.0351 ng/Kg SL-850-SA5A-SB-0.0-0.5
1,2,3,4,7,8,9-HPCDF 0.0615 ng/Kg SL-852-SA5A-SB-0.0-0.5
1,2,3,4,7,8-HxCDD 0.0308 ng/Kg SL-852-SA5A-SB-4.5-5.5
1,2,3,4,7,8-HXCDF 0.0286 ng/Kg SL-869-SA5A-SB-0.0-0.5
1,2,3,6,7,8-HXCDD 0.0519 ng/Kg SL-870-SA5A-SB-0.0-0.5
1,2,3,6,7,8-HXCDF 0.0359 ng/Kg
1,2,3,7,8,9-HXCDD 0.0471 ng/Kg
1,2,3,7,8,9-HXCDF 0.0245 ng/Kg
1,2,3,7,8-PECDD 0.0611 ng/Kg
1,2,3,7,8-PECDF 0.0700 ng/Kg
2,3,4,6,7,8-HXCDF 0.0262 ng/Kg
2,3,4,7,8-PECDF 0.0563 ng/Kg
2,3,7,8-TCDD 0.0415 ng/Kg
2,3,7,8-TCDF 0.0358 ng/Kg
OoCDD 0.326 ng/Kg
OCDF 0.0789 ng/Kg

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified

Sample ID

Analyte

Result

Final Result

SL-1252-SA5A-SB-0.0-0.5(RES)

1,2,3,4,7,8,9-HPCDF

0.134 ng/Kg

0.134U ng/Kg

SL-1252-5A5A-5B-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.139 ng/Kg 0.139U ng/Kg
SL-1252-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.131 ngiKg 0.131U ng/Kg
SL-1252-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.187 ng/Kg 0.187U ng/Kg
SL-1252-SABA-5B-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.300 ng/Kg 0.300U ng/Kg
SL-1252-8A5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.149 ng/Kg 0.149U ng/Kg
SL-1252-SA5A-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.0575 ng/Kg 0.0575U ng/Kg
SL-850-5A5A-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.180 ng/Kg 0.190U ng/Kg
SL-850-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.152 ng/Kg 0.152U ng/Kg
SL-850-SA5A-5B8-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.0916 ng/Kg 0.0916U ng/Kg
SL-850-SA5A-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.130 ng/Kg 0.130U ng/Kg
SL-850-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0798 ng/Kg 0.0798U ng/Kg
SL-850-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0846 ng/Kg 0.0846U ng/Kg
SL-850-SA5A-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0875 ng/Kg 0.0875U ng/Kg
SL-850-SA5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.0683 ng/Kg 0.0683U ng/Kg
SL-852-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.121 ng/Kg 0.121U ng/Kg
SL-852-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HxCDD 0.141 ng/Kg 0.141U ng/Kg
SL-852-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCDF 0.105 ng/Kg 0.105U ng/Kg
SL-852-SA5A-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.117 ng/Kg 0.117U ng/Kg
SL-852-SABA-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.123 ng/Kg 0.123U ng/Kg
SL-852-SA5A-SB-0.0-0.5(RES) 2,3,4,7,8-PECDF 0.209 ng/Kg 0.209U ng/Kg
SL-852-5A5A-SB-0.0-0.5(RES) 2,3,7,8-TCDF 0.137 ng/Kg 0.137U ng/Kg
SL-852-SABA-SB-4.5-5.5(RES) 1,2,3,4,8,7,8-HPCDF 0.143 ng/Kg 0.143U ng/Kg

SL-852-SA5A-SB-4.5-5.5(RES)

1,2,3,4,7,8,9-HPCDF

0.0340 ng/Kg

0.0340U ng/Kg

SL-852-SA5A-5B-4.5-5.5(RES)

1,2,3,4,7,8-HxCDD

0.0581 ng/Kg

0.0581U ng/Kg

SL-852-SA5A-SB-4.5-5.5(RES)

1,2,3,4,7,8-HXCDF

0.0481 ng/Kg

0.0481U ng/Kg

SL-852-SA5A-5B-4.5-5.5(RES)

1,2,3,6,7,8-HXCDD

0.0916 ng/Kg

0.0916U ng/Kg

SL-852-SA5A-SB-4.5-5.5(RES)

1,2,3,6,7,8-HXCDF

0.0579 ng/Kg

0.0579U ng/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
ADR version 1.7.0.207

8/6/2013 6:56:25 AM
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Method Blank Outlier Report

Lab Reporting Batch ID: PH057
EDD Filename: PH057_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

Method Blank
Sample ID

Associated
Samples

Analysis Date Analyte Result

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
éL-ééz-éAsA-sB-4.5-5.5(éESj 12.3,7,8.9-HXCDD "~ 0.0%84 ng/kg "'6.6554U'ng/kg '
SL-852-SA5A-SB-4.5-5.5(RES) 1,2,3,7,8,9-HXCDF 0.0453 ng/Kg 0.0453U ng/Kg
SL-852-SA5A-SB-4.5-5.5(RES) 1,2,3,7,8-PECDD 0.130 ng/Kg 0.130U ng/Kg
SL-852-SA5A-SB-4.5-5.5(RES) 1,2,3,7,8-PECDF 0.123 ng/Kg 0.123U ng/Kg

SL-852-SA5A-SB-4.5-5.5(RES)

2,3,4,6,7,8-HXCDF

0.0438 ng/Kg

0.0438U ng/Kg

SL-852-SA5A-SB-4.5-5.5(RES)

2,3,4,7,8-PECDF

0.0843 ng/Kg

0.0843U ng/Kg

SL-852-SA5A-SB-4.5-5.5(RES) 2,3,7,8-TCDF 0.0310 ng/Kg 0.0310U ng/Kg
S1.-852-SA5A-5B-4.5-5 5(RES) OCDF 0.182 ng/Kg 0.182U ng/Kg
SL-869-SA5A-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDD 0.356 ng/Kg 0.356U ng/Kg
SL-869-SA5A-SB-0.0-0.5(RES) 1,2,3,4,6,7,8-HPCDF 0.102 ng/Kg 0.102U ng/Kg

SL-869-SA5A-SB-0.0-0.5(RES)

1,2,3,4,7,8,9-HPCDF

0.0313 ng/Kg

0.0313U ng/Kg

SL-869-SA5A-SB-0.0-0.5(RES)

1,2,3,4,7,8-HxCDD

0.0382 ng/Kg

0.0382U ng/Kg

SL-869-SABA-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDD 0.148 ng/Kg 0.148U ng/Kg
SL-869-SA5A-SB-0.0-0.5(RES) 1,2,3,6,7,8-HXCDF 0.0523 ng/Kg 0.0523U ng/Kg
SL-869-SABA-SB-0.0-0.5(RES) 1,2,3,7,8,9-HXCDD 0.224 ng/Kg 0.224U ng/Kg
SL-869-SABA-SB-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.0618 ng/Kg 0.0618U ng/Kg
SL-869-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.0957 ng/Kg 0.0957U ng/Kg
SL-869-SA5A-SB-0.0-0.5(RES) 2,3,4,6,7,8-HXCDF 0.0494 ng/Kg 0.0494U ng/Kg
SL-869-SABA-SB-0.0-0.5(RES) OCDF 0.167 ng/Kg 0.167U ng/Kg
SL-870-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8,9-HPCDF 0.165 ng/Kg 0.165U ng/Kg
SL-870-SA5A-SB-0.0-0.5(RES) 1,2,3,4,7,8-HXCOF 0.102 ng/Kg 0.102U ng/Kg
SL-870-SA5A-SB-0.0-0.5(RES) 1,2,3,8,7,8-HXCDF 0.179 ng/Kg 0.179U ng/Kg
SL-870-SA5A-5B-0.0-0.5(RES) 1,2,3,7,8-PECDD 0.170 ng/Kg 0.170U ng/Kg
SL-870-SA5A-SB-0.0-0.5(RES) 1,2,3,7,8-PECDF 0.248 ng/Kg 0.248U ng/Kg
SL-870-SA5A-SB-0.0-0.5(RES) 2,3/4,7,8-PECDF 0.160 ng/Kg 0.160U ng/Kg
SL-870-SA5A-SB-0.0-0.5(RES) 2,37,8-TCDF 0.0604 ng/Kg 0.0604U ng/Kg

Method Blank Associated

Sample ID Analysis Date Analyte Result Samples

P17137AB221147 6/27/2013 11:47:00 AM CALCIUM 5.59 mg/Kg [SL-1252-SA5A-5B-0.0-0.5
TIN 1.44 mg/Kg SL-850-SA5A-S8-0.0-0.5

SL-852-SA5A-8B-0.0-0.5
SL-852-SA5A-SB-4.5-5.5
SL-869-SA5A-SB-0.0-0.5
SL-870-SA5A-SB-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
JSyL'-'155218;45;0;-SVB-O‘O;O.S(RESﬁOT) ' ‘ |T|NH T ‘ - — l T 268mgikg | 2.68U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Lab Reporting Batch

ID: PHO57

EDD Filename: PHO57_v1

Method:  6010C

Method Blank Outlier Report

Laboratory: LL

eQAPP Name: CDM_SSFL_130705_Lan

Method Blank

Associated

Sample ID

Analysis Date

Analyte

Result

Il

Samples

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-850-SABA-5B-0.0-0.5(RES/TOT) | ™ k ‘2.4'7Vmg'IVK'g “"5.47'6‘}{{9&9
SL-852-SA5A-S8-0.0-0.5(RES/TOT) TIN 2.35 mg/Kg 2.35U mg/Kg
SL-852-SA5A-5B-4.5-5.5(RES/TOT) TIN 2.61 mg/Kg 2.61U mg/Kg
SL-869-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.53 mg/Kg 2.53U mg/Kg
SL-870-SA5A-SB-0.0-0.5(RES/TOT) TIN 2.41 mg/Kg 2.41U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/6/2013 6:56:25 AM

ADR version 1.7.0.207
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Equipment Rinsate Blank Outlier Report

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PH057_v1 eQAPP Name: CDM_SSFL_130705_Lan

Equipment Blank Associated
Sample ID Collected Date Analyte Result Samples
EB2-061213(REA2) 6/12/2013 3:30:00 PM SILVER 0.00062 mg/L SL-1252-SA5A-8B-0.0-0.5
STRONTIUM 0.00053 mg/L SL-852-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-1252-SA5A-SB-0.0-0.5(RES/TOT) SILVER 0.0607 mg/Kg 0.0607U mg/Kg
SL-852-SA5A-SB-0.0-0.5(RES/TOT) SILVER 0.0583 mg/Kg 0.0583U mg/Kg
SL-852-SA5A-SB-4.5-5.5(RES/TOT) SILVER 0.0492 mg/Kg 0.0492U mg/Kg

Equipment Blank Associated

Sample ID Collected Date Analyte Result Samples

EB2-061213(RES) 6/12/2013 3:30:00 PM BIS(2-ETHYLHEXYL)PHTHALATE 0.98 ug/L SL-1252-SA5A-8B-0.0-0.5
Diethylphthalate 0.13 ug/L SL-852-SA5A-SB-0.0-0.5
Di-n-butylphthalate 0.13 ug/lL SL-852-SA5A-SB-4.5-5.5
NAPHTHALENE 0.054 ug/L

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-852-SA5A-SB-0.0-0.5(RES) BIS(2-ETHYLHEXYL)PHTHALATE " 71 uglKg 18U ug/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
8/6/2013 9:45:56 AM ADR version 1.7.0.207 Page 1 of 1



Field Blank Outlier Report

LL.ab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PH057_v1 e¢QAPP Name: CDM_SSFL_130705_Lan

Field Blank Associated

Sample ID Collected Date Analyte Result Samples

FB-041113(REA2) 4/11/2013 3:00:00 PM COPPER 0.0036 mg/L SL-1252-SA5A-8B-0.0-0.5
MOLYBDENUM 0.0036 mg/L SL-850-SA5A-$B-0.0-0.5

SL-852-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5
SL-869-SA5A-SB-0.0-0.5
SL-870-SA5A-SB-0.0-0.5

The following samples and their listed target analytes were qualified due to contamination reported in this blank

Reported Modified
Sample ID Analyte Result Final Result
SL-1252-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.454 mg/Kg 0.454U mg/Kg
SL-850-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.513 mg/Kg 0.513U mg/Kg
S1.-852-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.782 mg/Kg 0.782U mg/Kg
SL-852-SA5A-SB-4.5-5 5(RES/TOT) MOLYBDENUM 0.489 mg/Kg 0.489U mg/Kg
SL-869-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.492 mg/Kg 0.492U mg/Kg
SL-870-SA5A-SB-0.0-0.5(RES/TOT) MOLYBDENUM 0.448 mg/Kg 0.448U mg/Kg

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
8/6/2013 9:45:49 AM ADR version 1.7.0.207 Page 1 of 1



Surrogate Outlier Report

Lab Reporting Batch ID: PHO57
EDD Filename: PH057_v1

Laboratory: LL
¢QAPP Name: CDM_SSFL_130705_Lan

Sample ID Sample % Recovery Affected
(Analysis Type) Surrogate % Recovery Limits Compounds
SL-1252-SA5A-SB- | DECACHLOROBIPHENYL 213 45.00-120.00 All Target Analytes

0.0-0.5 TETRACHLORO-M-XYLENE 222 45.00-120.00

Flag

J (all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
ADR version 1.7.0.207

8/6/2013 6:57:08 AM
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PH057_v1 eQAPP Name: CDM_SSFL_130705_Lan

i

‘Method: 8015M

Matrix: SO

QC Sample ID
(Associated MS | MSD %R RPD Affected
; Samples) Compound %R %R Limits | (Limits) Compounds Flag
SL-852-SA5A -SB-0.0-0.5MS  |EFH (C15-C20) 147 133 | 49.00-123.00 - EFH (C15-C20) J (all detects)
SL-852-SA5A -SB-0.0-0.5MSD  |EFH (C21-C30) 582 - | 49.00-123.00 | 100 (20.00) |EFH (C21-C30) EFH (C30-C40),
(SL-852-SA5A -SB-0.0-0.5) EFH (C30-C40) 264 139 | 49.00-123.00 - EFH (C30-C40) No Qual >4x

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R %R Limits _| (Limits) Compounds Flag
SL-852-SA5A-SB-0.0-0.5MS  [1,2,3,4,6,7,8-HPCDD 215 - | 40.00-135.00 | 79(20.00) {1,2,3,4,6,7,8-HPCDD
SL-852-SA5A -SB-0.0-0.5MSD |OCDD 324 - |40.00-135.00 | 72(20.00) |OCDD J(all detects)
(SL-852-SA5A -SB-0.0-0.5)

QC Sample ID
(Associated MS | MSD %R RPD Affected
Samples) Compound %R %R Limits (Limits) Compounds Flag
SL-852-SA5A-SB-0.0-0.5MS  |TITANIUM 274 - 75.00-125.00 - TITANIUM
(Tom
(SL-1262-SA5A -§B-0.0-0.5
SL -850-SA5A -SB-0.0-0.5
SL -852-SA5A -SB-0.0-0.5 No Qual, >4x
SL -852-SA5A-SB-4.5-5.5
SL -869-SA5A -SB-0.0-0.5
SL -870-SA5A -$B-0.0-0.5)
SL-852-SA5A -SB-0.0-0.5MS  [ALUMINUM 1018 -854 |75.00-125.00 | 26 (20.00) |ALUMINUM J(all detects)
(TOT) CALCIUM - -34 | 75.00-125.00 | 24 (20.00) |CALCIUM UJ(all non-detects)
SL-852-SA5A -SB-0.0-0.5MSD  |IRON -229 | -4694 |75.00-125.00 | 29(20.00) [IRON Al, Ca, Fe, Mg, Mn,
(ToT) MAGNESIUM - -394 [75.00-125.00 | 28(20.00) |MAGNESIUM No Qual %R >4x
(SL-1252-SA5A -SB-0.0-0.5 MANGANESE - 18 | 75.00-125.00 - MANGANESE
SL -850-SA5A -SB-0.0-0.5 PHOSPHORUS - 28 [ 75.00-125.00 B PHOSPHORUS J(all detects)
SL -852-SA5A-SB-0.0-0.5 POTASSIUM - -7 | 75.00-125.00 | 27(20.00) {POTASSIUM R(al! non-detects)
SL -852-SA5A-SB-4.5-5.5
SL -869-SA5A -SB-0.0-0.5 K, Post Spike = -206%
SL -870-SAS5A -SB-0.0-0.5) P, Post Spike = 44%
SL-852-SA5A-SB-0.0-0.5MS  |ANTIMONY 51 42 |75.00-125.00 - ANTIMONY
(ToT) ARSENIC - 74 | 75.00-125.00 - ARSENIC
SL.-852-SA5A -SB-0.0-0.5MSD  |BARIUM - 65 |75.00-125.00 - BARIUM
(ToT) BORON - 72 | 75.00-125.00 - BORON
(SL-1252-SA5A -SB-0.0-0.5 CADMIUM - 70 | 75.00-125.00 - CADMIUM
SL -850-SA5A -88-0.0-0.5 CHROMIUM - 68 |75.00-125.00 - CHROMIUM
SL -852-SA5A-SB-0.0-0.5 COBALT - 70 | 75.00-125.00 - COBALT
SL -852-SA5A -SB-4.5-5.5 COPPER - 67 |75.00-125.00 - COPPER Jall detects)
SL -869-SA5A -SB-0.0-0.5 LEAD - 74 | 75.00-125.00 - LEAD Udall nor-detect
SL -870-5A5A -5B-0.0-0.5) LITHIUM - 59 | 75.00-125.00 | 27 (20.00) |LITHIUM (all non-detects)
MOLYBDENUM - 70 | 75.00-125.00 - MOLYBDENUM
NICKEL - 69 | 75.00-125.00 - NICKEL
SODIUM - 62 |75.00-125.00 | 27(20.00) {SODIUM
TIN - 67 |75.00-125.00 - TIN
VANADIUM - 72 |75.00-125.00 - VANADIUM
ZINC - 63 |75.00-125.00 - ZINC
Zirconium - 60 |75.00-125.00 | 25(20.00) |Zirconium

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Matrix Spike/Matrix Spike Duplicate Outlier Report

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PH0O57_v1 €QAPP Name: CDM_SSFL_130705_Lan

Method: 60

Matrix: SO

QC Sample ID

(Associated MS | MSD %R RPD Affected
e Oamples) : Compound %R | %R | Limits | (Limits) | _ Compounds |  Flag
SL-852-SA5A -SB-0.0-0.5MSD  [SILVER - 129 | 75.00-125.00 - SILVER
(ToT) STRONTIUM - 173 | 75.00-125.00 - STRONTIUM

(SL-1252-SA5A -8B-0.0-0.5
SL -850-SA5A-SB-0.0-0.5

SL -852-SA5A -SB-0.0-0.5 J(all detects)
SL -852-SA5A -SB-4.5-5.5
SL -869-SA5A -SB-0.0-0.5
SL -870-SA5A -SB-0.0-0.5)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
8/6/2013 6:45:56 AM ADR version 1.7.0.207 Page 2 of 2



Lab Duplicate Outlier Report

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

Lab Reporting Batch ID: PH057
EDD Filename: PrepPH057

SO
QC Sample ID

(Associated Sample eQAPP

Sample ID) Analyte RPD RPD Flag
SL-852-SABA-SB-0.0-0.5DUP _ |MOLYBDENUM 59 20.00
TOT) TIN 26 20.00
(SL-1252-SA5A-SB-0.0-0.5 Zirconium 36 20.00
SL -850-SA5A-SB-0.0-0.5 No Qual,

SL -852-SA5A-SB-0.0-0.5
SL -852-SA5A-5B-4.5-5.5
SL -869-SA5A-5B-0.0-0.5
A-SB-0.0-0.5)

OK by Difference

SL -852-SA5A-SB-0.0-0.5
SL -852-SA5A-5B-4.5-5.5
SL -869-SA5A-SB-0.0-0.5
SL -870-SA5A-SB-0.0-0.5)

SO
QC Sample ID

(Associated Sample eQAPP

Sample ID) Analyte RPD RPD Flag
SL-852-SABA-SB-0.0-0.5DUP  [SILVER ' ' 24 | 20.00 -
TOT)
(SL-1252-SA5A-SB-0.0-0.5
SL -850-SA5A-SB-0.0-0.5 No Qual,

OK by Difference

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/8/2013 10:26:31 AM
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH057 Laboratory: LL
D Filenae: PrepPH057 eQAPP Name: CDM_SSFL_130705 _Lan

SRR

1603
SO

Concentration (%)

SL-852-SA5A-SB-0.0- SL-1252-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 0.5 RPD RPD Flag
SO
Concentration (ng/Kg)
SL-852-SA5A-SB-0.0- SL-1252-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 0.5 RPD RPD Flag
1,2,3,4,6,7,6-HPCDD 8.64 5.88 38 50.00 T
1,2,3,4,6,7,8-HPCDF 1.25 0.891 34 50.00
1,2,3,4,7,8,9-HPCDF 0.121 0.134 10 50.00
1,2,3,4,7,8-HxCDD 0.141 0.139 1 50.00
1,2,3,4,7,8-HXCDF 0.105 0.131 22 50.00
1,2,3,6,7,8-HXCDD 0.539 0.447 19 50.00
1,2,3,6,7,8-HXCDF 0.117 0.196 50 50.00
1,2,3,7,8,9-HXCDD 0.581 0.514 12 50.00 No Qualifiers Applied
1,2,3,7,8,9-HXCDF 0.260 0.279 7 50.00
1,2,3,7,8-PECDD 0.123 0.187 41 50.00
1,2,3,7,8-PECDF 0.355 0.300 17 50.00
2,3,4,6,7,8-HXCDF 0.144 0.182 23 50.00
2,3,4,7,8-PECDF 0.209 0.149 34 50.00
OCDD 131 88.1 39 50.00
2,3,7,8-TCDF 0.137 0.0575 82 50.00 J(all detects)
OCDF 3.64 2.05 56 50.00

Concentration (mg/Kg)

SL-852-SA5A-SB-0.0- SL-1252-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 (TOT) 0.5 (TOT) RPD RPD Flag

ALUMINUM 14200 16000 12 50.00

ARSENIC 1.99 2.86 36 50.00

BARIUM 89.2 107 18 50.00

BERYLLIUM 0.487 0.591 19 50.00

BORON 414 4.03 3 50.00

CALCIUM 2240 2560 13 50.00

CHROMIUM 19.0 22.4 16 50.00

COBALT 4.41 5.64 24 50.00

COPPER 9.27 11.0 17 50.00

IRON 18000 21800 19 50.00

LEAD 7.29 8.94 20 50.00

LITHIUM 19.6 21.8 11 50.00 No Qualifiers Applied
MAGNESIUM 3800 4390 14 50.00

MANGANESE 275 337 20 50.00

NICKEL 111 13.4 19 50.00

PHOSPHORUS 337 423 23 50.00

POTASSIUM 3510 3890 10 50.00

SODIUM 75.7 82.5 9 50.00

TIN 2.35 2.68 13 50.00

TITANIUM 1100 1160 5 50.00

VANADIUM 31.2 38.5 21 50.00

ZINC 49.7 60.4 19 50.00

Zirconium 1.42 0.997 35 50.00

MOLYBDENUM 0.782 0.454 53 50.00 J(all detects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Field Duplicate RPD Report

Lab Reporting Batch ID: PH057 Laboratory: LL

DD Filename: PrepPHO057 eQAPP Name: CDM_SSFL_130705_Lan
Method: 6020A° ==

Concentration (mg/Kg)
SL-852-5A5A-SB-0.0- | SL-1252-SA5A-SB-0.0- | Sample | eQAPP
Analyte 0.5 (TOT) 0.5 (TOT) RPD RPD Flag
SELENIUM 0.164 0.170 4 50.00
SILVER 0.0583 0.0607 4 §0.00 |\ Qualifiers Applied
STRONTIUM 25.3 29.9 17 50.00 0 Luallliers Applie
THALLIUM 0.337 0.319 5 50.00

Concentration (mg/Kg)
SL-852-SA5A-SB-0.0- SL-1252-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 0.5 RPD RPD Flag
EFH (C21-C30) 8.1 76 6 50.00 . "
EFH (C30-C40) 22 21 5 50.00 No Qualifiers Applied

Concentration (ug/Kg)
SL-852-SA5A-SB-0.0- SL-1252-SA5A-SB-0.0- Sample eQAPP

Analyte 0.5 0.5 RPD RPD Flag
BENZO(B)FLUORANTHENE 3.4 24 34 50.00
BENZO(K)FLUORANTHENE 1.0 0.74 30 50.00 No Qualifiers Applied
BIS(2-ETHYLHEXYL)PHTHALATE 7.1 11 43 50.00
BENZO(A)ANTHRACENE 1.2 1.7U 200 50.00
BENZO(A)PYRENE 1.4 0.78 57 50.00
BENZO(G,H,I)PERYLENE 0.72 1.7U 200 50.00
Butylbenzylphthalate 18U 6.2 200 50.00

J(all detects)

CHRYSENE 24 1.0 82 50.00
FLUORANTHENE 3.1 1.2 88 50.00 | UJ(@ll non-detects)
INDENO(1,2,3-CD)PYRENE 0.80 17U 200 50.00
PHENANTHRENE 18 0.67 91 50.00
PYRENE 26 1.1 81 50.00

SO

Concentration (pH unit)

SL-852-SA5A-SB-0.0- SL-1252-SA5A-SB-0.0- Sample eQAPP
Analyte 0.5 0.5 RPD RPD Flag

PH 6.20 6.03 3 50.00 No Qualifiers Applied

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A
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Reporting Limit Outliers

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PH057_v1 eQAPP Name: CDM_SSFL_130705_Lan

Lab Reportingl RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1252-SA6A-SB-0.0-0.5 |1,2,3,4,6,7,8-HPCDF JB | 0891 4.97 PQL | ng/Kg
1.2.3.4.7.8.9-HPCDF B | 0134 4.97 PQL | ng/Kg
1.2,3.4,7.8-HxCDD JB | 0139 4.97 PQL | ng/Kg
1.2.3,4.7.8-HXCDF JB | 0131 497 PQL | ng/Kg
1.2.3,6.7.8-HXCDD JB | 0447 497 PQL | ng/Kg
1.2.3,6.7.8-HXCDF JBQ | 0.196 4.97 PQL | ng/Kg
1.2.3.7.8,9-HXCDD JBQ | 0514 4.97 PQL | ng/Kg
1.2.3,7.8,9-HXCDF JBQ | 0279 4.97 PQL | ngiKg |  (@lldetects)
1.2,3.7.8-PECDD JBQ | 0.187 4.97 PaL | ng/Kg
1.2.3.7.8-PECDF JBQ | 0.300 4.97 PQL | ng/Kg
2.3.4.6.7,8-HXCDF JB | 07182 4.97 PQL | ng/Kg
2.3.4.7.8-PECDF JBQ | 0.149 4.97 PQL | ng/Kg
2.3.7.8-TCDF JBQ | 00575 | 0.995 PQL | ng/Kg
OCDF JB 2.05 9.95 PQL | ng/Kg
SL-850-SA6A-SB-0.00.5  |1,2,3,4,6,7,8-HPCDF JB 163 5.02 PQL | ng/Kg
1.2,3.4,7.8.9-HPCDF JB | 0190 5.02 POL | ng/Kg
1.2.3,4.7.8-HXCDD JBQ | 0152 5.02 PQL | ng/Kg
1.2,3.4.7,8-HXCDF JB | 00916 5.02 PQL | ng/Kg
1.2.3,6.7.8-HXCDD B | 02906 5.02 PQL | ng/Kg
1.2.3.6.7,8-HXCDF JB | 0.130 5.02 PQL | ng/Kg
1.2,3.7.8,9-HXCDD JB | 0365 5.02 PQL | ng/Kg | J (all detects)
1.2.3,7.8,9-HXCDF JBQ | 0141 5.02 PQL | ng/Kg
1.2.3.7.8-PECDD JBQ | 0.0798 5.02 PQL | ng/Kg
1.2,3.7,8-PECDF JBQ | 0.0846 5.02 POL | ng/Kg
2.3.4.6.7,8-HXCDF JB | 00875 5.02 PQL | ng/Kg
2.3.4.7.8-PECDF JBQ | 0.0683 5.02 PQL | ng/Kg
OCDF JB 7.65 10.0 PQL | ng/Kg
SL-852-SA5A-SB-0.005  |1,2,3,4.6,7,8-HPCDF JB 1.25 4.99 PQL | ng/Kg
1.2,3.4,7.8.9-HPCDF JB | 0121 4.99 PQL | ng/Kg
1.2.3,4.7.8-HxCDD JBQ | 0141 4.99 PQL | ng/Kg
1.2.3,4.7,8-HXCDF JBQ | 0.105 4.99 PQL | ng/Kg
1.2,3.6,7,8-HXCDD JB | 0539 4.99 PQL | ng/Kg
1.2.3,6.7,8-HXCDF JBQ | 0117 4.99 PQL | ng/Kg
1.2,3.7,8.9-HXCDD JB | 0581 4.99 PQL | ng/Kg
1.2.3.7.8.9-HXCDF JBQ | 0.260 4.99 PQL | ngiKg | Y (@lldetects)
1.2.3.7.8-PECDD JBQ | 0123 4.99 PQL | ng/Kg
1.2.3.7.8-PECDF JBQ | 0.355 4.99 PQL | ng/Kg
2.3.4.6,7,8-HXCDF JBQ | 0144 4.99 PQL | ng/Kg
2.3,4.7.8-PECDF JBQ | 0209 4.99 PQL | ng/Kg
2.3.7.8-TCDF JB | 0137 0.998 PQL | ng/Kg
OCDF JB 3.64 9.98 PQL | ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PH057_v1 eQAPP Name: CDM_SSFL_130705_Lan
R
‘Method: 1613B
Matrix: SO
Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-852-SA5A-SB-4.5-5.5 1,2,3,4,6,7,8-HPCDD JBQ 0.737 5.40 PQL ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.143 5.40 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0340 5.40 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0581 5.40 PQL ng/Kg
1,2,3,4,7,8-HXCDF JBQ 0.0481 5.40 PQL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.0916 5.40 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ | 0.0579 5.40 PQL | ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.0984 5.40 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.0453 5.40 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.130 5.40 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.123 5.40 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.0438 5.40 PQL ng/Kg
2,3,4,7,8-PECDF JB 0.0843 5.40 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0310 1.08 PQL ng/Kg
OoCDD JB 10.6 10.8 PQL ng/Kg
OCDF JBQ 0.182 10.8 PQL ng/Kg
SL-869-SA5A-SB-0.0-0.5  |1,2,3,4,6,7,8-HPCDD JBQ 0.356 4.94 PQL | ng/Kg
1,2,3,4,6,7,8-HPCDF JB 0.102 4.94 PQL ng/Kg
1,2,3,4,7,8,9-HPCDF JBQ 0.0313 4.94 PQL ng/Kg
1,2,3,4,7,8-HxCDD JB 0.0382 4.94 PaL ng/Kg
1,2,3,6,7,8-HXCDD JBQ 0.148 4.94 PQL ng/Kg
1,2,3,6,7,8-HXCDF JBQ 0.0523 4.94 PQL ng/Kg
1,2,3,7,8,9-HXCDD JBQ 0.224 4.94 PQL ng/Kg J (all detects)
1,2,3,7,8,9-HXCDF JBQ 0.207 4.94 PQL ng/Kg
1,2,3,7,8-PECDD JBQ 0.0618 4.94 PQL ng/Kg
1,2,3,7,8-PECDF JBQ 0.0957 4.94 PQL ng/Kg
2,3,4,6,7,8-HXCDF JBQ 0.04%94 4.94 PQL ng/Kg
OCDD JB 4.42 9.89 PQL | ng/Kg
OCDF JBQ 0.167 9.89 PQL ng/Kg
SL-870-SA5A-SB-0.0-0.5 1,2,3,4,6,7,8-HPCDF JB 1.52 5.08 PQL ng/Kg
1.2,3,4,7,8,9-HPCDF JB 0.165 5.08 PQL ng/Kg
1,2,3,4,7,8-HXCDF JB 0.102 5.08 PQL ng/Kg
1,2,3,6,7,8-HXCDD JB 0.568 5.08 PQL ng/Kg
1,2,3,6,7,8-HXCDF JB 0.179 5.08 PQL ng/Kg
1,2,3,7,8,9-HXCDD JB 0.653 5.08 PQL ng/Kg
1,2,3,7,8,9-HXCDF JB 0.253 5.08 PQL ng/Kg J (all detects)
1,2,3,7,8-PECDD JBQ 0.170 5.08 PQL ng/Kg
1,2,3,7,8-PECDF JB 0.248 5.08 PQL ng/Kg
2,3,4,6,7,8-HXCDF JB 0.169 5.08 PQL ng/Kg
2,3,4,7,8-PECDF JBQ 0.160 5.08 PQL ng/Kg
2,3,7,8-TCDF JBQ 0.0604 1.02 PQL ng/Kg
OCDF JB 5.52 10.2 PQL ng/Kg
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Reporting Limit Outliers

Lab Reporting Batch ID: PH057
EDD Filename: PH057_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

‘Method: 6010C

Matrix: SO
Lab Reporting| RL

SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1252-SA5A-SB-0.0-0.5 |ARSENIC J 2.86 3.87 PQL | mg/Kg

BERYLLIUM J 0.591 0.969 PQL | mg/Kg

BORON J 4.03 9.69 PQL | mg/Kg

MOLYBDENUM J 0.454 1.94 PQL mg/Kg J (all detects)

SODIUM J 82.5 96.9 PQL | mg/Kg

TIN J 2.68 9.69 PQL | mg/Kg

Zirconium J 0.997 4.84 PQL | mg/Kg
SL-850-SA5A-SB-0.0-0.5 |ARSENIC J 2.68 3.95 PQL | mg/Kg

BERYLLIUM J 0.648 0.988 PQL | mg/Kg

BORON J 422 9.88 PQL | mg/Kg J (all detects)

MOLYBDENUM J 0.513 1.98 PQL | mg/Kg

TIN J 2.47 9.88 PQL | mg/Kg

Zirconium J 1.70 4.94 PQL | mg/Kg
SL-852-SA5A-SB-0.0-0.5  |ARSENIC J 1.99 3.99 PQL | mg/Kg

BERYLLIUM J 0.487 0.997 PQL | mg/Kg

BORON J 4.14 9.97 PQL | mg/Kg

MOLYBDENUM J 0.782 1.99 PQL | mg/Kg J (all detects)

SODIUM J 75.7 99.7 PQL | mg/Kg

TIN J 2.35 9.97 PQL | mg/Kg

Zirconium J 1.42 4.98 PQL mg/Kg
SL-852-SA5A-SB-4.5-55 |ARSENIC J 3.64 4.30 PQL | mg/Kg

BERYLLIUM J 0.727 1.07 PQL | mg/Kg

BORON J 3.38 10.7 PQL | mg/Kg

MOLYBDENUM J 0.489 2.15 PQL | mg/Kg J (all detects)

SODIUM J 103 107 PQL | mg/Kg

TIN J 2.61 10.7 PQL | mg/Kg

Zirconium J 1.46 5.37 PQL mg/Kg
SL-869-SA5A-SB-0.0-0.5 |ARSENIC J 2.96 3.98 PQL | mg/Kg

BERYLLIUM J 0.581 0.995 PQL | mg/Kg

BORON J 3.62 9.95 PQL | mg/Kg

MOLYBDENUM J 0.492 1.99 PQL | mg/Kg J (all detects)

SODIUM J 80.5 99.5 PQL | mg/Kg

TIN J 2.53 9.95 PQL | mg/Kg

Zirconium J 1.40 497 PQL mg/Kg
SL-870-SA5A-SB-0.0-0.5 |ARSENIC J 220 3.95 PQL | ma/Kg

BERYLLIUM J 0.501 0.989 PQL | mg/Kg

BORON J 3.86 9.89 PQL | mg/Kg

MOLYBDENUM J 0.448 1.98 PQL | mg/Kg J (all detects)

SODIUM J 81.5 98.9 PQL | mg/Kg

TIN J 2.41 9.89 PQL | mg/Kg

Zirconium J 0.901 4.94 PQL mg/Kg

Method: 6020A

Matrix: SO
Lab Reporting| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1252-SA5A-SB-0.0-05 |SELENIUM J 0.170 0.387 PQL | mg/Kg
SILVER J | 00607 0.194 PQL |mgiKg| °(@lldetects)
SL-850-SA5A-SB-0.0-05 |SELENIUM J 0.134 0.395 PQL | mg/Kg
SILVER J | 00417 0.198 PQL |mgiKg| (@lldetects)

Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/6/2013 6:57:22 AM

ADR version 1.7.0.207

Page 3 of 4




Reporting Limit Outliers

Lab Reporting Batch ID: PH057 Laboratory: LL
EDD Filename: PH057_v1 e¢QAPP Name: CDM_SSFL_130705_Lan
‘Method:  6020A
Matrix: SO
Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-852-SA5A-SB-0.005 |SELENIUM J 0.164 0.399 POL [mo/Kg| | i dotect
SILVER J | 0058 | o0.199 PQL | mg/Kg (all detects)
SL-852-SA5A-SB-4.555 |SELENIUM J 0.133 0.430 PQL |moKg| oo
SILVER J | 00402 | 0215 POL | mg/Kg (all detects)
SL-869-SA5A-SB-0.0.05 |SELENIUM J 0.147 0.398 PQL [mgig| | oo
SILVER J | 00361 0.199 PQL | mg/Kg (all detects)
SL-870-SA5A-SB-0.0-05 |SELENIUM J 0.154 0.395 Pl [male| | i dotect
SILVER J | ooso0 | o198 PQL | mg/Kg (all detects)

Lab Reporting)| RL
SamplelD Analyte Qual | Result Limit Type | Units Flag
SL-1252-SA5A-SB-0.0-0.5 |BENZO(A)PYRENE J 0.78 1.7 PQL ug/Kg
BENZO(K)FLUORANTHENE J 0.74 1.7 PQL ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 11 18 PQL ug/Kg
Butylbenzylphthalate J 6.2 18 PQL ug/Kg
CHRYSENE J 1.0 17 PQL | ugikg | Y (@lldetects)
FLUORANTHENE J 12 1.7 PQL ug/Kg
PHENANTHRENE J 0.67 1.7 PQL ug/Kg
PYRENE J 1.1 17 PQL ug/Kg
SL-850-SA5A-SB-0.0-0.5 BIS(2-ETHYLHEXYL)PHTHALATE J 7.9 18 PQL ug/Kg J (all detects)
Di-n-octylphthalate J 8.9 18 PQL ug/Kg
SL-852-SA5A-SB-0.0-0.5 |BENZO(A)ANTHRACENE J 1.2 1.7 PQL | ug/Kg
BENZO(A)PYRENE J 1.4 1.7 PQL | ug/Kg
BENZO(G,H,)PERYLENE J 0.72 1.7 PQL | ug/Kg J (all detects)
BENZO(K)FLUORANTHENE J 1.0 1.7 PQL ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 71 18 PQL ug/Kg
INDENO(1,2,3-CD)PYRENE J 0.80 1.7 PQL ug/Kg
SL-852-SA5A-SB-4.5-5.5 1-METHYLNAPHTHALENE J 1.2 1.8 PQL ug/Kg
2-METHYLNAPHTHALENE J 0.74 1.8 PQL ug/Kg J (all detects)
BIS(2-ETHYLHEXYL)PHTHALATE J 16 19 PQL ug/Kg
SL-869-SA5A-SB-0.0-0.5 BENZO(B)FLUORANTHENE J 0.70 1.7 PQL ug/Kg J (all detects)
BIS(2-ETHYLHEXYL)PHTHALATE J 7.3 18 PQL ug/Kg
SL-870-SA5A-SB-0.0-0.5 BENZO(B)FLUORANTHENE J 1.5 1.7 PQL ug/Kg
BIS(2-ETHYLHEXYL)PHTHALATE J 6.5 18 PQL ug/Kg
CHRYSENE J 0.74 1.7 PQL ug/Kg J (all detects)
Di-n-octylphthalate J 16 18 PQL ug/Kg
FLUORANTHENE J 0.78 1.7 PQL ug/Kg
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LDC Report# 30037J2b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
L.DC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
June 14, 2013

August 8, 2013

Soil

Polynucliear Aromatic Hydrocarbons
Level IV

Eurofins

Sample Delivery Group (SDG): PHO057

Sample Identification

SL-850-SA5A-SB-0.0-0.5
SL-869-SA5A-SB-0.0-0.5
SL-870-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5
SL-852-SA5A-SB-0.0-0.5MS
SL-852-SA5A-SB-0.0-0.5MSD
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Introduction
This data review covers 8 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8270C using
Selected lon Monitoring (SIM) for Polynuclear Aromatic Hydrocarbons.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.
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I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. GC/MS Instrument Performance Check

Instrument performance was checked at 12 hour intervals. All ion abundance
requirements were met.

lll. Initial Calibration
Initial calibration was performed using required standard.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 30.0%.

In the case where the laboratory used a calibration curve to evaluate the compounds, all
coefficients of determination (r?) were greater than or equal to 0.990 .

Average relative response factors (RRF) for all compounds were within method and
validation criteria.

IV. Continuing Calibration

Continuing calibration was performed at the required frequencies.

Percent differences (%D) between the initial calibration RRF and the continuing
calibration RRF were within the method criteria of less than or equal to 25.0% for all

compounds.

The percent differences (%D) of the second source calibration standard were less than
or equal to 25.0% for all compounds.

All of the continuing calibration relative response factors (RRF) were within method and
validation criteria.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No polynuclear aromatic
hydrocarbon contaminants were found in the method.

Samples EB1-061213 and EB2-061213 (from SDG PHO055) were identified as
equipment blanks. No polynuclear aromatic hydrocarbon contaminants were found with
the following exceptions:
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Sampling Associated
Blank ID Date Compound Concentration Samples
EB1-061213 6/12/13 Benzo(g,h,i)perylene 0.014 ug/L SL-850-SA5A-SB-0.0-0.5
Di-n-butylphthalate 0.11 ug/L SL-869-SA5A-SB-0.0-0.5
Diethylphthalate 0.12 ug/L SL-870-SA5A-SB-0.0-0.5
Bis(2-ethylhexyl)phthalate 0.11 ug/L
Naphthalene 0.056 ug/L
EB2-061213 6/12/13 Di-n-butylphthalate 0.13 ug/L SL-852-SA5A-SB-0.0-0.5
Diethylphthalate 0.13 ug/L SL-1252-SA5A-SB-0.0-0.5
Bis(2-ethylhexyl)phthalate 0.98 ug/L SL-852-SA5A-SB-4.5-5.5
Naphthalene 0.054 ug/L.

Sample FB-041113 (from SDG PHO029) were identified as equipment blanks. No
polynuclear aromatic hydrocarbon contaminants were found with the following

exceptions:
Sampling Associated
Blank ID Date Compound Concentration Samples
FB-041113 4/11/13 Diethylphthalate 0.18 ug/L All samples in SDG PH057
Di-n-butylphthalate 0.17 ug/L
1-Methylnaphthalene 0.019 ug/L
Naphthalene 0.17 ug/L
2-Methyinaphthalene 0.024 ug/L

Sample concentrations were compared to concentrations detected in the field blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated field blanks with

the following exceptions:

Sample

Compound

Reported
Concentration

Modified Final
Concentration

SL-852-SA5A-SB-0.0-0.5

Bis(2-ethylhexyl)phthalate

7.1 ug/Kg

18U ug/Kg

VI. Surrogate Spikes

Surrogates were added to all samples and blanks as required by the method. All

surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.
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VIil. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Internal Standards

All internal standard areas and retention times were within QC limits.
XI. Target Compound Identifications

All target compound identifications were within validation criteria.
Xll. Compound Quantitation

All compound quantitation were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH057 All compounds reported below the RL. J (all detects) A

Xlil. Tentatively Identified Compounds (TICs)

Tentatively identified compounds were not reported by the laboratory.

XIV. System Performance

The system performance was acceptable.

XV. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XVLI. Field Duplicates

Samples SL-852-SA5A-SB-0.0-0.5 and SL-1252-SA5A-SB-0.0-0.5 were identified as

field duplicates. No polynuclear aromatic hydrocarbons were detected in any of the
samples with the following exceptions:
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Concentration (ug/Kg)

RPD
Compound SL-852-SA5A-SB-0.0-0.5 | SL-1252-SA5A-SB-0.0-0.5 (Limits) Flag AorP
Benzo(b)fluoranthene 2.3 24 4 (<50) - -
Bis(2-ethylhexyl)phthalate 7.9 11 33 (<50) - -
Di-n-octylphthalate 8.9 18U 200 (s50) J (all detects) A
UJ (ali non-detects)
Benzo(a)pyrene 1.7U 0.78 200 (=50) J (all detects) A
UJ (all non-detects)
Benzo(k)fluoranthene 1.7V 0.74 200 (=50) J (all detects) A
UJ (all non-detects)
Butylbenzylphthalate 18U 6.2 200 (=50) J (all detects) A
UJ (all non-detects)
Chrysene 1.7U 1.0 200 (<50) J (all detects) A
UJ (all non-detects)
Fluoranthene 1.7U 1.2 200 (=50) J (all detects) A
UJ (all non-detects)
Phenanthrene 1.7U 0.67 200 (s50) J (all detects) A
UJ (all non-detects)
Pyrene 1.7U 1.1 200 (s50) J (all detects) A
UJ (all non-detects)
Benzo(a)anthracene 1.2 1.7U 200 (<50) J (all detects) A
UJ (all non-detects)
6
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Santa Susana Field Laboratory
Polynuclear Aromatic Hydrocarbons - Data Qualification Summary - SDG PH057

SDG Sample Compound Flag AorP Reason (Code)
PHO57 SL-850-SA5A-SB-0.0-0.5 All compounds reported J (all detects) A Compound quantitation
SL-869-SA5A-SB-0.0-0.5 below the RL. (2)

SL-870-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5

PHO57 SL-852-SA5A-SB-0.0-0.5 Di-n-octylphthalate J (all detects) A Field duplicates (RPD)
SL-1252-SA5A-SB-0.0-0.5 Benzo(a)pyrene UJ (all non-detects) (FD)
Benzo(k)fluoranthene
Butylbenzylphthalate
Chrysene
Fluoranthene
Phenanthrene
Pyrene
Benzo(a)anthracene

Santa Susana Field Laboratory

Polynuclear Aromatic Hydrocarbons - Laboratory Blank Data Qualification
Summary - SDG PH057

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Polynuclear Aromatic Hydrocarbons - Field Blank Data Qualification Summary -
SDG PH057

Modified Final
SDG Sample Compound Concentration AorP Code
PHO057 SL-852-SA5A-SB-0.0-0.5 Bis(2-ethylhexyl)phthalate 18U ug/Kg A F

VALOGIN\CDM\SSFL\30037J28_CD4.DOC 7




LDC #__ 30037J2b VALIDATION COMPLETENESS WORKSHEET Date:_ !/ ”// >

SDG #:___ PHO057 Level IV Page:_/of _/

Laboratory:_Eurofins Lancaster Laboratories Reviewer.___ 72
2nd Reviewer:

METHOD: GC/MS Polynuclear Aromatic Hydrocarbons (EPA SW 846 Method 8270C-SIM) Z

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
. Technical holding times A Sampling dates: (f !g | P’W
1. GC/MS Instrument performance check A
1. | Initial calibration A 2 /" % vV = 30 3 ( >
IV. _| Continuing calibration/ICV A e 220 K
V. |Blanks AN 7\
VI. | Surrogate spikes A '
VII. | Matrix spike/Matrix spike duplicates A
VIII. | Laboratory control samples A LS
IX. | Regional Quality Assurance and Quality Control N
X. | Internal standards A
X|. | Target compound identification A
XIl. | Compound guantitation/RL/LOQ/LODs A
XlI. | Tentatively identified compounds (T!Cs) N
XIV. | System performance A
XV. | Overall assessment of data A
xvi. | Field duplicates S D = Jag
XVIl._| Field blanks W epc BB\~ 06213\ a4 PHER
Note: A =Acceptable . ND = No compounds detected TH2 'DE%?J;Ti(\::tbe ¢ F%.: oUINg
SW = See morkshest FB = Field blank EB = Equipmentblank P HOZD
Validated Samples:
soll
1| SL-850-SA5A-SB-0.0-0.5 11|SBL LPVI0 21 31
2 | SL-869-SA5A-SB-0.0-0.5 12 22 32
3 | SL-870-SA5A-SB-0.0-0.5 13 23 33
4 | SL-852-SA5A-SB-0.0-0.5 -] 14 24 34
5 | SL-1252-SA5A-SB-0.0-0.5 “| 15 25 35
6 | SL-852-SA5A-SB-4.5-5.5 16 26 36
7 | SL-852-SA5A-SB-0.0-0.5MS 17 27 37
8 | SL-852-SA5A-SB-0.0-0.5MSD | 18 28 38
9 19 29 39
10 20 30 40

30037J2bW.wpd



Lbc#_ 2003 743b VALIDATION FINDINGS CHECKLIST Page:_[of &
Reviewer:_ FT

2nd Reviewer: é

Method: Semivolatiles (EPA SW 846 Method 8270C)

Validation Area Findings/Comments

s o ? (%;

Al technical holding times were met.

Cooler temperature criteria was met.

Were the DFTPP performance results reviewed and found to be within the specified
criteria?

Were all samples analyzed within the 12 hour clock criteria?

2

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) and relative response factors
(RRF) within method criteria for all CCCs and SPCCs?

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907?

Were all percent relative standard deviations (%RSD) £ 30%/15% and relative
response factors (RRF) > 0.05?

Was a continuing calibration standard analyzed at least once every 12 hours for
each instrument?

]

Were all percent differences (%D) and relative response factors (RRF) within P
method criteria for all CCCs and SPCCs? )

T 7 /

Were all percent differences (%D) 526% and relative response factors (RRF) >

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks

Were all surrogate %R within QC limits?

If 2 or more base neutral or acid surrogates were outside QC limits, was a |
reanalysis performed to confirm %R?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Were the MS/MSD percent recoveries (%R) and the relative percent differences
hin the QC limits?

e
Was a MS/MSD analyzed every 20 samples of each matrix? -

Was an LCS analyzed for this SDG?

Level IV checklist_8270C.wpd version 2.0



LDC#__ b3 Jab VALIDATION FINDINGS CHECKLIST Page: ¥ of &
Reviewer: FT
2nd Reviewer:

Validation Area No | NA Findings/Comments

Yes
Was an LCS analyzed per extraction batch? /

Were the LCS percent recoveries (%R) and relative percent difference (RPD) within
the QC limits?
=

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance

gpn Ty

T

calibration standard?

Were internal standard area counts within -50% or +100% of the associated e
~

Were relative retention times (RRT's) within + 0.06 RRT units of the standard?

/
Did compound spectra meet specified EPA "Functional Guidelines"” criteria? ~
/

ere chromatogram peaks

T

»W verified and accounted for?

-

Were the correct internal standard (IS), quantitation ion and relative response factor
(RRF) used to quantitate the compound?

/
Were compound quantitation and CRQLs adjusted to reflect all sample dilutions and /
dry weight factors applicable to level IV validation?

Were the major ions (> 10 percent relative intensity) in the reference spectrum

evaluated in sample spectrum? AT
Were relative intensities of the major ions within + 20% between the sample and the "
reference spectra? d
Did the raw data indicate that the laboratory performed a library search for all //
required peaks in the chromatograms (samples and blanks)?

System performanc

s

Field duplicate pairs were identified in this SDG. /

Target compounds were detected in the field duplicates.

o "
.
Field blanks were identified in this SDG. T
L~
Target compounds were detected in the field blanks. P

Level IV checklist_8270C.wpd version 2.0



METHOD: GC/MS SVOA

VALIDATION FINDINGS WORKSHEET

A. Phenol

T. 4-Chloroaniline

MM. 4-Chlorophenyl-phenyl ether

FFF. Di-n-octylphthalate

YYY. 2,3,5-Trimethylnaphthalene

B. Bis (2-chloroethyl) ether

U. Hexachlorobutadiene

NN. Fluorene

GGG. Benzo(b)fluoranthene

ZZZ. Perylene

C. 2-Chlorophenol

V. 4-Chloro-3-methylphenol

QO. 4-Nitroaniline

HHH. Benzo(k)fluoranthene

AAAA. Dibenzothiophene

D. 1,3-Dichlorobenzene

W. 2-Methyinaphthalene

PP. 4,6-Dinitro-2-methylphenol

lll. Benzo{a)pyrene

BBBB. Benzo(a)fluoranthene

E. 1,4-Dichlorobenzene

X. Hexachlorocyclopentadiene

QQ. N-Nitrosodiphenylamine

JJJ. Indeno(1,2,3-cd)pyrene

CCCC. Benzo(b)fluorene

F. 1,2-Dichlorobenzene

Y. 2,4,6-Trichlorophenol

RR. 4-Bromophenyl-phenylether

KKK. Dibenz(a,h)anthracene

DDDD. cis/trans-Decalin

G. 2-Methylphenoi

Z. 2,4,5-Trichlorophenol

SS. Hexachiorobenzene

LLL. Benzo(g,h,i)perylene

EEEE. Biphenyl

H. 2,2'-Oxybis(1-chloropropane)

AA. 2-Chloronaphthalene

TT. Pentachlorophenol

MMM. Bis(2-Chloroisopropyl)ether

FFFF. Retene

1. 4-Methylphenol

BB. 2-Nitroaniline

UU. Phenanthrene

NNN. Aniline

GGGG. C30-Hopane

J. N-Nitroso-di-n-propylamine

CC. Dimethylphthalate

VV. Anthracene

00O0. N-Nitrosodimethylamine

HHHH. 1-Methylphenanthrene

K. Hexachloroethane

DD. Acenaphthylene

WW., Carbazole

PPP. Benzoic Acid

lili. 1,4-Dioxane

L. Nitrobenzene

EE. 2,6-Dinitrotoluene

XX. Di-n-butylphthalate

QQQ. Benzy! alcohol

JJJJ. Acetophenone

M. Isophorone

FF. 3-Nitroaniline

YY. Fluoranthene

RRR. Pyridine

KKKK. Atrazine

N. 2-Nitrophenol

GG. Acenaphthene

ZZ. Pyrene

SSS. Benzidine

LLLL. Benzaldehyde

0. 2,4-Dimethylphenol

HH. 2,4-Dinitrophenol

AAA. Butylbenzylphthalate

TTT. 1-Methylnaphthalene

MMMM. Caprolactam

P. Bis(2-chloroethoxy)methane II. 4-Nitrophenol BBB. 3,3-Dichlorobenzidine UUU.Benzo(b)thiophene NNNN.

Q. 2,4-Dichlorophenol JJ. Dibenzofuran CCC. Benzo(a)anthracene VVV.Benzonaphthothiophene 0000.
?1,2,4-Trichlorobenzene KK. 2,4-Dinitrotoluene DDD. Chrysene WWW.Benzo(e)pyrene PPPP.

S. Naphthalene LL. Diethylphthalate EEE. Bis(2-ethylhexyl)phthalate XXX. 2,6-Dimethylnaphthalene QQQaQ.

V:\Validation Worksheets\_Semivolatiles\8270C\COMPNDL_SVOA.wpd




LDc#_SBC o35y 2k VALIDATION FINDINGS WORKSHEET page. /ot~

Field Blanks Reviewer_ FT

2nd Reviewer: @

THOD: GC/MS BNA (EPA SW 846 Methed 8270C) -
Were field blanks identified in this SDG? EB = TBI 061213 v
Were target compounds detected in the field blanks? ©
ank units: L Associated sample units: %L\% ER = EB2- 061212 -
Sampling date: (ol {2 b;b - F
Field blank type: (circie one) Field Blank / Rinsate / Other: Associated Samples: A \l e =
| Blank ID Sample Identification
IR | 2 > 4 -
LLL 0.0l -
AKX o.\\ 0\> ~
LL o1 0-1> a |
EET o 0.9y | Taheu AT Lo H8U| .1 kv
S 0.05k 0.0 .
Blank units: Associated sample units:
Sampling date:
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:
Compound Blank |D Sample Identification

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Common contaminants such as the phthalates and TICs noted above that were detected in samples within ten times the associated field biank concentration were qualified as not detected, "U". Other

contaminants within five times the field blank concentration were also qualified as not detected, "U".

FBLKASC2.2S



LDC#__ 200> 7d A b VALIDATION FINDINGS WORKSHEET Page:__lof _i
Field Blanks Reviewer. FT
2nd Reviewer: =

HOD: GC/MS BNA (EPA SW 846 Method 8270C) _ _
N/A Were field blanks identified in this SDG? F% = F G -oxh \3

Were target compounds detected in the field blanks?
}  Associated sample units:_w (“X

Sampling date: \
Field blank type: (circle one) Field Blank / Rinsate / Other: EB Associated Samples: A
C d | Blank ID Sample Identification
E® a |
LL 0.\® 090
XX 0.7 0.9
TTT 0.0\2 0.09%
5 o1 | 0.&
W po2d | o0.|¥
Blank units: Associated sample units:
Sampling date:
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:
Compound | Blank ID Sample [dentification

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Common contaminants such as the phthalates and TICs noted above that were detected in samples within ten times the associated field blank concentration were qualified as not detected, "U". Other
contaminants within five times the field blank concentration were also qualified as not detected, "U".

FBLKASC2.28



Loc#_3 COBTIh VALIDATION FINDINGS WORKSHEET

Field Duplicates

Page: _/ of _i

Reviewer:  FT

2nd reviewer: é

METHOD: GC/MS BNA (EPA SW 846 Method 8270C)

Y N N/A Were field duplicate pairs identified in this SDG?
Y N NA Were target compounds identified in the field duplicate pairs? FC)\
| Concentratia k____g\%:w L U
Compound l‘“ 'o/- RPD
Gatk 2:3 2.4 4
EEE 1.9 I\ 2%
P22 IIT 1.4 o-1Y \ |
Hiw 174 0.74 J \
Cancentration.{ VL?‘ A ‘—l_- SO
Compound ", ‘3/ RPD
AL A 12 U L2 200 |
198'2Y LY |-0 200
vy L. 7Y |- > | )
uu 1.7Y 0.67 1
22 11U | V
L Concentration ( \A% \\fy\)
S~
Compound Y b RPD
c e L2 1.7 W 200 Y/
Cancentration. ( )
Compound RPD

FLDUP4.25




LDC #: 3003 7JQ,\/) VALIDATION FINDINGS WORKSHEET Page:_/of_é
Initial Calibration Calculation Verification Reviewer:_ FT

2nd Reviewer:%

METHOD: GC/MS BNA (EPA SW 846 Method 8270C)

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation (%RSD) were recalculated for the compounds identified below using the following
calculations:

RRF = (AXCI(ANCY) A, = Area of compound, A, = Area of associated internal standard
average RRF = sum of the RRFs/number of standards C, = Concentration of compound, C,, = Concentration of internal standard
%RSD = 100 * (§/X) S = Standard deviation of the RRFs, X = Mean of the RRFs
R%d Recalcilated Reparted Recalculated Reparted Recalculated |
Calibration RRF I??F Average RRF | Average RRF %RSD %RSD
# Standard ID Date Compound (Reference Internal Standard) ( \ std) { std) (initial) (initial)
1 e L b / ZO)P) N‘N'\\-V'DSOA'\MeMN‘\GM‘\M-ﬂst internal standard) o2 v.X92 0.92-4 0 q)“-l 1 c,
] 4
Naph bralene. (2nd internal standard) || 10477 1-oq47) .08 % 1- 083 ¢ |
3 H v
Mh-\—l«t\v‘- (3rd internal standard) || }. | Sle IEAY lp ). 2277 1-2%7 A 7
rﬁ»\ Heont (4th internal standard) 1.2 - +%3 \ o |- 7’@ Y I
Lent- (5th internal standard) .40 ) 1.4} 4 ). B L [
@) pyjent ; a .25 1 - ov ) YIS 2> 1) 1

Comments: Refer to [nitial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated
results.

INICLC.2S



Lpc# PO3 72 b VALIDATION FINDINGS WORKSHEET Page:__éf_é
Continuing Calibration Results Verification Reviewer:  FT

2nd Reviewer: f
i

METHOD: GC/MS BNA (EPA SW 846 Method 8270C)

The percent difference (%D) of the initial calibration average Relative Response Factors (RRFs) and the continuing calibration RRFs were recalculated for the compounds
identified below using the following calculation:

% Difference = 100 * (ave. RRF - RRF)/ave. RRF Where: ave. RRF = initial calibration average RRF
RRF = (A)C)/(ANC,) RRF = continuing calibration RRF
A, = Area of compound, A, = Area of associated internal standard
} C, = Concentration of compound, C,, = Concentration of internal standard
M Recalculated Reported Becalculated
Calibration Compound (Reference Internal Average RRF RRF RRF %Dy \’\' %D
# Standard ID Date Standard), . (initial) (CC) {CC)
1 {eev q‘l_ﬁ (olZB’lB N - hn'mbl)al/l\“ (1st intemal standard) O—oll'—, 0. ¥4 0-¥40O 9 9 ’
T
Nagh Haloea (2nd internal standard) | | 0BG .03 l 029 "‘L ‘l -
AW%;—L (3rd internal standard) \ -7’2'7 U"l = l . I“ 3 7 k. t[
T huoen Heen o (4th internal standard) 1. 180 1-24 K 1. 49 2 - "’
(hiqsene (5th internal standard) L-Hid .29 2- |22 9 X'L’,
Reny o ™ aih internal standard) 1.2 1. 200 1.20/ 3 \}‘/
() 7 b
2 {1st internai standard)
(2nd internal standard)

(3rd internal standard)

(4th internal standard)

(5th internal standard)
(6th internal standard)

(2nd internal standard)

(3rd internal standard)

(4th internal standard)

(5th internal standard)

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

CONCLC.2S



VAL A L IVIY L NG VWUNNONLEL | rage._ - or

Surrogate Results Verification Reviewer:  FT

2nd reviewer: é

[ EPAN S el - - -

METHOD: GC/MS Semivolatiles (EPA SW 846 Method 8270C)

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calcutation:

% Recovery: SF/SS * 100 Where: SF = Surrogate Found

SS = Surrogate Spiked
Sample ID: ﬁ[

Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Ntobenzeness)  Fluoren Hunelfio 1.0 0.1 13 13 [s)
2-Fluorobiphey{l Qwaqo.(a) e \ 0.yo2 0 1 %v] i
Terphenyl-(% \__ M éj““"ﬂ \“lg%hne ‘) 0. 7/9‘ X 2 ¥v L
Phenol-d5 ™ !
2-Fluoro/henol
2,4,6-}/ribromophenol
2-94orophenol-d4
1,£=Cﬂ'€ﬁlﬁﬁm4
Sample ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5
2-Fluorobiphenyl
Terphenyl-d14
Phenol-d5
2-Fluorophenol
2,4,6-Tribromophenol
2-Chlorophenol-d4
1,2-Dichlorobenzene-d4
Sampie ID:
Percent Percent
Surrogate Surrogate Recovery Recovery Percent
Spiked Found Reported Recalculated Difference
Nitrobenzene-d5
2-Fluorobipheny!
Terphenyl-d14
Phenol-d5
2-Fluorophenol
2,4,6-Tribromopheno!
2-Chlorophenol-d4
1,2-Dichlorobenzene-d4

SURRCALC.28




LDC # 3vo 3 7‘/‘;'5 VALIDATION FINDINGS WORKSHEET Page:_/ofi
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer:  FT

2nd Reviewer:%

METHOD: GC/MS BNA (EPA SW 846 Method 8270C)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below
using the following calculation:

% Recovery = 100 * (SSC - SC)/SA Where: SSC = Spiked sample concentration SC = Sample concentation
SA = Spike added
RPD =|MSC - MSC | * 2/(MSC + MSDC) MSC = Matrix spike concentration MSDC = Matrix spike duplicate concentration
MS/MSD samples: 1749
Spike Sample Spiked Sample _Matrix Spike Matrix Spi i _MS/MSD
Added Concentrgtion Concentyation
Compound { \2 ﬂ { \,\o\‘\k { &y ‘14?\ Percent Recovery Percent Recovery RPD
1 = M = jd__l_aer,
i S Mmsp b e S _MSD Renort alc Reparted Recalc Reported Recalculated |
Phenol
N-Nitroso-di-n-propylamine
4-Chloro-3-methylphenol
Acenaphthene 22.71 A |29 14 21 O"\' 260, 29 ¥ 2- Y O 8(3 3 2
Pentachiorophenol
Pyrene 3279 A | 2.63 |24 [33.32 | 11 17 4 QY Y, 1§

Comments: Referto Matrix Spike/Matrix Spike Duplicates findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalculated results.

MSDCLC.28



LDC #3037 & b VALIDATION FINDINGS WORKSHEET Page:_ ~of ~
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer.  FT

2nd Reviewer: g%

METHOD: GC/MS BNA (EPA SW 846 Method 8270C)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

% Recovery = 100 * (SC/SA Where: SSC = Spike concentration
SA = Spike added

RPD =1LCSC - LCSDC [* 2/(LCSC + LCSDC) LCSC = Laboratory control sample concentration LCSDC = Laboratory control sample duplicate concentration

LCS/LCSD samples: \I0LpLeS
Spike Spike LCS LCSD 1 CS/ CSD
Adde Concentration

Compound ( wo { \¢4\ Percent Recovery Percent Recovery RPD
)~ )

1 CSD ICS I GSD Recalc Med_l__Rﬁca_h;_ Renparted |_Recalculated |

Phenol

N-Nitroso-di-n-propylamine

4-Chloro-3-methylphenol

Acenaphthene 23.%2 | A 2344 | ua |00 to O L —
Pentachiorophenol -

Pyrene 3% >3 NMA )% NA NAY a4 Y /A

Comments: Refer to | aboratory Control Sample/Laboratory Control Sample Duplicates findings worksheet for list of gqualifications and associated samples when reported
results do not agree within 10.0% of the recalculated results.

LCSCLC.2S



LDC # 223 7JSh

VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

Page: /of s

Reviewer: FT

METHOD: GC/MS BNA (EPA SW 846 Method 8270C)

N/A
Y/N N/A

Concentration = (A)(L)(VYXDF)(2.0)
(ARRFYV)(V(%S)

2nd reviewer: é

Were all reported results recalculated and verified for all level IV samples?
Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Example:

Sample 1.D. *u— \ ,

A, = Area of the characteristic ion (EICP) for the

compound to be measured
A = Area of the characteristic ion (EICP) for the specific

internal standard ) o O
g = Amount of internal standard added in nanograms (ng) Conc. =( \)17'7’3 X l- X I’ ) 06 X )

{ - X X ~ X X )

V, = Volume or weight of sample extract in milliliters (ml) or 2130 120 ’) 3 2N 0 ﬂ 6

grams (g).
V, = Volume of extract injected in microliters (ul) =
V, = Volume of the concentrated extract in microliters (ul) 1.2 0 » l ,
Df = Dilution Factor. 6
%S = Percent solids, applicable to soil and solid matrices

only.
2.0 = Factor of 2 to account for GPC cleanup

Reported Calculated
Concentration Concentration
# Sample ID Compound { ) { ) Qualification

RECALC.28



LDC Report# 30037J3b

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
June 14, 2013

August 8, 2013

Soil

Polychlorinated Biphenyls
Level IV

Eurofins

Sample Delivery Group (SDG): PH057

Sample Identification

SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5
SL-852-SA5A-SB-0.0-0.5MS
SL-852-SA5A-SB-0.0-0.5MSD

VALOGIN\CDM\SSFL\30037J3B_CD4.DOC



Introduction
This data review covers 5 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8082A for
Polychlorinated Biphenyls.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory, Area IV, Site SA7 (SSFL), RCRA Facility Investigation, Surficial Media
Operable Unit (March 2009, Revision 4) and a modified outline of the USEPA Contract
Laboratory Program National Functional Guidelines for Superfund Organic Methods
Data Review (June 2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

UN} Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGINYCDM\SSFL\30037J3B_CD4.DOC 2



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. GC/ECD Instrument Performance Check

Instrument performance was acceptable unless noted otherwise under initial calibration
and continuing calibration sections.

Ill. Initial Calibration

Initial calibration of multicomponent compounds was performed for the primary
(quantitation) column as required by the method.

The percent relative standard deviations (%RSD) were less than or equal to 20.0% for
all compounds.

Retention time windows were evaluated and considered technically acceptable.
IV. Continuing Calibration
Continuing calibration was performed at required frequencies.

The percent differences (%D) of calibration factors in continuing standard mixtures were
within the 20.0% QC limits with the following exceptions:

Associated Affected
Date | Standard Column Compound %D Samples Compound Flag AorP
6/22/13 | A4423ZQ | ZBMultiR1 | Aroclor-5442 25 SL-852-SA5A-SB-0.0-0.5 Aroclor-5442 J (all detects) A
SL-1252-SA5A-SB-0.0-0.5 UJ (all non-detects)

S|.-852-SA5A-SB-0.0-0.5MS
SL-852-SA5A-SB-0.0-0.5MSD
PBLK02172

The percent difference (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

Retention times (RT) of all compounds in the calibration standards were within QC
limits.

V. Blanks

Method blanks were reviewed for each matrix as applicable. No polychlorinated
biphenyl contaminants were found in the method blanks.

VALOGIN\CDM\SSFL\30037J3B_CD4.DOC 3




Sample EB2-061213 (from SDG PHO055) was identified as an equipment blank.

polychlorinated biphenyl contaminants were found.

No

Sample FB-041113 (from SDG PH029) was identified as a field blank. No
polychlorinated biphenyl contaminants were found.
VI. Surrogate Spikes
Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits with the following exceptions:

Sample Column Surrogate %R (Limits) Compound Flag AorP
SL-1252-SA5A-SB-0.0-0.5 | ZBMultiR1 | Tetrachloro-m-xylene 222 (45-120) | All TCL compounds J (all detects) P

Decachlorobiphenyl 213 (45-120)

VII. Matrix Spike/Matrix Spike Duplicates

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits.

VIIl. Laboratory Control Samples (LCS)

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

IX. Regional Quality Assurance and Quality Control

Not applicable.

X. Florisil Cartridge Check

Florisil cleanup was not required and therefore not performed in this SDG.

XI. GPC Calibration

GPC cleanup was not required and therefore not performed in this SDG.

XIl. Target Compound Identification

All target compound identifications were within validation criteria.

Xlll. Compound Quantitation

All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

VALOGIN\CDM\SSFL\3003743B_CD4.DOC
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Sample Finding Flag AorP

All samples in SDG PHO057 All compounds reported below the RL. J (all detects) A

XIV. Overall Assessment of Data
Data flags are summarized at the end of this report if data has been qualified.
XV. Field Duplicates

Samples SL-852-SA5A-SB-0.0-0.5 and SL-1252-SA5A-SB-0.0-0.5 were identified as
field duplicates. No polychlorinated biphenyls were detected in any of the samples.

VALOGIN\CDM\SSFL\30037J3B_CD4.DOC 5



Santa Susana Field Laboratory
Polychlorinated Biphenyls - Data Qualification Summary - SDG PH057

SDG Sample Compound Flag AorP Reason (Code)

PHO57 SL-852-SA5A-SB-0.0-0.5 Aroclor-5442 J (all detects) A Continuing calibration
SL-1252-SA5A-SB-0.0-0.5 UJ (all non-detects) (%D) (C)

PHO57 SL-1252-SA5A-SB-0.0-0.5 | All TCL compounds J (all detects) P Surrogate spikes (%R)

(S)

PHO57 SL-852-SA5A-SB-0.0-0.5 All compounds reported J (all detects) A Compound quantitation
SL-1252-SA5A-SB-0.0-0.5 | below the RL. (2)
SL-852-SA5A-SB-4.5-5.5

Santa Susana Field Laboratory
Polychlorinated Biphenyls - Laboratory Blank Data Qualification Summary - SDG

PHO057

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Polychlorinated Biphenyls - Field Blank Data Qualification Summary - SDG PH057

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFL\30037J3B_CD4.DOC



LDC
SDG

#___30037J3b

#__ PHO57

VALIDATION COMPLETENESS WORKSHEET
Level IV

Laboratory:_Eurofins Lancaster Laboratories

METHOD: GC Polychlorinated Biphenyls (EPA SW 846 Method 8082A)

Date:_7, '2'3/3

Page:_/ of
Reviewer:
2nd Reviewer:

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area Comments
I. | Technical holding times A Sampling dates: (N !:;j,rl ) il
Il. | GC/ECD Instrument Performance Check MA ‘
. | Initial calibration A D/a PE]) £ 20
IV. | Continuing calibration/ICV 5\A-) [C/\’/ N £ 2 o
V. | Blanks A
VI. | Surrogate spikes S w
VII. | Matrix spike/Matrix spike duplicates A
VIIl. | Laboratory control samples A ves b
IX. | Regional quality assurance and guality controi N
X. | Florisil cartridge check N
Xl._ | GPC Calibration N
Xil. | Target compound identification A
Xl | Compound quantitation/RL/LOQ/LODs D
XIV. | Overall assessment of data A
xv. | Field duplicates ND D =\
XVI._| Field blanks MO | E8- M—@% LD B PHOoST
- 0612 1>
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: ‘F’b: ke - < ans >Pa P“ ULO]
SO\
4 | SL-852-SA5A-SB-0.0-0.5 1] PBLEKO21]2. 21 31
5 SL-1252-SA5A-SB-0.0-0.5 12 ) 22 32
[3 | SL-852-SA5A-SB-4.5-5.5 13 23 33
4 | SL-852-SA5A-SB-0.0-0.5MS 14 24 34
5 | SL-852-SA5A-SB-0.0-0.5MSD | 15 25 35
6 16 26 36
7 17 27 37
8 18 ' 28 38
9 19 29 39
10 20 30 40
Notes:

30037J3bW.wpd



LDC#_ 200274 ?’b VALIDATION FINDINGS CHECKLIST

Method: |/ GC HPLC

Page:_/ of *
Reviewer.__ F7T

2nd Reviewer: g

All technical holding times were met.

Yes

Cooler temperature criteria was met.

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (S%RSD) < 20%?

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907?

roperly established?

G

Were all

R

the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG?

Was a continuing calibration analyzed daily? -
Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%? L
_

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks

validation completeness worksheet.
i

&

Were all surrogate %R within the QC limits?

If the percent recovery (%R) for one or more surrogates was out of QC limits, was
a reanalysis performed to confirm samples with %R outside of criteria?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits?

ANA

GC_HPLC-SW2.wpd version 1.0



LDC# 320277 >b VALIDATION FINDINGS CHECKLIST Page:_2 of %
Reviewer: F7

2nd Reviewer: _4

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level 1V validation? v

50

Soneelinl

ssment of data was found to be acceptable. v’

e : 7

Field duplicate pairs were identified in this SDG. Ve

Target compounds were detected in the field duplicates.
— =

Field blanks were identified in this SDG. e

ITarget compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0



Loc# 32C3RJ3h VALIDATION FINDINGS WORKSHEET

Continuing Calibration

METHOD: L/Gc ___HPLC

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
t type of continuing calibration calculation was performed? __ %D or __ RPD
N/A Were continuing calibration standards analyzed at the required frequencies?
Y /A Did the continuing calibration standards meet the %D / RPD validation criteria of <20.0%7

evel IV Only
( ;,ZN N/A Were the retention times for all calibrated compounds within their respective acceptance windows?

Page: / of_/__

Reviewer: FT

2nd Reviewer:_(¢ z'

code = <
Detector/ %D / RPD
# Date Standard ID Column Compound {Limit < 20.0) RT (limit) Associated Samples Qualifications
b/2213] ae V-A Y23 2BmulhR)| Aroclor- 82 25 PBLEO2I7]. d/ud /A
/35 L2 4§ quad s’*/ﬂo"ﬂg_

/

-~ |~ }~ |~ |~ |~~~ I~ |}~ |~ i~~~ |~~~ 1~ |~ |~ I~ }~ |~ |}~
e Y~~~ ]~~~ M~~~ M~NM~N M~~~ M~~~ M~ i~ M~ [~ ]~
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LDC#_ 3903 2J 3} VALIDATION FINDINDS WORKSHEET Page:_/of ~
Surrogate Recovery Reviewer: FT

2nd Reviewer: g
METHOD: _/é __HPLC
Are surrogates required by the method? Yes or No .
@ﬁse see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

/A Were surrogates spiked into all samples and blanks?
Y /A Did all surrogate recoveries (%R) meet the QC limits? C*Jd e = 3
Sample Detector/ Surrogate
# 1D Column Compound %R {Limits) Qualifications
2 28-mulh R] 1 zomx Y 212 (_45-120 y | Jpdet
2 21% (_4s- 120 ) J
( )
( )
( )
{ )
( )
( )
( )
( )
( )
( )
( )
( )
( )
{ )
( )
{ )
( )
{ )
——— _—_—_—————_———(——_)_—-————-_—-:
Surrogate Compound Surrogate Compound Surrogate Compound Surrogate Compound
A Chlorobenzene (CBZ) G Octacosane M Benzo(e)Pyrene S 1-Chloro-3-Nitrobenzene Y Tetrachloro-m- xylene
B 4-Bromofluorobenzene (BFB) H Ortho-Terphenyl N Terphenyl-D14 T 3,4-Dinitrotoluene
C a,a,a-Trifluorotoluene | Fluorcbenzene (FBZ) [e] Decachlorobiphenyl (DCB) U Tripentyltin
D Bromochlorobenene J n-Triacontane P 1-methvinaphthalene vV Tri-n-propvitin
E 1,4-Dichlorobutane K Hexacosane Q Dichlorophenyl Acetic Acid (DCAA) W Tributyl Phosphate
E 1.4-Difluorobenzene (DFB) L Bromobenzen R 4-Nitrophenol X Triphenyl Phosphate

SURNew.wpd



LDC#_FO O3 35 VALIDATION FINDINGS WORKSHEET

Page:. “of __/
Initial Calibration Calculation Verification

Reviewer:  ~7

2nd Reviewer: f

METHOD: GC HPLC

The calibration factors (CF) and relative standard deviation (%RSD) were recalculated using the following calculations:

CF=A/C

Where: A = Area of compound
Average CF = sum of the CF/number of standards C = Concentration of compound
%RSD = 100 * (S/X) S = Standard deviation of calibration factors
X = Mean of calibration factors
Reported ” Recalculated Reported I Regcalcnlated | Renarted l Recaleulated |
Calibration CF CF
# Standard ID Date Compound ( 200 std) ( 200 std) Ave CF (initial) Ave CF {intial) %RSD %RSD
| eAL /)3 | Broclor j200- 1435y 7735V ) 384/ /Y38y /> /3
28 Muiti R/ 30/S7 |35/ 70763 20765 )2 )2
ZB Mulh R
| /251> / [H46T 1997 /493 ¢4 | /Y73 € 7 7
/ J 32625 32624 32902 32902 & 5

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the

recalculated results.
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LDC #: 30037‘/35 VALIDATION FINDINGS WORKSHEET Page:_ “of __~
Continuing Calibration Results Verification Reviewer.  ~7

/ 2nd Reviewer: g

METHOD: GC HPLC

The percent difference (%D} of the initial calibration average Calibration Factors (CF) and the continuing calibration CF were recalculated for the compounds identified
below using the following calculation:

% Difference = 100 * (ave. CF -CF)/ave.CF Where:  ave. CF = initial calibration average CF
CF = continuing calibration CF
A = Area of compound
C = Concentration of compound

Reported Recalculated Reported Recalculated
Standard Calibration -
4 1o Date Compound Average CF(lcal)/ CF/ Conc. CF/ Conc. %D %D
CCV Conc. cCcVv ccVv
1] eV (2:59 4/“'//3 Moder 12to- 2.0 209-3% % 209.33 < s
ZBmult R/

R J 20v. £ O 195, 04 (9S.0v 2 2~
2
3
4

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of
the recalculated results.

CONCLC.wpd



(DC# Jo90 3AJ 35 VALIDATION FINDINGS WORKSHEET
Surrogate Results Verification

METHOD: ﬁc ___HPLC

The percent recoveries (%R) of surrogates were recaiculated for the compounds identified below using the following calculation:

/

Page: 7 of

Reviewer: 7

2nd reviewer: gZ

% Recovery: SF/SS * 100 Where: SF = Surrogate Found
-+ SS = Surrogate Spiked l/
Sample ID: M= 9217,
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
/1. 487 ) | Reported Recalculated
Tm ¥ 2B mubd R/ 10.1 11- o8 772 /Y 1Y v
ped J )01 /502328 17 17 v
(1]. 6% )
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
] Reported Recalculated
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated

SURRCALCNew.wpd



Loc# 30037J 35 VALIDATION FINDINGS WORKSHEET Page:_/ of 7~
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer. A7
/ ' 2nd Reviewer._ G2
METHOD: ___GC _ _HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below using
the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =(({SSCMS - SSCMSD} * 2) / (SSCMS + SSCMSD))*100 MS = Matrix spike MSD = Matrix spike duplicate
MS/MSD samples: 'f b g‘
Spike Sample Spike Sample Matrix spike Matrix Spike Duplicate MS/MSD
Compound ( MAddez ) { ;onc/kq Cor:ﬁeﬂtra?}gn Percent Recove Percent Recove RPD
S : :
MS MSD - MS |— MSD Reported Recalc. Reported Recalc. Reported 1 Recalc.
Gasoline (8015)
Diesel (8015)
Benzene (8021B)
Methane (RSK-175)
2,4-D (8151)
Dinoseb (8151)
Naphthalene  (8310)
Anthracene (8310)
HMX (8330)
2,4 ,6-Trinitrotoluene (8330)
PLB 1260 - 165 | 16 ~O 17540 | 167-7 w6 YIA /03 /23 3 54

Comments: Refer to Matrix Spike/Matrix Spike Duplicates findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalculated results.
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LDC #: 30037 Bj' VALIDATION FINDINGS WORKSHEET Page:__/of_/
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer. A~~~
2nd Reviewer:_ (>

METHOD: _ GC__HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:
%Recovery = 100 * (SSC - SC)/SA Where  SSC = Spiked sample concentration
SA = Spike added
LCS = Laboratory Control Sample

SC = Sample concentration

RPD =(({SSCLCS - SSCLCSD} * 2) / (SSCLCS + SSCLCSD))*100 L.CSD = Laboratory Control Sample duplicate

LCS/LCSD samples: ves/Do2177 -
Spike Sample Spike Sample LCS l LCSD LCS/LCSD
Added Conc. Concentration
Compound ( val¥a ) (e L kay ) ( %Ma\ ) Percent Recovery Percent Recovery RPD
- ‘ - W L.CS ° tCSD U--- - LCS > JLCSD Reported Recalc. l Reported Recalc. Reported Recalc.
Gasoline (8015)
Diesel (8015)
Benzene (8021B)
Methane (RSK-175)
2,4-D (8151)
Dinoseb (8151)
Naphthalene  (8310)
Anthracene (8310)
HMX (8330)
2.4,6-Trinitrotoluene (8330)
PR |2 @ 11| VA NO Vo142 YA 00 o JA— —

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported
results do not agree within 10.0% of the recaiculated results.
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LDc# 3003735 VALIDATION FINDINGS WORKSHEET Page: _ /of_7

Sample Calculation Verification Reviewer: __ /A7
2nd Reviewer: ral
METHOD: ~ GC__ HPLC
Y N N/A Were all reported results recalculated and verified for all level IV samples?
YN NA Were all recalculated results for detected target compounds within 10% of the reported results?
Concentration= (A)Y(FW)(Df) Example: leb o213 2-

(RF)(Vs or Ws)(%S/100)
Sample ID._Arvelo? 126 Compound Name

A= Area or height of the compound to be measured
Fv=Final Volume of extract
Df= Dilution Factor

RF= Average response factor of the compound Concentration =
In the initial calibration

Vs= Initial volume of the sample

Ws= Initial weight of the sample

%S= Percent Solid

Reported Recalculated Results
# Sample ID Compound ( Concentrations ) (Concentrations) Qualifications
Arocler teo-1-| 149 Fxo08 = 67513 (2660~ = 16213773
;307(‘,3 - -+ = 177. Y0¥ 3
—3 = 14, 3192/
-y =z 1¥7. 75 AN
- < - 169t ojosl
_— ¢ - (17, 3083 '’
Lo = /02 41X

Comments:

SAMPCALew.wpd



LDC Report# 30037J4

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory
Collection Date: June 14, 2013

LDC Report Date: July 31, 2013

Matrix: Soil

Parameters: Metals

Validation Level: Level IV

Laboratory: Eurofins

Sample Delivery Group (SDG): PHO057
Sample Identification

SL-850-SA5A-SB-0.0-0.5
SL-869-SA5A-SB-0.0-0.5
SL-870-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5
SL-852-SA5A-SB-0.0-0.5MS
SL-852-SA5A-SB-0.0-0.5MSD
SL-852-SA5A-SB-0.0-0.5DUP
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Introduction

This data review covers 9 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Methods 6010C, 6020A,
and 7471A for Metals. The metals analyzed were Aluminum, Antimony, Arsenic,
Barium, Beryllium, Boron, Cadmium, Calcium, Chromium, Cobalt, Copper, Iron, Lead,
Lithium, Magnesium, Manganese, Mercury, Molybdenum, Nickel, Phosphorus,
Potassium, Selenium, Silver, Sodium, Strontium, Thallium, Tin, Titanium, Vanadium,
Zinc, and Zirconium.

This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Inorganic Superfund Data Review (January 2010).

A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.

The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDM\SSFL\3003744_CD4.DOC 2



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. ICPMS Tune

The mass calibration was within 0.1 AMU and the percent relative standard deviation
(%RSD) was less than or equal to 5%.

lll. Calibration

The initial and continuing calibrations were performed at the required frequency.

The calibration standards criteria were met.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No metal contaminants

were found in the initial, continuing and preparation blanks with the following
exceptions:

Maximum Associated
Method Blank 1D Analyte Concentration Samples
PB (prep blank) Calcium 5.587 mg/Kg All samples in SDG PH057
Tin 1.443 mg/Kg
ICB/CCB Molybdenum 2.0 ug/L All samples in SDG PH057
ICB/CCB Aluminum 36.3 ug/L SL-870-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5

Data qualification by the initial, continuing and preparation blanks (ICB/CCB/PBs) was
based on the maximum contaminant concentration in the ICB/CCB/PBs in the analysis
of each analyte. The sample concentrations were either not detected or were
significantly greater (>5X blank contaminants) than the concentrations found in the
associated method blanks with the following exceptions:

Reported Modified Final

Sample Analyte Concentration Concentration
SL-850-SA5A-SB-0.0-0.5 Molybdenum 0.51 mg/Kg 0.51U mg/Kg
Tin 2.5 mg/Kg 2.5U mg/Kg
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Reported Modified Final

Sample Analyte Concentration Concentration
SL-869-SA5A-SB-0.0-0.5 Molybdenum 0.49 mg/Kg 0.49U mg/Kg
Tin 2.5 mg/Kg 2.5U mg/Kg
SL-870-SA5A-SB-0.0-0.5 Molybdenum 0.45 mg/Kg 0.45U mg/Kg
Tin 2.4 mg/Kg 2.4U mg/Kg
SL-852-SA5A-SB-0.0-0.5 Molybdenum 0.78 mg/Kg 0.78U mg/Kg
Tin 2.4 mg/Kg 2.4U mg/Kg
SL-1252-SA5A-SB-0.0-0.5 Molybdenum 0.45 mg/Kg 0.45U mg/Kg
Tin 2.7 mg/Kg 2.7U mg/Kg
SL-852-SA5A-SB-4.5-5.5 Molybdenum 0.49 mg/Kg 0.49U mg/Kg
Tin 2.6 mg/Kg 2.6U mg/Kg

Samples EB1-061213 and EB2-061213 (both from SDG PH055) were identified as

equipment blanks. No metal contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Analyte Concentration Samples

EB1-061213 6/12/13 Barium 0.00037 mg/L | SL-850-SA5A-SB-0.0-0.5
SL-869-SA5A-SB-0.0-0.5

SL-870-SA5A-SB-0.0-0.5

EB2-061213 6/12/13 Barium 0.00045 mg/L | SL-852-SA5A-SB-0.0-0.5
Silver 0.00062 mg/L | SL-852-SA5A-SB-4.5-5.5

Strontium 0.00053 mg/L | SL-1252-3A5A-SB-0.0-05

Sample FB-041113 (from SDG PHO029) was identified as

contaminants were found with the following exceptions:

a field blank. No metal

Sampling Associated
Blank ID Date Analyte Concentration Samples
FB-041113 4/11/13 Copper 0.0036 mg/L All samples in SDG PH057
Molybdenum 0.0036 mg/L

Sample concentrations were compared to concentrations detected in the field blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated field blanks with

the following exceptions:

Sample

Analyte

Reported
Concentration

Modified Final
Concentration

SL-850-SA5A-SB-0.0-0.5

Molybdenum

0.51 mg/Kg

0.51U mg/Kg
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Reported

Modified Final

Sample Analyte Concentration Concentration
SL-869-SA5A-SB-0.0-0.5 Molybdenum 0.49 mg/Kg 0.49U mg/Kg
SL-870-SA5A-SB-0.0-0.5 Molybdenum 0.45 mg/Kg 0.45U mg/Kg
SL-852-SA5A-SB-0.0-0.5 Molybdenum 0.78 mg/Kg 0.78U mg/Kg

Silver 0.058 mg/Kg 0.058U mg/Kg
SL-1252-SA5A-SB-0.0-0.5 Molybdenum 0.45 mg/Kg 0.45U mg/Kg
Silver 0.061 mg/Kg 0.061U mg/Kg
SL-852-SA5A-SB-4.5-5.5 Molybdenum 0.49 mg/Kg 0.49U mg/Kg
Silver 0.049 mg/Kg 0.049U mg/Kg

V. ICP Interference Check Sample (ICS) Analysis

The frequency of analysis was met.

The criteria for analysis

were met.

VI. Matrix Spike Analysis

Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each
matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)

were within QC limits with the following exceptions:

VALOGIN\CDM\SSFL\30037J4_CD4.DOC

Spike ID
(Associated MS (%R) MSD (%R) RPD
Samples) Analyte (Limits) {Limits) (Limits) Flag AorP
SL-852-SA5A-SB-0.0-0.5MS/MSD | Aluminum - - 26 (s20) J (all detects) A
(All samples in SDG PH057) Antimony 51 (75-125) 42 (75-125) - UJ (all non-detects)
Arsenic - 74 (75-125) -
Barium - 65 (75-125) -
Boron - 72 (75-125) -
Cadmium - 70 (75-125) -
Calcium - - 24 (=20)
Chromium - 68 (75-125) -
Cobait - 70 (75-125) -
Copper - 67 (75-125) -
Iron - - 29 (<£20)
Lead - 74 (75-125) -
Lithium - 59 (75-125) 27 (=20)
Magnesium - - 28 (520)
Molybdenum - 70 (75-125) -
Nickel - 69 (75-125) -
Sodium - 62 (75-125) 27 (s20)
Tin - 67 (75-125) -
Vanadium - 72 (75-125) -
Zinc - 63 (75-125) -
Zirconium - 60 (75-125) 25 (s20)
5




Spike ID

(Associated MS (%R) MSD (%R) RPD
Samples) Analyte (Limits) (Limits) (Limits) Flag AorP
SL-852-SA5A-SB-0.0-0.5MS/MSD | Phosphorus - 28 (75-125) - J (all detects) A
(All samples in SDG PH057) R (all non-detects)
Potassium - -7 (75-125) - J (all detects)
R (all non-detects)
SL-852-SA5A-SB-0.0-0.5MS/MSD | Potassium - - 27 (75-125) J (all detects) A
(All samples in SDG PH057) UJ (all non-detects)
SL-852-SA5A-SB-0.0-0.5MS/MSD | Silver - 129 (75-125) - J (all detects) A
(All samples in SDG PH057) Strontium - 173 (75-125) - J (all detects)

VII. Duplicate Sample Analysis

Duplicate (DUP) sample analyses were

were within QC limits.

VIIl. Laboratory Control Samples (LCS)

reviewed for each matrix as applicable. Results

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

IX. Internal Standards

All internal standard percent recoveries (%R) were within QC limits.

X. Furnace Atomic Absorption QC

Graphite furnace atomic absorption was not utilized in this SDG.

XI. ICP Serial Dilution

ICP serial dilution analysis was performed by the laboratory. The analysis criteria were
met with the following exceptions:

VALOGIN\CDM\SSFL\30037J4_CD4.DOC

Associated
Diluted Sample Analyte %D (Limits) Samples Flag AorP
SL-852-SA5A-SB-0.0-0.5 Aluminum 18 (=10) All samples in SDG J (all detects) A

Barium 15 (s10) PHO057 UJ (all non-detects)
Calcium 18 (s10)
Chromium 12 (s10)
iron 21 (=10)
Lithium 20 (=10)
Magnesium 19 (=10)
Manganese 13 (210)
Potassium 20 (=10)
Titanium 13 (s10)
Vanadium 13 (210)

6



XIl. Sample Result Verification
All sample result verifications were acceptable.

All metals reported below the RL and above the MDL were qualified as follows:

Sample Analyte Flag AorP

All samples in SDG PH057 All analytes reported below the J (all detects) A
RL and above the MDL.

XIll. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

Samples SL-852-SA5A-SB-0.0-0.5 and SL-1252-SA5A-SB-0.0-0.5 were identified as

field duplicates. No metals were detected in any of the samples with the following
exceptions:

Concentration (ug/L)
RPD
Analyte SL-852-SA5A-SB-0.0-0.5 | SL-1252-SA5A-S$B-0.0-0.5 (Limits) Flag AorP
Aluminum 14200 16000 12 (=50) - -
Arsenic 1.99 2.86 36 (<50) - -
Barium 89.2 107 18 (=50) - -
Beryllium 0.487 0.591 19 (s50) - -
Boron 4.14 4.03 3 (=50) - -
Calcium 2240 2560 13 (<50) - -
Chromium 19.0 22.4 16 (s50) - -
Cobalt 4.41 5.64 24 (s50) - -
Copper 9.27 11.0 17 (<50) - -
Iron 18100 21800 19 (s50) - -
Lead 7.29 8.94 20 (=50) - .

VALOGIN\CDM\SSFL\30037J4_CD4.DOC 7



Concentration (ug/L)

VALOGIN\CDM\SSFL\30037J4_CD4.DOC

Analyte SL-852-SA5A-SB-0.0-0.5 | SL-1252-SA5A-SB-0.0-0.5 (L?nﬁi?s) Flag AorP
Lithium 19.6 21.8 11 (50) - -
Magnesium 3800 4390 14 (<50) - -
Manganese 275 337 20 (<50) - -
Molybdenum 0.782 0.454 53 (<50) J (all detects) A
Nickel 111 13.4 19 (s50) - -
Phosphorus 338 422 22 (<50) - -
Potassium 3510 3890 10 (=50) - -
Selenium 0.164 0.170 4 (=50) - -
Silver 0.0583 0.0607 4 (s50) - -
Sodium 75.7 82.4 8 (s50) - -
Strontium 25.3 29.9 17 (s50) - -
Thallium 0.337 0.319 5 (<50) - -
Tin 2.35 2.68 13 (s50) - -
Titanium 1100 1160 5 (50) - -
Vanadium 31.3 38.5 21 (s50) - -
Zinc 49.7 60.4 19 (=50) - -
Zirconium 1.42 0.997 35 (<50) - -

8




Santa Susana Field Laboratory
Metals - Data Qualification Summary - SDG PH057

SDG Sample Analyte Flag AorP Reason (Code)
PHO057 SL-850-SA5A-SB-0.0-0.5 Aluminum J (all detects) A Matrix spike/Matrix spike
SL-869-SA5A-SB-0.0-0.5 Calcium UJ (all non-detects) duplicate (RPD) (E)
SL-870-SA5A-SB-0.0-0.5 Iron
SL-852-SA5A-SB-0.0-0.5 Magnesium
SL-1252-SA5A-SB-0.0-0.5 Potassium
SL-852-SA5A-SB-4.5-5.5
PHO57 SL-850-SA5A-SB-0.0-0.5 Antimony J (all detects) A Matrix spike/Matrix spike
SL-869-SA5A-SB-0.0-0.5 Arsenic UJ (all non-detects) duplicate (%R) (Q)
SL-870-SA5A-SB-0.0-0.5 Barium
SL-852-SA5A-SB-0.0-0.5 Boron
SL-1252-SA5A-SB-0.0-0.5 Cadmium
SL-852-SA5A-SB-4.5-5.5 Chromium
Cobalt
Copper
Lead
Molybdenum
Nickel
Tin
Vanadium
Zinc
PHO57 SL-850-SA5A-SB-0.0-0.5 Lithium J (all detects) A Matrix spike/Matrix spike
SL-869-SA5A-SB-0.0-0.5 Sodium UJ (all non-detects) duplicate (%R)(RPD)
SL-870-SA5A-SB-0.0-0.5 Zirconium (Q E)
SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5
PHO57 SL-850-SA5A-SB-0.0-0.5 Phosphorus J (all detects) A Matrix spike/Matrix spike
SL-869-SA5A-SB-0.0-0.5 R (all non-detects) duplicate (%R) (Q)
SL-870-SA5A-SB-0.0-0.5 Potassium J (all detects)
SL-852-SA5A-SB-0.0-0.5 R (all non-detects)
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5
PH057 SL-850-SA5A-SB-0.0-0.5 Silver J (all detects) A Matrix spike/Matrix spike
SL-869-SA5A-SB-0.0-0.5 Strontium J (all detects) duplicate (%R) (Q)
SL-870-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5
PH057 SL-850-SA5A-SB-0.0-0.5 Aluminum J (all detects) A ICP serial dilution (%D)
SL-869-SA5A-SB-0.0-0.5 Barium UJ (all non-detects) (A)
SL-870-SA5A-SB-0.0-0.5 Calcium
SL-852-SA5A-SB-0.0-0.5 Chromium
SL-1252-SA5A-SB-0.0-0.5 Iron
SL-852-SA5A-SB-4.5-5.5 Lithium
Magnesium
Manganese
Potassium
Titanium
Vanadium

VALOGIN\CDM\SSFL\30037J4_CD4.DOC




SDG

Sample

Analyte

Flag AorP

Reason (Code)

PHO57

SL-850-SA5A-5B-0.0-0.5
SL-869-SA5A-5B-0.0-0.5
SL-870-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5

All analytes reported below
the RL and above the MDL.

J (all detects) A

Sample result verification

@

PHO57

SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5

Molybdenum

J (all detects) A

Field duplicates (RPD)
(FD)

Santa Susana Field Laboratory
Metals - Laboratory Blank Data Qualification Summary - SDG PH057

Modified Final
SDG Sample Analyte Concentration AorP Code
PH057 SL-850-SA5A-SB-0.0-0.5 Molybdenum 0.51U mg/Kg A B
Tin 2.5U mg/Kg
PHO57 SL-869-SA5A-SB-0.0-0.5 Molybdenum 0.49U mg/Kg A B
Tin 2.5U mg/Kg
PHO57 SL-870-SA5A-SB-0.0-0.5 Molybdenum 0.45U mg/Kg A B
Tin 2.4U mg/Kg
PHO57 SL-852-SA5A-SB-0.0-0.5 Molybdenum 0.78U mg/Kg A B
Tin 2.4U mg/Kg
PHO57 SL-1252-SA5A-SB-0.0-0.5 Molybdenum 0.45U mg/Kg A B
Tin 2.7U mg/Kg
PHO57 SL-852-SA5A-SB-4.5-5.5 Molybdenum 0.49U mg/Kg A B
Tin 2.6U mg/Kg
Santa Susana Field Laboratory
Metals - Field Blank Data Qualification Summary - SDG PH057
Modified Final
SDG Sample Analyte Concentration AorP Code
PHO57 SL-850-SA5A-SB-0.0-0.5 Molybdenum 0.51U mg/Kg A F
PHO57 SL-869-SA5A-SB-0.0-0.5 Molybdenum 0.49U mg/Kg A F
PHO57 SL-870-SA5A-SB-0.0-0.5 Molybdenum 0.45U mg/Kg A F
PHO57 SL-852-SA5A-SB-0.0-0.5 Molybdenum 0.78U mg/Kg A F
Silver 0.058U mg/Kg
10
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Modified Final

VALOGIN\CDM\SSFL\30037J4_CD4.DOC

SDG Sample Analyte Concentration AorP Code
PHO57 SL-1252-SA5A-SB-0.0-0.5 Molybdenum 0.45U mg/Kg A F
Silver 0.061U mg/Kg
PHO57 S1.-852-SA5A-SB-4.5-5.5 Molybdenum 0.49U mg/Kg A F
Silver 0.049U mg/Kg
11




LDC #:__30037J4 VALIDATION COMPLETENESS WORKSHEET Date: 7/25/ \}

SDG #___PHO057 Level IV o Page: \ of \
Laboratory: Eurofins Lancaster Laboratories \ Reviewer:_( [L?/ p
/l‘/\q 2nd Reviewer:

METHOD: Metals (EPA SW 846 Method 6010C/6020A/7000)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area g.gmmeniL
Sampling dates: é/‘U‘ /

. Technical holding times

1l. ICP/MS Tune

lll. | Calibration

IV. | Blanks

V. | ICP Interference Check Sample (ICS) Analysis

VI. | Matrix Spike Analysis

SN
LES

VII. | Duplicate Sample Analysis

VIII. | Laboratory Control Samples (LCS)

IX. | Internal Standard (ICP-MS)

X. | Furnace Atomic Absorption QC

XI. | ICP Serial Dilution

Xll. | Sample Result Verification

XIll. | Overall Assessment of Data

(M1,5)
B~ ER1 061D \RHsH) FR=FR-oHIB)

XIV. | Field Duplicates

XV | Field Blanks

£%9ﬁ£<3?$%$%?93

= E®- O6Ion
Note: A = Acceptable ND = No compounds detected D = Duplicafé > L@H O’aq
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank

Validated Samples: f \ \

1 | S1-850-SA5A-SB-0.0-0.5 11 21 31
2 | SL-869-SA5A-SB-0.0-0.5 12 22 32
3 | SL-870-SA5A-5B-0.0-0.5 13 23 33
4 | SL-852-SA5A-SB-0.0-0.5 14 24 34
5 | SL-1252-SA5A-SB-0.0-0.5 15 25 35
6 | SL-852-SA5A-SB-4.5-5.5 16 26 36
7 | SL-852-SA5A-SB-0.0-0.5MS 17 27 37
8 | SL-852-SA5A-SB-0.0-0.5MSD__ | 18 28 38
9 | SL-852-SA5A-SB-0.0-0.5DUP [ 19 29 39
10 20 30 40
Notes:

30037J4W.wpd
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po#_ 20031 | VALIDATION FINDINGS CHECKLIST Page: " of
Reviewer:_CAS

2nd Reviewer:_v~—

Method:Metals (EPA SW 846 Method 6010B/7000/6020)

Validation Area Yes | No | NA Findings/Comments
I, Technical holding times |
All technical holding times were met. -]
Cooler temperature criteria was met. i
1. ICP/MS Tune
Were all isotopes in the tuning solution mass resolution within 0.1 amu? 7
Were %RSD of isotopes in the tuning solution <6%? ]
1ll. Calibration
Were all instruments calibrated daily, each set-up time? -
Were the proper number of standards used? 2
Were all initial and continuing calibration verification %Rs within the 90-110% (80- -
120% for mercury) QC limits?
Were all initial calibration correlation coefficients > 0.9957 -
IV. Blanks
Was a method blank associated with every sample in this SDG? -
Was there contamination in the method blanks? If yes, please see the Blanks ﬂ
validation completeness worksheet.
V. ICP Interference Check Sample
Were [CP interference check samples performed daily? . f/

Were the AB solution percent recoveries (%R) with the 80-120% QC limits?

VI. Matrix spike/Matrix spike duplicates

Were a matrix spike (MS) and duplicate (DUP) analyzed for each matrix in this _
SDG? If no, indicate which matrix does not have an associated MS/MSD or _—
MS/DUP. Soil / Water.

Were the MS/MSD percent recoveries (%R) and the relative percent differences
{RPD) within the 75-125 QC limits? If the sample concentration exceeded the spike /
concentration by a factor of 4 or more, no action was taken.

Were the MS/MSD or duplicate relative percent differences (RPD) < 20% for
waters and < 35% for soil samples? A control limit of +/- RL(+/-2X RL for soif) was /T
used for samples that were < 5X the RL, including when only one of the duplicate
sample values were < 5X the RL.

VII: Laboratory control samples

Woas an LCS anaylzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD) /
within the 80-120% QC limits for water samples and laboratory established QC
limits for soils?

MET-SW_2010.wpd version 1.0



LDC #: Wﬁv\ VALIDATION FINDINGS CHECKLIST Pageof ¢
. Reviewer,_ (<
2nd Reviewer:

Validation Area Yes { No | NA Findings/Comments

VIll. Furnace Atomic Absorption QC

If MSA was performed, was the correlation coefficients > 0.995%. - -

i Do all applicable agaly' sies have duplicate injections? (Level IV only)

N

\

For sample concentrations > RL, are applicable duplicate injection RSD values <
@%? (Level IV only)

Were analytical spike recoveries within the 85-115% QC fimits? -
IX. ICP Serial Dilution

)

Was an ICP serial dilution analyzed if analyte concentrations were > 50X the MDL
(1ICP)/>100X the MDL(ICP/MSY?

Were all percent differences (%Ds) < 10%?

Was there evidence of negative interference? If yes, professional judgement will be -
used to qualify the data.

X. Internal Standards (EPA SW 846 Method 6020/EPA 200.8)

Were all the percent recoveries (%R) within the 30-120% (6020)/60-125% (200.8) | _—
- {Lof the intensity of the internal standard in the associated initial calibration?

|Lif the %Rs were outside the criteria, was a reanalysis performed?

Xl. Regional Quality Assurance and Quality Control

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the abceptance limits? 7

Xll. Sample Result Verification

Were RLs adjusted to reflect all sample dilutions and dry weight factors applicable ye
to level IV validation?

XI1Il. Overall assessment of data

Overall assessment of data was found to be acceptable. /

XIV. Field duplicates

Field duplicate pairs were identified in this SDG. e
Target analytes were detected in the field duplicates. yat
XV. Field blanks

'Field blanks were identified in this SDG.

N

Target analytes were detected in the field blanks.

MET-SW_2010.wpd version 1.0



LDC #:.30037J 4 VALIDATION FINDINGS WORKSHEET Page:_1 of 1
Sample Specific Element Reference Reviewer:  CR

2nd reviewer._| .~

All circled elements are applicable to each sample.

Sample | Matrix Target Analyte List (TAL)
__ID
—
\-(p /A1, Sb, As. Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fa, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, ZF )|
N—

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
@C") 6‘ Al,’ Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li. Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr >
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T!, Sn, Ti, V, Zn, Zr
Al, 8b, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, VV, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T!, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

|

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, T, Sn, Ti, V, Zn, Zr
Al, Sb, As, Ba, Be, B, Cd, Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K, Se, Ag, Na, Sr, Tl, Sn, Ti, V, Zn, Zr

Al Sh A_s& Be B Cd Ca Cr Co Cu Fe Pb_Li Mg MQ Mg gg |§|| g § !"‘eg ég Mé Sr. Tl Sn Ti \/ . 7n_7r
Analysis Method
IcP AL Sb. As Ba Bo B Cd:-Ca Crr-Cor Cu Fe P, 11 Ng Mo, Ha Gl P, K) Se. Ag(, sr. 7.8, Ti. V. zn. 20)
ICP-MS Al, Sb, As, Ba, Be-B-6d-Ca, Cr, Co, Cu, Fe, Pb, Li, Mg, Mo, Mn, Hg, Ni, P, K(S?A‘@Na,@n, Ti,V, Zn, Zr

Comments: < ercury by CVAA if performe

CDMBoeingMet.wpd
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LDC #:__30037J4 VALIDATION FINDINGS WORKSHEET Page: of ]

PB/ICB/CCB QUALIFIED SAMPLES Reviewer: ( %
METHOD: Trace metals (EPA SW 864 Method 6010B/6020/7000) Soil preparation factor applied:__100x Reason: B 2nd Reviewer:
Sample Concentration units, unless otherwise noted:_mg/Kg Associated Sampl All

€S

Analyte]| Maximum|[ Maximu Maximum | Action
PB? pPB® ICB/CCB?® Level
{ma/Ky) gty (el )
Ca 5.587 27.935
Mo 2.0 1 0.51 0.49 0.45 0.78 0.45 0.49
Sn 1.443 7.215 2.5 2.5 2.4 2.4 2.7 2.6
Sample Concentration units, unless otherwise noted:__mg/Kg Associated Samples:_ 3,5,6

Action No Qualifiers
Level

Maximum
ICB/CCB®
(na/l)

{mal/Kn) {ugll)

Al " 36.3 " 18.15

Samples with analyte concentrations within five times the associated ICB, CCB or PB concentration are listed above with the identifications from the Validation Completeness Worksheet. These sample results were
qualified as not detected, "U".

Note : a - The listed analyte concentration is the highest ICB, CCB, or PB detected in the analysis of each element.

30037J4.wpd



LDC #:30037J4

METHOD: Trace Metals (EPA SW846 6010B/7000)

Blank units:__mag/L Associated sample units:___mg/Kg

VALIDATION FINDINGS WORKSHEET

Field Blanks

Reason: F

Page:_\_ofi

Reviewer:
2nd Reviewer:

Sampling date:__ 4/11/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:___ All
|Analx§e| Blank ID Sample Identification
| FB-041113 | Action 1 2 3 4 5
(SDG: Limit
PH029)
0.0036 1.8
Mo " 0.0036 1.8 0.51 0.49 0.45 0.78 0.45 0.49
Sampling date:__ 6/12/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:_ 1-3
IAnaIyte| Blank ID Sample ldentification
EB1-061213 | Action |No Qualifiers
(SDG: Limit
PH055)
Ba 0.00037 0.185
Sampling date:__ 6/12/13 Soil factor applied 100x
Field blank type: (circle one) Field Blank / Rinsate / Other: Associated Samples:_ 4-6
|Ana|£e| Blank ID Sample Identification
| EB2-061213 | Action
| (spe: Limit e/[L P, b
PHO055)
Ba 0.00045 0.225
Ag oooos2 | 031 | 00 o0t 0. 049
Sr 0.00053 0.265

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
Samples with analyte concentrations within five times the associated field blank concentration are listed above, these sample results were qualified as not detected, "U".

30037J4eb.wpd
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LDC # @qﬂj\/\ VALIDATION FINDINGS WORKSHEET page:_Lon

Matrix Spike/Matrix Spike Duplicates Reviewer:._ (" %l f '

2nd Reviewer:

METHOD: Inorgariics, EPA Method

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

N N/A Was a matrix spike analyzed for each matrix in this SDG?
Y(@ N/A Were matrix spike percent recoveries (%R) within the control limits g }the sample concentration exceeded the spike concentration by a factor

of 4 or more, no action was taken.
Y @) N/A Were all duplicate sample relative percent differences (RP or water samples and <35% for soil samples?
LEVEL IV ONLY:

N_N/A Were recalculated results acceptable? See Level IV Recalculation Worksheet for recalculations.
MS MSD
== MSMSDID —Matri Analyte —%Recovery | %Recovery | RPD (limits) |Associated Samples Qualifications
7 S A\ 00 A\ SloxlB (£)
SH S\ e | C QY
oS 7
e 65
@) 7o \
@ 70 \ L
Co. 24 | (E)
Co &Y \ Q)
Co 70 |
Cou o7 | N
( 29 | | (&)
o) ks | (&N
[ &7 ‘A7 (R, )
N N (&)
e) 10 , (Q)
Ny A /
£ X¥ S/R[A QB €5=4Y%
1A -7 a7 L () 957~
Po, |29 ] ddeL(fs (@)
N& ) A7 Ilurley (0.6
SC 11 ool Q)
S0 o7 N T(ET(H N
Comments:

MSD.6




LDC # ’5(20/5/6‘? VALIDATION FINDINGS WORKSHEET Pagecd,

o)
Matrix Spike/Matrix Spike Duplicates Reviewer: %
2nd Reviewer,_ L ~—ro

METHOD: Trace metals (EPA SW 846 Method 6010B/6020A/7000)

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

N_N/A Was a matrix spike analyzed for each matrix in this SDG?

Y@ N/A Were matrix spike percent recoveries (%R) within the control limits If the sample concentration exceeded the spike concentration by a factor
of 4 or more, no action was taken.

Y % N/A Were all duplicate sample relative percent differences (RPDj < 20% for water samples and <35% for soil samples?

L IV ONLY:

E ZN N/A

Were recalculated results acceptable? See Leve! IV Recalculation Worksheet for recalculations.

MS MSD
L1 MS/MSD ID Matrix Analyte %Recovery %Recovery RPD {1 imits)__| Assaciated Samples Qualifications

1% < N 7@5 P\ SIU\:HH (T
A

Comments: Q/\) CQ 3 ?@)D\QJIP‘\(\ QT(\ 7%%

MSD.4SW



< :
LDC #: 260/373 (/\ VALIDATION FINDINGS WORKSHEET Page:Lof_‘__

ICP Serial Dilution Reviewer: QG
2nd Reviewer;  {(~—

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

lease see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A". /

YN N/A If analyte concentrations were > 50X the MDL (ICP) ,or >100X the MDL (ICP/MS), was a serial dilution analyzed?
Y N/A Were ICP serial dilution percent differences (%D) <10%?
Y /A Is there evidence of negative interference? If yes, professional judgement will be used to qualify the data.
VEL IV ONLY:
{ :ZN N/A Were recalculated results acceptable? See Level IV Recalculation Worksheet for recalculations.
# . Diluted Sample (D Matrix Apalyte 60.{l imits) Associated Samples ificati
q S A 'S AL Sl (]
O 1S | ] |
&N Vg
' \Z
Fe )
[ N0
M L4
M 5
S ‘”AO
T\ >
V S i)

Comments:

SerDil.wpd



VALIDATION FINDINGS WORKSHEET Page:L ofq/

LDC#:_30037J4 o
Field Duplicates Reviewer:
2nd Reviewer:

METHOD: Metals (EPA Method 6010B/7000)

Concentration (mg/Kg) Qualifiers
RPD (Parents Only)
Analyte 4 5 (<50)
Aluminum 14200 16000 12
Arsenic 20 | \C]q 2T Z,%b 3730
Barium 89.3 107 18
1
Beryllium 949 oM {) 0.591 19
Boron 414 4.0 P ’.’J
Calcium 2240 2560 13
Chromium 19.0 224 16
Cobalt 4.4) 56t 24
Copper 959, U1 11.0 17
Iron 18100 21800 19
Lead 75174 8.oH 20
Lithium 18.6 21.8 "
Magnesium 3800 4390 14
Manganese 275 337 20
Molybdenum 0.782 0.454 o 5'3 Jdet/A (FD)
Nickel 1.1 13.4 19
Phosphorus 338 422 22
Potassium 3510 3890 10
Selenium 0.164 0170 4




LDC#:_30037J4 VALIDATION FINDINGS WORKSHEET Pageﬂiof/z_’

Field Duplicates Reviewer: cé_%[
2nd Reviewer:__y
METHOD: Metals (EPA Method 6010B/7000)

Concentration (mg/Kg) Qualifiers
RPD (Parents Only)
Analyte 4 5 (<50)

Silver 0.058% 0.0607 7

Sodium 75.7 82.4 8

Strontium 25.3 29.9 17

Thallium o503 832 0,3\ )4 5

Tin 27755 27T Z2,L% 2173

Titanium 1100 1160 5

Vanadium 31.3 38.5 21

Zinc 49.7 60.4 19

Zirconium 142 070, 4A1 35

WLDCFILESERVER\WValidation\FIELD DUPLICATES\FD_inorganic\30037J4.wpd



Loc # X037 VALIDATION FINDINGS WORKSHEET | . page ) ot
Initial and Continuing Calibration Calculation Verification o Reviewer:

2nd Reviewer.__{~—

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

An initial and continuing calibration verification percent recovery (%R) was recalculated for each type of analysis using the following formula:

%R = Found x 100 Where, Found = concentration (in ug/L) of each analyte measured in the analysis of the ICV or CCV solution
True True = concentration (in ug/L) of each analyte in the ICV or CCV source
|L—==Recalcuiated Reported
Acceptable
Standard 1D Type of Analysis Element Found (ug/L) True (ug/L) %R %R (Y/N)

O | 10 (it calibraton) 2 S LA é&) ay S AP L</
| Jemsmmesan | <9 | 4a479 | DO | 9%5 [9g5 ||
N | cva gaital carbration) \/\’<6 o Y7 a5 G <8 1< . f \

CC/V ICP (Continuing calibration) M L’[éblt % 5@ I ST LO( C?avq

\ ICPMS (Continuing calibration) %( 6 \ LO’S DQO O L A [0 ( o

¢/ CVAA (Continuing calibation) H”Q 0 4b 1.O QG O Qé(O | N

GFAA (Initial calibration)

GFAA (Continuing calibation)

Comments: Refer to Calibration Verification findings worksheet for list of qualifications and associated samples when reported resuits do not agree within 10.0% of the
recalculated results.

MAL AL A Ao



Lo, XIBDY

VALIDATION FINDINGS WORKSHEET
Level IV Recalculation Worksheet

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

Page: \ of_\__
Reviewer:

2nd Reviewer:_{~_—

Percent recoveries (%R) for an ICP interference check sample, a laboratory control sample and a matrix spike sample were recalculated using the following formula:

%R = Found x 100
True

A sample and duplicate relative percent difference (RPD) was recalculated using the following formula:

RPD = [S-D]_ x 100
(S+D)2

Where,

True =

Where,

Found = SSR (spiked sample result) - SR (sample result).

S = Original sample concentration

D = Duplicate sample concentration

Concentration of each analyte in the source.

An [CP serial dilution percent difference (%D) was recalculated using the following formula:

%D = [I-SDR] x 100
|

Where,

| = Initial Sample Resuit (mg/l.)

SDR = Serial Dilution Result (mg/L) (instrument Reading x 5)

Found = Concentration of each analyte measured in the analysis of the sample. For the matrix spike calculation,

Sample ID

Type of Analysis

Element

Found /S /|
(units)

True / D/ SDR (units)

%R/ RPD / %D

=—__Be%
%R/ RPD /%D

Accepfable
(Y/N)

TS

ICP interference check

O™

0O

(07~

07y

LCS

Laboratory control sample

QUL

| COCQO

Q™

Y

Zn
©
=)

n

7 Matrix spike (Sg-%-{)\ @U‘( /k)l q/ BOS O 5 \ S \ | / :
q Duplicate L/'\ O( lfg/%‘r) - i?aq %/qA\ (/ Lt \ \/I /

g

ICP serial dilution

D

| 26,4

WS M9

1

g

Comments: Referto a

ropriate worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated results.

TOVTNAL M~ ACAWAS



LDC #: 30037J4

VALIDATION FINDINGS WORKSHEET

Sample Calculation Verification

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

N N/A

Page: l of
Reviewer:

2nd reviewer:

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
' Have results been reported and calculated correctly?

Are results within the calibrated range of the instruments and within the linear range of the ICP?
Are all detection limits below the CRDL?

Detected analyte results for ,FQ were recalculated and verified using the following
equation:
Concentration = RD Dil Recalculation:
(In. Vol.)
, ~
B i et CELOBTEN) (e o
In.Vol. = Initial volume (ml) or weight (G) e
Dil = Dilution factor O qq 3 C \.(D ‘ 6) N:S \Qg
!
Reported Calculated
Concentration Concentration Acceptable
# Sample ID Analyte (mg/Kg) {mg/Kg) (Y/N)

Aluminum 14200 14200 \ij

Arsenic 2.0 2.0 /

Barium 89.3 89.3

Beryllium 0.49 0.49

Boron 4.1 4.1

Calcium 2240 2240

Chromium 19.0 19.0

Cobalt 4.4 4.4

Copper 9.3 9.3

Iron 18100 18100

Lead 7.3 7.3

Lithium 19.6 19.6

Magnesium 3800 3800

Manganese 275 275

Molybdenum 0.78 0.78

Nickel 11.1 111

Phosphorus 338 338

Potassium 3510 3510

Selenium 0.16 0.16

Silver 0.058 0.058

Sodium 75.7 757

Strontium 253 25.3 N

Recalcmetals.wpd



LDC #:_30037J4 VALIDATION FINDINGS WORKSHEET Page: ?/07‘
Sample Calculation Verification Reviewer:._ CNA

2nd reviewer: %

lease see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
Have results been reported and calculated correctly?

Are results within the calibrated range of the instruments and within the linear range of the ICP?
Are all detection limits below the CRDL?

METHOD: Trace Metals (EPA SW 846 Method 6010/6020/7000)

Detected analyte results for were recalculated and verified using the following
equation:
Concentration = (RDYFV)(Dil} Recalculation:
(In. Vol.)
RD = Raw data concentration \
Fv = Final volume (ml) @é
In.Vol. = Initial volume (ml) or weight (G)
Dil = Dilution factor
Reported Calculated
Concentration Concentration Acceptable
# Sample ID Analyte (mg/Kg) (mg/Kg) (Y/N)
o/

Thallium 0.34 0.34 (

Tin 2.4 2.4

Titanium 1100 1100

Vanadium 31.3 31.3

Zinc 49.7 49.7

Zirconium 1.4 14 \</

Recalcmetals.wpd



LDC Report# 30037J7

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name: Santa Susana Field Laboratory

Collection Date: June 14, 2013

LDC Report Date: August 8, 2013

Matrix: Soil/Water

Parameters: Total Petroleum Hydrocarbons as Gasoline
Validation Level: Level IV

Laboratory: Eurofins

Sample Delivery Group (SDG): PH057
Sample Identification

SL-852-SA5A-SB-4.5-5.5
TB-061413

VALOGIN\CDM\SSFL\30037J7_CD4.DOC 1



Introduction
This data review covers one soil sample and one water sample listed on the cover sheet
including dilutions and reanalysis as applicable. The analyses were per EPA SW 846
Method 8015B for Total Petroleum Hydrocarbons (TPH) as Gasoline.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VALOGIN\CDMI\SSFL\30037J7_CD4.DOC 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0%.

lll. Calibration Verification

Calibration verification was performed at required frequencies. The percent differences
(%D) of amounts in continuing standard mixtures were within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydrocarbons as gasoline contaminants were found in the method blanks.

Sample TB-061413 was identified as a trip blank. No total petroleum hydrocarbons as
gasoline contaminants were found.

Sample EB2-061213 (from SDG PH055) was identified as an equipment blank. No total
petroleum hydrocarbons as gasoline contaminants were found.

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No total
petroleum hydrocarbons as gasoline contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates
The laboratory has indicated that there were no matrix spike (MS) and matrix spike

duplicate (MSD) analyses specified for the samples in this SDG, and therefore matrix
spike and matrix spike duplicate analyses were not performed for this SDG.

VALOGIN\CDM\SSFL\30037J7_CD4.DOC



VIl. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent
recoveries (%R) and relative percent differences (RPD) were within QC limits.

VIIl. Target Compound Identification

All target compound identifications were within validation criteria.
IX. Compound Quantitation

All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP

All samples in SDG PH057 All compounds reported below the RL. J (all detects) A

X. System Performance

The system performance was acceptable.

XI. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.
XIl. Field Duplicates

No field duplicates were identified in this SDG.

VALOGIN\CDM\SSFL\30037J7_CD4.DOC 4



Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Data Qualification Summary - SDG

PHO057
SDG Sample Compound Flag AorP Reason (Code)
PHO057 SL-852-SA5A-SB-4.5-5.5 All compounds reported J (all detects) A Compound quantitation

TB-061413

below the RL.

@

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Laboratory Blank Data Qualification
Summary - SDG PH057

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Gasoline - Field Blank Data Qualification
Summary - SDG PH057

No Sample Data Qualified in this SDG

VALOGIN\CDM\SSFLY30037J7_CD4.DOC



LDC #.___30037J7

SDG #.____PHO57

Laboratory:_Eurofins Lancaster Laboratories

VALIDATION COMPLETENESS WORKSHEET

Level IV

2nd

METHOD: GC TPH as Gasoline (EPA SW 846 Method 8015B)

Date: 7él//[ >

Page:_fof /.

Reviewer:
Reviewer:

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached

validation findings worksheets.

IX. | Compound guantitation/RL/LOQ/LODs

X. System Performance

Xl. | Overall assessment of data

Xll. | Field duplicates

Xlil. | Field blanks

Validati A :
!q [
l. Technical holding times .A— Sampling dates: L’ \b
Il | Initial calibration A '/ psY £ 20
1ll._{ Calibration verification/ICV A X e £ 20)
t
Iv. | Blanks A
V__| Surrogate recovery A ,
' T t \ J
V1. | Matrix spike/Matrix spike duplicates N C/\‘ o 3’?'9 © Li €
i
VI, | Laboratory control samples P WD \, 0 v
VIi. | Target compound identification A_
A
oy

Note: A = Acceptable
N = Not provided/applicable
SW = See worksheet

Validated Samples: —
_soll + WalMg

> EB2- 061215/

ND = No compounds detected D = Duplicate

TB = Trip blank FR- FBR-ouW3

R = Rinsate
FB = Field blank

EB = Equipment blank

T8 =2 +p —hE=awmaa \ (p4 B PROKS

(soG w Pvcozo\\,

1 \| sLss2-sAsA-sB4555 o [11)] BLYE T 21 31
2 TB-061413 W 12U By kgl 22 32
3 13 23 33
4 14 24 34
5 15 25 35
6 16 26 36
7 17 27 37
8 18 28 38
9 19 29 39
10 20 30 40
Notes:

30037J7W.wpd



LDC#__3 0O>74] VALIDATION FINDINGS CHECKLIST

Method: ‘/ GC HPLC

Page:_/ of *

Reviewer: ET
2nd Reviewer:__ 27

Validation Area
T

Yes | No

NA Findings/Comments

Did the laboratory perform a 5 point calibration prior to sample analysis?

Were all percent relative standard deviations (%RSD) < 20%?

\

Was a curve fit used for evaluation?

Did the initial calibration meet the curve fit acceptance criteria of > 0.9907?

roper!

establi_shed’7

3

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%?

Were all the retention times within the acceptance windows?

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? if yes, please see the Blanks
yalidation com ‘le;teness work_sheet

Were all surrogate %R within the QC limits?

If the percent recovery (%R) for one or more surrogates was out of QC limits, was
a reanalysis performed to confirm samples with %R outside of criteria?

%

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC Iimi‘ts'7

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD)
within the QC limits?
Foi 4 n,,x"i L

Were performance evaluation (PE) samples performed?

\

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



LDC#__ 300 747 VALIDATION FINDINGS CHECKLIST Page:_ % of %
Reviewer: F7

2nd Reviewer: é

VahdatlonArea Yes | No NA} Findings/Comments

Were compound quantitation and CRQL.s adjusted to reflect all sample dilutions
and dry weight factors appllcable to level lV validation?

Field duplicate pairs were identified in this SDG. vl |~

Target compounds were detected in the field dupllcates

Field blanks were identified in this SDG. J

Target compounds were detected in the field blanks.

GC_HPLC-SW2.wpd version 1.0



Loc# 292374/ VALIDATION FINDINGS WORKSHEET

Page:._ “of
Initial Calibration Calculation Verification

Reviewer: /~7
2nd Reviewer:

METHOD: GG~ HPLC

The calibration factors (CF) and relative standard deviation (%RSD) were recalculated using the following calculations:

CF=A/C Where: A = Area of compound
Average CF = sum of the CF/number of standards C = Concentration of compound
%RSD = 100 * (S/X) S = Standard deviation of calibration factors
X = Mean of calibration factors
Rgpnzted L Recalciilated Renarted I___Rgca_lm_ua_ted Renarted Recalculated
Calibration CE CF
# Standard 1D Date Compound ( s std) ( $IUstd) Ave CF (initial) Ave CF (intial) %RSD %RSD
1 | 1AL 7/22/// GRO 24480/ 6 || 24Y50./ 2¢¢Y 8279 24v4.79 -0 6 33%
1625F
(5 2.3 ) (22¢)
2 ||eA L ’/é GRO £059L.95 || OS6.9V || LIS1L.39 || L)TH.3 2.V 2./
T3, | 3/°3 V5

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

INICLCrev.wpd



LDC #:

METHOD: GC

306037J/

-~ HPLC

VALIDATION FINDINGS WORKSHEET
Continuing Calibration Results Verification

Page;_ “of __~
Reviewer.___ ~7

2nd Reviewer:@_

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration CF were recalculated for the compounds identified

below using the following calculation:

% Difference = 100 * (ave. CF -CF)/ave.CF Where: ave. CF = initial calibration average CF
CF = continuing calibration CF
A = Area of compound
C = Concentration of compound
Reported Recalculated Reported Recalculated
Standard Calibration
" ID Date Compound Average CF(lcal)/ CF/ Conc. CF/ Conc. %D %D
CCV Conc. CcCcVv ccVv

1 jeeV  1NNY é/zw}l’; aR O 550. 0O S 36 I S Bl TN 2 2
2 |eeV 1900 | £[i¢|® AX) 220.0 O 21933 219.3%7 O c
3
4

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of

the recalculated results.

CONCLC.wpd



LoC#_3 ©©937d/ VALIDATION FINDINGS WORKSHEET Page: 7 _of /
Surrogate Results Verification Reviewer,_ £7
_— 2nd reviewer.___ <*
METHOD: _ " GC ___ HPLC
The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:
% Recovery: SF/SS * 100 Where: SF = Surrogate Found
' SS = Surrogate Spiked
Sample ID: e
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
l Reported Recalculated
T T VY- M LBU k-] g ' O
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated

SURRCALCNew.wpd



Lpc#,_ 32Pe3zs/ VALIDATION FINDINGS WORKSHEET Page:_ 7of 7
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer,  A~~7

— 2nd Reviewer: @
METHOD: _ GC __ HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where  SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =(({SSCLCS - SSCLCSD} * 2) / (SSCLCS + SSCLCSD))*100 LCS = Laboratory Control Sample LCSD = Laboratory Control Sample duplicate
LCSILCSD samples: Las ps)
Spike Sample Spike Sample l LcS LCSD | LCS/LCSD
Added Cong. Concentrigtion
Compound ( Gi], } ( W a l] ) ( WG ) Percent Recovery Percent Recovery RPD
L LCS LCSD --- LCS Y LCSD Reported Recalc. | Reported Recalc. Reported I Recalc.
Gasoline (8015) ‘\00 NoU 19 2% o 10'~N'1| loz 0% as A £ %’
Diesel (8015)
Benzene (8021B)
Methane (RSK-175)
2,4-D (8151)
Dinoseb (8151)

Naphthalene  (8310)

Anthracene (8310)

HMX (8330)

2,4,6-Trinitrotoluene (8330)

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported
results do not agree within 10.0% of the recalculated results.

LCSCLCNew.wpd



oc#  Bo0 377 VALIDATION FINDINGS WORKSHEET Page: _/of 7
Sample Calculation Verification Reviewer:  /~7

2nd Reviewer: @

METHOD: ZGC __HPLC

Y N HN/A Were all reported results recalculated and verified for all level [V samples?
Y _N/N/A Were all recalculated results for detected target compounds within 10% of the reported results?
Concentration= (AYFW(DD Example:

(RF)(Vs or Ws)(%S/100)
Sample ID. Compound Name

A= Area or height of the compound to be measured
Fv=Final Volume of extract
Df= Dilution Factor

RF= Average response factor of the compound Concentration =
In the initial calibration

Vs= Initial volume of the sample

Ws= Initial weight of the sample

%S= Percent Solid /{49

Reported Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications

( ) ( )

Comments:

SAMPCALew.wpd



LDC Report# 30037J8

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory

June 14, 2013

August 8, 2013

Soil

Total Petroleum Hydrocarbons as Extractables
Level IV

Eurofins

Sample Delivery Group (SDG): PH057

Sample Identification

SL-850-SA5A-SB-0.0-0.5
SL-869-SA5A-SB-0.0-0.5
SL-870-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5
SL-852-SA5A-SB-0.0-0.5MS
SL-852-SA5A-SB-0.0-0.5MSD

VALOGIN\CDM\SSFL\30037J8_CD4.DOC



Introduction
This data review covers 8 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA SW 846 Method 8015B for Total
Petroleum Hydrocarbons (TPH) as Extractables.
This review follows the Quality Assurance Project Plan for Santa Susana Field
Laboratory (SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March
2009, Revision 4) and a modified outline of the USEPA Contract Laboratory Program
National Functional Guidelines for Superfund Organic Methods Data Review (June
2008).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag
is due to a laboratory deviation from a specified protocol or is of technical advisory
nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ  Presumptive evidence of presence of the compound at an estimated quantity.

uJ Indicates the compound or analyte was analyzed for but not detected. The
sample detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

V:ALOGIN\CDM\SSFL\30037J8_CD4.DOC 2



l. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All
cooler temperatures met validation criteria.

Il. Initial Calibration
Initial calibration of compounds was performed as required by the method.

The percent relative standard deviations (%RSD) of calibration factors for compounds
were less than or equal to 20.0%.

lll. Calibration Verification

Calibration verification was performed at required frequencies. The percent differences
(%D) of amounts in continuing standard mixtures were within the 20.0% QC limits.

The percent differences (%D) of the second source calibration standard were less than
or equal to 20.0% for all compounds.

IV. Blanks

Method blanks were reviewed for each matrix as applicable. No total petroleum
hydrocarbons as extractable contaminants were found in the method blanks.

Samples EB1-061213 and EB2-061213 (from SDG PH055) were identified as
equipment blanks. No total petroleum hydrocarbons as extractables contaminants were
found.

Sample FB-041113 (from SDG PHO029) was identified as a field blank. No total
petroleum hydrocarbons as extractables contaminants were found.

V. Surrogate Recovery

Surrogates were added to all samples and blanks as required by the method. All
surrogate recoveries (%R) were within QC limits.

VI. Matrix Spike/Matrix Spike Duplicates
Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each

matrix as applicable. Percent recoveries (%R) and relative percent differences (RPD)
were within QC limits with the following exceptions:
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Spike ID
(Associated MS (%R) MSD (%R) RPD

Samples) Compound (Limits) (Limits) (Limits) Flag AorP
SL-852-SA5A-SB-0.0-0.5MS/MSD | Extractable fuel hydrocarbons (C15-C20) | 147 (49-123) | 133 (49-123) - J (all detects) A
(SL-852-SA5A-SB-0.0-0.5)
SL-852-SA5A-SB-0.0-0.5MS/MSD | Extractable fuel hydrocarbons (C21-C30) | 582 (49-123) - 100 (s20) | J (all detects) A
(SL-852-SA5A-SB-0.0-0.5) UJ (all non-detects)

VII. Laboratory Control Samples

Laboratory control samples were reviewed for each matrix as applicable. Percent

recoveries (%R) were within QC limits.

VIIl. Target Compound ldentification

All target compound identifications were within validation criteria.

IX. Compound Quantitation

All compound quantitations were within validation criteria.

All compounds reported below the RL were qualified as follows:

Sample Finding Flag AorP
All samples in SDG PH057 All compounds reported below the RL. J (all detects) A

X. System Performance

The system performance was acceptable.

Xl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIl. Field Duplicates

Samples SL-852-SA5A-SB-0.0-0.5 and SL-1252-SA5A-SB-0.0-0.5 were identified as

field duplicates. No total petroleum hydrocarbons as extractables were detected in any

of the samples with the following exceptions:

Concentration (mg/Kg)
RPD
Compound SL-852-SA5A-SB-0.0-0.5 SL-1252-SA5A-SB-0.0-0.5 (Limits) Flag AorP
Extractable fuel hydrocarbons (C21-C30) 8.1 7.6 6 (<50) - -
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Concentration (ma/Kg)

RPD
Compound SL-852-SA5A-SB-0.0-0.5 SL-1252-SA5A-SB-0.0-0.5 (Limits) Flag AorP
Extractable fuel hydrocarbons (C30-C40) 22 21 5 (<50) - -
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Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Data Qualification Summary -

SDG PHO057
SDG Sample Compound Flag AorP Reason (Code)
PHO57 SL-852-SA5A-SB-0.0-0.5 Extractable fuel hydrocarbons (C15-C20) J (all detects) A Matrix spike/Matrix spike
duplicate (%R) (Q)
PHO057 SL-852-SA5A-SB-0.0-0.5 Extractable fuel hydrocarbons (C21-C30) J (all detects) A Matrix spike/Matrix spike
UJ (all non-detects) duplicate (%R)(RPD) (Q)
PHO57 SL-850-SA5A-SB-0.0-0.5 All compounds reported below the RL. J (all detects) A Compound quantitation (Z)

SL-869-SA5A-SB-0.0-0.5
SL-870-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5

Santa Susana Field Laboratory

Total

Petroleum Hydrocarbons as Extractables -

Qualification Summary - SDG PH057

No Sample Data Qualified in this SDG

Santa Susana Field Laboratory
Total Petroleum Hydrocarbons as Extractables - Field Blank Data Qualification
Summary - SDG PH057

VALOGIN\CDM\SSFL\30037J8_CD4.DOC

No Sample Data Qualified in this SDG

Laboratory Blank Data




LDC #:___30037J8 VALIDATION COMPLETENESS WORKSHEET Date: 7/2%/1 3

SDG #.__PH057 Level IV Page: / of 7
Laboratory:_Eurofins Lancaster Laboratories Reviewer:
2nd Reviewer:

METHOD: GC TPH as Extractables (EPA SW 846 Method 8015B)

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation Area vy Comments
. Technical holding times A— Sampling dates: "/ \ rb I
Il__| Initial calibration A °)  pop £ 20
lll. | Calibration verification/ICV A 1/ ’/ N £20
IV. | Blanks A
V | Surrogate recovery A
VI, | Matrix spike/Matrix spike duplicates S\J
VIl. | Laboratory control samples A. LesS
VIIl. | Target compound identification A
IX. | Compound quantitation/RL/LOQ/LODs AN
X. | System Performance A
Xl. { Overall assessment of data A—
XIl. | Field duplicates \5"‘) p = l—\ 4G
Xill. | Field blanks ND EB = ER|~06121> <D Y
Er2 ~oklzld  pe- Fpood W3
Note: A= Acceptaple ) ND = No compounds detected D= Duplicate (v o244
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples..SO ) L
T | SL-850-SA5A-SB-0.0-0.5 11| PWDLK 2> 13 21 31
2* SL-869-SA5A-SB-0.0-0.5 12 22 32
3 SL-870-SA5A-SB-0.0-0.5 13 23 33
4 SL-852-SA5A-SB-0.0-0.5 14 24 34
5 SL-1252-SA5A-SB-0.0-0.5 15 25 35
6 SL-852-SA5A-SB-4.5-5.5 16 26 36
7 SL-852-SA5A-SB-0.0-0.5MS | 17 27 37
8 SL-852-SA5A-SB-0.0-0.5MSD| 18 28 38
9 19 29 39
10 20 30 40
Notes:

30037J8W.wpd



Loc#_ yvodr7ly VALIDATION FINDINGS CHECKLIST Page:_/ of *
Reviewer.__ FT_

' 2nd Reviewer:
V oo -

HPLC

‘ NA Findin sIComments

All technical holding times were met.

Cooler temperature criteria was met.

Did the laboratory perform a 5 point calibration prior to sample analysis? L

Were all percent relative standard deviations (%RSD) < 20%?

Was a curve fit used for evaluation? -~

Did the initial calibration meet the curve fit acceptance criteria of > 0.990? e

Werevthe RT windows proper!

established? i

Was a continuing calibration analyzed daily?

Were all percent differences (%D) < 20%.0 or percent recoveries 80-120%7?

Were all the retention time§ yv'thin the acceptance windovy;?

Was a method blank associated with every sample in this SDG?

Was a method blank analyzed for each matrix and concentration?

Was there contamination in the method blanks? If yes, please see the Blanks _—
validation completeness worksheet.

3 R

Were all surrogate %R within the QC limits?

if the percent recovery (%R) for one or more surrogates was out of QC limits, was
a reanalysis performed to confirm samples with %R outside of criteria?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Was a MS/MSD analyzed every 20 samples of each matrix?

Were the MS/MSD percent recoveries (%R) and the relative percent differences
(RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD) /
within the QC limits?

Were performance evaluation (PE) samples performed?

\
N

Were the performance evaluation (PE) samples within the acceptance limits?

GC_HPLC-SW2.wpd version 1.0



Lpc#_ 100D 1I¥ VALIDATION FINDINGS CHECKLIST Page:_* of %

Reviewer: ET

2nd Reviewer: £

Findings/Comments
g R

Vahdatlon Area
.

Were the retentlon times of reorted detects w1thm the RT w1ndows'? '--

Were compound quantitation and CRQLs adjusted to reflect all sample dilutions
and dry weight factors applicable to level IV validation?

Field duplicate pairs were identified in this SDG.

v’
Target compounds were detected in the field duplicates. /

Field blanks were identified in this SDG. /

Target compounds were detected in the field blanks. /

GC_HPLC-SW2.wpd version 1.0



LDC# S36037J4 VALIDATION FINDINGS WORKSHEET Page:. “of
Matrix Spike/Matrix Spike Duplicates Reviewer: FT

}/ 2nd Reviewer: C \Zé
METHOD: _ GC__ HPLC
Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".
( Y ﬂ_ N/A
N

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each matrix in this SDG?

N/ Was an MS/MSD analyzed every 20 samples for each matrix or whenever a sample extraction was performed?
Y, A Were the MS/MSD percent recoveries (%R) and relative percent differences (RPD) within QC limits?

MS MSD

# MS/MSD ID Compound %R (Limits) %R (Limits) RPD (Limits) Associated Samples Qualifications
1+ ® g (os-co) M7 a-pym | 13> @A L, Y \pax &)
el (21-Gor) B2 (49-]py | —b—tHarD| 100 (20 Vua (&)
EpR (x0-0do) 264 (43> | 13 (49-pH 1Y wo g usd pacet >
Uyx s]pJ hax

( {
{ (
{ {
( ) {
( ) (
( ) (
( ) (
( ) (
( ) (
{ ) {
{ ) {
( ) {
( ) (
( ) (
( ) (
( ) {
( ) (
{ ) {
( ) (
( ) {
( ) (
( ) {
( ) {
( ) (
( ) {
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LDC #: 360 37JJ/ VALIDATION FINDINGS WORKSHEET
Field Duplicates

THOD: _  GC __ HPLC
N/ N/A Were field duplicate pairs identified in this SDG?
Y N/A Were target compounds detected in the field duplicate pairs?

Page: __/ of -~

Reviewer:_ /7

2nd reviewer: f

Concentration ( /kj ) %RPD
Mﬁ -

Qualification

Compound Limit___— SD Parent only / All Samples
‘_/ —
A
gFH (e2]—~c30) g / 2.6 &
EFH_(e30-<yo ) 22 2/ s
Concentration ( ) %RPD Qualification
Compound Limit Parent only / All Samples




Loc#_ 260374y VALIDATION FINDINGS WORKSHEET Page:_“of _/
Initial Calibration Calculation Verification Reviewer___~7

/ 2nd Reviewer: "f—

METHOD: GC HPLC

The calibration factors (CF) and relative standard deviation (%RSD) were recalculated using the following caiculations:

CF=A/C
Average CF = sum of the CF/number of standards
%RSD = 100 * (S/X)

Where: A = Area of compound
C = Concentration of compound
S = Standard deviation of calibration factors
X = Mean of calibration factors

Renarted L__Becalctilated Renarted 1 Recalculated l Reparted Recalculated
Calibration CF CF
# | Standard D Date Compound (4K std) (25 std) Ave CF (initial) Ave CF (intial) %RSD %RSD
1 [ VAL c/z ’lb TPR Awe oF 214.8.] 2 15.8. 222.09.3X| 2220938l < &b\

Comments: Refer to [nitial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.
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ioc# P23 AL VALIDATION FINDINGS WORKSHEET

Continuing Calibration Results Verification

Page: Zof 7

Reviewer:_ \/~7

2nd Reviewer:_ <4

METHOD: GC ~ HPLC

The percent difference (%D) of the initial calibration average Calibration Factors (CF) and the continuing calibration CF were recalculated for the compounds identified
below using the following calculation:

% Difference = 100 * (ave. CF -CF)/ave.CF Where: ave. CF = initial calibration average CF
CF = continuing calibration CF
A = Area of compound
C = Concentration of compound

Reported Recalculated Reported Recalculated
Standard Calibration
D Date Compound Average CF(lcal)/ CF/ Conc. CF/ Conc. %D %D
CCV Conc. CcCcVv CCcV
e 209 | oy | e —ay 245.0 / 24, G | 2G.4 o o.y

Comments: Refer to Continuing Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of
the recalculated results.
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LDC #: é <0 'BZM/ VALIDATION FINDINGS WORKSHEET
Surrogate Results Verification

METHOD: é ___HPLC

The percent recoveries (%R) of surrogates were recalculated for the compounds identified below using the following calculation:

Page: / of/

Reviewer._ £7
2nd reviewer: Q

% Recovery: SF/SS * 100 Where: SF = Surrogate Found
/ S8 = Surrogate Spiked
Sample ID: A
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
l I l Reported Recalculated
ah/afoéen}enl— ZB5 2.9 1. 73 4544 X7 37 o
iny |
O~ ter phin 4 J 2.0 ]-6b65% £3 &> o
l -4
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
Reported Recalculated
Sample ID:
Surrogate Surrogate Percent Percent Percent
Surrogate Column/Detector Spiked Found Recovery Recovery Difference
l Reported Recalculated

SURRCALCNew.wpd



LDC #: 36037J0V VALIDATION FINDINGS WORKSHEET Page: /of 7~
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer. /A4 7

/ 2nd Reviewec

METHOD: __GC __HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below using
the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =(({SSCMS - SSCMSD} * 2) / (SSCMS + SSCMSD))*100 MS = Matrix spike MSD = Matrix spike duplicate
MS/MSD samples: 14D
Spike Sample Spike Sample Matrix spike | Matrix Spike Duplicate MS/MSD
Added Conc. Conce t\ration
Compound ( wa \@\ ) ( l\a\ ) ( e ) Percent Recovery Percent Recovery RPD
Ur 3 q - A B
MS MSD -—- MS MSD Reported Recalc. | Reported Recalc. Reported 1 Recalc.

Gasoline (8015)

Diesel (8015)

Benzene (8021B)

Methane (RSK-175)

2,4-D (8151)

Dinoseb (8151)

Naphthalene  (8310)

Anthracene (8310)

HMX (8330)

2,4,6-Trinitrotoluene (8330)

- )
e (Coo-ce0) |50l |sol | 2153 | 3970 |20.49 | sed | 1 pg 2 20
2%

Comments: Referto Matrix Spike/Matrix Spike Duplicates findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalculated results.
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LDC #: 30037JJ/ VALIDATION FINDINGS WORKSHEET Page:__/of__:
Laboratory Control Sample/Laboratory Control Sample Duplicates Results Verification Reviewer.  /~7

/ 2nd Reviewer: z

METHOD: 7 GC_ HPLC

The percent recoveries (%R) and relative percent differences (RPD) of the laboratory control sample and laboratory control sample duplicate were recalculated for the
compounds identified below using the following calculation:

%Recovery = 100 * (SSC - SC)/SA Where  SSC = Spiked sample concentration SC = Sample concentration
SA = Spike added
RPD =(({SSCLCS - SSCI.CSD} * 2) / (SSCLCS + SSCLCSD))*100 LCS = Laboratory Control Sample LL.CSD = Laboratory Control Sample duplicate

LCS/LCSD samples,__ 105 237U

Spike Sample Spike Sample LCS LCSD LCS/LCSD
Added Cong. Conceptrati
Compound ( W4, ) { 2\ ) { L;;‘)‘, Percent Recovery Percent Recovery RPD
J I~ ) 223 U
L.CS J LCSD -—- LCS LCSD Reported Recalc. Reported Recalc. Reported Recalc.
Gasoline (8015)
Diesel (8015)
Benzene (8021B)
Methane (RSK-175)
2,4-D (8151)
Dinoseb (8151)
Naphthalene  (8310)
Anthracene (8310)
HMX (8330)
2,4,6-Trinitrotoluene (8330)
teEH (cz0-cin) sol | pa| wo | 4% | oa | 9L AL | oA |

Comments: Refer to Laboratory Control Sample/Laboratory Control Sample Duplicate findings worksheet for list of qualifications and associated samples when reported
results do not aqree within 10.0% of the recalculated results.
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\nc# SCD32IS VALIDATION FINDINGS WORKSHEET
Sample Calculation Verification

METHOD: _% HPLC

Page: _ /of 7~
Reviewer: /A7

2nd Reviewer: __ X

Y N N/A Were all reported results recalculated and verified for all level IV samples?
Y N N/A Were all recalculated results for detected target compounds within 10% of the reported results?
Concentration= (AYFW)(Df) Example:
(RF)(Vs or Ws)(%S/100)
Sample ID. # L Compound Name (30 — ayv
A= Area or height of the compound to be measured
Fv=Final Volume of extract
Df= Dilution Factor
. 2
RF= Average response factor of the compound Concentration = 9l 277 & C\ )
In the initial calibration
Vs= Initial volume of the sample z 2207 - oY C ?’ 0 > (O. ﬁ 7(0)
Ws= Initial weight of the sample
%S= Percent Solid :
Reported Recalculated Results
# Sample ID Compound Concentrations Concentrations Qualifications

( ) (

)

Comments:

SAMPCALew.wpd



LDC Report# 30037J21

Laboratory Data Consultants, Inc.
Data Validation Report

Project/Site Name:
Collection Date:
LDC Report Date:
Matrix:
Parameters:
Validation Level:

Laboratory:

Santa Susana Field Laboratory
June 14, 2013

August 6, 2013

Soll

Dioxins/Dibenzofurans

Level IV

Eurofins

Sample Delivery Group (SDG): PH057

Sample Identification

SL-850-SA5A-SB-0.0-0.5
SL-869-SA5A-SB-0.0-0.5
SL-870-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5
SL-852-SA5A-SB-0.0-0.5MS
SL-852-SA5A-SB-0.0-0.5MSD

VNoGIN\cdmissfl\30037J21_CD4.doc



Introduction
This data review covers 8 soil samples listed on the cover sheet including dilutions and
reanalysis as applicable. The analyses were per EPA Method 1613B for Polychlorinated
Dioxins/Dibenzofurans.
This review follows the Quality Assurance Project Plan for Santa Susana Field Laboratory
(SSFL), RCRA Facility Investigation, Surficial Media Operable Unit (March 2009, Revision
4) and the USEPA Contract Laboratory Program National Functiocnal Guidelines for
Polychlorinated Dioxins/Dibenzofurans Data Review (September 2005).
A qualification summary table is provided at the end of this report if data has been
qualified. Flags are classified as P (protocol) or A (advisory) to indicate whether the flag is
due to a laboratory deviation from a specified protocol or is of technical advisory nature.
The following are definitions of the data qualifiers:

U Indicates the compound or analyte was analyzed for but not detected at or above
the stated limit.

J Indicates an estimated value.
R Quality control indicates the data is not usable.
NJ Presumptive evidence of presence of the compound at an estimated quantity.

UJ Indicates the compound or analyte was analyzed for but not detected. The sample
detection limit is an estimated value.

A Indicates the finding is based upon technical validation criteria.
P Indicates the finding is related to a protocol/contractual deviation.

None Indicates the data was not significantly impacted by the finding, therefore
qualification was not required.

VAIOGIN\cdM\sSFL\30037J21_CD4.doc



I. Technical Holding Times
All technical holding time requirements were met.

The chain-of-custodies were reviewed for documentation of cooler temperatures. All cooler
temperatures met validation criteria.

Il. HRGC/HRMS Instrument Performance Check
Instrument performance was checked at the required daily frequency.

The chromatographic resolution between 2,3,7,8-TCDD and the peaks representing any
other unlabeled TCDD isomers was resolved with a valley of less than or equal to 25%.

PFK and static resolving power were within validation criteria.
l1l. Initial Calibration
A five point initial calibration was performed as required by the method.

Percent relative standard deviations (%RSD) were less than or equal to 20.0% for
unlabeled compounds and less than or equal to 35.0% for labeled compounds.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.

The minimum S/N ratio was greater than or equal to 10 for each unlabeled compound and
labeled compound.

IV. Continuing Calibration
Continuing calibration was performed at the required frequencies.

All of the continuing calibration percent differences (%D) between the initial calibration RRF
and the continuing calibration RRF were within QC limits.

The ion abundance ratios for all PCDDs and PCDFs were within validation criteria.
V. Blanks
Method blanks were reviewed for each matrix as applicable. No polychlorinated

dioxin/dibenzofuran contaminants were found in the method blanks with the following
exceptions:

VAIOGIN\cdMisSFLA30037J21_CD4.doc



Extraction Associated
Method Blank ID Date Compound Concentration Samples
13175001 6/24/13 2,3,7,8-TCDD 0.0415 ng/Kg All samples in SDG PH057
1,2,3,7,8-PeCDD 0.0611 ng/Kg
1,2,3,4,7,8-HxCDD 0.0308 ng/Kg
1,2,3,6,7,8-HxCDD 0.0519 ng/Kg
1,2,3,7,8,9-HxCDD 0.0471 ng/Kg
1,2,3,4,6,7,8-HpCDD 0.0996 ng/Kg
OCDD 0.326 ng/Kg
2,3,7,8-TCDF 0.0358 ng/Kg
1,2,3,7,8-PeCDF 0.0700 ng/Kg
2,3,4,7,8-PeCDF 0.0563 ng/Kg
1,2,3,4,7,8-HxCDF 0.0286 ng/Kg
1,2,3,6,7,8-HxCDF 0.0359 ng/Kg
1,2,3,7,8,9-HxCDF 0.0245 ng/Kg
2,3,4,6,7,8-HxCDF 0.0262 ng/Kg
1,2,3,4,6,7,8-HpCDF 0.0351 ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0615 ng/Kg
OCDF 0.0789 ng/Kg

Sample concentrations were compared to concentrations detected in the method blanks.
The sample concentrations were either not detected or were significantly greater (>5X
blank contaminants) than the concentrations found in the associated method blanks with
the following exceptions:.

Reported Modified Final

Sample Compound Concentration Concentration
SL-850-SA5A-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.0798 ng/Kg 0.0798U ng/Kg
1,2,3,4,7,8-HxCDD 0.152 ng/Kg 0.152U ng/Kg

1,2,3,7,8-PeCDF 0.0846 ng/Kg 0.0846U ng/Kg

2,3,4,7,8-PeCDF 0.0683 ng/Kg 0.0683U ng/Kg

1,2,3,4,7,8-HxCDF 0.0916 ng/Kg 0.0916U ng/Kg

1,2,3,6,7,8-HxCDF 0.130 ng/Kg 0.130U ng/Kg

2,3,4,6,7,8-HxCDF 0.0875 ng/Kg 0.0875U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.190 ng/Kg 0.190U ng/Kg

SL-869-SA5A-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.0618 ng/Kg 0.0618U ng/Kg
1,2,3,4,7,8-HxCDD 0.0382 ng/Kg 0.0382U ng/Kg

1,2,3,6,7,8-HxCDD 0.148 ng/Kg 0.148U ng/Kg

1,2,3,7,8,9-HxCDD 0.224 ng/Kg 0.224U ng/Kg

1,2,3,4,6,7,8-HpCDD 0.356 ng/Kg 0.356U ng/Kg

1,2,3,7,8-PeCDF 0.0957 ng/Kg 0.0957U ng/Kg

1,2,3,6,7,8-HxCDF 0.0523 ng/Kg 0.0523U ng/Kg

2,3,4,6,7,8-HxCDF 0.0494 ng/Kg 0.0494U ng/Kg

1,2,3,4,6,7,8-HpCDF 0.102 ng/Kg 0.102U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.0313 ng/Kg 0.0313U ng/Kg

OCDF 0.167 ng/Kg 0.167U ng/Kg

SL.-870-SA5A-5B-0.0-0.5 1,2,3,7,8-PeCDD 0.170 ng/Kg 0.170U ng/Kg
2,3,7,8-TCDF 0.0604 ng/Kg 0.0604U ng/Kg

1,2,3,7,8-PeCDF 0.248 ng/Kg 0.248U ng/Kg

2,3,4,7,8-PeCDF 0.160 ng/Kg 0.160U ng/Kg

1,2,3,4,7,8-HxCDF 0.102 ng/Kg 0.102U ng/Kg

1,2,3,6,7,8-HxCDF 0.179 ng/Kg 0.179U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.165 ng/Kg 0.165U ng/Kg
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Reported

Modified Final

1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HXCDD
1,2,3,7,8,9-HxCDD
2,3,7,8-TCDF
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HXCDF
1,2,3,6,7,8-HXCDF
1,2,3,7,8,9-HXCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,6,7,8-HpCDF
1,2,3,4,7,8,9-HpCDF
OCDF

0.0581 ng/Kg
0.0916 ng/Kg
0.0984 ng/Kg
0.0310 ng/Kg
0.123 ng/Kg
0.0843 ng/Kg
0.0481 ng/Kg
0.0579 ng/Kg
0.0453 ng/Kg
0.0438 ng/Kg
0.143 ng/Kg
0.0340 ng/Kg
0.182 ng/Kg

Sample Compound Concentration Concentration
SL-852-SA5A-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.123 ng/Kg 0.123U ng/Kg
1,2,3,4,7,8-HxCDD 0.141 ng/Kg 0.141U ng/Kg

2,3,7,8-TCDF 0.137 ng/Kg 0.137U ng/Kg

2,3,4,7,8-PeCDF 0.209 ng/Kg 0.209U ng/Kg

1,2,3,4,7,8-HxCDF 0.1056 ng/Kg 0.105U ng/Kg

1,2,3,6,7,8-HxCDF 0.117 ng/Kg 0.117U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.121 ng/Kg 0.121U ng/Kg

SL-1252-SA5A-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.187 ng/Kg 0.187U ng/Kg
1,2,3,4,7,8-HxCDD 0.139 ng/Kg 0.139U ng/Kg

2,3,7,8-TCDF 0.0575 ng/Kg 0.0575U ng/Kg

1,2,3,7,8-PeCDF 0.300 ng/Kg 0.300U ng/Kg

2,3,4,7,8-PeCDF 0.149 ng/Kg 0.149U ng/Kg

1,2,3,4,7,8-HxCDF 0.131 ng/Kg 0.131U ng/Kg

1,2,3,4,7,8,9-HpCDF 0.134 ng/Kg 0.134U ng/Kg

SL-852-SA5A-SB-4.5-5.5 1,2,3,7,8-PeCDD 0.130 ng/Kg 0.130U ng/Kg

0.0581U ng/Kg
0.0916U ng/Kg
0.0984U ng/Kg
0.0310U ng/Kg
0.123U ng/Kg
0.0843U ng/Kg
0.0481U ng/Kg
0.0579U ng/Kg
0.0453U ng/Kg
0.0438U ng/Kg
0.143U ng/Kg
0.0340U ng/Kg
0.182U ng/Kg

Samples EB1-061213 and EB2-061213 (both from SDG PHO055) were identified as
equipment blanks. No polychlorinated dioxin/dibenzofuran contaminants were found with

the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples

EB1-061213 6/12/13 2,3,7,8-TCDD 0.229 pg/l SL-850-SA5A-SB-0.0-0.5

1,2,3,4,6,7,8-HpCDD 0.921 pg/L SL-869-SA5A-SB-0.0-0.5

OCDD 1.47 pg/L SL-870-SA5A-SB-0.0-0.5

1,2,3,7,8-PeCDF 0.548 pg/L

2,3,4,7,8-PeCDF 0.287 pg/L

1,2,3,4,7,8-HXCDF 0.351 pg/L.

1,2,3,6,7,8-HxCDF 0.142 pg/L

1,2,3,7,8,9-HxCDF 0.337 pg/L

2,3,4,6,7,8-HxCDF 0.175 pg/L

1,2,3,4,7,8,9-HpCDF 0.362 pg/L

OCDF 0.904 pg/L
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Sampling Associated
Blank ID Date Compound Concentration Samples

EB2-061213 6/12/13 1,2,3,6,7,8-HxCDD 0.182 pg/L. SL-852-SA5A-SB-0.0-0.5

1,2,3,4,6,7,8-HpCDD 0.479 pg/L SL-1252-SA5A-SB-0.0-0.5

OCDD 1.27 pg/L SL-852-SA5A-SB-4.5-5.5

1,2,3,7,8-PeCDF 0.425 pg/L.

2,3,4,7,8-PeCDF 0.201 pg/l.

1,2,3,4,7,8-HxCDF 0.265 pg/L

1,2,3,6,7,8-HxCDF 0.0943 pg/L

1,2,3,7,8,9-HxCDF 0.319 pg/L

2,3,4,6,7,8-HxCDF 0.198 pg/L.

1,2,3,4,6,7,8-HpCDF 0.286 pg/l.

1,2,3,4,7,8,9-HpCDF 0.439 pg/L

OCDD 1.11 pg/L

Sample FB-041113 (from SDG PH029) was identified as a field blank. No polychlorinated
dioxin/dibenzofuran contaminants were found with the following exceptions:

Sampling Associated
Blank ID Date Compound Concentration Samples
FB-041113 411113 1,2,3,4,7,8-HxCDD 0.125 pg/L. All samples in SDG
1,2,3,7,8,9-HxCDD 0.134 pg/L PHO57
1,2,3,4,6,7,8-HpCDD 0.402 pg/L
1,2,3,7,8-PeCDF 0.398 pg/l.
2,3,4,7,8-PeCDF 0.316 pg/L
1,2,3,4,7,8-HxCDF 0.324 pg/L
1,2,3,6,7,8-HxCDF 0.221 pg/L
1,2,3,7,8,9-HxCDF 0.211 pg/L
2,3,4,6,7,8-HxCDF 0.149 pg/L
1,2,3,4,6,7,8-HpCDF 0.254 pg/L
OCDF 0.840 pg/L.

Sample concentrations were compared to concentrations detected in the field blanks. The
sample concentrations were either not detected or were significantly greater (>5X for other
contaminants) than the concentrations found in the associated field blanks.

VI. Matrix Spike/Matrix Spike Duplicates
Matrix spike (MS) and matrix spike duplicate (MSD) samples were reviewed for each matrix

as applicable. Percent recoveries (%R) and relative percent differences (RPD) were within
the QC limits with the following exceptions:

Spike ID
(Associated MS (%R) MSD (%R) RPD
Samples) Compound (Limits) (Limits) (Limits) Flag AorP
SL-852-SA5A-SB-0.0-0.5MS/MSD | 1,2,3,4,6,7,8-HpCDD | 215 (40-135) - 79 (20) J (all detects) A
(SL-852-SA5A-SB-0.0-0.5) OCDD 324 (40-135) - 72 (20) J (all detects)

VIl. Ongoing Precision Recovery (OPR)

Ongoing precision recovery samples were reviewed for each matrix as applicable. Percent
recoveries (%R) were within QC limits.

6
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VIil. Regional Quality Assurance and Quality Control

Not applicable.

IX. Internal Standards

All internal standard recoveries were within QC limits.

X. Target Compound ldentifications

All target compound identifications were within validation criteria.

Xl. Compound Quantitation

All compound quantitations were within validation criteria.

The 2,3,7,8-TCDF confirmation was performed with the following exceptions:

Sample Compound Finding Criteria Flag AorP
SL-870-SA5A-SB-0.0-0.5 2,3,7,8-TCDF | 2nd column confirmation | 2,3,7,8-TCDF must be None P
SL-852-SA5A-5B-0.0-0.5 was not performed for confirmed on the 2nd
SL-1252-SA5A-SB-0.0-0.5 this compound. column per the method.

SL-852-SA5A-SB-4.5-5.5
All compounds reported below the RL were qualified as follows:
Sample Finding Flag AorP

All samples in SDG PH057

All compounds reported below the RL.

J (all detects)

XIll. System Performance

The system performance was acceptable.

XlIl. Overall Assessment of Data

Data flags are summarized at the end of this report if data has been qualified.

XIV. Field Duplicates

Samples SL-852-SA5A-SB-0.0-0.5 and SL-1252-SA5A-SB-0.0-0.5 were identified as field
duplicates. No polychlorinated dioxins/dibenzofurans were detected in any of the samples

with the following exceptions:
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Concentration (ng/Kg)

Compound SL-852-SA5A-SB-0.0-0.5 SL-1252-SA5A-$B-0.0-0.5 (L?r: i?s) Flag AorP
1,2,3,7,8-PeCDD 0.123 0.187 41 (s50) - -
1,2,3,4,7,8-HxCDD 0.141 0.139 1 (=50) - -
1,2,3,6,7,8-HxCDD 0.539 0.447 19 (s50) - -
1,2,3,7,8,9-HxCDD 0.581 0.514 12 (=50) - -
1,2,3,4,6,7,8-HpCDD 8.64 5.88 38 (s50) - -
OoCcDbD 131 88.1 39 (=50) - -
2,3,7,8-TCDF 0.137 0.0575 82 (=50) J (all detects) A
1,2,3,7,8-PeCDF 0.355 0.300 17 (250) - -
2,3,4,7,8-PeCDF 0.209 0.149 34 (<50) - -
1,2,3,4,7,8-HxCDF 0.105 0.131 22 (s50) - -
1,2,3,6,7,8-HXxCDF 0.117 0.196 50 (<50) - .
2,3,4,6,7,8-HxCDF 0.144 0.182 23 (s50) - -
1,2,3,7,8,9-HxCDF 0.260 0.279 7 (250) - -
1,2,3,4,6,7,8-HpCDF 1.25 0.891 34 (=50) - -
1,2,3,4,7,8,9-HpCDF 0.121 0.134 10 (=50) - -
OCDF 364 2.05 56 (<50) J (all detects) A
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Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Data Qualification Summary - SDG PH057

SDG Sample Compound Flag AorP Reason (Code)
PHO57 SL-852-SA5A-SB-0.0-0.5 1,2,3,4,6,7,8-HpCDD J (all detects) A Matrix spike/Matrix spike
OCDD J (all detects) duplicate (%R)(RPD) (Q,E)
PHO57 SL-870-SA5A-SB-0.0-0.5 2,3,7,8-TCDF None P Compound guantitation
SL-852-SA5A-SB-0.0-0.5 (2" column confirmation)

SL-1252-SA5A-8B-0.0-0.5
SL-852-SA5A-SB-4.5-5.5

PHO57 SL-850-SA5A-SB-0.0-0.5 All compounds reported J (all detects) A Compound quantitation (Z)
SL-869-SA5A-SB-0.0-0.5 below the RL.
SL-870-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-0.0-0.5
SL-1252-SA5A-SB-0.0-0.5
SL-852-SA5A-SB-4.5-5.5

PHO57 | SL-852-SA5A-SB-0.0-0.5 | 2,3,7,8-TCDF J (all detects) A Field duplicates (RPD) (FD)
SL-1252-SA5A-SB-0.0-0.5 | OCDF J (all detects)

Santa Susana Field Laboratory
Dioxins/Dibenzofurans - Laboratory Blank Data Qualification Summary - SDG PH057

Modified Final
SDG Sample Analyte Concentration AorP Code
PHO57 SL-850-SA5A-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.0798U ng/Kg A B
1,2,3,4,7,8-HxCDD 0.152U ng/Kg
1,2,3,7,8-PeCDF 0.0846U ng/Kg
2,3,4,7,8-PeCDF 0.0683U ng/Kg
1,2,3,4,7,8-HxCDF 0.0916U ng/Kg
1,2,3,6,7,8-HxCDF 0.130U ng/Kg
2,3,4,6,7,8-HxCDF 0.0875U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.190U ng/Kg
PHO57 SL-869-SA5A-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.0618U ng/Kg A B
1,2,3,4,7,8-HxCDD 0.0382U ng/Kg
1,.2,3,6,7,8-HxCDD 0.148U ng/Kg
1,2,3,7,8,9-HxCDD 0.224U ng/Kg
1,2,3,4,6,7,8-HpCDD 0.356U ng/Kg
1,2,3,7,8-PeCDF 0.0957U ng/Kg
1,2,3,6,7,8-HxCDF 0.0523U ng/Kg
2,3,4,6,7,8-HxCDF 0.0494U ng/Kg
1,2,3,4,6,7,8-HpCDF 0.102U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.0313U ng/Kg
OCDF 0.167U ng/Kg
PHO57 SL-870-SA5A-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.170U ng/Kg A B
2,3,7,8-TCDF 0.0604U ng/Kg
1,2,3,7,8-PeCDF 0.248U ng/Kg
2,3,4,7,8-PeCDF 0.160U ng/Kg
1,2,3,4,7,8-HxCDF 0.102U ng/Kg
1,2,3,6,7,8-HXCDF 0.179U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.165U ng/Kg
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Modified Final

1,2,3,4,7,8-HxCDD
1,2,3,6,7,8-HxCDD
1,2,3,7,8,9-HxCDD
2,3,7,8-TCDF
1,2,3,7,8-PeCDF
2,3,4,7,8-PeCDF
1,2,3,4,7,8-HxCDF
1,2,3,6,7,8-HxCDF
1,2,3,7,8,9-HxCDF
2,3,4,6,7,8-HxCDF
1,2,3,4,6,7,8-HpCDF
1.2,3,4,7,8,9-HpCDF
OCDF

0.0581U ng/Kg
0.0916U ng/Kg
0.0984U ng/Kg
0.0310U ng/Kg
0.123U ng/Kg
0.0843U ng/Kg
0.0481U ng/Kg
0.0579U ng/Kg
0.0453U ng/Kg
0.0438U ng/Kg
0.143U ng/Kg
0.0340U ng/Kg
0.182U ng/Kg

SDG Sample Analyte Concentration AorP Code
PHO57 SL-852-SA5A-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.123U ng/Kg A B
1,2,3,4,7,8-HxCDD 0.141U ng/Kg
2,3,7,8-TCDF 0.137U ng/Kg
2,3,4,7,8-PeCDF 0.209U ng/Kg
1,2,3,4,7,8-HXCDF 0.105U ng/Kg
1,2,3,6,7,8-HxCDF 0.117U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.121U ng/Kg
PHO057 SL-1252-SA5A-SB-0.0-0.5 1,2,3,7,8-PeCDD 0.187U ng/Kg A B
1,2,3,4,7,8-HxCDD 0.139U ng/Kg
2,3,7,8-TCDF 0.0575U ng/Kg
1,2,3,7,8-PeCDF 0.300U ng/Kg
2,3,4,7,8-PeCDF 0.149U ng/Kg
1,2,3,4,7,8-HxCDF 0.131U ng/Kg
1,2,3,4,7,8,9-HpCDF 0.134U ng/Kg
PHO057 SL-852-SA5A-SB-4.5-5.5 1,2,3,7,8-PeCDD 0.130U ng/Kg A B

Santa Susana Field Laboratory

Dioxins/Dibenzofurans - Field Blank Data Qualification Summary - SDG PH057

No Sample Data Qualified in this SDG
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LDC #:___30037J21 VALIDATION COMPLETENESS WORKSHEET Datezz’[ ]:/|3

SDG #:__PH057 Level IV Page:_] of
Laboratory:_Eurofins Lancaster Laboratories Reviewer:

2nd Reviewer é
METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B) ‘

The samples listed below were reviewed for each of the following validation areas. Validation findings are noted in attached
validation findings worksheets.

Validation A Comments
Sampling dates: {ﬂ/lq/l’i

. Technical holding times

Il HRGC/HRMS Instrument performance check

£ 720/35
G mits

. Initial calibration

IV. | Continuing Calibration

5>%%P>b>

V. |} Blanks

V1. | Matrix spike/Matrix spike duplicates ‘:}’I/ SZ
VII. | Laboratory control samples OPTZ_
VIIl._| Regional quality assurance and quality control

IX. | Internal standards

X. | Target compound identifications

Xl. | Compound gquantitation/RL/LOQ/LODs

XIll. | System performance

XIll. | Overall assessment of data

>>;3:>>

U
2

D=4+t

XIV. | Field duplicates

XV. | Field blanks 6\1\) Ste. b&l )
Note: A = Acceptable ND = No compounds detected D = Duplicate
N = Not provided/applicable R = Rinsate TB = Trip blank
SW = See worksheet FB = Field blank EB = Equipment blank
Validated Samples: .ﬁm‘ \
1 | SL-850-SA5A-SB-0.0-0.5 11 21 31
2 | SL-869-SA5A-SB-0.0-0.5 12 22 32
3 | SL-870-SA5A-SB-0.0-0.5 13 23 33
4 | SL-852-SA5A-SB-0.0-0.5 14 24 34
5 | SL-1252-SA5A-SB-0.0-0.5 15 25 35
6 | SL-852-SA5A-SB-4.5-5.5 16 26 36
7 SL-852—SA5A-‘SB—0.0-O.5MS 17 27 37
8 SL-852-SA5A-SB-0.0—_O.5MSD 18 28 38
9 ) 19 29 39
10 20 0| [ BDITF500( 40

Notes: E?)’ EP\ -0biaux( ?H056>
Eb= EA-DIdIR CPHOSS )
F2z FR-O0WNI3 (o2
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Loc#._ D003 )

Method: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

VALIDATION FINDINGS CHECKLIST

Page:_[.of __%
Reviewer:

2nd Reviewer: £

Al technical holding times were met.

Validation Area

Findings/Comments

Cooler temperature criteria was met.

pert

Was PFK exact mass 380.9760 verified?

Were the retention time windows established for all homologues?

any other unlabeled TCDD isomers < 25% ?

Is the static resolving power at least 10,000 (10% valley definition)?

Was the chromatographic resolution between 2,3,7,8-TCDD and peaks representing /

Was the mass resolution adequately check with PFK?

Was the presence of 1,2,8,9

-TCDD and 1,3,4,6,8-PeCDF verified?

as the initial calibration performed at 5 concentration levels?

Were all percent relative standard deviations (%RSD) < 20% for unlabeled
compounds and < 35% for labeled compounds ?

Did all calibration standards meet the lon Abundance Ratio criteria?

Was the signal to noise ratio for each target compound > 2.5 and for each recovery
and internal standard > 107

Was a routine calibration performed at the beginning and end of each 12 hour
period?

Were all the concentrations for the unlabeled compounds and labeled compounds
within the QC limits (Method 1613B, Table 6)?

Did all routine calibration standards meet the lon Abundance Ratio criteria?

N O\

Was a method blank associated with every sample in this SDG?

Was a method blank performed for each matrix and concentration?

N

Was there contamination in the method blanks? If yes, please see the Blanks /
validation completeness worksheet?

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each /
matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.

Were the MS/MSD percent recoveries (%R) and the relative percent differences
RPD) within the QC limits?

Was an LCS analyzed for this SDG?

Was an LCS analyzed per extraction batch?

Were the LCS percent recoveries (%R) and relative percent difference (RPD) within
the QC limits?

NN
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Loc # 200375 3) VALIDATION FINDINGS CHECKLIST Page: 2 of 2
Reviewer:

2nd Reviewer: ¢

Validation Area Findings/Comments

Were performance evaluation (PE) samples performed?

Were the performance evaluation (PE) samples within the acceptance limits? /

Were internal standard recoveries within the 25-150% criteria? /

Was the minimum S/N ratio of all internal standard peaks > 10?

Target.compound'i

For 2,3,7,8 substituted congeners with associated labeled standards, were the 4
retention times of the two quantitation peaks within -1 to 3 sec. of the RT of the /
labeled standard?

For 2,3,7,8 substituted congeners without associated labeled standards, were the
relative retention times of the two quantitation peaks within 0.005 time units of the
RRT measured in the routine calibration?

N

For non-2,3,7,8 substituted congeners, were the retention times of the two
quantitation peaks within RT established in the performance check solution?

AN

Did compound spectra contain all characteristic ions listed in the table attached? /

Was the lon Abundance Ratio for the two quantitation ions within criteria? /
Was the signal to noise ratio for each target compound and labeled standard > /

2.5?

Does the maximum intensity of each specified characteristic ion coincide within + 2 /
seconds (includes labeled standards)?

For PCDF identification, was any signal (S/N > 2.5, at + seconds RT) detected in /
the corresponding PCDPE channel?

Was an acceptable lock mass recorded and monitored?

Were the correct internal standard (IS), quantitation ion and relative response factor
(RRF) used to quantitate the compound?

Were compound gquantitation and CRQLs adjusted to reflect all sample dilutions and /
dry weight factors applicable to level IV validation?

System performance was found to be acceptable.

Overall assessment of data was found to be acceptable.

Field duplicate pairs were identified in this SDG.

Target compounds were detected in the field duplicates. /

Field blanks were identified in this SDG. /

Target compounds were detected in the field blanks.
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VALIDATION FINDINGS WORKSHEET

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

A.23,7,8-TCDD F.1,2,3,4,6,7,8-HpCDD K. 1,2,3,4,7,8-HxCDF P.1,2,3,4,7,8,9-HpCDF U. Total HpCDD
B. 1,2,3,7,8-PeCDD G. OCDD L. 1,2,3,6,7,8-HxCDF Q. OCDF V. Total TCDF
C. 1,2,3,4,7,8-HxCDD H.2,3,7,8-TCDF M. 2,3,4,6,7,8-HxCDF R. Total TCDD W. Total PeCDF

D. 1,2,3,6,7,8-HxCDD

1.1,2,3,7,8-PeCDF

N. 1,2,3,7,8,9-HxCDF

S. Total PeCDD

X. Total HXCDF

E. 1,2,3,7,8,9-HxCDD

J. 2,3,4,7,8-PeCDF

0.1,2,3,4,6,7,8-HpCDF

T. Total HxCDD

Y. Total HpCDF

Notes:
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VALIDATION FINDINGS WORKSHEET
Blanks

LDC #: 30037J21

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

ase see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

N N/A Were all samples associated with a method blank?

N N/A Was a method blank performed for each matrix and whenever a sample extraction was performed?
N N/A Was the method blank contaminated?

Page: _Z_of /_

Reviewer:

2nd Reviewer:_%

Blank extraction date: 06/24/13 Blank analysis date: 06/26/13 Associated samples: All Qual U (B)
Conc. units: ng/kg
Compound Blank ID Sample Identification
[ 13175001 5% 1 2 3 4 5 6
A 0.0415 0.208
B 0.0611 0.306 0.0798* 0.0618* 0.170* 0.123* 0.187* 0.130*
C 0.0308 0.154 0.152* 0.0382 0.141* 0.139 0.0581
D 0.0519 0.260 0.148* 0.0916*
E 0.0471 0.236 0.224* 0.0984*
F 0.0996 0.498 0.356*
G 0.326 1.63
H 0.0358 0.179 0.0604* 0.137 0.0575* 0.0310*
I 0.0700 0.350 0.0846* 0.0957* 0.248 0.300* 0.123
J 0.0563 0.282 0.0683* 0.160* 0.209* 0.149* 0.0843
K 0.0286 0.143 0.0916 0.102 0.105* 0.131 0.0481*
L 0.0359 0.180 0.130 0.0523* 0.179 0.117* 0.0579*
N 0.0245 0.123 0.0453*
M 0.0262 0.131 0.088 0.0494* 0.0438*
o] 0.0351 0.176 0.102 0.143
P 0.0615 0.308 0.190 0.0313* 0.165 0.121 0.134 0.0340*
Q 0.0789 0.395 0.167* 0.182
*EMPC

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the method blank concentration were qualified as not detected, "U".
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LDC #:__30037J21 VALIDATION FINDINGS WORKSHEET Page:_(_of

Field Blanks Reviewer'=[j— _

o 2nd Reviewer: g
METHOD: HRGC/HRMS Dioxins (EPA Method 1613B)
Blank units: pa/L Associated sample units:_ng/kg
Sampling date: 06/12/13 1-3
Field blank type: (circle one) Field Blank / Rinsate / Other;_ EB___ Associated Samples:_-Adt >5x
Compound Blank ID Sample Identification
EB1-061213 5%
A 0.229* 1.15
F 0.921* 4.61
G 1.47 7.35
[ 0.548* 2.74
J 0.287* 1.44
K 0.351 1.76
L 0.142* 0.710
N 0.337* 1.69
M 0.175 0.875
P 0.362* 1.81
Q 0.904 4.52
* EMPC
EB1-061213 (PHO55)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the blank concentration were qualified as not detected, "U".

V:\Field Blanks\30037J21_EB.wpd



LDC #:__30037J21 VALIDATION FINDINGS WORKSHEET
Field Blanks

METHOD: HRGC/HRMS Dioxins (EPA Method 1613B)

Blank units: pg/L Associated sample units:_ ng/kg

Page: —Lij—
ReviewerS<[h~—
2nd Reviewer: %

Sampling date: 06/12/13 4- G
Field blank type: (circle one) Field Blank / Rinsate / Other:_ EB__ Associated Samples:_ #Air >5x
Compound Blank ID Sample Identification
EB2-061213 5X
D 0.182* 0.910
F 0.479* 2.40
G 1.27* 6.35
i 0.425* 213
J 0.201* 1.01
K 0.265* 1.33
L 0.0943* 0.472
N 0.319 1.60
M 0.198* 0.990
0 0.286* 1.43
P 0.439* 2.20
G 1.11* 5.55
*EMPC
EB2-061213 (PHO55)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the blank concentration were qualified as not detected, "U".

V:\Field Blanks\30037J21_EB2-061213.wpd



LDC #:_ 30037J21 VALIDATION FINDINGS WORKSHEET Page:‘&?fﬁ/z_
Field Blanks Reviewer:

2nd Reviewer: %
METHOD: HRGC/HRMS Dioxins (EPA Method 1613B)

Blank units: pa/L Associated sample units:__ng/kg
Sampling date: 04/11/13

Field blank type: (circle one) Field Blank / Rinsate / Other:_ FB Associated Samples:__All >5X
Compound Blank ID Sample ldentification
FB-041113 5X
0.125 0.625
0.134* 0.67
0.402* 2.01
I 0.398* 1.99
J 0.316* 1.58
K 0.324 1.62
L 0.221 1.105
N 0.211* 1.055
M 0.149 0.745
o) 0.254* 1.27
Q 0.840* 4.2
* EMPC
FB-041113 (PH029)

CIRCLED RESULTS WERE NOT QUALIFIED. ALL RESULTS NOT CIRCLED WERE QUALIFIED BY THE FOLLOWING STATEMENT:
All contaminants within five times the blank concentration were qualified as not detected, "U".

V:\Field Blanks\30037J21_FB-041113.wpd



LDC #: 30037152 VALIDATION FINDINGS WORKSHEET Page:_[ of _,L

Matrix Spike/Matrix Spike Duplicates Reviewer: Sy,

2nd Reviewer: _%

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

1;2N N/A

(Y N_NIA

Were a matrix spike (MS) and matrix spike duplicate (MSD) analyzed for each matrix in this SDG? If no, indicate which matrix does not have an associated
MS/MSD. Soil / Water.
Was a MS/MSD analyzed every 20 samples of each matrix?

Y {N ! N/A Were the MS/MSD percent recoveries (%R) and the relative percent differences (RPD) within the QC limits?
Code: Q
Ms MSD
# Date MS/MSD ID Compound %R (Limits) %R (Limits) RPD (Limits) Associated Samples Qualifications
06/26/13 7/8 F 215 (_40-135 79 (20 4 Jdets/A (F)
G 324 ( 40-135 72 ( 20 Jdets/A (G)

( (

(

— b |~ [~

{

~ | |~ |~ |~

(
(
(

~ b~~~ ]~ |~~~ |~

—_~ -~~~
~_~ -~~~ ]~
~— e~~~ |~ [~ |~

b |~ |~ |~ ]~ |~~~ ~F~]~F]~ |~

|~ ]~ ]~~~ ]~ I~ ]~ ]|~
e |~ |~ |~~~ |~~~ ]|~
b~ |~ ~ |~~~} ~]~ |~~~
e | |~ |~ ||~ |~ ]|~
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LDC #3003 TS VALIDATION FINDINGS WORKSHEET Page: [ of L
Compound Quantitation and Reported CRQLs Reviewer: 9&

2nd Reviewer: é

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)
Please see qualifications below for all questions answered "N". Not applicable questions are identified as "N/A".

N_N/A Were the correct internal standard (IS), quantitation ions and relative response factors (RRF) used to quantitate the compound?
N/A Compound quantitation and CRQLs were adjusted to reflect all sample dilutions and dry weight factors (if necessary).

# Date Compound Finding Associated Samples Qualifications

H no 2,3,7,8-TCDF confirmation 3,4,5,6, None / P

Comments: _See sample calculation verification worksheet for recalculations

P:\COMQUAQ0_TCDF.wpd



Lock JZ¥0 2 VALIDATION FINDINGS WORKSHEET Page: 1 of

Field Duplicates Reviewer:~fIn_

2nd Reviewer: é
METHOD: HRGC/HRMS Dioxins/Furans (EPA Method 1613B)

N NA Were field duplicate pairs identified in this SDG?
N NA Were target analytes detected in the field duplicate pairs?

Concentration (ng/kg)
RPD Qualifications
Compound 4 5 (<50%) (Parent Only)
B 0.123* 0.187* 41
C 0.141* 0.139 1
£39

D g-éa.. 0.447 19

0.514
E 0.581 B-543* 12

559
F 8.64 58F 38
G 131 88.1 39
H 0.137 0.0575* 82 Jdets/A (FD)
| 0.355* 0.300* 17
J 0.209* 0.149* 34
K 0.105* 0.131 22
L 0.117* 0.196* 50
M 0.144* 0.182 23

0.2 71
N 0.260* 8-278* 7
o 1.25 0.891 34
P 0.121 0.134 10
5.k

Q -85 2.05 56 Jdets/A (FD)

V\FIELD DUPLICATES\30037J21.wpd



Loc #3003 F3 2 VALIDATION FINDINGS WORKSHEET

Initial Calibration Calculation Verification

1\

Page:_/ of
Reviewer:

2nd Reviewer: i

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The Relative Response Factor (RRF), average RRF, and percent relative standard deviation (%RSD) were recalculated for the compounds identified below using the following
calculations:

RRF = (A)(C)/(ANCY
average RRF = sum of the RRFs/number of standards

%RSD = 100 * (S/X)

A, = Area of compound,

C, = Concentration of compound,

S = Standard deviation of the RRFs,

A = Area of associated internal standard
C, = Concentration of internal standard
X = Mean of the RRFs

L__Reported Il Recalculated Reported L___Reported |l Recalculated |
Calibration Average Average RRF RRF
# Standard ID Date Compound (Reference Internal Standard) RREF (initial) RREF (initial) ( CS3 std) { CS3 std) %RSD %RSD
1 ICAL l- ,q -1 | 2378TCDF (*C-2,3.7,8-TCDF) /0S5 || /.0Slo /. 028 /. 02% '-7 20 %3
2,3.7,8-TCDD (°C-2,3.7,8-TCDD) /. |9SF /./9 /. JOF /./O0F /0. 82 708
1,2,3,6,7,8-HXCDD (°C-1,2,3,6,7,8-HXCDD) 0.9548 0.955 0.9sY 0.95 /2 /X
1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD) /1.0002- | /. 00/ /- 03¢ £ 03¢ LL/0 <./
OCDE (3C,00DE) 0.9020 0.9b> 0.959 Q_Q_Sq oS (oD £/, (L_ ‘
2 2,3,7,8-TCDF (°C-2,3,7,8-TCDF)
2,3,7,8-TCDD (°°C-2,3,7,8-TCDD)
1,2,3,6,7,8-HXCDD (°C-1,2,3,6,7,8-HxCDD)
1,2,3,4,6,7,8-HpCDD (°C-1,2,4,6,7,8,-HpCDD)
QCDE (BC.QCDE)
3 2,3,7,8-TCDF (°C-2,3,7,8-TCDF)
2,3,7,8-TCDD (°C-2,3,7,8-TCDD)
1,2,3,6.7,8-HXCDD (°C-1,2,3,6,7,8-HXCDD)
1,2,3,4,6,7,8-HpCDD (*C-1,2,4,6,7,8,-HpCDD)
OCDF (°C-OCDF)

Comments: Refer to Initial Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the recalculated
results.

PAICALVNICLC16_EUROFINS_070212.wpd



Lbc # 300335 VALIDATION FINDINGS WORKSHEET page: | _of

Routine Calibration Results Verification Reviewert
2nd Reviewer:

0

f

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent difference (%D) of the initial calibration average Relative Response Factors (RRFs) and the continuing calibration RRFs were recalculated for the compounds
identified below using the following calculation:

% Difference = 100 * (ave. RRF - RRF)/ave. RRF Where: ave. RRF = initial calibration average RRF
RRF = (AXCY(ANC,) RRF = continuing calibration RRF
A, = Area of compound, A, = Area of associated internal standard
C, = Concentration of compound, C, = Concentration of internal standard
{L_Reported || Recalculated Reparted Recalculated |
Calibration Spiked Conc Conc Conc

# Standard ID Date Compound (Reference Internal Standard) (ng/mL) (ng/mL) (ng/mL) %R %R

1| £SB3CCO2 | (-2(-13| 2,3,7,8-TCDF (°C-2,3,7,8-TCDF) 10 a.dsp Q. 45 Qf G S
2,3,7,8-TCDD (°C-2,3,7,8-TCDD) 10 Q. O 9.4l 95 95
1,2,3,6,7,8-HxCDD (*°C-1,2,3,6,7,8-HxCDD) 50 49 250 4925 [=8% 98.5
1,2,3,4,6,7,8-HpCDD ("°C-1,2,4,6,7,8,-HpCDD) 50 f7.200 4z Q0 P Y
OCDE (*C-OCDE) 100 Q/- 7’5’0 9] K QQ. 72>

2 2,3,7,8-TCDF ("*C-2,3,7,8-TCDF) 10
2,3,7,8-TCDD (*C-2,3,7,8-TCDD) 10
1,2,3,6,7,8-HxCDD ('*C-1,2,3,6,7,8-HxCDD) 50
1,2,3,4,6,7,8-HpCDD (**C-1,2,4,6,7,8,-HpCDD) 50
OCDFE (BC.OCDE) 100

3 2,3,7,8-TCDF (**C-2,3,7,8-TCDF) 10
2,3,7,8-TCDD (**C-2,3,7,8-TCDD) 10
1,2,3,6,7,8-HxCDD (**C-1,2,3,6,7,8-HxCDD) 50
1,2,3,4,6,7,8-HpCDD (**C-1,2,4,6,7,8,-HpCDD) 50
OCDF ("*C-OCDF) 100

Comments: Refer to Routine Calibration findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the
recalculated results.

PACCAL\CONCLC16_EUROFINS.wpd



LDC #:30%} S}] VALIDATION FINDINGS WORKSHEET Page: _Lof _L
Matrix Spike/Matrix Spike Duplicates Results Verification Reviewer:

2nd Reviewer: %

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

The percent recoveries (%R) and Relative Percent Difference (RPD) of the matrix spike and matrix spike duplicate were recalculated for the compounds identified below
using the following calculation:

% Recovery = 100 * (SSR - SR)/SA Where: SSR = Spiked sample result, SR = Sample result
SA = Spike added

RPD = | MSR - MSDR | * 2/(MSR + MSDR) MSR = Matrix spike percent recovery MSDR = Matrix spike duplicate percent recovery
MS/MSD samples: -"1(' }%

Spike Sample Spiked Sample L Matrix Spike _IL_Matcix Spike Duplicate |l _Reported | Recalculated

Added Concentration Concentration

(V\ikg ) (nalta) (W ) Percent Recovery Percent Recovery RPD RPD
> =7 -/

ws | wsp Il ... IR sb Il Reported | Recale Il Reported | Recalc

2,3,7,8TCDD K01 119 b ND /189 /8.3 9d qd 93 93
12,378PeCDD (01 19% 0023 | 9.1 192295 a5 | 94 | 94
1,2,3,4,7,8-HXCDD /00 | 9% 0.14/ 2.3 |23 197 | 9 q) 90.5
1,2,3.4,7,8,9-HpCDF [0/ 9K Q.[2] B9 1 85. Blo Ko LF LF
OCDF K201/ (9 3065 [F5 |73 B | L5 Slo <Llo

— |0 O -
~Or

Comments: Refer to Matrix Spike/Matrix Spike Duplicate findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0%
of the recalculated results.

V:\Walidation Worksheets\Dioxins\1613\MSDCLC16.wpd



Page: _Lof/_

Reviewer:!

2nd Reviewer: %

The percent recoveries (%R) and Relative Percent Difference (RPD) of the laboratoy control sample and laboratory control sample duplicate (if applicable) were recalculated
for the compounds identified below using the following calculation:

VALIDATION FINDINGS WORKSHEET
Laboratory Control Sample Results Verification

LDC #_2005F5 2

METHOD: GC/MS Dioxins/Dibenzofurans (EPA Method 1613B)

% Recovery = 100 * SSC/SA Where: SSC = Spiked sample concentration

SA = Spike added

RPD=[LCS-LCSD I *2/(LCS + LCSD)

Lesio: OPR I F5n

LCS = Laboraotry control sample percent recovery LCSD = Laboratory control sample duplicate percent recovery

Spike Spiked Sample LcS LCSh LCcs/i csh
Added Concentration
Compound { ¥\ KA ) ( ) Percent Recovery Percent Recovery RPD
LCS LCSD LCcS - LcsD Reported Recalc. Il _Reported Recalc _ll___Reported. .| _Recalculated |

2,3,7,8-TCDD 20 N K (K] NA 990 905
1,2,3,7,8-PeCDD 100 a3% 94 a4
1,2,3,4,7,8-HxCDD 100 q|.# 12 q2
1,2,3,4,7,8,9-HpCDF |00 14 BF <7
OCDF 200 [ 74 Xt St

Comments: Refer to Laboratory Control Sample findings worksheet for list of qualifications and associated samples when reported results do not agree within 10.0% of the

recalculated results.

V:\Validation Worksheets\Dioxins\1613\LCSCLC16.wpd




Loc #200%77D)

Sample Calculation Verification

Reviewer:

VALIDATION FINDINGS WORKSHEET Page:f of_L

2nd reviewer: f

METHOD: HRGC/HRMS Dioxins/Dibenzofurans (EPA Method 1613B)

N _N/A
N_N/A

Were all reported results recalculated and verified for all level IV samples?
Were all recalculated results for detected target compounds agree within 10.0% of the reported results?

Concentration = (AJ(ls)(DF) Example:
(A)(RRF)(Vo)(%S) G’
Ay = Area of the characteristic ion (EICP) for the compound Sample I.D. (ﬁ ,
to be measured
Ais = Area of the characteristic ion (EICP) for the specific
internal standard ZO%;H gy /
Is = Amount of internal standard added in nanograms (ng) Contn= ( ( L/ 000 ) ( )
( C) o2y’ o014 Y0913
Vo = Volume or weight of sample extract in milliliters (ml) or 222 24
grams (g). +299Ue
RRF = Relative Response Factor (average) from the initial = ,
calibration /O(o ’5/6
Df = Dilution Factor.
%S = Percent solids, applicable to soil and solid matrices
only.
Reported Calculated
Concentration Concentration
# Sample ID Compound ( ) ( ) Qualification

VAAVALIDATION WORKSHEETS\DIOXINS\1613\RECALC16.DOC
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LABORATORY DATA CONSULTANTS, INC.

7750 El Camino Real, Suite 2L, Carlsbad, CA 92009 Bus: 760/634-0437 Fax: 760/634-0439

Y w—

CDM August 16, 2013
555 17th Street, Suite 1100

Denver, CO 80202

ATTN: Mrs. Cherie Zakowski

SUBJECT: Santa Susana Field Laboratory, Data Validation

Dear Mrs. Zakowski,

Enclosed is the final validation report for the fractions listed below. These SDGs were
received on July 18, 2013.

LDC project# 30074:

SDG # Fraction
PHO54, PHO55 Semivolatiles (EPA SW 846 Method 8270D-SIM)
PHO56 Chlorinated Pesticides (EPA SW 846 Method 8081A)

PCBs (EPA SW 846 Method 8082)

Metals (EPA SW 846 Method 6010C/6020A/7471B/7470A)
TPH-G (EPA SW 846 Method 8015M)

TPH-E (EPA SW 846 Method 8015M)

Formaldehyde (EPA SW 846 Method 8315A)

Perchlorate (EPA SW 846 Method 6850)
Dioxins/Dibenzofurans (EPA Method 1613B)

Hexavalent Chromium (EPA SW 846 Method 7199)

The following deliverables are submitted under this report:

° Attachment | Sample ID Cross Reference and Data Review Level

° Attachment Overall Data Qualification Summary

° Enclosure | Level lll ADR Outliers (including manual review outliers)
° Enclosure lI Level IV Validation Reports

The data validation was performed in accordance to the Quality Assurance Project Plan
for Santa SusanaField Laboratory, RCRA Facility Investigation, Surficial Media Operable
Unit (March 2009, Revision 4), USEPA Contract Laboratory Program National Functional
Guidelines for Superfund Organic Methods Data Review (June 2008), Polychlorinated
Dioxins/Dibenzofurans Data Review (September 2005), and for Inorganic Data Review
(January 2010). Where specific guidance is not available, the data has been evaluated in
a conservative manner consistent with industry standards using professional experience.
The following items were evaluated during the review:

e Holding Times

® Sample Preservation
o Cooler Temperatures

30074Cov_SSFL.wpd



o |nitial Calibration (Level IV only)

e Continuing Calibration (Level IV only)
® Blanks

® Surrogates

e Matrix Spike/Matrix Spike Duplicates
e Laboratory Duplicates

® | aboratory Control Samples

e [nternal Standards (Level IV only)

® |CP Serial Dilution (Manual Review)
e Detection and Quantitation Limits

® Field QC Samples

Please feel free to contact us if you have any questions.

Sincerely,

Shauna McKellar
Project Manager/Chemist

30074Cov_SSFL.wpd



Attachment |

Sample ID Cross Reference and Data Review Level
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
11-Jun-2013  TB-061113 7089822 B 5030B 8015M v
11-Jun-2013  SL-789-SA5A-SB-0.0-0.5 7089820 N 3050B 6010C v
11-Jun-2013  SL-789-SA5A-SB-0.0-0.5 7089820 N 3050B 6020A v
11-Jun-2013  SL-789-SA5A-SB-0.0-0.5 7089820 N 3060A 7199 i\
11-Jun-2013  SL-789-SA5A-SB-0.0-0.5 7089820 N 3546 8015M v
11-Jun-2013  SL-789-SA5A-SB-0.0-0.5 7089820 N 3546 8082A \Y
11-Jun-2013  SL-789-SA5A-SB-0.0-0.5 7089820 N 3546 8270D SIM v
11-Jun-2013  SL-789-SA5A-SB-0.0-0.5 7089820 N METHOD 1613B IV
11-Jun-2013  SL-789-SA5A-SB-0.0-0.5 7089820 N METHOD 7471B v
11-Jun-2013  SL-789-SA5A-SB-0.0-0.5 7089820 N METHOD 8315A v
11-Jun-2013  SL-789-SA5A-SB-5.0-6.0 7089821 N 3050B 6010C v
11-Jun-2013  SL-789-SA5A-SB-5.0-6.0 7089821 N 3050B 6020A v
11-Jun-2013  SL-789-SABA-SB-5.0-6.0 7089821 N 3060A 7199 v
11-Jun-2013  SL-789-SA5A-SB-5.0-6.0 7089821 N 3546 8015M v
11-Jun-2013  SL-789-SA5A-SB-5.0-6.0 7089821 N 3546 8082A Y
11-Jun-2013  SL-789-SA5A-5B-5.0-6.0 7089821 N 3546 8270D SiM v
11-Jun-2013  SL-789-SA5A-SB-5.0-6.0 7089821 N 5035A 8015M \
11-Jun-2013  SL-789-SA5A-SB-5.0-6.0 7089821 N METHOD 1613B I\
11-Jun-2013  SL-789-SA5A-SB-5.0-6.0 7089821 N METHOD 7471B \Y)
11-Jun-2013  SL-789-SA5A-SB-5.0-6.0 7089821 N METHOD 8315A v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5 7089812 N 3050B 6010C v
11-Jun-2013  SL-783-SA5A-§B-0.0-0.5 7089812 N 3050B 6020A v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5 7089812 N 3060A 7199 v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5 7089812 N 3546 8015M v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5 7089812 N 3546 8082A v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5 7089812 N 3546 8270D SIM I\

/Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate
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Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5 7089812 N METHOD 1613B v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5 7089812 N METHOD 7471B v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5 7089812 N METHOD 8315A v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MS 7089813 MS 3050B 6010C v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MS . 7089813 MS 3050B 6020A v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MS 7089813 MS 3546 8015M v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MS 7089813 MS 3546 8082A v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MS 7089813 MS 3546 8270D SIM 1\
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MS 7089813 MS METHOD 1613B \Y)
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MS 7089813 MS METHOD 7471B v
11-Jun-2013 SL-783-SA5A-SB-0.0-0.5MS 7089813 MS METHOD 8315A v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MSD 7089814 MSD 3050B 6010C \Y)
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MSD 7089814 MSD 3050B 6020A v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MSD 7089814 MSD 3546 8015M v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MSD 7089814 MSD 3546 8082A \Y)
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MSD 7089814 MSD 3546 8270D SIM v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MSD 7089814 MSD METHOD 1613B v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MSD 7089814 MSD METHOD 7471B v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5MSD 7089814 MSD METHOD 8315A 1\
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5DUP 708981§ DUP 3050B 6010C \Y
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5DUP 7089818 DUP 3050B 6020A v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5DUP 7089818 DUP 3060A 7199 v
11-Jun-2013  SL-783-SA5A-SB-0.0-0.5DUP 7089818 DUP METHOD 7471B v
11-Jun-2013  SL-1183-SA5A-SB-0.0-0.5 7089819 FD 3050B 6010C v
11-Jun-2013  SL-1183-SA5A-SB-0.0-0.5 7089819 FD 3050B 6020A I\
11-Jun-2013  SL-1183-SA5A-SB-0.0-0.5 7089819 FD 3060A 7199 \Y)

Il = EPA Level 3 Data Review
IV = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 2 of 4



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
11-Jun-2013  SL-1183-SA5A-SB-0.0-0.5 7089819 FD 3546 8015M v
11-Jun-2013  SL-1183-SA5A-SB-0.0-0.5 7089819 FD 3546 8082A v
11-Jun-2013  SL-1183-SA5A-SB-0.0-0.5 7089819 FD 3546 8270D SIM v
11-Jun-2013  SL-1183-SA5A-SB-0.0-0.5 7089819 FD METHOD 1613B v
11-Jun-2013  SL-1183-SA5A-SB-0.0-0.5 7089819 FD METHOD 7471B v
11-Jun-2013  SL-1183-SA5A-SB-0.0-0.5 7089819 FD METHOD 8315A v
11-Jun-2013  SL-787-SA5A-5B-0.0-0.5 7089825 N 30508 6010C v
11-Jun-2013  SL-787-SA5A-SB-0.0-0.5 7089825 N 30508 6020A \Y)
11-Jun-2013  SL-787-SA5A-SB-0.0-0.5 7089825 N 3546 8015M v
11-Jun-2013  SL-787-SA5A-SB-0.0-0.5 7089825 N 3546 8270D SIM \Y)
11-Jun-2013  SL-787-SA5A-SB-0.0-0.5 7089825 N METHOD 1613B v
11-Jun-2013  SL-787-SA5A-SB-0.0-0.5 7089825 N METHOD 7471B 1\
11-Jun-2013  SL-786-SA5A-SB-0.0-0.5 7089824 N 3050B 6010C 1\
11-Jun-2013  SL-786-SA5A-SB-0.0-0.5 7089824 N 3050B 6020A v
11-Jun-2013  SL-786-SA5A-SB-0.0-0.5 7089824 N 3546 8015M v
11-Jun-2013  SL-786-SA5A-SB-0.0-0.5 7089824 N 3546 8270D SIM v
11-Jun-2013  SL-786-SA5A-SB-0.0-0.5 7089824 N METHOD 1613B v
11-Jun-2013  SL-786-SA5A-SB-0.0-0.5 7089824 N METHOD 7471B v
11-Jun-2013  SL-785-SA5A-SB-0.0-0.5 7089823 N 3050B 6010C IV
11-Jun-2013  SL-785-SA5A-SB-0.0-0.5 7089823 N 3050B 6020A v
11-Jun-2013  SL-785-SA5A-SB-0.0-0.5 7089823 N 3546 8015M v
11-Jun-2013  SL-785-SA5A-SB-0.0-0.5 7089823 N 3546 8270D SIM v
11-Jun-2013  SL-785-SA5A-SB-0.0-0.5 7089823 N METHOD 1613B v
11-Jun-2013  SL-785-SA5A-SB-0.0-0.5 7089823 N METHOD 7471B 1\
11-Jun-2013  SL-788-SAS5A-SB-0.0-0.5 7089826 N 3050B 6010C \Y)
11-Jun-2013  SL-788-SA5A-SB-0.0-0.5 7089826 N 3050B 6020A \Y

Il = EPA Level 3 Data Review
1V = EPA Level 4 Data Validation

N = Normal Sample
FD = Field Duplicate

TB = Trip Blank
FB = Field Blank

MS = Matrix Spike

MSD = Matrix Spike Duplicate

Page 3 of 4



Sample Cross Reference

Date Sample Prep Analytical Review
Collected Field Sample ID Lab Sample ID Type Method Method Level
11-Jun-2013  SL-788-SA5A-SB-0.0-0.5 7089826 N 3546 8015M v
11-Jun-2013  SL-788-SA5A-SB-0.0-0.5 7089826 N 3546 8082A v
11-Jun-2013  SL-788-SA5A-SB-0.0-0.5 7089826 N 3546 8270D SIM I\
11-Jun-2013  SL-788-SA5A-SB-0.0-0.5 7089826 N METHOD 1613B v
11-Jun-2013  SL-788-SA5A-SB-0.0-0.5 7089826 N METHOD 7471B v
il = EPA Level 3 Data Review N = Normal Sample 7B = Trip Blank MS = Matrix Spike

IV = EPA Level 4 Data Validation =~ FD = Field Duplicate

FB = Field Blank

MSD = Matrix Spike Duplicate

Page 4 of 4



Attachment Ii

Overall Data Qualification Summary

30074Cov_SSFL.wpd



Data Qualifier Summary

Lab Reporting Batch ID: PH054 Laboratory: LL
E eQAPP Name: CDM_SSFL_130705_Lan

SO

Sample ID: SL-1183-SA5A-SB-0.0-0.5 Collected: 6/11/2013 10:15:00 Analysis Type: REAITOT Dilution: 1

Sample ID: SL.-1183-SA5A-SB-0.0-0.5 Collected: 6/11/2013 10:15:00 Analysis Type: RESITOT Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte Result | Qual | DL e | RL | Type | Units | Qual | Cod
ANTIMONY 413 |- 0517 | DL | 443 | PaL | W Q
BERYLLIUM 0.792 J 0.0692 | MDL 1.03 PQL J zZ
BORON 4.22 J 0.857 MDL 10.3 PQL J z
CADMIUM 0.639 J 0.0341 { MDL 1.03 PQL J z
CHROMIUM 19.3 0.0909 | MDL 3.10 PQL J QE
COBALT 10.6 0.0930 | MDL 1.03 PQL J FD
MOLYBDENUM 0.442 J 0.176 MDL 2.07 PQL uJ FD,B,F
PHOSPHORUS 429 0.527 MDL 10.3 PQL Q
TIN 3.32 J 0.227 MDL 10.3 PQL V] B
Zirconium 1.41 J 0.857 MDL 5.17 PQL z
Sample ID: SL-783-SA5A-SB-0.0-0.5 Collected: 6/11/2013 10:00:00 Analysis Type: RESITOT Dilution: 1

Data

Lab Lab DL RL Review Reason
f\na{ /te Result Qual T eUmts Code
ANTIMONY 4.05 U 0.506 MDL 4.05 PQL mg/Kg uJ Q
ARSENIC 3.75 J 0.334 MDL 4.05 PQL mg/Kg J z
BERYLLIUM 0.581 J 0.0678 MDL 1.01 PQL mg/Kg J z
BORON 4.93 J 0.840 MDL 10.1 PQL mg/Kg J z
CADMIUM 0.712 J 0.0334 | MDL 1.01 PQL mg/Kg J z
CHROMIUM 22.9 0.0891 | MDL 3.04 PQL mg/Kg J QE
COBALT 5.77 0.0911 | MDL 1.01 PQL mg/Kg J FD
COPPER 0.571 J 0.182 MDL 2.02 PQL mg/Kg J Z,Q,FD
MOLYBDENUM 1.19 J 0.172 MDL 2,02 PQL mg/Kg uJ FD,B,F
PHOSPHORUS 394 ' 0.516 MDL 10.1 PQL mg/Kg J Q
TIN 2.68 J 0.223 MDL 10.1 PQL mg/Kg u B
Zirconium 213 J 0.840 MDL 5.06 PQL mg/Kg J z

* denotes a non-reportable result .
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/15/2013 11:58:55 AM ADR version 1.7.0.207 Page 1 of 17



Data Qualifier Summary

Lab Reporting Batch ID: PH054 Laboratory: LL
EDD Filename: PrepPH054_v1 eQAPP Name: CDM_SSFL_130705_Lan

SO

Matrix:

Sample ID: SL-785-SA5A-SB-0.0-0.5 Collected: 6/11/2013 2:05:00 Analysis Type: REAITOT Dilution: 1

Data
Lab Review Reason
,,,,, nalyte Result
COPPER Q
Sample ID: SL-785-SA5A-SB-0.0-0.5 Collected: 6/11/2013 2:05:00 Analysis Type: RESI/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte | Result | Qual Type | RL | Type | Units | Qual | Code |
ANTIMONY 4.05 U 0.507 MDL 4.05 PQL mg/Kg uJ Q
ARSENIC 3.41 J 0.334 MDL 4.05 PQL mg/Kg J Z
BERYLLIUM 0.578 J 0.0679 | MDL 1.01 PQL mg/Kg J z
BORON 5.43 J 0.841 MDL 10.1 PQL mg/Kg J z
CADMIUM 0.607 S 0.0334 | MDL 1.01 PQL mg/Kg J z
CHROMIUM 17.3 0.0892 | MDL 3.04 PQL mg/Kg J QE
MOLYBDENUM 0.396 J 0.172 MDL 2.03 PQL mg/Kg U B, F
PHOSPHORUS 358 0.517 MDL 10.1 PQL mg/Kg J
SODIUM 99.9 J 16.9 MDL 101 PQL mg/Kg J z
TIN 2.42 J 0.223 MDL 10.1 PQL mg/Kg U B
Zirconium 2.04 J 0.841 MDL 5.07 PQL mg/Kg J Z
Sample ID: SL-786-SA5A-SB-0.0-0.5 Collected: 6/11/2013 1:20:00 Analysis Type: REAITOT Dilution: 1
Data
Lab Lab Review Reason
_Result | Qual | I _Qual | _ Code

9.61

Sample ID: SL-786-SA5A-SB-0.0-0.5 Collected: 6/11/2013 1:20:00 Analysis Type: RES/TOT Dilution: 1
Data

Lab Lab DL RL Review Reason
Analyte Type Qual Code
ANTIMONY 3.96 V] 0.495 MDL 3.96 PQL mg/Kg uJ Q
ARSENIC 2.82 J 0.327 MDL 3.96 PQL mg/Kg J z
BERYLLIUM 0.507 J 0.0663 | MDL 0.990 PQL mg/Kg J Z
BORON 4.66 J 0.822 MDL 9.90 PQL mg/Kg J z
CADMIUM 0.660 J 0.0327 | MDL 0.990 PQL mg/Kg J z
CHROMIUM 18.7 0.0871 MDL 2.97 PQL mg/Kg J QE
MOLYBDENUM 0.313 J 0.168 MDL 1.98 PQL mg/Kg U B, F
PHOSPHORUS 464 ' 0.506 MDL 9.90 PQL mg/Kg J Q
SODIUM 88.0 J 16.5 MDL | 99.0 PQL mg/Kg J z
TIN 2.50 J 0.218 MDL 9.90 PQL mg/Kg U B

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/15/2013 11:58:55 AM ADR version 1.7.0.207 Page 2 of 17



Data Qualifier Summary

Lab Reporting Batch ID: PH054 Laboratory: LL
EDD Filename: PrepPH054_v1 eQAPP Name: CDM_SSFL_130705_Lan

Sample ID: SL-786-SA5A-SB-0.0-0.5 Collected: 6/11/2013 1:20:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Hgal te . Result QL{?I‘“ | DL Type RL Type Units Qual Code
Zirconium 1.23 J 0.822 MDL 4.95 PQL mg/Kg J z
Sample ID: SL-787-SA5A-SB-0.0-0.5 Collected: 6/11/2013 12:30:00 Analysis Type: REA/TOT Dilution: 1

Data
Lab Review
Result Qual
Q
Sample ID: SL-787-SA5A-SB-0.0-0.5 Collected: 6/11/2013 12:30:00 Analysis Type: RESI/TOT Dilution: 1
Data
Review Reason
Analyte ,, L Dt | _RL e | Units _Code
ANTIMONY 4.12 0.515 412 PQL mg/Kg Q
ARSENIC 3.97 0.340 412 PQL mg/Kg J z
BERYLLIUM 0.681 0.0690 1.03 PQL mg/Kg J z
BORON 5.37 0.855 10.3 PQL | mg/Kg J z
CADMIUM 0.582 0.0340 1.03 PQL mg/Kg J 4
CHROMIUM 19.3 0.0906 3.09 PQL mg/Kg J QE
MOLYBDENUM 0.349 J 0.175 MDL 2.06 PQL mg/Kg ] B, F
PHOSPHORUS 310 0.525 MDL 10.3 PQL mg/Kg J Q
SODIUM 101 J 17.2 MDL 103 PQL mg/Kg J z
TIN 2.48 J 0.227 MDL 10.3 PQL mg/Kg U B
Zirconium 2.09 J 0.855 MDL 5.15 PQL mg/Kg J Z B
Sample ID: SL-788-SA5A-SB-0.0-0.5 Collected: 6/11/2013 2:50:00 Analysis Type: REAITOT Dilution: 1
Data
Lab Lab Review Reason
Result | Qual _Qual |  Code
] Q
Sample ID: SL-788-SA5A-SB-0.0-0.5 Collected: 6/11/2013 2:50:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Anal Result Qual DL Type RL Type | Units Qual Code
ANTIMONY 3.88 U 0.485 MDL 3.88 PQL mg/Kg uJ Q
ARSENIC 3.52 J 0.320 MDL 3.88 PQL mg/Kg J Z
BERYLLIUM 0.560 J 0.0649 MDL 0.969 PQL mg/Kg J 4
BORON 6.80 J 0.804 MDL 9.69 PQL mg/Kg J Zz
CADMIUM 0.582 J 0.0320 MDL 0.969 PQL mg/Kg J Z

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area |V Phase 3 Subarea 5A

8/15/2013 11:58:55 AM ADR version 1.7.0.207 Page 3 of 17



Data Qualifier Summary

Lab Reporting Batch ID: PH054
EDD Filename: PrepPH054_v1

Laboratory: LL
eQAPP Name: CDM_SSFL_130705_Lan

Matrix: - SO
Sample ID: SL-788-SA5A-SB-0.0-0.5 Coliected: 6/11/2013 2:50:00 Analysis Type: RESITOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte Qual Code
CHROMIUM 16.6 0.0853 | MDL 2.91 PQL mg/Kg J QE
MOLYBDENUM 0.355 J 0.165 MDL 1.94 PQL mg/Kg U B, F
PHOSPHORUS 571 0.494 MDL 9.69 PQL mg/Kg J Q
SODIUM 84.6 J 16.2 MDL 96.9 PQL mg/Kg J Z
TIN 2.55 J 0.213 MDL 9.69 PQL mg/Kg U B
Zirconium 1.75 J 0.804 MDL 4.85 PQL mg/Kg J Z
Sample ID: SL-789-SA5A-SB-0.0-0.5 Collected: 6/11/2013 9:00:00 Analysis Type: REA/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Result Qual Code

B I

Q
Sample ID: SL.-789-SA5A-SB-0.0-0.5 Collected: 6/11/2013 9:00:00 Analysis Type: RES/TOT Dilution: 1
Data
Lab Lab DL RL Review Reason
Analyte . Result Qual | DL Type | RL Type Units mQu‘aI“ Code
ANTIMONY 4.01 U 0.501 MDL 4.01 PQL mg/Kg uJ Q
ARSENIC 3.87 J 0.331 MDL 4.01 PQL mg/Kg J z
BERYLLIUM 0.606 J 0.0671 MDL 1.00 PQL mg/Kg J z
BORON 5.38 J 0.832 MDL 10.0 PQL mg/Kg J z
CADMIUM 0.625 J 0.0331 MDL 1.00 PQL mg/Kg J Y4
CHROMIUM 19.4 0.0882 | MDL 3.01 PQL mg/Kg J QE
MOLYBDENUM 0.534 J 0.170 MDL 2.00 PQL mg/Kg U B,F
PHOSPHORUS 461 0.511 MDL 10.0 PQL mg/Kg J Q
TIN 2.51 J 0.220 MDL 10.0 PQL mg/Kg U B
Zirconium 2.07 J 0.832 MDL 5.01 PQL mg/Kg J A
Sample ID; SL-789-SA5A-SB-5.0-6.0 Collected: 6/11/2013 9:30:00 Analysis Type: REA/TOT Dilution: 1
' Data
Lab Lab DL RL Review Reason
Analyte Result | Qual | DL | Type | RL | Type | Units | Qual | Code
COPPER 0.188 I MDL 2.09 ] PQL mg/Kg J
Sample ID: SL-789-SA5A-SB-5.0-6.0 Collected: 6/11/2013 9:30:00 Analysis Type: RES/TOT Dilution: 1
Data
Review Reason
Qual Code

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/15/2013 11:58:55 AM

ADR version 1.7.0.207

Page 4 of 17



Data Qualifier Summary

Lab Reporting Batch |D: PH054 Laboratory: LL
EDD Filename: PrepPH054_v1 eQAPP Name: CDM_SSFL_130705_Lan

18]

Sample ID: SL-789-SA5A-SB-5.0-6.0 Coliected: 6/11/2013 9:30:00 Analysis Type: RES/TOT Dilution: 1

Data
Lab Lab Review Reason

Analyte Result | ‘ Qual
ARSENIC 3.70 o 0.344 MDL 417 ] F’QL mg/Kg J 4
BERYLLIUM 0.671 J 0.0699 MDL 1.04 PQL mg/Kg J 4
BORON 5.01 J 0.866 MDL 10.4 PQL mg/Kg J 4
CADMIUM 0.540 J 0.0344 MDL 1.04 PQL mg/Kg J V4
CHROMIUM 221 0.0018 MDL 3.13 PQL mg/Kg J QE
MOLYBDENUM 0.245 J 0.177 MDL 2.09 PQL mg/Kg U B, F
PHOSPHORUS 126 0.532 MDL 10.4 PQL mg/Kg J Q
TIN 2.79 J 0.229 MDL 10.4 PQL mg/Kg U B
Zirconium 1.62 S 0.866 MDL 5.21 PQL mg/Kg J z

TMETALS |

6020A Matrix: = SO

Sample ID: SL-1183-SA5A-$B-0.0-0.5 Collected: 6/11/2013 10:15:00 Analysis Type: REAI/TOT Dilution: 2

Result

Sample ID: SL.-1183-SA5A-SB-0.0-0.5 Collected: 6/11/2013 10:15:00 Analysis Type: RESI/TOT Dilution: 2
| Data
Lab Lab DL RL Review Reason
Analyte , Result | Qual | DL | Type | RL | Type | Units | Qual | Code
SILVER 0.207 0.0207 | MDL 0.207 PQL mg/Kg uJ FD
STRONTIUM 22.4 0.0351 MDL 0.413 PQL mg/Kg J Q
THALLIUM 0.283 ' 0.0310 MDL 0.207 PQL mg/Kg J Q
Sample ID: SL-783-SA5A-SB-0.0-0.5 Collected: 6/11/2013 10:00:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Review Reason
Qual Cod
SELENIUM
Sample ID: SL.-783-SA5A-SB-0.0-0.5 Collected: 6/11/2013 10:00:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab " Lab DL RL Review Reason

| _Result | Qual | DL | Type | RL | Type | _Qual | Code
SILVER 0.0599 00202 | MDL | 0202 | PaL J z,Q,FD
STRONTIUM 19.0 00344 | MDL | 0405 | PaL J Q

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/15/2013 11:68:55 AM ADR version 1.7.0.207 Page 5 of 17



Data Qualifier Summary

Lab Reporting Batch ID: PH054 Laboratory: LL
EDD Filename: PrepPH054_v1 e¢QAPP Name: CDM_SSFL_130705_Lan

Matrix: - SO

Sample ID: SL.-783-SA5A-SB-0.0-0.5 Collected: 6/11/2013 10:00:00 Analysis Type: RES/TOT Dilution: 2
Data
RL Review Reason
_|_RL | Type | Units | Qual | _Code
0.202 PQL mg/Kg J Q
Sample ID: SL-785-SA5A-SB-0.0-0.5 Collected: 6/11/2013 2:05:00 Analysis Type: REA/TOT Dilution: 2
Data
Review Reason
Analyte _ Code

SELENIUM

Sample ID: S1.-785-SA5A-SB-0.0-0.5 Collected: 6/11/2013 2:05:00 Analysis Type: RESITOT Dilution: 2

Data

Lab DL Review Reason

Analyte i DL RL Units | Qual | Code
SILVER . J 0.0203 | MDL 0.203 PQL mg/Kg J Z,Q
STRONTIUM . 0.0344 | MDL 0.405 PQL mg/Kg J Q
THALLIUM . 0.0304 | MDL 0.203 PQL mg/Kg J Q
Sample ID: SL-786-SA5A-SB-0.0-0.5 Collected: 6/11/2013 1:20:00 Analysis Type: REAITOT Dilution: 2

Data

Lab Lab

RL Review Reason

SELENIUM

Sample ID: SL-786-SA5A-SB-0.0-0.5 Collected: 6/11/2013 1:20:00 Analysis Type: RESITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte _ L _Result ‘Qual DL Type RL Type | Units Qual Code
SILVER ) 0.0451 J 0.0198 | MDL 0.198 PQL mg/Kg J Z,Q
STRONTIUM 19.8 0.0337 | MDL 0.396 PQL mg/Kg J Q
THALLIUM 0.256 0.0297 | MDL 0.198 PQL mg/Kg J Q
Sample ID: SL-787-SA5A-SB-0.0-0.5 Collected: 6/11/2013 12:30:00 Analysis Type: REA/TOT Dilution: 2
Data
Lab Lab Review Reason
Analyte Result Qual Code

SELENIUM Z,Q

Sample ID: SL-787-SA5A-$B-0.0-0.5 Collected: 6/11/2013 12:30:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
__Result Qual DL Type RL Type | Units Qual _Code

Anal e

SILVER 0.0504 J 0.0206 | MDL 0.2086 PQL mg/Kg J Z,Q
STRONTIUM 32.8 0.0350 | MDL 0.412 PQL mg/Kg J Q

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/15/2013 11:58:55 AM ADR version 1.7.0.207 Page 6 of 17



Data Qualifier Summary

Lab Reporting Batch ID: PH054 Laboratory: LL
EDD Filename: PrepPH054_v1 eQAPP Name: CDM_SSFL_130705_Lan

T

SO

Sample ID: SL-787-SA5A-SB-0.0-0.5 Collected: 6/11/2013 12:30:00 Analysis Type: RES/TOT Dilution: 2

Data
Review

Qual

Sample ID: SL-788-SA5A-SB-0.0-0.5 Collected: 6/11/2013 2:50:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte Result Qual DL Type RL | Type _Qual Code

SELENIUM 0.192 J 0.0969 | MDL 0.388 PQL

J Z,Q

Sample ID: SL-788-SA5A-SB-0.0-0.5 Collected: 6/11/2013 2:50:00 Analysis Type: RES/TOT Dilution: 2
Data
Lab Review Reason
Analyte } RL Qual
SILVER 0.0873 J 0.0194 MDL 0.194
STRONTIUM 345 0.0330 | MDL 0.388 mg/Kg J Q
THALLIUM 0.331 0.0291 MDL 0.194 mg/Kg J Q
Sample ID: SL-789-SA5A-SB-0.0-0.5 Collected: 6/11/2013 9:00:00 Analysis Type: REAITOT Dilution: 2
Data
Lab Lab RL Review Reason
sult | Type '

SELENIUM 0.168

Sample ID: SL-789-SA5A-SB-0.0-0.5 Collected: 6/11/2013 9:00:00 Analysis Type: RESITOT Dilution: 2

Data
Lab Lab Review Reason
Analyte Result L | Ty _Qual |  Code
SILVER 0.0866 J 0.0200 MDL 0.200 PQL mg/Kg uJ Q,F
STRONTIUM 37.0 0.0341 MDL 0.401 PQL mg/Kg J Q
THALLIUM 0.436 0.0301 MDL 0.200 PQL mg/Kg J Q
Sample ID: SL-789-SA5A-SB-5.0-6.0 Collected: 6/11/2013 9:30:00 Analysis Type: RESI/TOT Dilution: 2
Data
Lab Lab DL RL Review Reason
Analyte I — Result | Qual | DL | Type | RL | Type | Units | Qual | Code
SILVER J 0.0209 MDL 0.209 PQL mg/Kg uJ Q,F
STRONTIUM 25.4 0.0355 MDL 0.417 PQL mg/Kg J Q
THALLIUM 0.241 0.0313 MDL 0.209 PQL mg/Kg J Q

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/15/2013 11:58:55 AM ADR version 1.7.0.207 Page 7 of 17



Data Qualifier Summary

Lab Reporting Batch ID: PH054 Laboratory: LL
EDD Filename: PrepPH054_v1 €QAPP Name: CDM_SSFL_130705_Lan

Matrix: SO

Collected: 6/11/2013 10:15:00 Analysis Type: RES/TOT Dilution: 1

Data
Review Reason
Qual

HEXAVALENT CHROMIUM

Sample ID: SL-783-SA5A-SB-0.0-0.5 Collected: 6/11/2013 10:00:00 Analysis Type: RES/TOT Dilution: 1
Data
DL Review Reason
nalyte _ Result | RL | Type | Units Code
HEXAVALENT CHROMIUM 0.41 PQL mg/Kg J E,FD
Sample ID: SL-789-SA5A-SB-0.0-0.5 Collected: 6/11/2013 9:00:00 Analysis Type: RESITOT Dilution: 1
Data
RL Review Reason
Analyte § DL | T RL | Type | Uni
HEXAVALENT CHROMIUM 0.54 0.14 l MDL 0.40 | PQL
Sample ID: SL-789-SA5A-SB-5.0-6.0 Collected: 6/11/2013 9:30:00 Analysis Type: RES/TOT

HEXAVALENT CHROMIUM

Sample ID; SL-1183-SA5A-SB-0.0-0.5 Coliected: 6/11/2013 10:15:00 Analysis Type: RES/TOT Dilution: 1

Sample ID: SL-783-SA5A-SB-0.0-0.5 Collected: 6/11/2013 10:00:00 Analysis Type: RES/TOT Dilution: 1

Data
Review

MERCURY

Sample ID: SL-785-SA5A-SB-0.0-0.5 Collected: 6/11/2013 2:05:00 Analysis Type: RES/TOT Dilution: 1

Data
Review
_Qual | _

Lab Lab DL

: Result A -
MERCURY 0.0115 0.0100 | MDL

0.0167 PQL

* denotes a non-reportable result
Project Name and Number: 1204-002-001-AL - SSFL Area IV Phase 3 Subarea 5A

8/15/2013 11:58:55 AM ADR version 1.7.0.207 Page 8 of 17



Data Qualifier Summary

Lab Reporting Batch ID: PH054 Laboratory: LL
EDD Filename: PrepPH054_v1 eQAPP Name: CDM_SSFL_130705_Lan

Matrix: . SO

Sample ID: SL-788-SA5A-SB-0.0-0.5 Collected: 6/